
Seq. No. 


- 55429 


Seq. ID 


OJ000323_38.0418 


.C14 


Gene No. 


116137 


Strand 






Start 


18798 


End 


19548 




Name 


OJ000323 38 . 04 18 . C14 . ol . tc 


Method 


TBLASTX : Cress 




Start 


17284 


End 


17482 




GI 


none ' 


Score 


267 




Exons ' 


17284 .. 17376, 17285.. 17482 








Seq. No. 


55429 


Seq. ID 


OJ000323_38.0418 


.C14 


Gene No. 


116137 


Strand 






Start 


18798 


End 


1-954 8 




Name 


OJ000323 38 . 04 18 . C14 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


17284 


End 


17506 




GI 


none 


Score 


279 




Exons 


17284 .. 17367 , 1 /2o 5 . . 1 /506 , 


17419. .17475 




Seq. No. 


55429 


Seq. ID 


OJ000323J38...0418 


.C14 


Gene JSIo . 


116137 


Strand 






Start 


187 98 


. End 


19548 




Name 


OJ000323 38 . 04 18 . C14 . 06 . gs 


Method 


GENSCAN 




Start 


18798 


End . 


19548 




GI 


none 


Score 


.65 




Exons 


18798 18868, 19171 19270., 


19493. .19548 




Seq. No. 


55430 


Seq. ID 


OJ000323_38.0418 


.C15 


Gene No.' 


116138 


Strand 


+ 




Start 


845 


End 


2522 




Name 


OJ000323 38 . 0418 . C15 . ol . gs 


Method 


GENSCAN 




Start 


845 


End 


2522 




GI 


none 


Score 


.44 




Exons 


845. .860, 1005. .1094, 2464.. 


2522 






Seq. No. 


55430 


Seq. ID 


OJ000323_38.0418 


.C15 


Gene No. 


• 116139 


Strand 


+ 




■Start 


■ 3225 


End 


5719 




Name 


OJ000323 38;0418.C15.ol.np 


Method 


AAT/NAP 




Start 


3225 


End 


5716 




GI 


5302801 


Score 


229 




Exons 


3225.. 3251, 4407.. 5220, 5251 


..5350, 5400. .5716 




GI Descrip. 


(Z97342) glycoprotein homolog [Arabidopsis thaliana] 




Seq. No. 


55430 


Seq. ID 


OJ000323_38.0418 


.C15 


Gene No. 


116139 


Strand 


+ 




Start 


3225 


End. ' 


5719 




Name 


OJ000323 38.0418.C15.ol.gp 


Method 


AAT/GAP 




Start 


4011 


End 


4360 




GI 


2280662 


Score 


665 




Exons 


4011. .4360 








Seq. No. 


55430 


Seq. ID 


OJ000323_38.0418 


.C15 


Gene No. 


116139 


Strand 


+ 




Start 


3225 


End 


5719 




Name 


OJ000323 38.0418.C15.o2.gs 


Method 


GENSCAN 




Start 


4245 


End 


5719 




GI 


none 


Score 


.95 




Exons 


4245.. 5013, 5052.. 5719 









56001 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55431 

116140 

1 

OJ000323_38.0418.C16.ol.np 
1 

4263787 - 



Seq. ID OJ000323_38.0418.C16 

Strand + 

End 3179 

Method AAT/NAP 

End 317 9 

Score ' 459 



1..28, 393.. 514, 640. .771, 910. .1035, 1796. .1889, 2417. .2499, 
2581. .2670, 3161. .3179 

(AC006068) unknown protein [Arabidopsis thaliana] 



Seq. No. 55431 

Gene No. 116140 

Start 1 

Name OJ000323_38 . 04 18 . CI 6 . ol . tm 

Start 210 

GI none 
Exons 



Seq. ID OJ000323_38 .0418 .C16 

Strand + 

End 3179 

Method TBLASTX : Mai ze 

End 2670 

Score 209 



210. .266, 367. .507, 389. .508, 907. .1035, 912. .1034, 1795. .1890, 
1796. .1888, 2415.. 2465, 2418. .2474, 2419. .2475, 2569. .2670, 
2580. .2669, 2581. .2670 



Seq. No. 55431 

Gene No. 116140 

Start ' 1 

Name OJ000323_38 . 04 18 . CI 6 . ol . gs~ 

Start 233 

GI none 

Exons 233.. 508, 913.. 1035, 1796.. 



Seq. ID OJ000323_38.0418.C16 

Strand + 

End '* 3179 . 

Method GENSCAN 

End 2 670 

Score . 7 

39, 2375.. 2499, 2581.. 2670 



Seq. No. 55431 

Gene No. 116140 

Start 1 

Name OJ000323_38 . 04 18 . C16 . ol . tw 

Start 912 

GI none 
Exons 



Seq. ID OJ000323_38.0418.C16 

Strand + 

End 3179 

Method TBLASTX : Wheat 

End 2667 

Score 173 



912. .1034, 913. .1035, 913. .1035, 1795. .1890, 1796. .1888, 
2297.. 2500, 2415. .2507, 2418. .2501, 2568. .2663, 2569. .2664, 
2580. .2663, 2581. .2667, 2582. .2665 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

GI Descrip. 



55431 

116140 

1 

OJ000323_38.0418 .C16.ol.gp 
988 

6990.1.R1084 



Seq. ID OJ000323_38.0418.C16 

Strand + 

End 3179 

Method AAT/GAP 

End 2670 

Score 565 



988. .1035, 1796. .1889, 2417-.2499, 2581. .2670 

' 4263787/gb|AAD15447| 1.0e-45 (AC006068) unknown protein 

[Arabidopsis i-haliana] 1 



Seq. No. 55432 

Gene No. 116141 

Start 1 

Name OJ000323_38 .0418 . C17 . ol . gp 

Start ,1 

GI 6990_1.R1084 

Exons 1..122 

GI Descrip. 1 4263787/gb | AAD154 47 | 1.0e-45 (AC006068) unknown protein 



Seq. ID OJ000323_38.0418.C17 

Strand + 

End 122 

Method AAT/GAP 

End 122 

Score 244 



56002 




[Arabidopsis thaliana] 1 



Seq. No. 


55432 




Seq. ID 


OJ000323_38.0418.C17 


Gene No. 


116142 




Strand 


+ 


Start 


1155 




End 


1866 


Name 


OJ000323_38 . 04 18 . C17 . ol . 


tm 


Method 


TBLASTX : Maize 


Start 


2 ■ 




End 


429 


GI 


none 




Score 


101 


Exons 


2. .106, 9. .95, 140. .253, 


147 ; 


.242, 148. 


. 246, 192. .260, 343. 




344. .385, 349. .387, 384. 


.428, 


388. .429 




Seq. No. 


55432 




Seq. ID 


OJ000323_38 . 0418 . CI 7 


Gene No. 


116142 




Strand 


+ 


Start 


1155 




End 


1866 


Name 


OJ000323_38 . 0418.C17.ol. 


gs 


Method 


GENSCAN 


Start 


1155 




End 


1866 


GI 


none 




Score 


. 56 


Exons 


1155. .1358, 1670. .1866 








Seq. -No. 


55433 




Seq. ID 


OJ000323_38 . 0418 . CI 8 


Gene No. 


116143 




Strand 


+ 


Start 


8240 




End 


8489 


Name 


OJ000323_38. 0418.C18.o2. 


gs 


Method 


GENSCAN 


Start 


8.240 




End 


8489 


GI 


none 




Score 


. 4 


Exons 


8240. .8346, 8390. .8489 








Seq. .No. 


55433 




Seq. ID 


OJ000323_38.0418.C18 


Gene No. 


116144 




Strand 




Start 


5047 




End 


6506 


Name 


OJ000323_38 . 04 18 . C18 . ol . 


gp 


Method 


AAT/GAP 


Start 


5047 




End 


6506 


GI 


268_2.R1084 




Score 


2454 


Exons 


5047. . 57 09, 5805.. 6146, 


6235. 


.6506 




GI Descrip. 


1 1235565/emb|CAA654 56 | 9 


.Oe-98 (X96681) 


DNA-binding protein 




[Oryza sativa] 1 








Seq. No. 


55433 




Seq. ID 


OJ000323_38.0418.C18 


Gene No. 


116144 




Strand 




Start 


5047 




End 


6506 - 


Name 


OJ000323 38.0418.C18.ol. 


np 


Method 


AAT/NAP 


Start 


5321 




End 


6442 


GI 


7446297 




Score 


1513 


Exons 


5321. .5709, 5805. .6146, 


6235. 


. 6442 




GI Descrip. 


DNA-binding homeotic' protein 


- rice (fragment) 


Seq. No. 


55433 




Seq. ID 


OJ000323_38.0418.C18 


Gene No. 


116144 




Strand 




Start 


5047 ' 




End 


6506 


Name 


OJ000323 38.0418.C18.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5405 




End 


5881 


GI 


none 




Score 


83 


Exons 


5405... 5464, 5406.:5465, 


5531. 


.5584, 5587. .5718, 5630.:5710, 




5796. .5840, 5806. .5850, 


5840. 


.5881 




Seq. No. 


55433 




Seq. ID 


OJ000323_38.0418.C18 


Gene No. 


116144 




Strand 





56003 





Start 


5047 








End 


6506 








Name 


OJ000323 38 


. 0418 


.C18.ol 


.ts 


Method ■ 


TBLASTX : 


Soybean 






Start 


5420 








End 


5881 








GI 


none 








Score 


70 








Exons 


5420. .5473, 


5421 


. .5465, 


5531. 


.5584, 5587.. 5709, 


5630. .5710, 






5784 . .5840, 


5797 


. .5841, 


5840. 


.5881 










Seq. No. 


55433 








Seq. ID 


OJ000323 


_38.0418. 


C18 




Gene No. 


116144 








Strand 


— 








Start 


5047 








End 


6506 








Name 


OJ000323 38 


. 0418 


.C18 .ol 


.tm 


Method 


TBLASTX : 


Maize 






Start 


5531 








End 


5715 








GI 


none 








Score 


117 








Exons 


5531. .5584, 


5587 


. .5715, 


5630. 


. 5710 










Seq. No. 


55434 








Seq. ID 


OJ000323 


_38 . 0418 . 


C20 




Gene No. 


116145 








Strand 


+ 








Start 


394 








End 


454 








Name 


OJ000323 38 


.0418 


.C20.ol 


.gs 


Method 


GENSCAN 








Start 


394 








End 


454 








GI 


none 








Score 


. 73 








Exons 


394 . .454 
















□ 


Seq. No. 


' 55435 








Seq. ID 


OJ000.323 


_38.0418^ 


C23 




Gene Nor 


116146 








Strand 


+ 






r Ti 


Start 


142 








End " 


411 






h '■ ' 

TH 


Name 


OJ000323 38 


.0418 


C23.ol 


.gs 


Method 


GENSCAN 






l fcr 


Start 


142 








End 


411 








GI 


none 








Score 


.8 








Exons 


142. .411 


















Seq. No. 


55436 








Seq. ID 


OJ000323 


_38.0418. 


C24 




Gene No. 


116147 








Strand 


+ 








Start . 


129 








End 


667 






f ~ 


Name 


OJ000323 38 


.0418 


C24 .ol 


gs 


Method 


GENSCAN 








Start 


129 








End 


667 






E „ 


GI 


none 








Score 


. 93 








Exons 


129. .222, 537. .667 














Seq. No. 


55436 








Seq. ID 


OJ000323 


_38 . 0418 . 


C24 


P 


Gene No. 


116148 








Strand 


+ 








Start 


1549 








End 


1949 








Name 


OJ000323 38 


.0418 


C24 .ol 


gp 


Method 


AAT/GAP 








Start 


1549 








End 


1949 








GI ■ 


3763039 








Score 


682 








Exons 


1549. .1949 


















Seq. No. 


55436.* 








Seq. ID 


OJ000323 


_38.0418. 


C24 




Gene No. 


116149 








Strand 










Start 


1295 








End 


2208 








Name 


OJ000323 38 


.0418. 


C24 .o2 


gs 


Method 


GENSCAN 








Start 


1295 








End 


2008 








GI 


none 








Score 


. 66 








Exons 


1295. .1480/ 


: "1697-. 


.2008 














Seq. No. 


55436 








Seq. ID 


OJ000323 


_38.0418. 


C24 




Gene No, 


116149 








Strand 









56004 



Start 1295 End 2208 

Name OJ000323_38 . 0418 . C24 . ol . np Method AAT/NAP 

Start 1304 End 2208 

GI 7488187 Score 572 

Exons 1304.. 1480, 1697.. 2208 

GI Descrip. probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F13M23.300 - Arabidopsis thaliana gi | 4455259 | emb | CAB36758 . 1 | 
(AL035523) putative Ser/Thr protein kinase [Arabidopsis 
thaliana] gi | 7269366 | emb | CAB79425 . 1 | (AL161562) putative Ser/Thr 
protein kinase [Arabidopsis thaliana] 



Seq. No. 


55436 




Seq. ID 


OJ000323_38.0418 


.C24 


Gene No. 


116149 




Strand 






Start 


1295 




End 


2208 




Name 


OJ000323 38 


.0418.C24.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1697 




End 


2033 




GI 


none 




Score 


45 




Exons 


1697. .1735, 


1701.. 1739, 1772. 


.2032, 1779. .2033 




Seq. No. 


55436 




Seq. 'ID 


OJ000323_38.0418 


.C24 


Gene No. 


116149 




Strand 






Start 


1295 




End 


2208 




Name 


OJ000323 38 


.0418.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


1763 




End • 


2194 




GI - 


none 




Score 


'•170 - 




Exons 


1763. .2113, 


-1776. .2102, 2114. 


.2194 






Seq. No. 


55436 




Seq. ID 


OJ000323_38.0418 


.C24 


Gene No. 


116149 




Strand 






Start 


1295 




End 


2208 




Name 


OJ000323 38 


.0418.C24.ol.tc 


Method 


TBLASTX: Cress 




Start 


1772 




End 


2026 




GI 


none 




Score 


220 




Exons 


1772. .2026 










Seq. No. 


55437 




Seq. ID 


OJ000323_38.0418 


.C25 


Gene No. 


116150 




Strand 






Start 


1 




"End- 


3119 




Name 


OJ000323 38 


.0418.C25.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3119 




GI 


7488187 




Score 


344 




Exons 


1..21, 96.. 


529, 625.. 782, 896 


. .1204, 


1353. . 1613, 1704 . . 


1862, 




2344. .2503, 


3077. .3119 








GI Descrip. 


probable serine/threonine-specif ic protein kinase (EC 2 


.7.1. 



F13M23.300 - Arabidopsis thaliana gi | 4 455259 | emb | CAB36758 . 1 | 
(AL035523) putative Ser/Thr protein kinase [Arabidopsis 



thaliana] gi | 7269366 | emb | CAB7 9425 . 1 | 
protein kinase [Arabidopsis thaliana] 



;AL161562) putative Ser/Thr 



Seq. No. 55437 

Gene No. 116150 

Start 1 

Name OJ000323_38 . 04 18 . C25.. ol . gs 

Start 17 

GI none 

Exons 17.. 529, 625.-726, 902.. 995, 
3030. .3066 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1731. .1852, 2127. .2245, 2348.-2463, 



OJ000323_38.0418.C25 

3119 
GEN SCAN 
3066 
.83 



56005 



Seq. No. 55437 Seq. ID 

Gene No. 116150 Strand 

Start 1 End 

Name OJ000323_38 . 0418 .C25 .ol . ts Method 

Start 117 End 

GI none - Score 

Exons 117.. 389, 140.. 478 



OJ000323_38 .0418..C25 
3119 

TBLASTX: Soybean 

478 

134 



Seq. No. 55438 - Seq. ID 

Gene No. 116151 Strand 

Start 4290 End 

Name OJ000323_38 . 04 18 . C26 . ol . gp Method 

Start 3989 End 

GI 6098_1.R1084 Score 

Exons 3989.. 4448 

GI Descrip. ? 107 6660/pir | | S51839 6.0e-32 D13F (MYBST1 ) protein - potato 
>gi_786426_bbs_159122 (S74753) MybStl=Myb-related 
transcriptional activator {DNA-binding domain " repeats } [Solanum 
tuberosum=potatoes, leaf, Peptide, 342 aa] [Solanum tuberosum] 1 



OJ000323_38.0418.C26 
+ 

4756 
AAT/GAP 
4448 
822 



Seq. No. 55438 Seq. ID 

Gene No. 116151 Strand 

Start' 4 290 End 

Name OJ000323_38 . 04 18 . C2 6 . ol . np Method 

Start 4170 End 

GI 1076660 Score 

Exons 4170.. 4454 

GI Descrip. D13F (MYBST1 ) protein - potato gi | 78 6426 | bbs | 159122 (S74753) 

MybStl-Myb-related transcriptional activator {DNA-binding domain 
repeats} [Solanum tuberosum=potatoes, leaf, Peptide, 342 aa] 
[Solanum tuberosum] 



OJ000323_38.0418.C26 
+ 

4 756 • y 
AAT/NAP 
4454 
245 





Seq. No. 


55438 








Seq. ID 


OJ000323_38.0418.C26 




Gene No. 


116151 








Strand 


+ 




Start 


4290 








End 


4756 




Name 


OJ000323 38 


.0418. 


C26.o2 


.gs 


Method 


GENSCAN . 




Start 


4290 ■' 








End 


4756 


J 


GI 


none 








Score 


.89 




Exons 


4290. .4446, 


4602. 


.4756 










Seq. No. 


55438 








Seq. ID 


OJ000323_38.0418.C26 




Gene No. 


116152 








Strand 






Start 


1775 








End 


2366 




Name 


OJ000323 38 


.0418. 


C26.ol 


.gs 


Method 


GENSCAN 




Start 


1775 








End 


2366 




GI 


none 








Score 


.44 




Exons 


1775. .1969,' 


2160. 


.2366 










Seq. No. 


55438 








Seq. ID 


OJ000323_38.0418.C26 




Gene No. 


116153 








Strand 






Start 


4169 








End 


4448 




Name 


OJ000323 38 


.0418. 


C26.ol 


tc 


Method 


TBLASTX: Cress 




Start 


4169 








End 


4300 




GI 


none 








Score 


199 




Exons 


4169. .4300, 


4170. 


.4280 









56006 




Seq. No. 55438 

Gene No. 116153 

Start 4169 

Name OJ000323_38 . 04 18 . C26 . ol 

Start 4169 

GI none 

Exons 4169.. 4318, 4170.. 4271, 

Seq. No. 55438 
Gene No. " 116153 

Start 4169 

Name OJ000323_38 . 04 18 . C26 . ol 

Start 4169 

GI none 

Exons 4169. .4300, 4170. .4280, 




Seq. ID OJ000323_38.0418.C26 
Strand 

End 4448 

.tm Method TBLASTX : Maize 

End 4448 

Score 194 
' 4271. .4297, 4 4 01. . 4 4 48, 44 03. . 4447 

Seq. ID OJ000323_38.0418.C26 
Strand 

End 4448 

.ts Method TBLASTX: Soybean 

End 4 4 4 8 

Score 206 
4401. .4448, 4403. .4447 



Seq. No. 55439 Seq. ID 

Gene No. 116154 Strand 

Start 308 " t End 

Name OJ000323_38 . 04 18 .C27 . ol gs Method 

Start 308 End 

GI none Score 

Exons 308.. 515,. 795.. 1265 



OJ000323_38.0418.C27 
+ 

1294 
GEN SCAN 
1265 
.79 



Seq. No. 55439 Seq. ID 

Gene No. 116154 Strand 

Start 308 End 

Name OJ000323_38 . 0418 . C27 . ol . np Method 

Start 317 End 

GI 1076660 Score 

Exons 317.. 515, 758.. 1294 

GI Descrip. D13F (MYBST1 ) protein - potato gi | 78 6426 I bbs 1 159122 (S74753) 

MybStl=Myb-related transcriptional activator {DNA-binding domain 
repeats} [Solanum tuberosum=potatoes, leaf, Peptide, 342 aa] 
[Solanum tuberosum] 



OJ000323_38.0418.C27 
+ 

1294 
AAT/NAP 
1294 
506 



Seq. No. • 55439 Seq. ID OJ000323_38 . 04 18 . C27 

Gene No. 116155 Strand 

Start 306 End 421 

Name OJ000323_38 . 0418 . C27 . ol . gp Method AAT/GAP 

Start 306 End 421 

GI 6098JL.R1084 Score 167 

Exons 306.. 421 

GI Descrip. 1 107 6660/pir | | S51839 6.0e-32 D13F (MYBST1 ) protein - potato 
>gi_786426_bbs_159122 - (S74753) MybSt l=Myb-related 
transcriptional activator {DNA-binding domain repeats} [Solanum 
tuberosum=potatoes, leaf, Peptide, 342 aa] [Solanum tuberosum]-' 



Seq. No. 55439 

Gene No. 116156 

Start 816 

Name OJ000323_38 . 04 18 . C27 . ol . tc 

Start 170 

GI none 

Exons 170.. 196, 318.. 374, 329.. 373, 
1062.. 1211, 1062.. 1172, 1064. 



Seq. ID OJ000323_38.0418.C27 
Strand 
End 

Method 
End 
Score 
375. .521, 



1310 

TBLASTX: Cress 

1244 

37 

378. .518, 960. 



1210, 1184.. 1210, 1206. 



.1031, 
1244 



56007 



Seq. No. 


55439 


Seq. ID 


OJ000323_38.0418 


.C27 


Gene No. 


116156 


■■-Strand 






Start 


816 


End 


•1310 




Name 


OJ000323_38 .0418.C27.ol.tw 


Method 


TBLASTX: Wheat 




Start 


312 


End 


515 




GI 


none 


Score 


295 




Exons 


312. .515, 321. .506, 329. .514 








Seq. No. 


55439 


Seq. ID 


OJ000323_38 .0418 


. C27 


Gene No. 


116156 


Strand 






Start 


816 


End 


1310 




Name 


OJ000323 38.0418.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


313 


End 


1268 




GI 


none 


Score 


268 




Exons 


313. .513, 314. .508, 318. .515 


, 318. .515 


, 792. .884, 792. . 


836, 




867. .1262, 888. .1202, 907. .1206, 908.. 


1252, 1208 . . 1267, 






1209 . . 1268 








Seq. No. 


55439 


Seq.;, ID 


. OJ000323_38..0418 


.C27 


Gene No. 


116156 


Strand 






Start 


816 


End 


1310 




Name 


OJ000323_38 .0418.C27.ol.ts 


"Method 


TBLASTX : Soybean 




Start 


318 


End 


1247 




GI 


none 


Score - 


314 




Exdns 


318.. 512, 319. .513, 329. .454 


, 1071. .1163, 1076. .1159, 






1169. .1246, 1188. .1247 








Seq. No. 


55439 


Seq. ID 


OJ000323_38.0418 


.C27 


Gene No. 


116156 


Strand 






Start 


816 


End 


1310 




Name 


OJ000323 38 . 0418 .C27 .o2 .gp 


Method 


AAT/GAP 




Start 


816 


End 


1310 




GI 


4371_1.R1084 


Score 


935 




Exons 


o 1 D . . 1310 








GI Descrip. 


'2344894 2.0e-17 (AC002388) 


hypothetical protein [Arabidops: 




thaliana] 1 








Seq. No. 


55440' 


Seq. ID 


OJ000323_39.0419 


.CI 


Gene No. 


116157 


Strand 






Start 


2270 


End 


5894 




Name 


OJ000323 39.0419.Cl.ol.np 


Method 


AAT/NAP 




Start 


813 


• End 


5894 




GI 


7546702 


Score 


134 




Exons 


813. .886, 1470. .1597, 2426.. 


2645, 2777 


..3200, 3837. .388 


9, 




5866. .5894 








GI Descrip. 


(AL163652) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


55440 


Seq. "ID 


OJ000323_39.0419 


.CI 


Gene No. 


116157 


Strand 






Start r 


2270 


End 


5894 




Name 


OJ000323 39.0419.Cl.ol.gs 


Method 


GENSCAN 




Start 


2270 


End 


4165 




GI 


none 


Score 


.91 • 




Exons 


2270.. 2920, 3027.. 3200, 3837 


. .4165 






Seq. No. 


55440 


Seq. ID 


OJ000323_39.0419 


.CI 


Gene No. 


116157 


Strand 







56008 




Start 


2270 








End 


5894 






Name 


OJ000323 39 


.0419. CI. ol. 


gp 




Method 


AAT/GAP 






Start 


2796 








End 


3876 






GI 


426301 








Score 


583 






Exons 


2796. .2920, 


3027. .3200, 


3837. 


.3876 








Seq. No. 


55441 








Seq. ID 


OJ000323_39.. 


0419. 


C2 


Gene No. 


116158 








Strand 


+ 






Start 


1610 








End 


3462 






Name 


OJ000323 39 


.0419.C2.o2. 


np 




Method 


AAT/NAP 






Start 


1610 








End 


3462 






GI 


5852093 








Score 


44 






Exons 


1610. .1734, 


3331. .3462 














GI Descrip. 


(AL117264) 


zwhl 6 . 1 [Oryza 


sativa] 








Seq. No. 


55441 








Seq. ID 


OJ000323_39. 


0419. 


C2 


Gene No. 


116159 








Strand 








Start 


1 








End 


1117 






Name 


OJ000323 39 


.0419.C2.ol. 


np 




Method 


AAT/NAP 






Start 


1 








End 


1117 






GI 


5852093 








Score 


59 






Exons 


1..28, 1011 


. .1117 














GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza 


sativa] 








Seq. No. 


55442 








Seq. ID 


OJ000323_39. 


0419. 


C3 


Qpnp No 


116160 








Strand 








Start 


23 . 








End 


2884 






Name 


OJ000323 39 


.0419.C3.ol. 


gs 




Method 


GENSCAN 






Start 


23 








End 


2884 






GI 


none 








Score 


.56 






Exons 


23. .155, 467. .586, 779. 


.856, 


931. .1092, 


1153. .1294, 


160C 






2817. .2884 
















Seq. No. 


-55443 








Seq. ID 


OJ000323_39. 


0419. 


C4 


Gene No . 


116161 








Strand 


+ 






Start 


1014 








End 


6909 






Name 


OJ000323 39 


.0419.C4.ol. 


np 




Method 


AAT/NAP 






Start 


1014 








End 


5588 






GI 


4680179 








Score 


6605 






Exons 


1014. .5588 
















GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


'55443 








Seq. ID 


OJ000323_39. 


0419. 


C4 


Gene No. 


116161 








Strand 


+ 






Start 


1014 








End 


6909 ' 






Name 


OJ000323 39 


.0419.C4.ol. 


gs 




Method 


GENSCAN ' 






Start 


1017 








End 


6909.. 






GI 


none 








Score 


.55 






Exons 


1017. .5574, 


5997. . 6106, 


6432. 


.6545, 6637.. 6720, 6766.. 6909' 


Seq. No. 


55443 








Seq. ID 


OJ000323_39. 


0419. 


C4 


Gene No. 


116162 








Strand 








Start 


5862 








End 


9400 






Name 


OJ000323 39 


.0419.C4.o7. 


tw 




Method 


TBLASTX: Wheat 




Start 


1283 








End 


1646 






GI 


none 








Score 


291 






Exons 


1283. . 1387, 


1287. . 1646, 


1- 


312. 


.1645 









56009 




Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419 


.C4 


Gene No.- 


116162 • 








Strand 


- 




Start 


5862 








End 


9400 




Name 


OJ000323 39 


.0419 


.C4 .08. 


tm 


Method 


TBLASTX: Maize 




Start ■ 


1527 








End 


1823 




GI 


none 








Score 


197 




Exons 


1527. .1823,.. 


1544 


. . 1714 










Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419 


.C4 


Gene- No. 


116162 








Strand 


— 




Start 


5862 








End 


9400 




Name 


OJ000323 39 


.0419 


.C4.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2169 








End 


2489 




GI 


none 








Score 


209 




Exons 


2169. .2489 














Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419 


.C4 


Gene No. 


116162 








Strand 






Start' 


5862 








End 


9400 




Name 


OJ000323 39 


.0419 


.C4 .08. 


tw 


Method 


TBLASTX: Wheat 




Start 


2222 








End 


2576 




GI 


none 








Score 


262 




Exons 


2222. .2362, 


2223 


. .2576, 


2406. 


.2540 






Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419 


.C4 


Gene No. 


116162 








Strand 


- 




Start 


5862 








End 


9400 




Name 


OJ000323 39 


.0419 


,C4.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2747 








End 


3233 




GI 


none 








Score 


546 




Exons 


2747. .3190, 


2751 


. .3233 










Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419 


.C4 


Gene No. 


116162 








Strand 


— 




Start 


5862 








End 


9400 


- 


Name * 


OJ000323 39 


.0419 


.C4 .o4. 


tm 


Method 


TBLASTX: Maize 




Start 


2816 








End 


3287 




GI 


none 








Score 


385 




Exons 


2816. .3061, 


2820 


. .3287, 


2910. 


.3254 






Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419 


.C4 


Gene No. 


116162 








Strand 


- 




Start 


5862 








End 


9400 




Name 


OJ000323 39 


.0419 


.C4.o4. 


ts 


Method- 


TBLASTX: Soybean 




Start 


2820 








End 


3101 




GI 


none . 








Score 


183 




Exons 


2820 ;V3 101 














Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419 


.C4 


Gene No. 


116162 








Strand 






Start 


5862 








End 


9400 




Name 


OJ000323 39 


.0419 


.C4 .ol. 


ts 


Method - 


TBLASTX : Soybean 




Start 


3174 








End 


3570 




GI 


none 








Score 


57 




Exons 


3174. .3206, 


3174 


. .3206, 


3210. 


.3569, 3213.. 3287, 3217.. 3570, 




3217. .3351, 


3326 


. .3568 











56010 






Seq. No. . 


55443 








Seq. ID 


OJ000323_39.0419 


.C4 




Gene No. 


116162 








Strand 


"~ 






Start 


5862 








End 


9400 






Name 


OJ000323 39, 


.0419. 


C4 ,o5. 


tw 


Method 


TBLASTX: Wheat 






Start 


3282 








End 


3584 






GI 


none 








Score 


397 






Exons 


3282. .3584, 


3320. 


.3583 












Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419, 


.C4 




Gene No. 


116162 








Strand 


— 






Start 


5862 








End 


9400 






Name 


OJ000323_39. 


.0419. 


C4 .o5. 


tm 


Method 


TBLASTX : Maize 






Start 


3303 








End 


3656 






GI 


none 








Score 


325 






Exons 


3303. . 3656, 


3314 . 


. 3574 












Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419. 


.C4 




• Gene No. 


116162 








Strand 








Start 


5862 








End 


9400 






Name 


OJ000323 39. 


.0419. 


C4 .o2. 


tw 


Method 


TBLASTX: Wheat 




- ~ 


Start 


3585 








End 


4094 






GI 


none 








Score 


644 




s4 


Exons 


3585. .4094, 


3617. 


.4003 










f\\ 


Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419. 


,C4 




Gene No. 


116162 








Strand 


— 






Start 


5862 








End 


9400 




: i 3 
■s w 


Name 


OJ000323 39. 


,0419. 


C4.o3. 


ts 


Method 


TBLASTX: Soybean 




c? 


Start 


3594 








End 


383*6 






GI 


none 








Score 


197 




£ 


Exons 


3594. .3836 














f 1 


Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419. 


.C4 




Gene No. 


116162 








. Strand 






M 


Start 


5862 








End 


9400 






Name 


OJ000323 39, 


.0419. 


C4 .o2 . 


tm 


Method 


TBJ&JiSTX : Maize- 






Start 


3657 








End 


.. 4 010 






GI 


none 








Score 


483 






Exons 


3657 . .4010, 


3659. 


. 3925, 


3699. 


, . 3995 








Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419. 


,C4 




Gene No. 


116162 








Strand 


— 






Start 


5862 








End 


9400 






Name 


OJ000323 39. 


, 0419. 


C4 .o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


4098 








End 


4577 






GI 


none 








Score 


590 






Exons 


4098. .4577, 


4116. 


.4529, 


4193. 


.4576 








Seq. No. 


55443 








Seq. ID 


OJ000323_39.0419. 


,C4 




Gene No. 


116162 








Strand 








Start 


5862 








End 


9400. 






Name 


OJ000323 39. 


0419. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


4275 








End 


4601 






GI 


none 








Score 


90 






Exons 


4275. .4457, 


4458. 


.4601, 


4523. 


.4600 







56011 




Seq. No. 


55443 






Seq. ID 


OJ000323 39. 0419. C4 


Gene No. 


116162 






Strand 




Start 


5862 






End 


9400 


Name 


OJ000323 39 


.0419 


.C4 .o2. ts 


Method 


TBLASTX : Soybean 


Start 


4365 






End 


4625 


GI 


none 






Score 


299 


Exons 


4365. .4625, 


4370 


..4471, 4557. 


.4625 




Seq. No. 


55443 






Seq. ID 


OJ000323_39.0419.C4 


Gene No. 


116162 






Strand 




Start 


5862 






End 


9400 


Name 


OJ000323 39 


.0419 


.C4 ,o3. tm 


Method 


TBLASTX: Maize 


Start 


4423 






End 


4715 


GI 


none 






Score ' 


390 


Exons 


4423. .4614, 


4425 


..4715, 4494. 


.4706, 4526. .4711 


Seq. No. 


55443 






Seq. ID 


OJ000323_39.0419.C4 


Gene No. 


116162 






Strand 




Start 


5862 






End 


9400 


Name 


OJ000323 39 


. 0419 


.C4 .ol . tw 


Method 


TBLASTX: Wheat 


Start 


4584 






End 


5210 


GI 


none 






Score 


661 


Exons 


4 $84 . .5210, 


4640 


. .5209 






Seq. No. 


55443 






Seq. ID 


OJ000323_39.0419.C4 


Gene No. 


116162 






Strand 




Start 


5862 






End 


9400 


Name 


OJ000323 39 


.0419 


. C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


4764 






End 


5351 


GI 


none 






Score 


226 


Exons 


4764 . .4925, 


4770 


..4916, 4772. 


.4918, 4923... 5021, 4925.. 5020, 




5082. .5351, 


5090 


. .5350 






Seq. No. 


55443 






Seq. ID 


OJ000323_39.0419.-C4 


Gene No. 


116162 






Strand 




Start " 


5862 






End 


9400 


Name iy 


OJ000323 39 


.0419 


,C4 .06. tw 


Method 


TBLASTX: Wheat 


Start 


" 5210 






End" 


5543 


GI 


none 






Score 


360 


Exons 


5210 . . 5479, 


5211 


. .5543 ^ 






Seq. No. 


55443 






Seq. ID 


OJ000323_39.0419.C4 


Gene No. 


116162 






Strand 




Start 


5862' 






End 


9400 


Name 


OJ000323 39 


.0419 


.C4 .o7.tm 


Method 


TBLASTX: Maize 


Start 


5352 






End 


5596 


GI 


none 






Score 


197 


Exons 


5352. .5564, 


5384 . 


..5473, 5534. 


.5596* 




Seq. No. 


55443 






Seq. ID 


OJ000323_39.0419.C4 


Gene No. 


116162 






Strand 




Start 


5862 






End 


9400 


Name 


OJ000323 39 


.0419, 


,C4 .o2.np 


Method 


AAT/NAP 


Start 


5862 






End 


8521 * 


GI 


5295955 






Score 


757 


Exons 


5862. .6447, 


6487, 


..6562, 6642. 


.7063, 7744. .7858, 8401. .8521 


GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555) 



56012 



[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55443 

116162 

5862 

OJ000323_39.0419.C4.o2.gs 

7239 

none 



Seq. ID OJ000323_39.0419.C4 
Strand 

End 9400 

Method GENSCAN 

End 9400 

Score .66 



7239. .7327, 7735. .7858, 8333. .8470, 8997. .9124, 9319. .9400 



55444 

116163 

624 

OJ000323_39.0419.C5.ol.gs 

624 

none 

624. .690, 785. .908, 1698. 



Seq. ID OJ000323_39.0419".'C5 

Strand + 

End 2386 

Method GENSCAN 

End 2386 

Score .77 
1814, 2247. .2386 



Seq. No. 55445 Seq. ID 

Gene No. . 116164 Strand 

Start 643 End 

Name 0 JO 0032 3_3 9.0419.C6.ol.gp Me t hod 

Start 643 End 

GI none- Score 

Exons 643.. 1080 



OJ000323_39.0419.C6 
+ 

1080 
AAT/GAP 
1080 
861 ■ 



Seq. No. 55445 Seq. ID 

Gene No. 116165 Strand 

Start 726 End 

Name OJ000323_39 . 04 1 9 . C6 . ol . gs Method 

Start 726 End 

GI none Score 

Exons 726.. 1058 



OJ000323_39.0419.C6 

1058 
GENSCAN 
1058 
.99 



Seq. No. 55446 

il Gene No. 116166 

r I Start 193 ■ 

*f Name OJ000323_39 . 04 19 . C7 . ol . gs 

□ Start 193 

Vj GI none 

Exons 193.. 550, 647.. 1048 

Seq. No. 55446 

Gene No. 116167 

Start 2479 

Name OJ000323_39 . 04 19 . C7 . o2 . tc 

Start 274 

GI none 
Exons 



Seq. ID OJ000323_39.0419.C7 

Strand + 

End 104 8 

Method GENSCAN " 

End 1048 

Score .69 



Seq. ID OJ000323_39. 0419.C7 
Strand 
End 

Method 
End 
Score 



6126 e 

TBLASTX: Cress 

1044 

80 



274. .324, 275. .340, 335. .592, 364. .513, 782. .817, 787. .831, • 
788. .832, 889. .1038, 890. .1009, 932. .1039, 934. .1044 



Seq. No. 55446 Seq. ID 

Gene No., 116167 Strand 

Start 2479 - ■ End 

Name OJ000323_39 . 04 1 9 . C7 . ol . gp Method 

Start 2302 End 

GI uC-osflM2020114f06al Score 



OJ000323_39.0419.C7 

6126 
AAT/GAP 
2914 
990 



56013 



Exons 2302.. 2700, 2789.. 2914 

GI Descrip. '3643607 3.0e-18 (AC005395) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 55446 Seq. ID 

Gene No. 116167 Strand 

. Start 2479 - End 

Name OJ000323_39 . 04 19 . C7 . o2 . gs Method 

Start 2479 End 

GI none Score 

Exons 2479.. 2640, 2789.. 2977, 3056.. 3213, 3301, 

3807. .3946, 4035. .4253, 4331. .4460, 4905, 



OJ000323_39.0419.C7 

6126 
GEN SCAN 
5203 
.89 



,3391, 
,4971, 



3530. .3704, 
5089. .5203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55446 
116167 
2479 
OJ0003 
2641 
none 
2641. . 
2788. . 
3054. . 
3299. . 
3543. . 
4032. . 
4338. . 
5269. . 
5565. . 



23 39.0419.C7.ol.tm 



2706, 

2994, 

3215, 

3394, 

3707, . 

4256, 

4466, 

5346, 

5642, 



2641. 
2789. 
3055. 
3302. 
3551. 
4033. 
4904 . 
5270. 
5728. 



2703, 
2989, 
3216, 
3394, 
3712, 
4254, 
4972, 
5401, 
5787, 



2643. 
3048. 
3077. 
3526. 
3797. 
4329. 
"4 905. 
5433. 
5730. 



Seq. I 
Strand 
End 

Method 
End ' 
Score 
.2714, 
.3215, 
.3205, 
.3705, 
.3910, 
.4457, 
.4-973, 
.5477, 
.5786 



D OJ000323 39. 0419. C7 



6126 

TBLASTX: 
5787 
64 . . 
2787. .2*990, 
3053. .3214, 
3263. .3391, 
3529. .3705, 
3804. .3911, 
4331. .4456, 
5090. .5191, 
5436. .5477, 



Maize 



2787. 
3053. 
3285. 
3539. 
4031. 
4331. 
5094. 
5564. 



.2978, 
.3208, 
.3392, 
.3706, 
.4177, 
.4465, 
.5183, 
.5650, 



Seq. No. 55446 
Gene No. 116167 
Start 2479 

Name OJ000323_39 . 04 19 . C7 . o2 . ts 

Start 2641 
GI none 

Exons .2641. .2703, 2642. .2701, 2787, 
■ • ' 2789. .3016, 2789. .2980 ■ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_39.0419.C7 
6126 

TBLASTX : Soybean 

3016 

60 



.2978, .2787.'. 2978, 2788. .2979, 



[J Seq. No. 
[j Gene No. 

Start 

Name 

Start 

GI 

Exons 



55446 

116167 

2479 

OJ000323_39.0419.C7.ol.np 

2644 

6223639 



Seq. ID OJ000323_39.0419.C7 
Strand 

End 6126 

Method AAT/NAP 

End 6126 

Score 1902 



2644. .2700, 2789. .2977, 3056. .3213, 3301. .3391, 3530. .3704, 
3807. .3934, 4035. .4253, 4331. .4460, 4905. .4971, 5089. .5183, 
5276. .5347, 5422. .5477, 5570. .5639, 5728. .5830, 5909. .6126 



GI Descrip. (AC011698) putative casein kinase [Arabidopsis thaliana] 



Seq. No. 55446 

Gene No. 116167 

Start 2479 

Name OJ000323_39 . 0419 . C7 . ol . tc * 

Start 2647 

GI none 
Exons 



Seq. ID OJ000323_39.0419.C7 
Strand 

End 6126 

Method TBLASTX :Cress 

End 4167 

Score 61 



2647. .2703, 2648. .2701, 2658. .2705, 2787. .2981, 2787. .2843, 
2789. .2980, 3048. .3215, 3053. .3214, 3053. .3208, 3080. .3205, 



56014 



3118. .3216, 3297. .3392, 3299. .3394, 3299. .3394, 3526. .3702, 

3539. .3706, 3549. .3707, 3551. .3721, 3797. .3823, 3804. .3824, 

3830. .3895, 3830. .3913, 3831. .3908, 3984. .4157, 4032. .4163, 
4033. .4167 



Seq. No. 55446 

Gene No. 116167 

Start 2479 

Name OJ000323_39 . 04 19 . C7 . ol . tw 

Start. 2867 

GI none 
Exons 



Seq. ID OJ000323_39.0419.C7 

•Strand - . 

End 6126 

Method TBLASTX : Wheat 

End 3650 

Score 201 



2867. .2947, 3048. .3215, 3053. .3214, 3053. .3139, 3054. .3215, 

3055. .3216, 3083. .3163, 3285 .. 3392, • 3293 .. 3394 , 3300. .3404, 

3308. .3394, 3311. .3391, 3528. .3638, 3529. .3648, 3539. .3649, 
3546. .3650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



a : 3 

; Li 



55446 

116167 

2479 

OJ000323_39, 

3053 

none 

3053. .3208, 
3526. .3702," 
3804. .3902, 
4331. .4465, 
5084. .5182, 
5420. .5473, 
5919. .5957, 



0419.C7.61.ts 



3101.. 3214, 3102. 

3539..3706, 3546. 

4032.. 4256, 4033. 

4332.. 4463, 4730. 

5091. .5180, 5094. 

5433. .5477, 5564. 
5926. .5958 



Seq. ID OJ000323_39.0419.C7 
Strand 

End 6126 

Method TBLASTX : Soybean 

End 5958 

Score 138 

.3215, 3285. .3392, 3299. .3391, 
;3707, 3557.. 3730, 3797.. 3913, 
.4254, 4329.. 4463, 4330.. 4464, 
.4789, 4880. .4963, 4904. .4972, 
.5186, 5269. .5349, 5270. .5425, 
.5650, 5730. .5801, 5734. .5802, 



Seq. No. 55446 Seq. ID 

Gene No. 116167 Strand 

Start 2479 ~ End 

Name OJ000323_39 . 04 19 . C7 . o2 . gp Method 

Start 3661 " End 

GI 943_1.R1084 Score 

Exons 3661.. 3704, 3807.. 3946, 4035 .. 4256, . 4 331 . 
GI Descrip. ' 6006848/gb | AAF00624 . 1 1 AC009540 'i 3.0e-50 



OJ000323 39. 0419. C7 



6126 
AAT/GAP 
4373 . 
730 

4373 

(AC009540) 



unknown 



protein, 5' T partial [Arabidopsis thaliana] 



Seq. No. 55446 

Gene No. 116167 

Start 2479 

Name OJ000323_39 . 04 19 . C7 . o2 . tw 

Start -403,5 

GI none 
Exons 



Seq. ID OJ000323_39.0419.C7 
Strand 
End 

Method 
End 
Score 



6126 

TBLASTX: Wheat 

4360 

268 



4035. .4256, 4036. .4254, 4037. .4255, 4331. .4360 



Seq. No. 
Gene No. 
Start 
Name 
Start 
' GI 
Exons 



55446 

116167 

2479 

OJ000323 
4170 
none 
4170. 
4338. 
5084. 



39.0419.C7.o3.tc 



4256, 
4466, 
5167, 



4171. 
4880. 
5091. 



,4254, 
,4969, 
,5168, 



4312. 
4897. 
5100. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4455, 
.4968, 
.5168 



OJ000323_39.0419.C7 
6126 

TBLASTX: Cress 
5168 
110 

4329. .4457, 4331. .4465, 
4904. .4972, 4905. .4973, 



56015 



Seq. No. 55446 Seq. ID OJ000323_39 . 0419 . C7 

Gene No. 116167 Strand 

Start 2479 End 6126 

Name OJ000323_39 . 0419 . C7 . o3 . gp Method AAT/GAP 

Start 4327 End 5479 

GI 736_1.R1084 Score ' 737 

Exons 4327. .4460, 4905. .4971, 5089. .5183, 5276. .5347, 5422. .5479 

GI Descrip. '3643611 7.0e-71 (AC005395) putative casein kinase [Arabidopsis 
thaliana] ' 



Seq. No. 55446 

Gene No. 116167 

Start 2479 

Name OJ000323_39 . 04 1 9 . C7 . o4 . tc 

Start 5269 

GI none 

Exons 5269.. 5346, 5270.. 5383, 5433. 

5565.. 5645, 5730.. 5756, 5734. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5477, 5437 
.5757 



OJ000323 39. 0419. C7 



6126 

TBLASTX: Cress 
5757 
86 

5496, 5564. .5650, 



Seq. No. 55446 Seq. ID OJ000323_39 . 04 19 . C7 

Gene No. 116167 Strand 

Start - 2479 „ End 6126 

Name OJ000.323_39 . 04 1 9 . C7 . o4 . gp \ Method AAT/GAP 

Start 5583 End 5959 

GI s: 63395_1.R1084 Score 524 

Exons 5583. .5639, 5728.. 5959 

GI Descrip. 1 3643611 5.0e-26 (AC005395) putative casein kinase [Arabidopsis 
thaliana] 1 



Q Seq. No. 55447 Seq. ID 

ffi Gene No. 116168 Strand 

Start 68 End 

l^. Name OJ000323_39 . 04 19 . C8 . ol . gs Method 

Start 68 " End 

""4 GI . none 1 Score 

} f & Exons 68.. 199, 285.-. 398, 518.. 772 



OJ000323_39.0419.C8 
+ 

772 

GENSCAN 

772 

.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55447 Seq. ID OJ000323_39 . 04 19 . C8 

116169 Strand 

13 End 1154 

OJ000323_39. 0419.C8 .ol.np Method AAT/NAP 

13 End 1154 

7248403 Score 479 

13. .396,. 1123. .1154 

(AP00138 9) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



55448 

116170 

102 

OJ000323_39.0419.C9.ol.gs 

102 

none 



Seq. ID OJ000323_39.0419.C9 
Strand 

End 1319 

Method GENSCAN 

End 1103 

Score . 63 



102. .316, 432. .615, 940. .1103 
55448 Seq. 



ID OJ000323 39. 0419. C9 



56016 



Gee^e.-., No- 
Start 
Name 
Start 
GI 

Exons 



116170 Strand 

102 " End 

OJ000323_3 9 . 04 1 9 . C9 . ol . tm Method 

207 End 

none Score 



1319 

TBLASTX: Maize 

1317 

72 



207. .326, 211. .321, 213. .329, 428. .457, 501. .617, 508. .627, 
511. .618, 928. .1107, 936. .1109, 939. .1115, 1176. .1316, 
1177. .1317 





Seq. No. 


55448 


Seq. ID 


OJ000323_39.0419.C9 




Gene No. ' 


116170 


Strand 






Start - 


102 


End 


1319 




Name 


OJ000323 39.0419.C9.ol.np 


Method 


AAT/NAP 




Start 


459 


End 


1319 




GI 


6714287 


Score 


436 




Exons 


459. .615, 940. .1103, 1178.. 


1319 






GI Descrip. 


(AC013354) F15H18.10 [Arabidopsis thaliana] 




Seq. No. 


55448 


Seq. ID 


OJ000323_39.0419.C9 




Gene No. • 


116170 


Strand 






Start 


102 


End 


1319 




Name 


OJ000323 39.0419.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


535 . 


End- 


1278 


12 


GI 


none 


Score 


80 




Exons 


535. .618, 544. .627, 928. .1107, 930. .1115, 930. .1109, 1157. 






1176. .1274, 1176. .1274, 1177. .1275, 1177. .1278 




Seq. No. 


55448 


Seq. ID 


OJ000323_39.0419.C9 




Gene No. 


116170 


Strand 






Start 


102 


End 


1319 




Name* 


OJ000323 39.0419.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


937 


End 


1319 




GI 


none 


Score 


56 


I 3 


Exons 


937. .1122, 976. .1092, 1001. 


.1105, 1176 


. .1319, 1177. .1317 




Seq. No. 


55448 


Seq. ID 


OJ000323_39.0419.C9 




Gene No. 


116175. ■ 


Strand 






Start 


102 


End 


1319 




Name 


OJ000323 39.0419.C9.ol.ts 


Method 


TBLASTX: Soybean 


^ 57 


Start 


1040 


End 


1319 


: ; 


GI 


none 


Score 


73 



Exons 1040.. 1108, 1042.. 1122, 1176.. 1319, 1177.. 1317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55449 

116171 

1 

OJ000323_39.0419.C12.ol.np 
1 

6692749 



Seq. ID OJ000323_39.0419.C12 



Strand 
End 

Method 

End 

Score 



2818 
AAT/NAP 
2277 
220 



1..234, 392. .515, 557. .679, 741. .845, 2192. .2277 
(AC012679) kinesin-related protein [Arabidopsis thaliana] 



Seq. No. 55449 Seq. ID 

Gene No. 116171 Strand 

Start 1 • End 

Name OJ000323_39 . 04 1 9 . C12 . ol . gs Method 

Start 21 End 



OJ000323_39.0419.C12 

2818 

GENSCAN 

2818 



56017 



GI 

Exons 



none Score ..94 

21. .50, 142. .234, 392. .469, 561. .644, 741. .838, 1208. .1412, 
2018. .2125, 2192. .2346, 2779. .2818 



Seq. No. 55449 

Gene No. 116172 

Start 3472 

Name OJ000323_39 . 0419. C12 . o2 . gs 

Start 3472 

GI none 
Exons 



Seq. ID OJ000323_39.0419.C12 

Strand . - 

End 584 9 

Method GENSCAN 

End 5849 

Score .49 



3472. .3591, 3758. .3962, 4841. .5003, 5095. .5138, 5342. .5437, 
5563. .5849 



Seq. No. 55449 

Gene No. 116173 

Start 6664 

Name OJ000323_39 . 04 19 . C12 . ol . tc 

Start 184 

GI none 
Exons 



Seq. ID OJ000323_39.0419.C12 
Strand 

End 9415 

Method ' TBLASTX : Cress 

End 837 

Score 75 



184. .246, 185. .292, 384. .440, 385. .438, 386. .475, 387. .458, 
558.-647, 559. .645, 729. .827, 739. .837 



SVt Seq. No. 
M *Gene No. 
%J Start 
_ n Name 



Start 
GI 

Exons 



55449 
116173 ' 
6664 

OJ000323_39.0419.C12.ol.tm 

2201 

none 

2201.. 2353, 2203.. '2352 



Seq. ID OJ000323_39.0419.C12 
Strand 

End 9415 

Method TBLASTX :Mai ze 

End 2353 

Score 130 



%j Seq. No. 

f[j Gene No. 

!T Start 

l~. Name 

H Start 

;J gi 

M Exons 



55449 

116173 

6664 

OJ000323_39.0419.C12.o2.tm 

5338 

none 

5338. .5562, 5483. .5584 



Seq. ID OJ000323_39.0419.C12 
Strand 

End 9415 

Method TBLASTX : Mai ze 

End 5584 

Score 69 



Seq. No. 


55449 








Seq. ID 


OJ000323 


Gene No. 


116173 








Strand 




Start 


6664 








End 


9415 


Name 


OJ000323 39. 


.0419 


.C12.o3, 


.gs 


Method 


GENSCAN 


Start 


6664 








End 


9050 


GI 


none 








Score 


.75 


Exons 


6664. .7080, 


7896 


. .7968, 


8920. 


.9050 




Seq. No. 


55449 








Seq. ID 


OJ000323 


Gene No. 


116173 








Strand 




Start 


6664 .. 








End 


9415 


Name 


OJ000323 39, 


.0419 


.C12.ol. 


■ gp 


Method 


AAT/GAP 


Start 


7417 








End 


7936 


GI 


none 








Score 


784 


Exons 


7417. .7794, 


7896 


.-.7936 








Seq. No. 


55449 








Seq. ID 


OJ000323 


Gene No. 


116173 








Strand 




Start 


6664 








End 


9415 



56018 



f 8 * 



Name ; 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000323 39.0419.C12.o3.tm 



Method TBLASTX : Mai- ze 



7649 End 8811 

none Score 61 

7649.-7723, 7737. .7796, 7753. .7800, 7754. .7795, 7893. .7967, 

7894. .7968, 7896. .7994, 7897. .7971, 8091. .8174, 8092. .8175, 

8716. .8811, 8718. .8783 



55449 

116173 

6664 

OJ000323_39. 0419 . C12 . o2 . np 

7887 

2062168 



Seq. ID OJ000323_39.0419.C12 



Strand 
End 

Method 

End 

Score 



9415 
AAT/NAP 
9077 
308 



7887. .7968, 8092. .8163, 8716. .8784, 8920. .9077 
(AC001645) hypothetical protein [Arabidopsis thaliana] 



55449 

116173 

6664 

OJ000323_39.0419.C12.o2.gp 
8703 

uC-osflcypl58c06bl 



OJ000323 39.0419.C12 



Seq. ID 
Strand 

End 9415 
Method AAT/GAP 
End 9415 
Score 350 
8703,. .8784, 8920. .9051, 9385. . 9415 

'2062168 6.0e--22 (AC001645) hypothetical protein : [Arabidopsis 
thaliana] 1 



f|j Seq. No. 

Gene No. 
H Start 

Name 
*3 Start 
fjj GI 

Exons 



Seq. No. 

.Gene ; No. 
Start -v 4 *" 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



55449 

116173 

6664 

OJ000323_39.0419.C12.o4 . tm 

8869 

none 

8869. .9051, 8916. .9053, 
9242. .9307, 9243. .9308 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_39.0419.C12 
9415 

TBLASTX: Maize 

9308 

168 



8919. .9053, 9240.. 9305, 9242.. 9307, 



55450 : Seq. ID 0 J000323_39 . 04 19 . C13 

.116174 Strand-' + 

1 End 3446 

OJ000323_39.0419.C13.o2.np " Method " AAT/NAP 
1 End 3446 

3643608 Score • 201 

1..90, 1978. .2144, 2791. .2891, 2964. .3041, 3328. .3446 
(AC005395) hypothetical protein [Arabidopsis thaliana] 

55450 Seq. ID OJ000323_39 . 04 19 . C13 

116174 Strand + 

1 End 3446 

OJ000323_39 . 0419 . C13 . ol . gp Method AAT/GAP 

106 End 297 

uC-osflcypl58c06bl Score 335 

106. .297 

•'2062168 6.0e-22 (AC001645) hypothetical protein [Arabidopsis 
thaliana] 1 



55450 

116174 

1 



Seq. ID OJ000323_39.0419.C13 
Strand + 
End 3446 



56019 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000323_39.0419.C13.ol.np Method AAT/NAP 
629 End 737 

5852093 Score 62 

629. .737 

(AL117264) zwhl6.1 [Oryza sativa] 



55450 

116174 

1 

OJ000323_39. 04 19 . C13 . ol . gs 

2005 

none 

2005. .2144, 2806. .3041, 3328, 



Seq. "ID OJ000323_39.0419.C13 
Strand + 

3446 
GEN SCAN 
3440 
.59 



End 

Method 
End 
Score 
.3440 



55450 
116174 
1 

OJ000323_39 . 04 19 . C13 . o2 . gp 
2052 

uC-osflcyp035gl0bl 
2052. .2144, 2806. .2891, 2964, 



Seq. ID OJ000323_39.0419.C13 
Strand + 

3446 
AAT/GAP 
3038 
441 



End 

Method 
End 
Score 
.3038 

1 2 950395/emb | CAA12157 | 5.0e-58 (AJ224847) oxidoreductase [Zea 
mays] 1 



55451 

116175 

1 

OJ000323_39.0419.C14.ol.np 
1 

3643608 



Seq. - ID OJ000323_39.0419.C14 

Strand + 

End 2267 

Method AAT/NAP 

End 1854 

Score 438 



1..213, 360. .584, 1119. .1272, 1722. .1854 

(AC005395) hypothetical protein [Arabidopsis thaliana] 



55451 
116175 

v-1 

OJ000323_3'9.0419.C14.oi;tm 
75 

none 



Seq. ID OJ000323_39.0419.C14 

Strand + 

End 2267 • 

Method TBLASTX: Maize 

End "565 

Score 132 



75. .212, 81. .212, 97. .213, 339. .500, 361. .501, 364. .501, 
365. .505, 366. .506, 505. .564, 506. .565 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI : 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55451 

116175 

1 

OJ000323_39.0419.C14 .ol.gs 
85 

none 



Seq. ID OJ000323_39.0419.C14 

Strand + 

End 2267 

Method GENSCAN 

End 2267 

Score . 5 



85. .213, 369. .574', 1130. .1272, 2133. .2267 



55451 

116175 

1 

OJ000323_39.0419.C14 .ol .ts 

150 

none 



Seq. ID OJ000323_39.0419.C14 

Strand + 

End 2267 

Method TBLASTX : Soybean 

End 1243 

Score 94 



150. .212, 364. .582, 365. .583, 1148. .1243 



56020 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55451 

116175 

1 

OJ000323_39.0419.C14.ol.tc 

327 

none 



Seq. ID OJ000323_39.0419.C14 

Strand + 

End 2267 

Method TBLASTX : Cress 

End 1234 

Score 92 



327. .512, 367. .570, 368. .583, 1148. .1234 



55451 

116175 

1 

OJ000323_39.0419.C14 .o2.tm 

1222 

none 



Seq. ID OJ000323_39.0419.C14 

Strand + 

End 2267 

Method TBLASTX: Maize 

End 18 62 

Score 72 



1222. .1287, 1223. .1288, 1691. .1852, 1714. .1854, 1728. .1862, 
1728. . 1853 



Seq;' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene . No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



55452'; Seq. ID OJ000323_39 . 04 19 . C15 

116176 Strand + 

1 End 1112 

OJ000323_39. 04 19 . C15 . ol . np Method AAT/NAP 

1 . End 775 

7508879 Score 115 

1..41, 254. .369, 410. .775 

hypothetical protein W03D2.1- Caenorhabditis elegans 
gi| 1947160|gb|AAC48255.1| (AF000298) weak similarity to 
collagens; glycine- and proline-rich [Caenorhabditis elegans] 



55452 Seq. ID 

116176 Strand 

1 End 
OJ000323_39.0419.C15.ol.gs Method 

633 End 

none Score 

633. .822, 1048. .1112 



55452 

116177 

1406 

OJ000323_39.0419.C15.ol.tm 

1394 

none 

1394. .1495, 1419. .1499, 1585. 
1835. .1918, 2066. .2146, 2071. 

55452 . 

116177 

1406 

OJ000323_39.0419.C15.ol.ts 

1401 

none 

1401.. 1499, 1406.. 1495, 1585, 
1835. .1927, 2062. .2148, 2066. 



OJ000323_39.0419.C15 

1112 
GEN SCAN 
1112 
.59 



OJ000323 39.0419.C15 



Seq. ID 
Strand 

End 2433 

Method TBLASTX : Mai ze 

End 2361 

Score 98 

.1716, 1586. .1714, 1822. 
.2148, 2281.. 2361, 2297. 



.1923, 
.2356 



Seq. ID 
Strand' 
End 

Method 
End 
Score 



OJ000323 39.0419.C15 



2433 

TBLASTX : Soybean 
2373 
81 

1716, 1586. .1714, 1822. .1923, 
2146, 2281.. 2373, 2285.. 2368 



55452 Seq. ID 

116177 Strand 



OJ000323 39.0419.C15 



56021 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1406 End 

OJ000323_39 . 04 19 .CIS . ol . tc Method 

1406 End 

none Score 



2433 

TBLASTX: Cress 

2371 

42 



1406. .1495, 1409. .1495, 1428. .1496, 1585. .1713, 1585. .1716, 
1586. .1714, 1822. .1923, 1835. .1927, 2062. .2148, 2090. .2146, 
2281. .2361, 2282. .2371 



55452 
116177 
1406 

OJ000323_39. 0419. C15vo2 . gs 
1406 
none 



2433 
GENSCAN 
2151 
.57 

1406. .1494, 1587. .1715, 1833. .1923, 2071. .2151 



Seq. ID OJ000323_39.0419.C15 
Strand 
End 

Method 
End 
Score 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

£3 Exons 

^3 GI Descrip. 

Us 



55452 Seq. ID 

116177 Strand 

1406 End . 

OJ000323_39 . 04 19 . C15 . b2 . np Method 

1409 End 

7431235 Score 



OJ000323_39.0419.C15 
2433 

AAT/NAP . 

2433 

589 



1409. .1494, 1587. .1715, 1833. .1923, 2071 .. 2145, 2281 .. 2433 
probable malate dehydrogenase (oxaloacetate-decarboxylating) 
(NADP+) (EC 1.1.1.40) - maize gi | 2950395 | emb| CAA12157 . 1 | 
(AJ224847) oxidoreductase [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55452 ' 
116177 
1406 

OJ000323_39.0419-C15.ol.gp 

1859 

3107510 



OJ000323 39.0419.C15 



Seq. ID _ 
Strand 

End 2433 

Method AAT/GAP 

End 2433 

Score 376 
1859. .1921, 2070. .2145, 2281. .2433 

2950395/emb | CAA12157 | 5.0e-58 (AJ224847) oxidoreductase [Zea 
mays] 



55453 ■ Seq. ID 
116178 Strand 
5053 End 
OJ000323_39. 04 19 . CI 6 . o2 . np Method 
5053 End 
6572289 Score 
5053. .5247, 5592. .5674 

(AJ242739) mitochondrial tryptophanyl-tRNA synthetase [Homo 
sapiens] 



OJ000323_39.0419.C16 
+ 

5674 
AAT/NAP 
5674 
84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



.55453 Seq. ID OJ000323_39 . 04 19 . C16 

116179 Strand 
1 End 3253 

OJ000323_39. 0419.C16.ol .np Method AAT/NAP 
1 End 3253 

7431235 Score 1403 

1..49, 130. .183, 272. .319, 795. .893, 1032 .. 1115, 1205 .. 1276, 
1383. .1478, 1566. .1631, 1764. .1869, 2026. .2177, 2296. .2370, 
2458. .2578, 2966. .3253 

probable malate dehydrogenase (oxaloacetate-decarboxylating) 



56022 



(NADP+) (EC 1.1.1.40) - maize gi | 2950395 | emb I CAA12157 . 1 
(AJ224847) oxidoreductase [Zea mays] 



Seq. No. 55453 

Gene No. 116179 

Start .1 

Name OJ000323_39 . 04 19 . CI 6 . o2 . tc 

Start 2 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 39.0419.C16 



3253 

TBLASTX: Cress 
3033 

61 . 

2. .52, 118. .186, 272. .322, 1800. .1871, 1801. .1869, 1801. .1872, 
2025. .2171, 2025. .2171, 2026. .2172, 202 6„. . 2175, 2245.-2376, 
2283.-2372, 2296. .2382, 2458. .2580, 2492. .2593, 2968. .3033 



Seq. No. 55453 

Gene No. 116179 

Start 1 

Name OJ000323_39 . 04 19 . CI 6 . o2 . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ000323_39.0419.C16 
Strand 
End 

Method 
End 
Score 



3253 

TBLASTX: Maize 

2596 

46 



2. .52, 6. .50, 88. .186, 122. .175, 272. .322, 276. .320-, 2245. .2376, 
2283. .2366, 2296.-2397, 2455. .2580, 2455. .2580, 2495. .2596 



Seq. No. 55453 

Gene No. 116179 

Start 1 

Name OJ000323_39 . 04 1 9 . CI 6 . o2 . ts 

Start 2 

GI none 
Exons 



Seq. ID OJ000323_39.0419.C16 
Strand 

End 3253 

Method TBLASTX : Soybean 

End 1823 

Score 53 



2. .52, 118. .186, 122. .175, 272. .322, 276. .320, 795. .896, 
796. .894, 1018. .1116, 1020. .1124, 1032. .1118, 1205. .1279, 
1205. .1276, 1382. .1462, 1383. .1478, 1387. .1479, 1566. .1631, 
1567. .1632, 1762. .1818, 1764. .1823 



Seq. No. 55453 Seq. ID 

Gene No. ' 116179 Strand 

Start 1 End 

Name OJ000323_39 . 04 1 9 . C16 . ol . gs ■ Method* 

Start 130 End 

GI none Score 
Exons 



OJ000323_39.0419.C16 

3253 
GENSCAN 
3099 
.81 



130. .183, 272. .319, 795. .893, 1032. .1115, 1205. .1276, 
1383. .1478, 1764. .1869, 2026. .2176, 2296. .2433, 2496.-2578, 
2966. .3099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID 
Strand 
End 

Method • 
End 
Score 
.1115, 1205.. 



OJ000323 39.0419.C16 



55453 
116179 
1 

OJ000323_39.0419.C16.ol.gp 
275 

LIB34 7 9-006-Q6-K1-H10 

275. .319, 795. .893, 1032.. 1115, 1205. .1276, 1383. .1472 
' 2 950395 /emb I CAA12157 | 5.0e-59 (AJ224847) oxidoreductase [Zea 
mays] 1 



3253 
AAT/GAP 
1472 
665 
1276, 1383. 



55453 Seq. ID 

116179 Strand 

1 End 

OJ000323 39.0419.C16.ol.tm Method 



OJ000323_39. 041^16* 
3253 

TBLASTX: Maize 



56023 



Start 

GI- 

Exons 



771 End 2172 

none- -■■■Score 125 

771. .896, 778. .894, 783. .896, 794. .901, 1031. .1117, 1032. .1118, 

1032. .1124, 1205. .1276, 1206. .1253, 1216. .1284, 1222. .1278, 

1365. .1478, 1366. .1476, 1383. .1478, 1565. .1633, 1566. .1631, 

1567. .1635, 1760. .1858, 1763. .1858, 1764. .1871, 2025. .2171, 

2025. .2171, 2026. .2172 



Seq. No. 55453 Seq. ID 

Gene No. 116179 Strand 

Start . 1 End 

Name OJ000323_39 . 04 19 . CI 6 . ol . tc Method 

Start 7 95 End 

GI none Score 
Exons 



OJ000323_39.0419.C16 
3253 

TBLASTX : Cress 

1799 

83 



795. .896, 796. .900, 1020. .1124, 1036. .1119, 1205. .1276, 
1214. .1279, 1383. .1478, 1387. .1479, 1566. .1631, 1567. .1632, 
1764. .1799 



Seq. No. 
Gene No. 
Start 
Name 
Q Start 

IZ. Exons 



55453 
116179- ■ 

'1 

OJ000323_39.0419.C16.o2.tw 
798 

.-none 



Seq. ID' OJ000323_39.0419.C16 
Strand 
End 

Method 
End 
Score 



3253 

TBLASTX: Wheat 
1469 
.96 



798. .896, 799. .894, 1018. .1116, 1020. .1124, 1032. .1118, 
1193. .1276, 1205. .1279, 1365. .1469, 1366. .1467, 1383. .1469 



Q Seq. No. 55453 

[J Gene No. " 116179 

r§ Start 1 

If* Name OJ000323_39 . 04 19 . C16 . ol . ts 

iy Start 1824 

- GI none 

C3 Exons 1824.. 1871, 2025.. 2171, 2025. 

vj 2289.. 2372, 2294.. 2389, 2296. 

s s " 2495.. 2581 



Seq.. ID OJ000323_39.0419.C16 
Strand 

End 3253 

Method TBLASTX : Soybean 

End 2581 

Score 112 

.2171, 2026.. 2172, 2245.. 2376, 
.2388, 2458.. 2574, 2458.. 2580, 



I* Seq. No. 
U Gene No. 
Q Start 

Name 

Start 

GI 

Exons 



55453 

11617-9 

1 

OJ000323_39, 
2034 
none 
2034. 
2245, 
2456. 
2968, 



,2171, 
,2376, 
,2563, 
,3036 



0419.C16.ol.tw 



2034. 
2283. 
2457. 



,2171, 
,2375,. 
,2567, 



2035, 
2295, 
2458, 



Seq. ID OJ000323_39.0419.C16 
Strand 

End 3253 

Method TBLASTX : Wheat 

End 3036 

Score 113 

,2172, 2038.. 2178, 2039.. 2182, 
.2378, 2296.. 2382, 2451.. 2564, 
.2583, 2458.. 2580, 2492.. 2590, 



Seq. No. 55454 Seq. ID 

Gene No. 116180 Strand 

Start 1 End 

Name OJ000323_39 . 0419. C17 . ol . np Method 

Start 1 End 

GI 5852084, Score 

Exons 1..31, 1059.. 1183 

GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



OJ000323_39.0419.C17 
+ 

2052 
AAT/NAP 
1183 
96 



56024 



Seq. No. 


55454 


Seq. ID 


OJ000323 


39.0419.C17 


Gene No. 


116180 


Strand 


+ 




Start 


1 


End 


2052 




Name 


OJ000323 39.0419.C17.ol.gs 


Method 


GENSCAN 




Start 


271 


. End 


2052 




GI . 


none 


Score 


1 




Exons 


271. .275, 1836. .2052 








Seq. No. 


55454 


Seq. ID 


OJ000323_ 


_39.0419.C17 


Gene No. . 


116181 


Strand 


+ 




Start 


5985 


End 


7215 




Name 


OJ000323 39. 0419.C17 .o3.gs 


Method 


GENSCAN 




Start 


5985 


End 


7215 




GI 


none 


Score 


.77 




Exons 


5985.. 6205, 6868.. 6952, 6985 


. . 7215 






Seq. No. 


55454 


Seq. ID 


OJ000323_ 


_39.0419.C17 


Gene No. 


116182 


Strand 


+ 




Start 


12524 


End 


. 14867 




Name 


OJ000323_39. 0419.C17 .o5.gs 


Method 


GENSCAN 




Start 


12524 


End 


13706 




GI 


none 


Score 


.98 




Exons 


12524 . . 1254 9, 12 606. . 13536, 


13635. .13706 




Seq. No. 


55454 


Seq. ID 


OJ000323_ 


_39.0419.C17 


Gene No. 


116182 


Strand 


+ 




Start 


12524 


End 


14867 




Name 


OJ000323 39.0419.C17.ol.gp 


Method 


AAT/GAP 




Start 


12732 


End 


13220 




GI 


uC-osrocyp009el2bl 


Score 


962 




Exons 


12732.. 13220 








GI Descrip. 


f 4539525/emb|CAB39967.1 | 1.0e-15 (AJ012370) NAALADase II protein 




[Homo sapiens] 1 








Seq. No. 


55454 


Seq. ID 


OJ000323_ 


_39.04l'9'.C17 


Gene No. 


116182 


Strand 


+ 




Start 


12524.^ 


End - 


^14867 




Name 


OJ000323 39.0419.C17.o3.np 


Method 1 


AAT/NAP 




Start 


13012- 


End 


14867 




GI 


4773917 


Score 


636 




Exons 


13012. .13449/ 13498. .13540, 


13651. .13702, 14215 


. .14320, 




14365. .14483, 14798. .14867 








GI Descrip. 


(AF147259) similar to human 


prostate- 


specific membrane antigen 




(PSM) (SP:Q04609) [Arabidopsis thaliana] 




Seq. No. 


55454 


Seq. ID 


OJ000323_ 


_39.0419.C17. 


Gene No.. 


116183 


Strand 






Start 


2210 ' 


End 


6635 




Name 


OJ000323 39.0419.C17.o2.gs 


Method 


GENSCAN 




Start 


2210 


End 


5680 




GI 


none 


Score 


.92 




Exons 


2210.. 2266, 2766.. 2876, 3027 


..3162, 3658.. 3893, 


4748. .4954, 




5033. .5225, 5310. .5680 








Seq. No. 


55454 


Seq. ID 


" OJ000323_ 


_39.0419.C17 


Gene No. 


116183 


Strand 






Start 


2210 


End 


6635 





56025 



Name OJ000323_39. 04 19 . C17 . o2 . np Method AAT/NAP 

Start 2911 End' 6635 

GI 4415916 Score 580 

Exons 2911. .2973, 3022. .3162, 3658. .3893, 4748. .4954, 5033. .5225, 

5310. .5413, 6355. .6635 

GI Descrip. (AC006282) putative pectinesterase [Arabidopsis thaliana] 

Seq. No. 55454 Seq. ID OJ000323_39 . 04 19 . C17 

Gene No. 116184 Strand 

Start 8463 End 11194 

Name OJ000323_39 . 04 19 . C17 . o3 . tm Method TBLASTX : Maize 

Start 2967 End 3852 

GI none Score 205 

Exons 2967. .2987, 2974. .3141, 3013. .3162, 3015. .3161, 3657. .3851, 
3658.-3852, 3772. .3852 



.Seq. ID . OJ000323_39.0419.C17 
Strand 

End ■ 11194 
Method ' TBLASTX: Cress 
End 4 964 

Score 66 

3702. .3821, 3709. .3822, 3789. .3896, 4748.-4954, 4758. .4964 



Seq. No. 55454 

Gene No. 116184 

Start 8463 . - 

Name OJ000323_39 . 04 19 . C17 . ol . tc 

Start 3702 

GI none 
Exons 



fn Seq. No. 55454 " - Seq. ID OJ000323_39 . 04 19 . C17 

?i3 Gene' No. 116184 Strand 

Start 8463 End 11194 

H Name OJ000323_39 . 04 19 . C17 . ol . ts Method TBLASTX: Soybean 

W Start 4744 End 5225 

%2 GI none Score 81 

f\l Exons 4744. .4845, 4746. .4844, 4748. .4957, 4749. .4964, 5015. .5110, 

1" - 5016. .5108, 5129. .5224, 5136. .5225 



Seq. No. 
Gene No. 
Start 
Name. -.. 
Start 
GI 

Exons 



55454 

116184 

8463 

OJ000323_39.0419.C17.ol.tm 

4746 

none 



Seq. ID OJ000323_39.0419.C17 
Strand 

End 11194 • 

Method' TBLASTX: Maize 

End 5231. 

Score 297 



4746. .4958, 4746. .4844, 4748. .4957, 5018. .5230, 5031. .5231 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55454 

116184 

8463 

OJ000323_39.0419.C17 .ol.tw 

4748 

none 



Seq. ID OJ000323_39.0419.C17 
Strand 

End 11194 

Method TBLASTX : Wheat 

End 5473 

Score 68- 



4748. .4957, 4750. .4845, 4770 .. 4955, • 5021 .. 5122, 5135. .5227, 
5312.. 5473 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55454 

116184 

8463 

OJ000323_39 . 04 19 . C17 . o4 . tm 

5309 

none 



Seq. ID OJ000323_39.0419.C17 
Strand 

End 11194. 

Method TBLASTX : Maize 

End 5531 

Score 116 



5309. .5461, 5361. .5459, 5387.. 5464, 5459. .5524, 5462. .5530, 



56026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5463. .5531 

55454 

116184 

8463 

OJ000323_39 . 0419 . C17 . o4 . gs 

8463 

none 



Seq. ID OJ000323_39.0419.C17 
Strand 

End .11194 

Method GEN SCAN 

End 11194 
Score .48 



8463. .8721, 8835. .8984, 10056 .. 10245 , 10542 .. 10637 , 
10748. .10879, 11146. .11194 



Seq. No. 55454 

Gene No. 116185 

Start 12777 

Name OJ000323_39 . 04 19 . C17 . o2 . ts 

Start 12777 

GT none 

Exons 12777. .12818, 12778 12903, 
13092. .13199, 13093. .13200 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_39.0419.C17 
13200 

TBLASTX: Soybean 

13200 

101 



12892. .13083, 12924 .. 13070, 



Seq. No. - 55454 
Gene No. 116186 
Start 13234 

Name OJ00Q323_39. 0419. C17 .©2. tm 

Start 13234 
GI none 

Exons 13234. .13326, 13236 .. 13400, 

13303. .13536, 13634. .13705, 
14216. .14299, 14365. .14 4 60, 
14 544 . . 14 636, 14 635. .14 697 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13250. .13333, 
13635. .13721, 



OJ000323 39.0419.C17 



14697 

TBLASTX : Maize 
14697 
121 

13302. .13574, 
14189. .14296, 



14373. .144 47, 14542. .14 637, 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI • 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55454 
116186 
13234 

OJ000323_39. 0419.C17, 
14213 
none 

14213. .14281, 14216.. 
14369. .14440, 14376.. 

55454 

116186 

13234 

OJ000323_39. 0419 . C17 . o2 . tc 

14216 

none 



o3 . ts 



14299, 
14453, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14227 

14542 



OJ000323 39.0419.C17 



14697 

TBLASTX : Soybean 
14601 , 
134 

14295, 14365. .14460, 
14601, 14544. .14600 



Seq. ID OJ000323_39.0419.C17 
Strand 
End 

Method 
End 
Score 



14697 

TBLASTX: Cress 

14460 

119 



14216.. 14299, 14221 .. 14295, 14365 .. 144 60 , 14397. .14453 



Seq. No. 55454 

Gene No. 116186 

Start 13234 

Name OJ000323_39 . 0419 . C17 . o2 . tw 

Start 14216 

GI none 

Exons 14216. .14299, 14216 
14364. .14507, 14365 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_39.0419.C17 
14697 

TBLASTX: Wheat 

14610 

122 



14296, 14221. 
14460, 14542. 



,14298, 14360. 
14610, 14544. 



14449, 
,14609 



56027 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55455 
116187 
253 

OJ000323_39.0419.C18.ol.np 

253 

7258376 
253.. 370 

(AL138650) Peptidase-like protein [Arabidopsis thaliana] 



Seq. ID OJ000323_39.0419.C18 

Strand + 

End 370 

Method AAT/NAP 

End 37 0 

Score 35 



55456 

116188 

3756 

OJ000313_39.0419.C3.ol.gp 

3756 
none 

3756. .4464 



Seq. ID OJ000313_39.0419.C3 

Strand + 

End 4464 

Method AAT/GAP 

End 4 4 64 

Score 1363 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55456 
116189 
1 

OJ000313_39.0419.C3.ol.np 

1 

4263522 
\ 1, .896, 2517. .2664 

(AC004044) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000313_39.0419.C3. 
Strand - ' 
2664 
AAT/NAP 
2664 
504 



End 

Method 

End 

Score 



.55456 
116189 
1 

OJ000313_39.0419.C3.ol.gs 
65 

none 

65. .1329 



Seq. ID OJ000313_39.0419.C3 
Strand 

End 2664 

Method GENSCAN 

End 1329 

Score .61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55456 

116190 

3888 

OJ000313_39.0419.C3.o2.tm 

1 

none 



Seq. ID OJ000313_39.0419.C3 
Strand 

End 4648 

Method TBLASTX: Maize ' 

End 1110 

Score 103 



1..309, 331. .546, 367. .618, 514. .714, 640. .804, 670. .1110 



55456 

116190 

3888 

OJ000313_39.0419.C3.o2.ts 
1 

none 



Seq. ID OJ000313_39.0419.C3 
Strand 

End 4648 

Method TBLASTX : Soybean 

End 1110 

Score 136 



1..249, 5. .238, 373. .546, 958. .1110 



55456 

116190 

3888 

OJ000313_39.0419.C3.ol.tw 

7 

none 



Seq. ID OJ000313_39.0419.C3 
Strand 

End 4648 

Method TBLASTX : Wheat 

End 1071 

Score 71 



7. .120, 10. .309, 41. .295, 154. .309, 355. .483, 400. .621, 



56028 



724. .1071 



Seq. No. 55456 
Gene No. 116190 
Start 3888 

Name ' OJ000313_39 . 04 19 ..C3 . o2 . tc 

Start 28 y. 

GI none 

Exons 28. .141, 154. .309, 358. .531, 

4 69. .591, 518. f 712, 538. .801, 
646.. 1083, 706.. 1107 



Seq. ID OJ000313_39.0419.C3 
Strand 

End 4648 

Method TBLASTX : Cress 

End 1107 • 

Score 60 

358. .729, 385. .459, 451. .621, 
547. .711, "630. .671, 640. .807, 



Seq. No. 55456 

Gene No. 116190 

Start 3888 

Name OJ000313_39 . 04 19 . C3 . ol . ts 

Start 3841 

GI none 

Exons . 3841. .3984, 3897.. 3983, 4098, 



Seq. ID OJ000313_39.0419.C3 
Strand 

End 4 64 8 

Method TBLASTX : Soybean 

End 4 4 53 

Score 119 
.4268, 4100. .4.279/ 4394! .4453 



Seq. No. 55456 

Gene No. 116190 

Start 3888 

Name * OJ000313_39'. 04 19 . C3 . ol . tm 

Start 3886 

GI ' none 

Exons 3886..3984, 3888. .3986, 3888. 

4155.. 4280, 4383. .4406, 4388. 



Seq. ID OJ000313_39.0419.C3 
Strand 

End 4648 

Method TBLASTX: Maize 

End * 4 64 8 

Score 145 

.3983, 4100. .4279, 4101. .4283, 
.4483, 4389. : ;4472, 4562. .4648 



Seq. No. 55456 

Gene No. 116190 

Start 3888 

Name OJ000313_39 . 0419 . C3 . o2 . gs 

Start 3888 

GI none 

Exons 3888.. 3984, 4101.. 4280, 4389. 



Seq. ID ' OJ000313_39 . 04 19 . C3 
Strand 

End 4 64 8 

Method GENSCAN 
End 4627 
Score .99 
.4473, 456i;'.*4627 



*jj Seq. No. 55456 

fj Gene No. 116190 

It Start 3888 

^ Name OJ000313_39 . 04 19 . C3 . o2 . tw 

Start 3888 

GI none 

Exons 3888.. 3983, 3889.. 4044, 3898. 



Seq. ID OJ000313_3?.041'9.C3 
Strand 

End 4 64 8 

Method TBLASTX : Wheat 

End 4166 

Score 137 

.3984, 4100. .4165, 4101. .4166 



Seq. No. 55456 
Gene No. 116190 
Start 3888 

Name .. OJ000313_39 . 04 19 . C3 . ol . tc 
Start 3889 
GI none 

Exons 3889.. 3981, 3897.. 3983, 3898, 

4244;. 4306 



Seq. ID OJ000313_39.0419.C3 
Strand 

End ' 4648 

Method TBLASTX: Cress 

End 4306 

Score 111 

.3984, 4098. .4268, 4100. .4279, 



Seq. No. 
Gene No. 
Start 



55457 

116191 

459 



Seq. ID OJ000313_39.0419.C4 
Strand + 
End 607 . 



56029 



Name 


OJ000313 39.0419.C4 .ol*:-gp 


Method 


AAT/GAP 


Start 


459 - 


End 


607 


GI 


uC-osflcypl04cl2al 


Score 


198 


Exons 


459. .607 






GI Descrip. 


! 5852170/emb|AL1172 65.1|OST17804 3.0e- 


29 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 ' 


Seq. No. 


55457 


Seq. ID 


OJ000313 39. 0419. C4 


Gene No. 


116192 


Strand 


+ ~ 


Start 


4272 


End 


7703 


Name 


OJ000313 39.0419.C4 .o2.gs 


Method 


GENSCAN 


Start 


4272 


End 


7697 


GI 


none 


Score 


.58 


Exons 


4272. .4298, 6011. .6351, 6668. 


.7697 




Seq. No. 


55457 


Seq. ID 


OJ000313_39.0419.C4 


Gene No. 


116192 


Strand 


+ 


Start 


4272 


End 


7703 


Name 


OJ000313 39.0419.C4 .o2.gp 


Method 


AAT/GAP 


Start 


6738 


End 


7052 


GI 


95327 1.R1084 


Score 


565 


Exons 


6738.. 70.52 







t«% GI Descrip. 

*-3 K ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



'1707032 2-0e-15 (U80445) coded for by C. elegans cDNA ykl3g5.3; 
coded for-by C. -elegans cDNA yk21g6.3; .coded for by C. elegans, 
cDNA CEMSE18F; ' coded for by C. elegans cDNA ykl26bl.3; coded for 
by C. elegans cDNA yk65h8.3; coded for by C. elegans cDNA 
yk65h8 ? 



55457 Seq. ID 

116192 Strand 

4272 End . 

OJ000313_39.0419.C4 .ol.np Method 

6759 End 

4678221 Score 
6759.. 7703 

(AC007135) hypothetical protein [Arabidopsis thaliana] 



OJ000313_39.0419.C4 
+ 

7703 
AAT/NAP 
7703 
389 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



55457 Seq. ID 

1161'93 Strand 

208 ' End 

OJ000313_39.0419.C4 .ol.gs Method 

208 End 

none Score 

208.. 359, 1611.. 1833, 1912.. 2114, 2410 



55457 . 
116194 . 
7461 

OJ000313_39.0419.C4.o2.np 

7461 

1076731 

7461.. 7493, 7640.. 7675, 8920 



OJ000313_39.0419.C4 

2560 
GENSCAN 
2560 
.48 
..2560 

OJ000313 39. 0419. C4 



Seq. ID _ 
Strand 

End 13163 • 

Method AAT/NAP 
End 9256 
Score 90 
9054, 9157.. 9256 
RNA binding protein - barley gi | 7285941 emb | CAA88558 . 1 1 (Z48624) 
glycine rich protein, RNA binding protein [Hordeum vulgare] 



55457 
116194 



Seq. ID OJ000313_39.0419.C4 
Strand 



56030 



Start 


7461 








End 


13163 




Name 


OJ000313_39. 


,0419. 


C4 .ol. 


tm 


Method 


TBLASTX : 1 


Maize 


Start 


8613 








End 


9592 




GI 


none 








Score 


107 




Exons 


8613. . 8723, 


8630. 


. 8728, 


8938 . . 


9039, 8945.. 9052, 


8946 . . 9059, 




9152 . . 9226, 


9153 . 


. 9227, 


9458 . . 


,9514, 9459. .9515, 


9524 . . 9592, 




9536. . 9592 














Seq. No. 


55457 








Seq. ID 


OJ0003I3 


_39.0419\C4 


Gene No . 


116194 








Strand 






Start 


7461 








End 


13163 




Name 


OJ000313 39. 


0419. 


C4 . o3 . 


gs 


Method 


GENSCAN 




Start 


8615 








End 


13163 




GI 


none 








Score 


.73 




Exons 


8615. .8725, 


9167. 


. 9225, 


9460 . . 


,9725, 10590. . 10750, 10954 11047, 




13115. .13163 












Seq. No. 


55457 








Seq. ID 


OJ000313_ 


_39.0419.C4 


Gene No. 


116194 








Strand 






Start 


'7461 








End 


13163 




Name 


OJ000313 39. 


0419. 


C4 . o3 . 


gp 


Method 


AAT/GAP 




Start 


8674. 








End 


• 9627 




GI 


2312823 








Score 


762 




Exons 


8674. .8725, 


8.94 8. 


. 905,4, 


9157 . . 


9225, 9309.. 9371, 


9460. .9627 


Seq. No. 


55458 








Seq. ID 


OJ000313 


_39.0419.C6 


Gene No. 


116195 








Strand 


+ 




Start 


365 








End 


3809 




Name 


OJ000313 39. 


0419. 


C6.ol. 


gs 


Method 


GENSCAN 




Start 


365 








End 


3809 




GI 


none 








Score 


. 69 




Exons 


365. .421, 509. .572, 844 


. . 1050, 


1356. .: 


L608, 2123 


. .2282, 




2692. .2713, 


2818. 


.2933, 


2999. . 


3809 






Seq. No. 


55458 








Seq. ID 


OJ000313 


_39.0419.C6 


Gene No. 


116196 








Strand 


+ 




Start 


7326 








End 


8137. 




Name 


OJ000313 39. 


0419. 


C6.ol .' 


np 


Method 


AAT/NAP 




Start 


7326 








End 


8137 




GI 


5921832 








Score 


208 




Exons 


7326. .7427, 


7696. 


.7903, 


7937. . 


8137 






GI Descrip. 


COPPER TRANSPORTER 1 gi 


1 1082054 |emb|CAA90018 | (Z49859) copper 




transporter 


protein [Arabidopsis thaliana] 




Seq. No. 


55458 ' 








Seq. ID 


OJ000313_ 


_39.0419.C6 


Gene No. 


1.16197 








Strand 






Start 


4303 








End 


9396 




Name 


OJ000313 39. 


0419. 


C6.o2. 


gs 


Method 


GENSCAN 




Start 


4303 








End 


9396 




GI 


none 








Score 


. 62 




Exons 


4303. .4835, 


5144 . 


.5261, 


7590. . 


7730, 7796.. 8132, 


9100. .9186, 




9207. .9293, 


9305. 


.9396 










Seq. No. 


55459 








Seq. ID 


OJ0003l3_ 


_39.0419.C8 


Gene No. 


116198 








Strand 


+ 




Start 


1 








End 


189 




Name 


OJ000313 39. 


0419. 


C8.ol. 


np 


Method 


AAT/NAP 





56031 



Start 

GI>. 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



186 
171 



5306263 
1..186 

(AC006233) unknown protein [Arabidopsis thaliana] 



55459 . Seq. ID 

116198 Strand 

1 End 

OJ000313_39. 0419.C8 . ol .gs Method 

25 End 

none Score 
25. . 189 * 



OJ000313_39.0419.C8 
+ 

189 

GENSCAN 

189 

.91 



r jj 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55459 Seq. ID OJ000313_39 . 04 19 . C8 

116199 Strand 

1 End 345 

OJ000313_39.0419.C8.ol.gp Method AAT/GAP 

1 End 345 

34607_1.R1084 Score 666 

1..345 

1 5306263/gb| AAD41995. 1 | AC006233_6 2.0e-20 (AC006233) unknown 
protein [Arabidopsis thaliana] 1 



55459 . ' 

116199' * 

1 

OJ000313_39.0419.C8.ol.tm 
1 

none 

1..222, 3. .86, 19. .201, 74. 

55460 

116200 

274 

OJ000313_39.0419.Cll.ol.gp 

274 

none 

274 . .769 



. Seq. ID OJ000313_39.0419.C8 
Strand 

End 34 5 

Method TBLASTX : Maize 

End 326 

Score 298 
,202, 279. .326 

Seq. ID OJ000313_39.0419.C11 

Strand + 

End 769 

Method AAT/GAP 

End 769 

Score 617 



Seq. No. 55460 Seq. ID 

Gene No. 116200 Strand 

Start 274 End 

Name OJ000313_39 . 04 19 . Cll . ol . gs Method 

Start 417 End 

GI - none Score 

Exons 417.. 441, 609.. 739 



OJ000313_39.0419.C11 
+ 

769 

GENSCAN 

739 

.78 



Seq. No. 55461 Seq. ID 

Gene No. 116201 Strand 

Start 181 End 

Name 0 JO 0 0 3 1 3_3 9.0419.C14.ol.gs Me t hod 

Start 181 End 

GI none Score 

Exons 181. .334 



OJ000313_39.0419.C14 
+ 

334 

GENSCAN 

334 

.61 



Seq. No. 
Gene No. 



55462 
116202 



Seq. ID 
Strand 



OJ000313 39.0419.C21 



56032 



Start 
Name 
Start 
GI 

Exons 



393 End 605 

OJ000313_39 . 04 19 . C21 . ol . gs Method GENSCAN 

393 End 605 

none Score .61 
393. .605 



Seq. No. 55463 ■ Seq. ID OJ000313_39 . 04 19 . C22 

Gene No. 116203 Strand - 

Start 1 End 1271 

Name OJ000313_39 . 04 19 . C22 . ol . np Method' AAT/NAP 

Start 1 End 896 

GI 6721562 Score 1398 

Exons 1..896 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj-| BAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 55463 - Seq. ID 

Gene No. 116203 Strand 

Start 1 End 

Name OJ000313_39 .0419. C22 . o2 . np Method 

Start 1 End 

GI 6539586 Score 

Exons 1..53, 377.. 546, 879.. 1271' 
GI Descrip. (AP000837) hypothetical protein [Oryza 

Seq. No. 55463 Seq. ID 

Gene No. 116203 Strand 

Start 1 End 

Name OJ000313_39 . 04 19 . C22 . ol . tw Method 

Start 3 End 

GI none Score 

Exons 3.. 107, 90.. 188, 91.. 183, 195.. 242 



OJ000313_39. 0419.C22 

1271 
AAT/NAP 
1271 
573 

sativa] 

OJ000313_39.0419.C22 
1271 

TBLASTX: Wheat 

242 

80 



Seq. No. 55463 Seq. ID 

Gene No. ■ . - 116203 Strand 

Start 1 End 

Name 0 JO 0 031 3_3 9.0419.C22.ol.gs Me t hod 

Start 87 End 

GI none Score 

Exons 87.. 1247 



OJ000313_39.0419.C22 

1271 
GENSCAN 
1247 
.45 



Seq. No. 55464 - Seq. ID 

Gene No. 116204 Strand 

Start 111 End 

Name-' OJ000313_39 . 04 19 . C23 . ol . gs Method' 

Start 111 End 

GI none Score 

Exons 111.. 154, 264.. 378 

Seq. No. 55464 Seq. ID 

Gene No. 116204 Strand' 

Start 111 End * 

Name OJ000313_39 . 04 1 9 . C23 . o2 . np Method 

Start 125 End 



OJ000313_39. 0419.C23 
+ 

4175 
GENSCAN 
378 
.43 



OJ000313_39.0419.C23 
+ 

4175 

AAT/NAP 

4175 



56033 



GI ■ 4680183 Score 129 

Exons 125. .155, 4084. .4175 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 

Seq. No. 55464 Seq. ID OJ000313_39 . 04 19 . C23 

Gene No. 116205 Strand.. - 

Start 1992 End 4053 

Name OJ000313_39 . 04 19 . C23 . ol . np Method AAT/NAP 

Start 1992 End'" '4053 

GI 6721561 Score 134 

Exons 1992.. 2036, 3949.. 4053 

GI Descrip. (AP001073) EST AU082058 (C1297 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 55464 Seq. ID 

Gene No. 116206 Strand 

Start 4 890 End 

Name 0 JO 0 0 3 1 3_3 9 . 0 4 1 9 . C2 3 . o3 . gs Method 

Start 4890 End 

fj-GI none Score . 

J! Exons 4890. .5114 



OJ000313_39.0419.C23 

5114 
GENSCAN 
5114 
.89 



J;: Seq. No. . 55465 

TU Gene No. 116207 

C3 Start 14 

ill Name OJ000313_39 . 04 19 . C24 . ol . gs 

,"3 Start 14 

s:" 3 GI none 

1 y Exons 14 . . 463 



Seq. ID OJ000313_39.0419.C24 

Strand + 

End 4 63 

Method GENSCAN 

End 4 63 

Score .72 



Seq. No. 55465 Seq. ID 

Gene No. 116208 Strand 

Start 1531 End 

Name OJ000313_39 . 04 19 . C24 . o2 . gs Method 

Start 1531 ' End 

GI none Score 

Exons 1531.. 2031- 



OJ000313_39.0419.C24 
+ 

2031 
GENSCAN 
2031 
.71 



Seq. No. 55465 Seq. ID OJ000313_39 . 0419 . C24 

Gene No. 116209 Strand + 

Start 2613 End 3713 

Name OJ000313_39 . 0419 . C24 . o3 . np Method AAT/NAP 

Start 2613 End 3713 

GI . 4335720 Score 222 

Exons 2613.. 3063, 3237.. 3713 - 

GI Descrip. (AC006248) putative non-LTR retroelement reverse /transcriptase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



55465 

116210 

1 

OJ000313 
1 

81286 



39.0419.C24 .ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_39.0419.C24 

2416 ; 
AAT/NAP 
2416 
190 



56034 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
M -Gene No . 
%J Start 
tf\ Name 
hi Start 
IZ GI 
^ Exons 

%2 Seq. No. 

fy Gene No. 

' = Start 

1~_ Name 

H Start 

% s GI 
Exons 



1..573, 2340. .2416 

extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



55466 

116211 

1 

OJ000313_39.0419.C25.ol.np 
1 

2651309 



Seq. ID OJ000313_39.0419.C25 

Strand 

End 835 

Method AAT/NAP 

End 835 

Score 492 



1..89, 162. .429, 521. .690, 733. .835 

(AC002336) unknown protein [Arabidopsis thaliana] 



55466 Seq. ID 

116211 Strand 

1 End ' 
OJ000313_39 . 0419 . C25 . ol . gs Method 

16 End 

none.,.. . ■ - - Score 

16.. "429, 521.. 821 

55466 Seq. ID 

116211 ■ Strand 

1 End 
OJ000313_39.0419.C25.ol.tc Method 

208 End 

none Score 



OJ000313_39.0419.C25 
835 

GENSCAN 

821 

.75 



OJ000313_39.0419.C25 
835 . 

TBLASTX: Cress 

823 

96 



208. .429,. 209. .430, 521. .691, 525. .692, 776. .823 

OJ000313 39.0419.C25 



55466 Seq. ID 

116211 Strand 

1 End 

0 J0003 1 3_3 9 . 0 4 1 9 . C2 5 . ol . tm Method 

337 End 

none Score 



835 

TBLASTX: Maize 

662 

85 



337. .435, 337. .432, 524. .661, 525. .662 



Seq. No. 55466 Seq. .ID 

Gene No. 116211 Strand 

Start 1 End 
Name ■ OJ000313_39 . 04 1 9 . C25 . ol . ts Method 

Start 524 End 

GI none Score 

Exons 524.. 700, 525.. 692, 776.. 823 



OJ000313_39.0419.C25 
835 

TBLASTX : Soybean 

823 

180 



Seq. No. 

Gene No..'.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



55467 
116212 
1 

OJ000313_39.0419.C28.ol.np 
1 

6017111 

1..76, 589. .739, 1297. .1335 

(AC009895) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000313_39.0419.C28 

Strand - + 

End 1335 

Method AAT/NAP 

End 1335 

Score 132 



55467 

116212 

1 



Seq. ID OJ000313_39.0419.C28 
Strand + 
End 1335 



56035 



Name 

Start 

GI 

Exons 



OJ000313_39 . 04 19 . C28 . ol . gs Method GENSCAN 

610 End 735 

none Score .99 
610.. 735 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

fSf. 

\2 

Seq. No. 

Si I Gene No. 
lr Start 
U Name 
Id Start 

?f§ Exons 

* a Seq. No. 

I J Gene No. 

"J Start 

l& Name 

\ Start 

;i GI • 

Exons 

fsas. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons, 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55468 
116213 
1 

OJ000313_39.0419.C31.ol.gp ^ 
1 

4850_1.R1084 
1..117, 231. .520 

1 499099 2.0e-27 (U09942) beta-galactosidase alpha-peptide 
[Cloning vector pDB31] 1 



Seq. ID OJ000313_39.0419.C31 
Strand . + 

520 

AAT/GAP 
520 
635 



End 

Method 

End 

Score 



55468 

116214 

791 

OJ000313_39.-0419.C31.ol.tm 
49 

none 



Seq. ID OJ000313_39.0419.C31 
Strand 

End 1079 

Method TBLASTX: Maize 

End 324 

Score 108 



49. .111, 51. .134, 51. .134, 53. .136, 225. .323, 230. .322, 
265. .324, 268. .324 



55468 

116214 

791 

OJ000313_39.0419.C31.ol.tc 
51 

none 



Seq. ID OJ000313_39.0419.C31 
Strand 

End 1079 

Method TBLASTX: Cress 

End 400 

Score 106 



51. .134, 53. .136, 225. .293, 230. .400, 265.-399 



55468 

116214 

791 

■QJ000313_39.0419.C31.ol.ts 

51 ■ 
none 



Seq. ID OJ000313_39.0419.C31 
Strand 

End 1079 

Method TBLASTX : Soybean 

End 418 

Score 113 



51. .134, 53. .136, 213. .407, 230. .418, 265. .402 



55468 
116214 
791 

OJ000313_39.0419.C31.ol.np 
791 

7329678 
791. .1079 

(AL162295) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000313_39.0419.C31 
Strand 

End 1079 

Method AAT/NAP 

End 1079 

Score 130 



55469 

116215 

353 

OJ000313_39\0419.C33.ol.gs 

353 

none 

353. .497 



Seq. ID OJ000313_39.0419.C33 

Strand + 

End 4 97 

Method GENSCAN 

End 49-7- 

Score . 57 ' , 



56036 



Seq. No. 55470 Seq. ID 

Gene No. 116216 " Strand 

Start 139 End' 

Name OJ000313_39 .0419. C-37 . ol . gs . „ Method 

Start 139 End 

GI . . none . Score 

Exons 139.. 204, 366. .524 



OJ000313_39.0419.C37 
+ 

524 

GEN SCAN 

524 

.57 



Seq. No. 55471 Seq. ID 

Gene No. 116217 Strand 

Start 1336 End 

Name OJ000313_39 . 04 1 9 . C4 0 . ol . gs Method 

Start 1336 End 

GI none Score 

Exons 1336.. 1599 



OJ000313_39.0419.C40: 

1645 
GENSCAN 
1599 
.59 



Seq. No. 55471 

Gene No. 116217 

Start 1336 

Name OJ000313_39 . 04 19 . C40 . ol . tm 

Start 1336 

s - GI none 

^ Exons , 1336. .1461,- 1339. . 1461, 1467, 

Q 1558. .163.2 



OJ000313_39.0419.C40 
1645 

TBLASTX: Maize 

1645 

86 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1571, 1468. .1638, 1472. .1645, 



fjj Seq. No. 

Gene No. . 
^ Start 

Name . 
%1 Start 

ru gi 

Exons 
f ^ GI Descrip. 



OJ000313_39.0419.C45 
877 

AAT/NAP 

877 

585 



55472 Seq. ID 

116218 Strand 
1 End 
OJ000313_39. 0419.C45.ol.np Method 
1 End 
2499488 ' Score 

1..109, 218. .383, 499. .602, 696. .877 

PYROPHOSPHATE- -FRUCTOSE 6-PHOSPHATE 1- PHOSPHOTRANSFERASE ALPHA 
SUBUNIT (PFP) (6-PHOSPHOFRUCTOKINASE (PYROPHOSPHATE)) 
(PYROPHOSPHATE-DEPENDENT 6-PHOSPHOFRUCTOSE-l-KINASE) (PPI-PFK) 
gi | 483547.1 emb | CAA83682 | (Z32849) pyrophosphate-dependent 
phosphof ructokinase alpha subunit [Ricinus communis] 



Seq. No. 55472 

Gene No. 116218 

Start 1 

Name OJ000313_39 . 04 19 . C4 5 . o2 . tw 

Start 1 

GI none 

Exons 1..105, 2. .109, 3. .110, 3. .110 



Seq. ID OJ000313_39.0419.C45 
Strand 

End 877 

Method TBLASTX : Wheat 

End 110 

'Score 161 



-Seq. No. 55472 

Gene No. 116218 

Start 1 

Name OJ000313_39 . 04 19 . C4 5 . ol . tm 

Start 2. 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 39.0419.C45 



877 

TBLASTX: Maize • 
819 
152 

2. .112, 3. .110, 17. .112, 203. .388, 216. .383, 216. .389, 480. .602, 
498. .602, 499. .603, 499. .603, 500. .607, 691. .819, 695. .805, 
696.. 812 " 



Seq. No. 



55472 



Seq. ID OJ000313 39.0419..C45 



56037 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



116218 Strand 

1 ' End 
OJ000313_39.0419.C45.ol.ts Method 

2 End 
none Score 



877 

TBLASTX : Soybean 

815 

99 



2. .112, 3. .116, 203. .388, .207. .383, 498. .602, 499. .603, 
502. .603, 696. .812, 700. .813, 720. .815 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55472 Seq. ID OJ000313_39 . 04 1 9 . C45 

116218 ' Strand 

1 End 877 

OJ000313_39.0419.C45.ol.tc Method . TBLASTX : Cress 

8 End 343 

none Score 7 9 

8. .112, 18. .110, 32. .112, 194. .280, 203. .343, 216. .338 



55472 

116218 

1 

OJ000313_39.0419.C45.ol.gs 

218 

none 

218.. 383, 499.. 602, 696. .812 

55472 

116218 

1 

OJ000313_39.0419.C45.ol.tw 

244 

none 



Seq. ID OJ000313_39.0419.C45 

Strand 

End 877 

Method GENSCAN 

End 812 

Score .99 



Seq. ID OJ000313_39.0419.C45 

Strand 

End 877 

Method TBLASTX : Wheat 

End 603 

Score 146 



244. .378, 245. .388, 246. .380, 456. .602, 498. .599, 499. .603 



55473 

116219 

97 

OJ000313_39.0419.C4 6.ol.gs 

H-.. ■ 
none 

97. .303 



Seq. ID OJ000313_39.0419.C46 

Strand + 

End 303 

Method- GENSCAN 

End. 303 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID OJ000313_39.0419.C46 

Strand 

End 781 

Method AAT/NAP 

End 781 

Score 50 



55473 
116220 
1 

OJ000313_39.0419.-C4 6.ol.np 
1 

129881 

1. .29, 546. .616,. 731. .781 

PYROPHOSPHATE- -FRUCTOSE 6-PHOSPHATE 1- PHOSPHOTRANSFERASE ALPHA 
SUBUNIT (PFP) (.6-PHOSPHOFRUCTOKINASE (PYROPHOSPHATE) ) 
(PYROPHOSPHATE-DEPENDENT 6-PHOSPHOFRUCTOSE- 1-KINASE) (PPI-PFK) 
gi I 482294 | pir | IA36094 pyrophosphate — f ructose-6-phosphate 
1-phosphotransferase (EC 2.7.1.90) alpha chain - potato (cv. 
Kennebec) gi | 1 69538 | gb | AAA63451 . 1 | (M55190) 
pyrophosphate-f ructose 6- 



55473 
116220 



Seq. ID OJ000313_39.0419.C46 
Strand 



56038 



Start 
Name 
Start 
GI • 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



781 

AAT/GAP 
601 
67 



OJ000313_39.0419.C4 6.ol.gp 
546 

LIB3434-047-P1-K1-G6 
546. .601 

1 24 99488/sp | Q4114 0 | PFPA_RICCO 8.0e-60 PYROPHOSPHATE- -FRUCTOSE 
6-PHOSPHATE 1- PHOSPHOTRANSFERASE ALPHA SUBUNIT (PFP) 
(6-PHOSPHOFRUCTOKINASE (PYROPHOSPHATE) ) { PYROPHOSPHATE-DEPENDENT 
6-PHOSPHOFRUCTOSE-l-KINASE) (PPI-PFK) >gi_4 8354 7_emb_CAA8 368 2_ 
(Z32849) pyrophosphate-dependent phosphof ructokinase alpha 
subunit [Ricinus communis] 1 

55474 " Seq. ID OJ000313_39 . 04 1 9 . C51 

116221 Strand 

319 End 1095 

OJ000313_39 . 0419 . C51 . ol . gp Method AAT/GAP 

319 End 915 

15819_1.R1084 Score 1159 

319. .915 

f 2462822 4.0e-16 (AF000657) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 


55474 


Seq. ID 


OJ000313_39.0419.C51 


Gene No. 


116221 


Strand " 




Start 


319 


End 


1095 


Name 


OJ000313 39.0419.C51.ol.np 


Method 


AAT/NAP 


Start 


412 


End 


1095 


GI 


7329656 


Score 


259 


Exons 


412. .478, 672. .1095 






GI Descrip. 


(AL162351) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


55474 


Seq. ID 


OJ000313_39.0419.C51 


Gene No. 


116221 


Strand 




Start 


319 


End 


1095 


Name 


OJ000313 39.0419.C51.ol.ts 


Method 


TBLASTX: Soybean 


Start 


636 


End 


941 


GI 


none - 


Score 


78 


Exons 


636. .941, 784. .927 






Seq. No. 


55474 


Seq. ID 


OJ000313_39.0419.C51 


Gene No. 


116221 


Strand 




Start 


319 


End 


1095 


Name 


OJ000313 39.0419.C51.ol.tm 


Method 


TBLASTX :Maize 


Start 


798 


End 


1094 


GI 


none 


; Score 


322 


Exons 


798. .1094, 798. .1094 






Seq. No. 


55475 


Seq. ID 


OJ000313_39.0419.C53 


Gene No. 


116222 


Strand 


+ 


Start 


1 


End 


121 


Name 


OJ000313 39.0419.C53.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


121 


GI 


7406 1.R1084 


Score 


227 


Exons 


1..121 






GI Descrip. 


, 1122315/emb|CAA63901| 7.0e- 


10 (X94191) 


heat shock protein 17.0 




[Pennisetum glaucum] f 







56039 




Seq. No. 


55475 


Seq. ID 


OJ000313_39.0419. 


C53 


Gene No. 


116223 - 


Strand 






Start 


380 


End 


1569 




Name 


OJ000313 39 . 04 19 .C53 . ol . gs 


Method 


GEN SCAN 




Start 


380 


End 


1525 . 




GI 


none 


Score 


. 72 




Exons . 


380.. 537, 1095.. 1297, -1302. 


.1349, 1413 


. . 1525... 




Seq. No. 


55475 


Seq. ID 


OJ000313_39. 0419. 


* i. • 
C53 


Gene No..- 


116223 


Strand 






Start 


380 


End 


1569 




Name 


OJ000313 39.0419.C53.ol.np 


Method 


AAT/NAP 




Start 


558 


End 


1569 




GI 


7228438 


Score 


445 




Exons 


558. .818, 1533. .1569 








GI Descrip. 


(AP001366) EST C28 952 (C62945) corresponds to a region of 


: the 




predicted gene.; Similar to 


maize transposon MuDR mudrA 


prot< 




isolog (AC003981) [Oryza sativa] 






Seq. No. 


55475 


Seq. ID- 


OJ000313_39.0419. 


/-if-'} 


Gene No. 


116223 


Strand 






Start 


380 


End 


1569 




Name . 


OJ000313' 39.0419.C53.o2.np 


Method 


AAT/NAP 




Start 


1063 . . 


End 


1569 




GI 


5441880 


Score 


584 




Exons 


1063. .1297, 1413. .1569 









GI Descrip. (AP000367) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 55476 Seq. ID 

Gene No. 116224 Strand 

Start 202 . End 

Name OJ000313_39. 0419.C55 .ol .gs Method 

Start 202 End 

GI none Score 

Exons - 202.. 347 



OJ000313_39.0419.C55 
+ 

347 

GENSCAN 
347 
.53 " 



S.eq. No. 55476 

Gene No. 116225 

Start 1041 

Name OJ000313_39 . 04 19 . C55 . o2 . tm 

Start 707 

GI none 
Exons 



Seq. ID OJ000313_39.0419.C55 

Strand + 

End 1295 

Method TBLASTX : Mai ze 

End 1054 

Score 162 



707. .961, 714. .920, 734. .961, 997. .1053, 1004. .1054 



Seq. No. 55476 

'Gene No. 116225 

Start 1041 

Name • OJ000313_39 . 04 19 . C55 . ol . ts 

Start 1035 

GI none 

Exons 1035.. 1295, 1064.. 1294 

Seq. No. 55476 

Gene No. 116225 

Start 1041 



Seq. ID OJ000313_39.0419.C55 

Strand + 

End 1295 

Method TBLASTX : Soybean 

End 1295 

Score 302 



Seq. ID OJ000313_39.0419.C55 
Strand + 
End 1295 



56040 



Name OJ000313_39 . 04 19 . C55 . ol . np Method AAT/NAP 

Start 1041 End 1295 

GI 7446373 Score 341 

Exons 1041.. 1295 

GI Descrip. probable serine/threonine protein kinase {EC 2.7.1.-) 
sorghum gi | 3256035 | emb I CAA74 64 6 . 1 | (Y14274) putative 
serine/threonine protein kinase [Sorghum bicolor] 



SNFL3 



Seq. No. 55476 Seq. ID 

Gene No. 116225' Strand 

Start 1041 End 

Name 0 JO 0 0 3 1 3_3 9 . 0 4 1 9 . C 5 5 . o 1 . t c Method 

Start 1055 End 

GI none Score 

Exons 1055.. 1294, 1056.. 1295 



OJ000313_39.0419.C55 
+ 

1295 

TBLASTX: Cress 

1295 

293 



Seq. No. 


55476 








Seq. ID 


OJ000313_39.0419. 


C55 


Gene No. 


116225 








Strand 


+ 




Start 


1041 








End 


1295 - 




Name 


OJ000313 39. 


0419 


C55.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


' 1056 








End 


1295 




GI 


none 








Score 


312 




Exons 


1056. .1295, 


1059 


.1184, 


1076. 


.1285 






Seq. No. 


55476 








Seq. ID 


OJ000313_39.0419. 


C55 


Gene No. 


116225- 








Strand 


+ 




Start 


1041 








End 


1295 




Name 


OJ000313 39. 


0419 


C55.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1061 








End 


1262 




GI 


none 








Score 


203 




Exons 


1061. .1255, 


1065 


.1262 











Seq. No. 


55477 


Gene No. 


116226 


Start 


835 


Name 


OJ000313 39 


Start 


335 


GI 


993 1.R1084" 


Exons 


335. .1138, 


GI Descrip. 


f 1041710 1. 


Seq. No. 


55477 


Gene No. 


116226 


Start 


835 


Name 


OJ000313 39 


Start 


482 


GI 


none ,. 


Exons' ' 


482. .502, 5 



Seq. ID OJ000313_39.0419.C56 
Strand 

End 2145 

19.C56.ol.gp Method AAT/GAP 

End ' ■ 2145 

Score 2637 
9. .1811, 1919. .2145 
f 1041710 1.0e-121 (U30477) expansin Os-EXP2 [Oryza sativa] 1 

Seq. ID OJ000313_39.0419.C56 
Strand 

End 2145 

19.C56.o2.tm Method TBLASTX : Maize 

End 952 

Score 43 



687. .743, 694. .753, 836. .868, 837. .869, 839. .952, 871, 



698, 
951 



Seq. No. 55477 Seq. ID 

Gene No. 116226 Strand 

Start 835 End 

Name OJ000313_39 . 04 19 . C56 . ol . gs Method 

Start 835 End 

GI none Score 

Exons 835. .1138, 1499.. 1811, 1919.. 2057 



OJ000313_39.0419.C56 

2145 
GEN SCAN 
2057 
.99 



56041 




Seq. No. 


55477 


Seq. ID 


OJ000313_39.0419.C56 


Gene No. 


116226 


Strand 




Start 


835 


End 


2145 


Name 


OJ000313 39. 0419.C56.o2 . tc 


Method 


TBLASTX : Cress 


Start 


836 


End 


1029 


GI 


none 


Score - . 


197 


Exons 


836. .1027, 871. .1029 






Seq. No. 


55477 


Seq. ID 


OJ000313_39.0419.C56 


Gene No. 


116226 


Strand 




Start 


835 


End 


2145 


Name 


OJ000313 39.0419.C56.ol.np 


Method 


AAT/NAP 


Start 


838 


End 


2057 


GI 


7489471 


Score 


1301 


Exons 


838. .1138, 1499. .1811, 1919. 


.2057 




GI Descrip. 


expansin 2 - rice gi | 1041710 | gb | AAB38074 . 1 | (U30477) expans 




Os-EXP2 [Oryza sativa] 






Seq. No. 


■ . ■ 

55477 


Seq. ID 


OJ000313_39.0419.C56 


Gene No. 


116226 


Strand 




Start 


835 


End 


2145 


Name 


OJ000313_39.0419..C56.ol.ts 


Method 


TBLASTX : Soybean 


Start 


839 


End'. 


1980 


GI 


none 


Score 


361 - 


Exons 


839. .1141, 871. .1140, 1498.. 


1812, 1499 


. .1813, 1745. .1825, 




1917. .1979, 1918. .1980 






Seq. No. 


55477 


Seq. ID 


OJ000313_39.0419.C56 


Gene No. 


116226 


Strand 




Start. 


835 


End 


2145 


Name 


OJ000313_39.0419.C56.ol.tm 


Method 


TBLASTX: Maize 


Start 


953 


End 


1986 


GI 


none 


Score 


310 


Exons 


953. .1141, 958. .1140, 1466-. T 


1813, 1498 


. .1566, 1498. .1710, 




1498. .1812, 1499. .1711, 1678 


..1725, 1745. .1825, 1764. .1841, 




1917. .1985, 1918. .1986 






Seq. No. 


55477 


Seq: ID 


OJ000313_39.0419.C56 


Gene No. 


116226 


Strand 




Start 


835 


End 


2145 


Name 


OJ000313 39.0419.C56.ol.tw 


Method 


TBLASTX: Wheat 


Start 


967 


End 


1641 


GI 


none 


Score 


131 


Exons 


967. .1140, 968. .1147, 1017.. 


1148, 1498 


..1641' 


Seq. No. 


■ 55477 


Seq.' ID 


OJ000313_39.0419.C56 


Gene No. 


116226 


Strand 




Start 


835 


End 


2145 


Name 


OJ000313 39.0419.C56.ol.tc 


Method 


TBLASTX: Cress 


Start 


1033 


End 


2129 


GI 


none 


Score 


142 


Exons 


1033. .1140, 1040. .1144, 1498 


..1812, 1499.;1813, 1917. .1979, 




1918. .1980, 2055. .2129 






Seq. No. 


55478 


Seq. ID 


OJ000313_39.0419.C58 


Gene No. 


116227 


Strand 


+ 



56042 



Start 1038 End 1660 

Name OJ000313_39 . 0419 .C58 . ol . gp Method AAT/GAP 

Start 1038 End 1611 

GI 11446_1.R1084 Score 1036 

Exons 1038.. 1611 

GI Descrip. 1 58307 8 8 /emb | CAB54 87 4 . 1 1 2.0e-47 (AL117188) 
reductase (NADPH) 2 [Arabidopsis thaliana] 1 



thioredoxin 



Seq. No. 55478 Seq. ''"ID 

Gene No. 116227 Strand 

Start 1038 End 

Name OJ000313_39 . 04 19 . C58 . ol . tm Method 

Start 1168 End 

GI none . Score 

Exons 1168. .1479, 1169. .1483 

Seq. No. 55478 Seq. ID OJ000313_ 

Gene No. 116227 Strand + 

Start 1038 End 1660 

Name OJ000313_39 . 0419 .C58 . ol . np Method AAT/NAP 

Start 1178 End 1660 

GI 7488370 Score 602 

Exons 1178.. 1660 

GI Descrip. thioredoxin reductase (NADPH) (EC l. J 6.4.5) 2 - 
thaliana gi | 5830788 | emb | CAB54874 . 1 1 {AL'il7188) 
reductase (NADPH) 2 [Arabidopsis thaliana] 



OJ000313_39.0419.C58 
+ 

1660 

TBLASTX: Maize 
1483 
492 



39.0419.C58 



Arabidopsis 
thioredoxin 





gi | 7270497 | emb | CAB80262 


.11 


(AL161587) 


thioredoxin reductase 




(NADPH) 2 [Arabidopsis 


thaliana] 




Seq. No. 


55478 




Seq. ID 


OJ000313_39.0419.C58 


Gene No. 


116227 




Strand 


+ 


Start 


1038 




End 


1660 


Name 


OJ000313 39.0419.C58.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1199 




End 


1660 


GI 


none 




Score 


420 


Exons 


1199. .1573, 1201. .1479, 


1568.. 1660, 1582.. 1659 


Seq. No. 


55478 




Seq. ID 


OJ000313_39.0419.C58 


Gene No. 


116227 




Strand 


+ 


Start 


1038 




End 


1660 


Name 


OJ000313 39.0419.C58.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1199 




End 


1501 


GI 


none 




Score 


450 


Exons 


1199. .1501, 1201. . 1482 








Seq. No. 


55478 




Seq. ID 


OJ000313_39.0419.C58 


Gene No. 


116227 




Strand 


+ 


Start 


1038 " 




End 


1660 


Name 


OJ000313 39.0419.C58.o2 


'.tm 


Method 


TBLASTX: Maize 


Start 


1484 




End 


1660 


GI 


none 




Score 


210 


Exons 


1484. .1660, 1549. .1656 








Seq. No. 


55479 




Seq. ID 


OJ000313_39.0419.C61 


Gene No. 


116228 




Strand 


+ 


Start 


1 




End 


1236 


Name 


OJ000313 39.0419.C61.ol 


.np 


Method 


AAT/NAP 



56043 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1236 
71 



5734621 
1..266, 1200. .1236 

(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



55480 Seq. ID 

116229 Strand 

1 End 
OJ000313_39. 0419.C63.ol.gp Method 

1 End 

none Score 
1. .460 



OJ000313_39.0419.C63 
+ 

1095 
AAT/GAP 
460 
903 



Seq. No. 55480 Seq. ID 

Gene No. 116229 Strand 

Start 1 End 

Name OJ000313_39 . 0419. C63 . ol . gs Method 

Start 35 End 

GI none Score 

Exons 35.. 1087 



OJ000313_39.0419.C63 
+ 

1095 
GEN SCAN 
1087 
.96 





Seq. No. 


55480 




Seq. ID 


0 JO 0031 3_3 9.0419 


.C63 




Gene No. 


116229 




• Strand 


+ 






Start 






End 


1095 




fu 


Name 


OJ000313 39.0419.C63.ol 


,np 


Method 


AAT/NAP 






Start 






End 


1095 






GI 


5545339 




Score 


4 62 






Exons 


92. .1095 










- ^ 


GI Descrip. 


(AB030083) lect in-like 


protein kinase | 


Populus nigra] 






Seq. No. 


55481 




Seq. ID 


OJ000313_39.0419 


.C66 




Gene No. 


116230 




Strand ■ 


+ 






Start 


46 




End 


838 






Name 


OJ000313 39.0419.C66.ol 


.gs 


Method 


GEN SCAN 






Start 


46 , 




End ' 


838 






GI 


none 




Score 


.71 




fl 


Exons 


46. .182, 550. .838 










'-^ 


Seq. No. 


55481 




Seq. ID 


OJ000313_39.0419 


.C66 




Gene No. . 


116230 




Strand 


+ 






Start 


46 




End 


838 






Name 


OJ000313 39.0419.C66.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


336 




End 


801 






GI 


none * 




Score 


107 






Exons 


336. .449, 336. .449, 337 


. .450, 


338. .472, 


541. .621, 542.. 


622, 






597.. 659, 682.. 729, 683 


. .730, 


775. .801, 


776. .799 






Seq. No. 


55482 




Seq. ID 


OJ000313_39.0419 


.C71 




Gene No. 


116231 




Strand 


+ 






Start 


1 




End 


473 






Name 


OJ000313 39.0419.C71.ol 


.np 


Method 


AAT/NAP 






Start' 


1 




End 


452 






GI 


4218008 




Score 


103 






Exons 


1. .452 












GI Descrip. 


( AC006135 ) hypothetical 


protein [Arabidopsis thaliana] 





56044 



Seq. No. 55482 .Seq. ID 

Gene No. 116231 Strand 

Start 1 End 

Name OJ000313_39 . 04 19 . C71 . ol . gs Method 

Start 42 End 

GI 'none Score 

Exons 42.. 473 



OJ000313_39. 0419.C71 
+ 

473 

GEN SCAN 

473 

.77 



Seq. No. 55483 ' Seq. ID 

Gene No. 116232 Strand 

Start 894 End 

Name OJ000313_39 . 04 19 . C7 4 . ol . gs Method 

Start 894 End 

GI none Score 

Exons 894.. 967 



OJ000313__39.0419.C74 
967 

GEN SCAN 
967 
. 95 



Seq. No. . 55484 Seq. ID 

Gene No. 116233 Strand 

•Start 381 End 

Name OJ000313_39 . 04 19 . C76 . ol . gs Method 

Start 381 End 

GI none Score 

Exons 381. .467 



OJ000313_39.0419.C76 
+ 

4-67 

GENSCAN 

467 

.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55484 - 
116234 
1415 

OJ000313_39.0419.C76.ol.np 
1406 
5306268 



2275 
AAT/NAP 
2275 
415 

1406. .1573, 1665. .1848, 1921. .1985, 2086. .2275 
(AC006233) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000313_39.0419.C76 
Strand 
End 

Method 
End 
Score 



55484 ..Seq. ID 

116234 " Strand 

1415 End 
OJ000313_39.0419.C76.o2.gs Method 

1415 End 

none Score 

1415. .1573, 1665. .1856, 1935. .2147 



OJ000313_39.0419.C7 6 

2275 
GENSCAN 
2.147 
1 



Seq. No. 55484 

Gene No. 116235 

Start 3093 

Name OJ000313_39 . 04 1 9 . C7 6 . ol . tm 

Start 1493 

GI "none 

Exons 1493.. 1582, 1494.. 1574, 1662. 
1933.. 2061 



Seq. ID 
Strand 
End 

Method 
End ■ 
Score 
.1796, 



OJ000313 39.0419.C76 



3883 

TBLASTX: Maize 
2061 
75 

1663. .1794, 1914. .2015, 



Seq. No. 55484 Seq. ID 

Gene No. 116235 Strand 

Start 3093 End 

Name 0 J000313_39 . 0419.C7 6.o2.tc Method 

Start 1662 End 

GI none Score 



OJ000313_39.0419.C76 
3883 

TBLASTX: Cress 

1985 

122 



56045 






Exons 


1662 . . 1796, 


1663 


. .1794, 


1932 . 


.1985, 1936. .1983 






Seq. No. 


55484 








Seq. ID 


OJ000313_39.0419 


,C76 




Gene No. 


116235 








Strand 


- ' 






Start 


3093 








End 


3883 






Name 


OJ000313 39 


.0419 


. C76 . o3 


.gs 


Method 


GEN SCAN 






Start 


3093 








End 


3883 






GI 


none 








Score 


.9 






Exons 


3093 . . 3121, 


3541 , 


. . 3883 












Seq. No. 


55484 








Seq. ID 


■ OJ000313_39.0419 


.C76 




Gene No. 


116235 








Strand 








Start 


3093 








End 


3883 






Name 


OJ000313 39 


.0419, 


. C7 6 . ol , 


. tw 


Method 


TBLASTX: Wheat 






Start 


3501 








End 


3803 






GI 


none 








Score 


148 






Exons 


3501 . . 3671, 


3510 . 


. .3671, 


3542 . 


.3673, 3659. .3802, 3660. .3803 




Seq. No. 


55484 • 








Seq. ID 


OJ000313_39.0419 


.C76 




Gene No. 


116235 








Strand 








Start 


3093 








End 


3883 






Name 


A TA AA "5 1 1 ft 

OJ000313_39 


.0419. 


,C76 . ol . 


. tc 


Method 


TBLASTX: Cress 






Start 


3510 








End 


3803 




C3 


GI 


none 








Score. 


135 




:r 

~ «. 


Exons 


3510 . .3662, 


3542 . 


. . 3673, 


3702 . 


.3803, 3731,'. 3802 




r : ; 
•2 • ' 

jj Li 


Seq. No. 


55484 








Seq. ID 


OJ000313_39.0419 


.C76 


? ^ 


Gene No. 


116235 








Strand 






LJ 


Start 


3093 








End 


3883 






Name 


OJ000313_39 


.0419. 


.C7 6.o2. 


.np 


Method 


AAT/NAP 




1 ^ 


Start 


3527 








End 


3874 




?; S 


GI 


4895197 








Score 


199 




E 


Exons 


3527 . .3874 














? ~ 


GI Descrip. 


(AC007661) . 


hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


55484 








Seq. ID 


OJ000313_39.0419 


.C76 




Gene No. 


116235 








Strand 








Start' 


3093 








End 


3883 




f ^ 


Name 


OJ000313_39 


.0419, 


,C76.o2, 


.tm 


Method 


TBLASTX: Maize 






Start 


3540 








End 


3803 




u 


GI 


none 








Score 


97 






Exons 


3540 . . 3671, 


3542, 


. .3616, 


3542. 


.3673, 3543.. 3671, 3659.. 3802, 






3660 . . 3803 
















Seq 7 No. 


55484 








Seq. ' ID 


OJ0003.13_39.0419 


.C76 




Gene No. 


116235 








Strand 








Start 


3093 








End 


3883 






Name 


OJ000313_39 


.0419. 


.C76.ol. 


.ts 


Method 


TBLASTX : Soybean 






Start 


3542 








End 


3788 ' 






GI 


none 








Score 


131 






Exons 


3542 . . 3673, 


3543. 


, .3659, 


3659. 


.3787, 3681. .3788 






Seq. No. 


55485 








Seq. ID 


OJ000313_39.0419 


.C77 




Gene No. * 


116236 








Strand 








Start 


421 








End 


2435 






Name 


OJ000313 39 


.0419. 


■C77.ol. 


.gs 


Method 


GENSCAN 






Start 


421 








End 


2435 





56046 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 



Score 



64 



421. .440, 1071. .1231, 1379. .1427, 2102. .2435 



55485 
116236 
421 

OJ000313_39.0419.C77.ol.np 
2088 
4895197 
2088. .2432 

(AC007661) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000313_39.0419.C77 
Strand 

2435 
AAT/NAP 
2432 

242 ' - 



End 

Method 

End 

Score 



Seq. No. 


55485 








Seq. ID 


OJ000313_39.0419. 


.C77 


Gene No. 


116237 








Strand 






Start 


3406 








End 


3512 




Name 


OJ000313 39 


.0419, 


,C77.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2103 








End 


2369 




GI 


none 








Score 


128 




Exons 


2103. .2234, 


2104. 


. .2229, 


2250. 


.2369, 2257.. 2340 




Seq. No. 


55485 








Seq. ID 


OJ000313_39.0419. 


.C77 


Gene No. 


116237 








Strand 






Start 


3406 








End 


3512 




Name 


OJ000313 39 


.0419. 


.C77.ol 




Method 


TBLASTX: Maize 




Start 


2103 








End 


2366 




GI 


none 








Score 


348 




Exons 


2103. .2366, 


2104. 


, .2346 











Seq. No. 


55485 








Seq. ID 


OJ000313_39.0419.C77 


Gene No. 


116237 








Strand 




Start 


3406 








End 


3512 


Name 


OJ000313 39. 


0419. 


.C77.ol. 


. ts 


Method 


TBLASTX : Soybean 


Start 


2103 








End 


2369 


GI 


none 








Score 


132 


Exons 


; 2103..2234, 


2104. 


. .2229, 


2235. 


.2348, 23 


49. .2369 


Seq. No. 


55485 








Seq. ID 


OJ000313_39.0419.C77 


Gene No. 


116237 








Strand 




Start 


3406 








End 


3512 


Name 


OJ000313 39. 


0419. 


.C77.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


2103 








End 


2369 


GI 


none 








Score 


180 


Exons 


2103. .2300, 


2104. 


. .2232, 


2196. 


.2234, 22 


35.. 2369, 2239.. 2340 


Seq. No.' 


55485 








Seq. ID 


OJ000313_39.0419.C77 


Gene No. 


116237 








Strand 




Start 


3406 








End 


3512 


Name 


OJ000313 39. 


0419. 


.C77.o2. 


.gs 


Method 


GEN SCAN 


Start 


3406 








End 


3512 


GI 


none 








Score 


. 94 


Exons 


3406. .3512 













Seq. No. 55486 Seq. ID 

Gene No. 116238 Strand 

Start 1823 End ' 

Name OJ000313_39 . 04 19 . C78 . o2 . gs Method 

Start 1823 End 



0 JO 0 0 3 1 3_3 9 . 0 4 1 9. 7 8 

3321 

GENSCAN 

3321 



56047 



GI 

Exons 



none Score 
1823. .2028, 2418. .2437, 3118. .3321 



,77 



Seq. No. 55487 Seq. ID 

Gene No. 116239 Strand 

•Start ' 852 End 

Name •OJ00031'3_39 . 04 19 . C81 . ol . gp Method 

Start 753 End 

GI 26857_1.R1084 Score 

Exons 753. . 1004 

GI Descrip. 1 6093512 /sp | Q3 9950 | NLTP_HELAN 1.0e-16 NONSPECIFIC LIPID-TRANSFER 
PROTEIN PRECURSOR (LTP) (NSLTP) (SDI-9) 

>gi_1050918_emb_CAA63340_ (X92648) lipid transfer protein 
[Helianthus annuus] 1 



OJ000313_39.0419.C81 
+ 

1004 
AAT/GAP 
1004 
460 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. .. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. ID OJ000313 39.0419.C81 



55487 
116239 
852 

OJ000313_39.0419.C81.ol.np 
849 

6492243 
849. .1004 

(AF109195) lipid transfer protein [Hordeum vulgare] 



Strand 
End 

Method 

End 

Score 



+ 

1004 
AAT/NAP 
1004 
173 



55487 Seq. ID 

116239 - Strand 

852 End 
OJ000313_39. 0419.C81.o2.gs Method 

852 End 

none Score 
852. .979 



OJ000313_39.0419.C81 
+ 

1004 
GEN SCAN 
979 
.98 



Seq. No. 55487 Seq. ID 

Gene No. ,116240 Strand 

Start 276 End 

Name OJ000313_39 . 04 19 . C8 1 . ol . gs Method 

Start 276 • * End 

GI none Score 

Exons 276.. 374, 466.. 585 



OJ000313_39.0419.C81 
585 

GENSCAN 

585 

.42 



39.0419.C83 



Seq. No. 55488 Seq. ID OJ000313_ 

Gene No. 116241 Strand + 

Start 984 End 3992 

Name OJ000313_39 . 04 19 . C83 . ol . np Method AAT/NAP 

Start 984 End 3992 

GI 1946372 Score 233 

.Exons 984.. 1104, 2706.. 2831, 3896.. 3992 

GI Descrip. (U93215) putative integral membrane protein [Arabidopsis" 
thaliana] 



Seq. No. 55488 Seq. ID 

Gene No. 116241 Strand 

Start 984 ' End 

Name 0 JO 0031 3_39 .0419.C83.o2.np Method 

Start 3221 End 

GI 7523696 Score 

Exons 3221.. 3288, 3541.. 3681, 3973.. 3992 



OJ000313_39.0419.C83 
+ 

3992 
AAT/NAP 
3992 
191 



56048 





GI Descrip. 


(ACUiiuui; nypotneticai 


protein [Arabidopsis thaliana] 




Seq. No. 


55488 




Seq. ID 


OJ000313_39.0419.C83 




Gene No. 


116242 




Strand 






O -i -v- 4- 

otart 


Tfi c 




End 


3717 




Name 


u j u u u 0 1 j_ 0 y.u^iy.uoo.oi 


. gs 


Method 


GENSCAN 




Start 






End 


2206 




GI 


none _ 




Score 


.58 




Exons 


oni; aqa coo Don qqo 


. .1148 


, 1766. .2206 




beq. no. 


004 00 




Seq. ID 


OJ000313_39.0419.C83 




Gene No. 


116242 




Strand 






Start 


305 




End 


3717 




Name 


UJUUUJJ.J J y . Ufl 1 y . L/O 0 . 01 


. tm. 


Method 


TBLASTX: Maize 




btaru 


1 n 1 1 
IUI 1 




End ' 


3717 






none 




Score 


74 




Exons 


1 ni 1 1 1 o^n oqqq 


2701. 


.2889, 2708. .2893, 3215. .3286, 






"3 C "5 c T71'7 OCOQ 










beq. no. 


00 4 0 y 




Seq. ID 


OJ000313_39.0419.C84 




Gene No . 


1 1 a 0 a ^ 

llD^rl J 




Strand 


+ 




bear u 


149 




End 


1030 


ft ~ 


Name 


OJ000313 39.0419.C84.ol 


• gp 


Method 


AAT/GAP 




Start • 


149 




End 


943 ' 




bX 


599 2.R1084 




Score 


565 


i : = 


Exons 


149. .264, 354. .446, 547 


. .631, 


813. . 943 




i y 


GI Descrip. 


*1350969/sp|P49216|RS26 


ORYSA 


2.0e-41 40S RIBOSOMAL PROTEIN S26 


Is J 




(S31) >gi 971284 dbj BAA07208 


_■ (D38011) 


ribosomal protein S31 






[Oryza sativa] 1 








Tier 


Seq. No. 


55489 




Seq. ID 


OJ000313_39.0419.C84 


ru 


Gene No. 


116243 




Strand 


+ 




buarti 


149 




End 


1030 




Name 


OJ000313 39.0419.C84.ol 


.gs 


Method 


GENSCAN 




btart 


262 


End 


943 




Lrl 


none 




Score 


.96 




Exons 


262. .264, 354. .446/ 547 


. . 631, 


813. .943 






beq . no . 


55489 




Seq. ID 


OJ000313_39.0419.C84 




Gene No . 


116243 




Strand 


+ 




Start 


149 




End 


1030 ^' 




Name 


OJ000313 39.0419.C84.ol 


.np 


Method 


AAT/NAP 




Of ivf 

otart 


351 




End 


1030 




UI 


1350969 




Score 


448 




Exons 


351. .446, 547. .631, 813 


. .1030 








GI Descrip. 


40S RIB0S0MAL PROTEIN S26 (S31) gi | 971284 | dbj | BAA07 208 | (D38011 






ribosomal protein S31 [Oryza 


sativa] 






OClj . LN . 


55489 . 




Seq. ID 


OJ000313_39.0419.C84 




Gene No. 


116243 ' 




Strand 


+ 




Start 


149 




End 


1030 




Name ' 


OJ000313 39.0419.C84.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


352 




End 


945 




GI 


none 




Score 


146 ■ 




Exons 


352. .447, 353. .448, 398 


. .469, 


544. . 633, 


546. .632, 808. .888, 



812. .883, 812. .943, 814. .945 



56049 



Seq. No. 55489 Seq. ID 

Gene No; - 116243 Strand 

Start 149 End 

Name OJ000313_39 . 04 19 . C84 . ol . ts Method 

Start 352 End 

GI none Score 
Exons 



OJ000313_39.0419.C84 
+ 

1030 

TBLASTX : Soybean 

934 

135 



.352. .447/ 353. .451, 398. .457, 544. .630, 546. .623, 815. .883, 
815. .934 



Seq. No. 55490 Seq. ID 

Gene No. 116244 Strand 

Start 695 End 

Name OJ000313_3 9 . 04 1 9 . C8 9 . ol . gs Method 

Start 695 End 

GI none Score 

Exons 695.. 868 



OJ000313_39.0419.C89 
868 

GENSCAN 

868 

.93 



Seq. No. 55491 Seq. ID 

Gene No. 116245 : Strand' 

Start 47 End 

Name OJ000313_39 . 04 19 . C98 . ol . gs Method 

Start 4 7 End 

GI none Score 

Exons 4 7 V5-6, 690 .. 722 



OJ000313_39.0419.C98 
722 

GENSCAN 

722 

.5- 



Seq. No. 55492 Seq. ID 

Gene No. 116246 Strand 

Start 415 End 

Name OJ000313_39 . 04 19 . C107 . ol . gs Method 

Start 415 End 

GI none Score 

Exons 415.. 441, 464.. 664 



OJ000313_39.0419.C107 
+ 

664 

GENSCAN 

664 

.43 



Seq. No. 55493 Seq. ID 

Gene No. 116247 Strand 

Start 675 . End 

Name OJ000313_39. 0419.C108 .o-l.gs Method 

Start 675 End 

GI none Score 

Exons 675.. 806, 865.. 1086 



OJ000313_39.0419.C108 

.1086 
GENSCAN 
1086 
.58 



Seq. No. 55494 Seq. ID 

Gene No. 116248 Strand 

Start 131 End 

Name OJ000313_39 . 04 19 . Clll . ol . gs Method . 

Start 131 End 

GI * none Score/ 

Exons 131 . i 385 



OJ000313_39. 0419. Clll 
+ 

385 

GENSCAN 

385 

.93 



Seq. No. 55495 . Seq. ID 

Gene No. 116249 Strand 

Start 1 End 

Name OJ000313_39 . 04 19 . C114 . ol . np Method 

Start 1 _ End 

GI 6815053 " Score 

Exons 1 . . 103 

GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



OJ000313_39.0419.C114 
+ 

103 

AAT/NAP- 
103 
138 



56050 



Seq. No. 55495 Seq. ID 

Gene No. 116250 Strand 

Start 285 End 

Name OJ000313_39 . 04 19 . CI 14 . ol . gs Method. 

Start 285 End 

GI none Score 

Exons 285.. 505 



OJ000313_39.0419.C114 
+ 

505 

GENSCAN 

505 

.47 



Seq. No. 55496 Seq. ID 

Gene No. 116251 Strand 

Start 2 End 

Name OJ000313_39 . 04 19 . CI 15 . ol . gs Method 

Start 2 End 

GI none Score 

Exons 2.. 142, 517.. 630 



OJ000313_39.0419.C115 

630 . . 
GENSCAN 
630 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55497 Seq. ID OJ000313 

116252 Strand + 

689 End 1067 

OJ000313_39 . 04 19 . C116 . ol . np Method AAT/NAP 
689 End 1067 

7452443 Score 225 

689. .1067 

hypothetical protein F1C12 
gi I 2982434 | emb | CAA18242.il 

[Arabidopsis thaliana] gi | 7268812 | emb | CAB79017 . 1 | 
putative protein [Arabidopsis thaliana] 



39.0419.C116 



90 - Arabidopsis thaliana 
(AL022224) putative protein 

(AL161552) 



55497 Seq. ID 

116252 ■ Strand 

689 End 
OJ000313_39.0419.C116.ol.gs Method 

713 End 
none . Score 
713. .1058 



OJ000313_39.0419.C116 
+ 

1067 
GENSCAN 
1058 
.99 



Seq. No. 55497 Seq. ID 

Gene No. 116253 Strand 

Start 2089 End 

Name OJ000313_39 . 04 19 . C116 . o3 . gp Method 

Start 2089 End 

GI none Score 

Exons 2089.. 2204 



OJ000313_39.0419.C116 
+ 

2204 
AAT/GAP 
2204 
183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



55497 Seq. ID OJ000313_39 . 04 19 . Cll 6 

116254 Strand 

712 ' End ' 923 

O"J000313_39.0419.C116.ol.gp '"Method AAT/GAP 

712 End 923 

LIB3433-043-P1-K1-E5 Score 403 

712. .923 

, 2982434/emb|CAA18242.1| 9.0e-58 (AL022224) putative protein 
[Arabidopsis thaliana] 1 



55497 
116255 



Seq. ID 
Strand 



OJ000313 39.0419.C116 



56051 




Start 


1690 


End 


2117 


Name 


OJ000313 39.0419.C116.ol.ts 


Method 


TBLASTX : Soybean 


Start 


704 


End 


1046 


GI 


none 


Score 


115 


Exons 


704. .886, 710. .886, 711. .929, 


918. . 1046 


Seq. No. 


55497 • 


Seq. ID 


OJ000313_39.0419.C116 


Gene No. 


116255 


Strand 




Start 


1690 


End 


2117 


Name 


OJ000313 39.0419.C116.ol.tm 


Method 


TBLASTX: Maize 


Start 


715 


End 


1016 


GI 


none 


Score 


413 


Exons 


715. .969, 716. .970, 717. .971, 


966. . 1016 


Seq. No. 


55497 


Seq. ID 


OJ000313 39.0419.C116 


Gene No. 


116255 


Strand 


_ 


Start 


1690 


End 


2117 


Name 


OJ000313 39.0419.C116.o2.gs 


Method 


GEN SCAN 


Start 


1690 


End 


2117 


GI 


none 


Score 


.86 


Exons 


1690. .2049, 2094. .2117 






Seq. No. 


55498 


Seq. ID 


OJ000313_39.0419.C123 


Gene No. 


116256 • . • - 


Strand 




Start 


816 


End 


1010*' ■ 


Name 


OJ000313 39.0419.C123.ol.gs 


Method 


GENSCAN 


Start 


816 


End 


1010 


GI 


none 


Score 


. 42 


Exons 


816. . 943, 968 . . 1010 






Seq. No. 


55499 


Seq. ID 


OJ000323_34.0420.C6 


Gene No. 


116257 


Strand 




Start 


143 


End 


870 


Name 


OJ000323 34 . 0420 . C6 . ol . gs 


Method 


GENSCAN 


Start 


143 


End 


762 


GI 


none 


Score 


.43 


Exons 


143. .166,- 645. .762 






Seq. No. 


55499 


Seq. ID 


OJ000323__34 . 0420. C6 


Gene No. 


116257 


Strand 




Start 


143 


End 


870 


Name 


OJ000323 34.0420.C6.ol.np 


Method 


AAT/NAP 


Start 


456 


End 


870 


GI 


6630550 


Score 


119 


Exons 


.456. .870 






GI Descrip. 


(AC011708) putative bZIP transcription 


factor [Arabidopsis 




thaliana] , 






Seq. No. 


55499 


Seq. ID 


OJ000323_34.0420.C6 


Gene No. 


116257 


Strand 




o car u 


143 


End 


870 


Name 


OJ000323 34.0420.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


457 


End 


801 


GI 


none 


Score 


196 


Exons 


457. .666, 461. .640, 463. .669, 


679. .801, 


692. .784, 696. .791 


Seq. No. 


55500 


Seq. ID 


OJ000323_34 .0420.C7 



56052 



Gene No. 116258 Strand + 

Start 3364 ■ End' 3906 

Name OJ000323_34 . 0420 . C7 . o2 . gs Method GENSCAN 

Start 3364 End 3906 

GI none Score .89 

Exons 3364 ...3906 ^ 



OJ000323_34.0420.C7 
+ 

4717 
AAT/GAP 
4717 
597 



Seq. No. 55500 Seq. ID 

Gene No. 116259 . Strand 

Start 4354 End 

Name OJ000323_34 . 0420 . C7 . ol . gp Method 

Start 4354 End 

GI uC-osrocyp031c04br Score 

Exons 4354.. 4717 

GI Descrip. '1707032 2.0e-15 (U80445) coded for by C. elegans cDNA ykl3g5.3; 

coded for by C. elegans cDNA yk21g6.3; coded for by C. elegans 
cDNA CEMSE18F; coded for by C. elegans cDNA ykl26bl.3; coded for 
by C. elegans cDNA yk65h8.3; coded for by C. elegans cDNA 
yk65h8' 



Seq. No. 

Gene No. 
l f Start 
U --Name 
f?i Start 

ril GI 

Exons 
H GI Descrip. 



55500 

116260 

1150 

OJ000323_34 . 0420 . C7 . ol . np 

1003 

7487237 

1003. .1069, 1254. .2353, 3658. 
hypothetical protein T20B5.15 



OJ000323 34. 0420. C7 



Seq. ID _ 
Strand 

End 5005 
Method AAT/NAP 
End 3768 
Score 365 
3768 

- Arabidopsis thaliana 
gi|2623309|gb|AAB86455.1| (AC002409) putative 

TGACG-sequence-specif ic bZIP DNA-binding protein [Arabidopsis 
thaliana] 



Seq. No. 55500 Seq. ID 

Gene No. 116260 Strand 

Start 1150 End 

Name OJ000323_34 . 0420 . C7 . ol . gs Method 

Start ' 1150 End 

GI none * Score 

Exons 1150.. 1166, 1249.. 2494 



OJ000323_34 .0420.C7 

5005 
GENSCAN 
2494 
.94 



Seq. No. 55500 
Gene No. 116260 
Start 1150 

Name OJ000323_34 . 0420 . C7 . ol . tm 

Start 1247 
GI none 
Exons 1247.. 1339, 

1341. .1412, 

1775. .1861, 



1248.. 1337, 1253. 
1415. .1834, 1417. 
1803. .1862 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1339, 1340 
.1506, 1448 



OJ000323 34. 0420. C7 



5005 

TBLASTX :Maize 
1862 
127 

1402, 1340. 



,1420, 



1774, 1467. .1832, 



Seq. No. 


55500 






Seq. ID 


OJ000323_34.0420 


Gene No. 


116260 






Strand 




Start 


1150 






End 


5005 .. 


Name 


OJ000323 34 


.0420 


C7.ol.ts - 


Method 


TBLASTX: Soybean 


Start 


3643 






End 


5005 


GI 


none 






Score 


186 


Exons 


3643. .3768, 


3645 


.3803, 4967. 


.5005 





56053 



Seq. No. 


55501 - 










Seq. ID 


OJ000323 


Gene No. 


1162 61 










Strand 


+ 


Start 


70 










End 


590 


Name 


OJQ00323 34. 


0420 . 


C8 . 


ol . 


gs 


Method 


GEN SCAN 


Start 


70 










End 


590 


GI 


none 










Score 


. 9o 


Exons 


70 . . 242, 4 83 


. . 590 












Seq. No. 


55501 










Seq. ID 


OJ000323 


Gene No. 


1162 62 










Strand 


+ 


Start 


2097 










End 


3121 


Name 


OJ000323 34. 


0420 . 


C8 . 


o2 . 


gs 


Method 


GENSCAN 


Start 


2097 










End 


3121 


GI 


none 










Score 


. 77 


Exons 


2097 . . 2252, 


2697 . 


.28 


04, 


2903 . 


.3121 




Seq. No. 


55501 










Seq. . ID 


OJ000323 


Gene No.'-" 


- 116263 










Strand 




Start 


745 










End 


1148 


Name 


OJ000323 34. 


0420. 


C8. 


ol. 


gp 


Method 


AAT/GAP 


Start 


745 










End 


1148 


GI 


LIB3474-002- 


Pl-Kl 


-C3 




Score 


: '808 



Exons 745.. 1148 

GI Descrip. ^707032 2.0e-15 (U80445) coded for by C. elegans cDNA ykl3g5.3; 

coded for by C./- elegans cDNA yk21g6.3; coded for by C. elegans 
cDNA CEMSE18F; coded for by C. elegans cDNA ykl26bl.3; coded for 
by C. elegans cDNA yk65h8.3; coded for by C. elegans cDNA 
yk65h8' 



Seq. No. 55502 Seq. ID 

Gene No. 116264 Strand 

Start 81 End 

Name OJ000323_34 . 04 20 . C9 . ol . gs Method 

Start 81 ' End 

GI none . Score 

Exons -81.. 668, 1010^.-1159, 1272.. 1655 



OJ000323_34.0420.C9 
+ 

1655 
GENSCAN 
1655 
.83 



Seq. No. 55503 

Gene No. 116265 

Start 344 

Name OJ000323_34 . 04 20 . C10 . ol . gs 

Start 344 

GI none 

Exons 344.. 395, 1981.. 2357, 2435, 
4167. .4229 



Seq. ID OJ000323_34 . 0420. C10 

Strand + 

End 4 4 62 

Method GENSCAN 

End 4229 

Score .48 
.2683, 3357. .3458, 3817. .4110, 



Seq. No. 55503 v: ■ Seq. ID 

Gene No. 116265 .Strand 

Start 344 End 

Name OJ000323_34 . 0420 . C10 . ol . gp Method 

Start 3904 End 

GI none Score 

Exons 3904.. 4462 



OJ000323_34, 
-f 

4462 
AAT/GAP 
4462 
1021 



0420. C10 



Seq. No. 
Gene No. 



55503 
116266 



Seq. ID OJ000323_34. 0420. C10 
Strand + 



56054 



Start 6408 

Name OJ000323_34 . 0420 . CIO . ol . np 

Start 6408 

GI 4680183 

Exons 6408.. 8535 

GI Descrip. (AF111709) gag-pol protein 

Seq. No. 55503 

Gene No. 116266 

Start 6408 

Name OJ000323__34 . 0420 . C10 . o2 . gs 

Start 6408 

GI none 

Exons 6408.. 8482 



End 

Method 

End 

Score 



8535 
AAT/NAP 
8535 
3442 



[Oryza sativa subsp. indica] 

Seq. ID OJ000323_34 .0420. C10 

Strand + 

End 8535 

Method GENSCAN 

End 8482 

Score .87 



Seq. No. 55503 Seq. ID 

Gene No. 116266 Strand 

Start 6408 End 

Name OJ000323_34 . 0420 . C10 . ol . tw Method 

Start 7694 End 

GI none Score 

Exons 7694..7963, 7695.. 8096 



OJ000323_34. 0420. C10 
+ 

8535 

.TBLASTX: Wheat 

8096 

283 



Seq. No." 55504 . . Seq. ID 

Gene No. 116267 **" Strand 

Start 157 End 

Name OJ000323_34 . 0420 . Cll . o5 . tw Method 

Start 18 End 

GI none Score 

Exons 18. .254, 22. .252, 301. .474 

Seq. No. 55504 Seq. ID 

Gene No. 116267 Strand 

Start 157 End 

Name OJ000323_34 . 0420 . Cll . o4 . tm Method 

Start 105 End 

GI none ' Score 

Exons 105.. 251, 106.. 252 



OJ000323_34. 0420. Cll 
+ 

2512 

TBLASTX: Wheat 

474 

252 



OJ000323_34 .0420. Cll 
+ 

2512 • 

TBLASTX: Maize 

252 

183 



Seq. No. 55504 Seq. ID 

Gene No. 116267 Strand 

Start 157 End 

Name OJ000323_34 . 0420 . Cll . ol . gs Method 

Start 157 End 

GI none Score 

Exons 157.. 330, 466.. 2501 



OJ000323_34. 0420. Cll 
+ 

2512 
GENSCAN 
2501 
.41 



Seq. No. 55504 Seq. ID 

Gene No. 116267 Strand 

Start 157 End 

Name . OJ000323_34 . 0420 . Cll . ol . tw Method 

Start 474 End 

GI none Score 

Exons 474 . .929, 475. . 930 



OJ000323_34 .0420. Cll 
+ 

2512 

TBLASTX: Wheat 

930 

496 



Seq. No. 
Gene No. 



55504 
116267 



Seq. ID OJ000323_34. 0420. Cll 
Strand + 



56055 





Start 


157 






End 


2512 






Name 


OJ000323 34 


.0420.Cll.o3 


. ts 


Method 


TBLASTX : Soybean 






Start 


514 






End 


879 . 






GI 


none 






Score 


138 






Exons 


514. .738, 745.-879 












Seq. No. 


55504 






Seq. ID 


OJ000323_34 . 0420 


.Cll 




Gene No. 


116267 






Strand 


+ 






Start 


157 






End 


2512 






Name 


OJ000323 34 


.0420.Cll.ol 


.np 


Method 


AAT/NAP 






Start 


529 






End 


2512 






GI 


5902445 






Score 


3395 






Exons 


529. .2512 














GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


55504 






Seq. ID 


OJ000323 34.0420 


.Cll 




Gene No. 


116267 






Strand 


+ 






Start 


157 






End 


2512 






Name 


OJ000323 34 


.0420.Cll.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


604 






End 


960 






GI 


none 






Score 


367 






Exons 


604.. 960, 645.. 950, 667 


. . 960 








Q 


Seq. No. 


55504 






Seq. ID. 


OJ000323 34 . 0420 


.Cll 


^ =7 


Gene No. 


116267 






Strand 


+ 




i. ! 5 


Start 


157 






End - 


2512 




ri J 


Name 


OJ000323 34 


.0420.Cll.o2 


. tw 


Method 


TBLASTX: Wheat 




r ™h 


Start 


1045 






End 


1469 






GI 


none 






Score 


446 






Exons 


1045. . 1464, 


1089. .1469, 


1110. 


. 1469 








Seq. No. 


55504 






Seq. ID 


OJ000323_34 .0420 


.Cll 


= 


Gene No. 


116267 






Strand 


+ 




f "J 


Start 


157 






End 


2512 






Name 


OJ000323 34 


.0420_.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


1123. 






End' 


1524 




r *" 


GI _ ■ 


none 






Score 


318 




w 


Exons 


1123. .1524, 


1140. .1283, 


1320. 


.1490 








Seq. No. 


55504 






Seq. ID 


OJ000323_34 .0420 


.Cll 


=aal 


Gene No. 


116267 






Strand 


+ 






Start 


157 






End 


2512 






Name 


OJ000323 34 


.0420.Cll.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1191 






End 


1635 






GI 


none 






Score 


272 






Exons 


1191. .1445, 


1192. .1446, 


1467. 


.1598, 14 


168. .1611, 1609. .1635 




Seq.- No. 


55504 






Seq.' ID 


OJ000323_34 .0420 


.Cll 




Gene No. 


116267 






Strand 


+ 






Start 


157 






End 


2512 






Name 


OJ000323 34 


.0420.Cll.o4 


.tw 


Method 


TBLASTX: Wheat 






Start 


1473 






End 


1759 






GI 


none 






Score 


275 






Exons 


1473. .1757, 


1474. .1755, 


1661. 


.1759 








Seq. No. 


55504 






Seq. ID 


OJ000323_34.0420 


.Cll 




Gene No. 


116267 






Strand 


+ 





56056 



Start 
Name 
Start 
GI 

Exons 



157 

OJ000323_34.04 20.Cll.o2.ts 

1750 

none 

1750. .1854, 1758. .2138, 1893. 



End 2512 
Method TBLASTX : Soybean 
End 2138 
Score 88 
.1967, 1894.. 2136 



Seq. No. 55504 ' Seq. ID 

Gene No. 116267 Strand 

Start 157 End 

Name OJ000323_34 . 0420 . Cll . o3 . tw Method 

Start 1759 End 

GI none Score 

Exons 1759.. 2181, 1767.. 2171 



OJ000323_34. 0420. Cll 
+ 

2512' 

TBLASTX: Wheat 

2181 

415 



Seq. No. 55504 Seq. ID 

Gene No. 116267 Strand 

Start 157 End 

Name OJ000323_34 . 0420 . Cll . o3 . tm Method 

Start , 2011 ' End 

GI none ' Score 

Exons 2011.. 2265, 2019.. 2126 



OJ000323_34. 0420. Cll 
+ 

2512 

TBLASTX: Maize 

2265 

192 



Seq. No. 55504 Seq. ID 

Gene No. -116267 ■ Strand 

Start 157 End 

Name OJ000323_34 . 0420 . Cll . 06 . tw Method 

Start 2197 End 

GI none Score 

Exons 2197.. 2331, 2356.. 2511 



OJ000323_34. 0420. Cll 
+ 

2512 

TBLASTX: Wheat 

2511 

134 



Seq. No. 55505 

Gene No. 116268 

Start . 1 

Name OJ000323_34 . 0420 . C12 . ol . np 

Start 1 

GI 5902445 

Exons 1..1008 

GI Descrip. (AB030283) GAG-POL precursor 



Seq. ID OJ000323_34.0420.C12 

Strand + 

End 1011 

Method AAT/NAP 

End 1008 ' 

Score 1755 

[Oryza sativa] 



Seq. No. 55505 Seq. ID 

Gene No. 116268 Strand 

Start 1 End 

Name OJ000323_34 . 0420 . C12 . ol . gs Method 

Start - 50 End 

GI none Score 

Exons 50.. 1011 



OJ000323_34.0420.C12 
+ 

1011 
GENSCAN 
1011 
.42 



Seq. No. 55505 Seq. ID 

Gene No. 116269 Strand 

Start 5248 End 

Name OJ000323_34 . 0420 . C12 . o3 . gs Method 

Start 5248 End 

GI none Score 

Exons 5248.. 5291, 5772.. 5940, 595.9.. 6309 



OJ000323_34 .0420.C12 
+ 

6309 
GENSCAN 
6309 
. 95 



Seq. No. 
Gene No. 



55505 
116270 



Seq. ID OJ000323_34 .0420.C12 
Strand + 



56057 



I Li 



Start 


12568 




End 


14218 




Name 


OJ000323 34 .0420.C12.o5, 


,gs 


Method 


GEN SCAN 




Start 


12568 




End 


14218 




GI 


none 




Score 


.86 




Exons 


12568. .12926, 13125 .. 13245, 13720 .. 138 69, 13982. .14218 




Seq. No. 


55505 




Seq. ID 


OJ000323_34 .0420, 


.C12 


Gene No. 


116270 




Strand 


+ 




Start 


12568 




End 


14218 




Name 


OJ000323_34.0420.C12.ol. 


gp 


Method 


AAT/GAP 




Start 


1 O £. c; a 
X <£- DO 4 




End 


13057 




GI 


none 




Score 


772 




Exons 


12654. .13057 










Seq. No. 


55505 




Seq. ID 


OJ000323_34.0420. 


.C12 


Gene No. 


116271 




Strand 






Start 


1327 




End 


4268 




Name 


OJ000323 34.0420.C12.o2. 


gs 


Method 


GENSCAN 




Start 


1327 ' 




End 


4268 




GI 


none 




Score 


.85 




Exons 


1327. .1775, 1848. .1952, 


2025. 


.2214, '2290. .2477, 2597.. 3058, 




3096. .3297, 3384. .4268 










Seq. No. 


55505 




Seq. ID 


OJ000323_34.0420, 


.C12 


Gene No. • 


116271 




Strand 






Start 


1327 




End 


4268 




Name 


OJ000323 34.0420.C12.o2. 


np 


Method 


AAT/NAP 




Start 


1330 




End 


4268 




GI 


6691716 




Score 


2306 




Exons 


1330. .1775, 1848. .1960, 


2111. , 


.2214, 2290. .2484, 2661. .2928, 




3011. .3186, 3384. .4268 










GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 






gil 6691717 |dbj IBAA8 9397. 


1| (AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


55505 




Seq. ID 


OJ000323_34.0420, 


.C12 


Gene No. 


116272' 




Strand 






btart 


7012 




End 


11305 




Name 


OJ000323 34.0420.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4 




End 


240 




GI 


none 




Score 


288 




Exons 


4. .201, 6... 188, 192. .239, 193, 


. .240 






Seq. No. 


55505 




Seq. ID 


OJ000323_34.0420. 


.C12 


Gene No. 


116272 




Strand 






Start 


7012 




End 


11305 




Name 


OJ000323 34 .0420.C12.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


16 . ' 




End 


378 




GI 


none 




Score 


395 * 




Exons 


16. .378, 21. .377 










Seq. No. 


55505 




Seq. ID 


OJ000323_34.0420. 


X12 


Gene No. 


116272 




Strand 






Start 


7012 




End 


11305 




Name 


OJ000323 34.0420.C12.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


342 




End 


615 




GI 


none 




Score 


95 





56058 




Exons 


O /| O A A C\ O/IO A A 1 VlOO C A f 

342. .449, 34 3 . . 4 4 1, - 4 32 . . bOo, 


A O f CIA 

4 3o . .519, 


C O A f~ *1 c 

529 . . 615 




Seq. No. 


55505 


Seq. ID 


OJ000323_34 .0420 


.C12 


Gene No. 


116272 


Strand 






Start 


*? A 1 O 

7012 


End 


11305 




Name 


OJ000323 34 . 0420 . C12 . ol . tw 


Method 


TBLASTX : Wheat 




Start 


385 


End 


999 




GI 


none 


Score 


O A A 

34 9 




Exons 


Joj. .o / D/ 4U0..4y4, D4D..D4// 


o oz . . y y y , 


Q 1 O. QQC 

o / 3 . . y y d 




Seq. No. 


55505 


Seq. ID 


OJ000323_34 .0420 


.C12 


Gene No. 


116272 


Strand 






Start 


7012 


End 


11305 




Name 


✓"\taaaooo o / a /i o a /"*« i o « o 4-™ 

OJ000323 34 . 0420 . C12 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


TOT 

72 / 


End 


960 




GI 


none 


Score 


148 . 




Exons 


TOT OIQ OOO OTO OCO A C A 

/z/..o/y, OZO..O/0, oDo..yoy, 


o c a a c a 

oo y . . y bo 






Seq. No. 


55505 


Seq. ID 


OJ000323 34.0420'.C12 


Gene No. 


116272 


Strand 






Start 


i a i o 
/012 


End 


11305 




Name 


OJ0U0323 34 . 0420 . C12 . o3 . tw 


Method 


TBLASTX: Wheat 




Start 


3858 


End 


4148 




GI ■ 


none 


Score 


211. 




Exons 


TOCO /I 1 ^ o 

3ooo . .4148 








Seq. No. 


55505 


Seq. ID 


OJ000323_34.0420 


.C12 


Gene No. 


116272 


Strand 






Start 


7012 


End 


11305- 




Name 


OJ000323 34 . 0420 . C12 . o4 . gs 


Method 


GENSCAN 




Start 


7012 


End 


11305 




GI 


none 


Score 


. 63 




Exons 


7012. .7043, 7888. .8018, 8729. 


.8742, 10188. .10208, 11231 


. . 11305 


Seq. No. 


55506 


Seq. ID 


OJ000323_34 .0420 


.C13 


Gene No. 


116273 


Strand 






Start 


100 


End 


1922 




Name 


OJ000323 34.0420.C13.ol.np 


Method 


AAT/NAP 




Start 


100 


End 


697 ' 




GI 


3776578 


Score 


311 




Exons 


100. . 697. 








GI Descrip. 


(AC005388) ESTs gb|F13915 and gb|F13916 


come from this 


gene . 




[Arabidopsis thaliana] 








Seq. No. 


55506 . 


Seq. ID 


OJ000323_34 .0420 


.C13 


Gene No. 


116273 


Strand 






Start 


100 


End 


1922 




Name 


OJ0003 V 23 34.0420.C13.ol.gs 


Method 


GENSCAN 




Start 


127 


End 


1922 




GI 


none 


Score 


.72 




Exons 


127. .608, 1538. .1655, 1911. .1922 






Seq. No. 


55506 


Seq. ID 


OJ000323_34 .0420 


.C13 


Gene No. 


116273 


Strand 






Start 


100 


End 


1922 




Name 


OJ000323 34.0420.C13.ol.gp 


Method 


AAT/GAP 




Start 


276 


End 


1770 





56059 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29656JL.R1084 Score 1088 

276.. 608, 1538.. 1770 

•3776578 2.0e-21 (AC005388') 'ESTs gb_F13915 and gb_F13916 come 
from this gene. [Arabidopsis thaliana] ' 



Seq. ID OJ000323_34 .0420.C13 
Strand 

' End 2459 

Method AAT/GAP 

End 2459 

Score 95 



55506 
116274 
2263 

OJ000323_34 . 0420 . C13 . o2 . gp 
2263 

LIB34 77-003-P1-K1-E9 
2263.. 2302, 2400.. 2459 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


55506 




Seq. ID 


OJ000323 34.0420.C13 


Gene No. 


116275 




Strand 




Start 


' 3142 




* End 


6412 


Name 


OJ000323 34 . 0420 . C13 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


97 




End 


1746 


GI 


none 




Score 


56 


Exons 


97.. 150, 160. .594, 162. 


.590, 


215 . . 595, 


587.. 646, 1530.. 1613 




1534.. 1614, 1708. .1746, 


1720 . 


.174 6 




Seq. No. 


55506 




Seq. ID 


OJ000323 34.0420.C13 


Gene No. 


116275 




Strand 


- 


Start 


3142 




End 


64 12 


Name 


OJ000323 34 . 0420 . C13 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


154 




End 


604 


GI 


none 




Score 


250 


Exons 


i c a r a ji oil - /~ r\ a 

154 . . 594 , 215 . . 604 








Seq. No. 


55506 




Seq. ID 


OJ000323_34.0420.C13 


Gene No . . 


1 i £Zon c, 
1 1 DZ / O 




Strand 




Start 


3142 




End 


6412 


Name 


0^000323 34 .0420.C13.ol 


.tw 


Method 


"TBLASTX: Wheat 


Start 


165 




End 


521 


GI 


none 




Score 


367 


Exons 


165. .518, 166. .519, 215 


. .520, 


462. .521 




Seq. No. 


55506 




Seq. ID 


OJ000323_34 .0420.C13 


Gene No. 


116275 




Strand 




Start 


3142 




End 


6412 


Name 


OJ000323 34.0420.C13.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


190 




End 


603 


GI 


none 




Score 


217 


Exons 


190. .603, 215. .586 








Seq.' No. 


55506 




Seq. ID 


OJ000323_34.0420.C13 


Gene No. 


116275 




Strand 




Start 


3142 




End 


6412 


Name 


OJ000323 34 .0420.C13.o2 


. gs 


Method 


GENSCAN 


Start 


3142 




End 


6272 


GI 


none 




Score 


.66 


Exons 


3142. .3217, 3262. .3376, 


3663. 


.3742, 4254. .4366, 5008. .5214, 




5375.. 5523, 5601. .6003, 


6111. 


. 6272 





56060 





Seq. ' No . 


55506 






Seq. ID 


OJ000323_34 .0420.C13 




Gene No. 


116275 






Strand 






Start 


3142 






End 


6412 




Name 


OJ000323_34 . 


0420.C13.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


4235 






End 


5653 




GI 


none 






Score 


108 




Exons 


4235. . 4330, 


4236. . 4367, 


4244 . 


.4369, 4248. .4367, 4999. .5199, 






5006. . 5215, 


5008 . . 5217, 


5160. 


--S5222', 5369.. 5524, 5370.. 5540, 




- 


5424 . .5525, 


5440 . . 5529, 


5599. 


.5649, 5602.. 5652, 5603.. 5653 




Seq. No. 


55506 






Seq. ID 


OJ000323_34 .0420.C13 




Gene No. 


116275 






Strand 






Start 


3142 






End 


6412 




Name 


OJ000323_34. 


0420.C13.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4247 






End 


6397 




GI 


none 






Score 


132 




Exons 


4247 . . 4369, 


4251 . .4367, 


5006. 


.5116, 5008. .5115, 5099. .5215, 






5107 .'.5217, 


5369. . 5449, 


5370 . 


.5465, 5441.. 5524, 5442... 5549, 






5602 . . 6006, 


5603. . 6007, 


5827 . 


.6030, 5939.. 6013, 6105.. 6392, 






6109. . 6390, 


6182 . . 6397 










Seq. No. 


55506 






Seq. ID 


OJ000323_34 .0420.C13 




Gene No . ■? 


116275 






Strand 




^ -Ji 


Start 


3142 - 






End 


6412 




Name 


OJ000323 34. 


0420.C13.o2. 


np 


Method 


AAT/NAP 


= ; - 
~ \ 5 


Start 


4250 






End 


6412 




GI 


7486992 






Score 


1439 


f J 

a . a 


Exons 


4250. .4366, 


5008. .5214, 


5375. 


.5523-, 5601.. 6003, 6111.. 6412 




GI Descrip. 


hypothetical 


protein T13L16.5 


- Arabidopsis thaliana 


% si. 




gi| 65985261 gb|AAD20114. 2| (AC006201) hypothetical protein 






[Arabidopsis 


thaliana] 








= 


Seq. No. 


55506 






Seq. ID 


OJ000323_34 .0420.C13 


« a? . 


Gene No. 


116275 






Strand 






Start 


3142 






End 


6412 




Name 


' OJ000323 34. 


0420.C13.o3. 


gp ' 


Method 


AAT/GAP 


T=J 


Start" 


4325 






End 


5986 




GI 


10061 1.R1084 




Score 


1412 




Exons 


4325. .4366, 


5008. .5214, 


5375. 


.5523, 5601. .5986 


f i 


GI Descrip. 


•4454038/emb 


ICAA23035.il 


4.0e 


-29 (AL035394) putative diseas 






resistance response protein [Arabidopsis thaliana] ? 




Seq. No. 


55506 






Seq. ID 


OJ000323_34 .0420.C13 




Gene No. 


116275 






Strand 






Start 


3142 






End 


6412 




Name 


OJ000323 34. 


0420.C13.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5402 






End 


6128 




GI 


none 






Score 


128. 




Exons 


5402. .5524, 


5403. .5540, 


5602. 


.6006, 5603.. 6004, 5830.. 6006, 






5861. .6013, 


5940. .6017, 


6105. 


.6128 






Seq. No. 


55506 






Seq. ID 


OJ000323_34 .0420.C13 




Gene No. 


116275 






Strand 






Start 


3142 






End 


6412 




Name 


OJ000323 34. 


0420.C13.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5655 






End 


5959 



56061 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
5655. .5957, 5656.-5958, 5657. .5959 



276 



55506 

116275 

3142 

OJ000323_34 . 0420 . C13 . o3 . tm 

6135 

none 

6135. ,.6392, 6136.. 6390 



Seq. ID OJ000323_34 .0420.C13 
Strand 

End 6412 

.Method TBLASTX : Maize 

End 6392 

Score 370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
£2i Gene No. 
^ Start. 
S'J Name 
in Start 

Exons 
7% GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000323_34.0420.C14 
Strand + 

248 

AAT/GAP 
'24 8 
443 



55507 
116276 
1 

OJ000323_34 . 0420 .C14 . ol . gp 
1 

3768640 
1. .248 

4335739/gb | AAD17417 | 3.0e-ll (AC006O,48) hypothetical protein 
[Arabidopsis thaliana] 



End 

Method 

End 

Score 



55507 
116277 

4 8-4. 

OJ000323_34 .0420.C14 . o2 . gp 
484 

2798815 
484.. 1055 

~3660464/emb|AJ001753| ATI134T 1.0e-20 Arabidopsis thaliana mRNA 
for Inositol 1 , 3, 4-Trisphosphate 5/6 Kinase 



Seq. ID OJ000323_34 .0420.C14 

Strand + 

End 1055 

Method AAT/GAP 

End 1055 

Score 637 



55507 

116278 

698 

■ OJ000323_34 .0420.C14 .ol.gs 
698 

none /■ 



Seq. ID OJ000323_34 . 0420.C14 
Strand 

End 5251 

Method. GENSCAN 

End ■ 5251 

Score . 94 ■ 



698.. 1156, 1254.. 1505, 1821.. 2021, 2606.. 2776, 2869.. 3053, 
3146. .3471, 4050. .5251 



55507. 
116278 
698 

OJ000323_34 .0420.C14 .ol.np 
703 

7303287 



Seq. ID OJ000323_34.0420.C14 
Strand 

End 5251 

Method AAT/NAP 

End 5206 

Score 1837 



703.. 1138, 1254.. 1505, 1821.. 2030, 2615.. 2776, 2869.. 3053, 
3155.-. 3471, 4050. .4170, ' 4243. .5206 

(AE003817) CG6197 gene product [Drosophila melanogaster] 



55507 

116278 

698 

OJ000323_34.0420.C14.o3.gp 

2691 

4878395 



Seq. ID OJ000323_34 . 0420.C14 
Strand 

End 5251 

Method AAT/GAP 

End 3230 

Score 642 



2691. .2776, 2869. .3053, 3146. .3230 



56062 




GI Descrip. 1707032 2.0e-15 (U80445) coded for by C. elegans cDNA ykl3g5 . 3; 

coded for by C. elegans cDNA yk21g6.3; coded for by C. elegans 
cDNA CEMSE18F; coded for by C. elegans cDNA ykl26bl.3; coded for 
by C. elegans cDNA yk65h8.3; coded for by C. elegans cDNA yk65h8 





Seq. No. 


55507 








Seq. ID 


OJ000323 34.0420.C14 




Gene No. 


116279 








Strand 






Start 


6452 








End 


7323 




Name 


OJ000323 34 


.0420. 


C14.o2 


. gs 


Method 


GENSCAN 




Start 


6452 








End 


7323 




GI 


none 








Score 


.75 




Exons 


6452. . 6480, 


6702. 


.6855, 


7108 . 


.7323 






Seq. No. 


55507 








Seq. ID 


OJ000323_34 .0420.C14 




Gene No. 


116280 








Strand 






Start 


10339 








End 


10496 




Name 


OJ000323 34 


.0420. 


C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


578 








End 


2777 




GI 


none 








Score 


.48 , 




Exons 


578. .646, 579. .650, 639 


. . 656, 


688. .768 


, 689.. 790, 696.. 752, 






758. .844, 769. .891, 945 


. . 1010 


, 953. .976, 1031. .1159, 1032.. 






1034 . . 1159, 


1244 . 


. 1363, 


1254 . 


.1367, 1255. .1362, 1363. .1506, 






1365 . . 1514, 


1369 . 


. 1506, 


1786. 


.2022, 1806. .2024, 1825. .2025, 






1826. .2023, 


2596. 


.2^09, 


2606. 


.2740, 2606. ..27.16, 2713.,. 2772, 






2715. .2777 ';• 


2717. 


.2776 








r i 3 


Seq. No. 


55507 








Seq. ID 


OJ000323_34.0420.C14 




Gene No. 


H6280 








Strand 






Start 


10339 








End 


10496 




Name 


OJ000323 34 


.0420. 


C14.o2 


. tc 


Method 


TBLASTX: Cress 


I "* 


Start 


1032 








End 


1388 




GI 


none 








Score 


44 




Exons 


1032. .1067, 


1034. 


.1066, 


1064 . 


.1159, 1065. .1157, 1070. .1159, 






1254. .1388, 


1255. 


.1380 








t 5 


Seq. No-. 


55507 








Seq. ID 


OJ000323_34 .0420.C14 




Gene No. 


116280 








Strand 




^3 


Start 


10339 








End 


10496 




Name 


OJ000323 34 


0420. 


C14.ol 


. ts 


Method • 


TBLASTX: Soybean 




Start 


1434 








End 


2027 


; s 
■src? 


GI 


none 








Score 


87 




Exons 


1434. .1514, 


1438. 


.1506, 


1783. 


.2022, 1806.. 2027 




Seq. No. 


55507 








Seq. ID 


OJ000323_34 .0420.C14 




Gene No. 


116280 








Strand 






Start 


10339 








End 


10496 




Name 


OJ000323 34 


0420. 


C14...01- 


.tc 


Method 


TBLASTX: Cress 




Start 


2660 








End' 


3215 




GI 


none 








Score 


139 




Exons 


2660. .2779, 


2671. 


.2784, 


2673. 


.2789, 2830.. 3051, 2864.. 3055, 






2867. .3052, 


2868. 


.3056, 


2913. 


.3056, 3147.. 3215, 3154.. 3204 




Seq. No. 


55507 








Seq. ID 


OJ000323_34 .-0*4 20 .C14 




Gene No. 


116280 








Strand 






Start 


10339 








End 


10496 




Name 


OJ000323 34. 


0420. 


C14 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2915 








End 


4300 



56063 



GI 

"Exons 



none Score 80 

^2915. .3025, 2915. .2977, 2917. .299*4, 2980. .3054, 2981. .3055, 

3147. .3473, 3148. .3474, 3177. .3365, 3300. .3485, 4036. .4200, 

4048. .4218, 4049. .4225, 4187. .4228, 4273. .4299, 4274. .4300 



Seq. No. 55507 Seq. ID 

Gene No. 116280 Strand 

Start 10339 End 

Name OJ000323_34 . 0420 . C14 . o3 . tc Method 

Start 3319 End 

GI none Score 

Exons 3319. .3471, 3324. .3473, 4049. .4207 



OJ000323_34.0420.C14 
10496 

TBLASTX: Cress 

4207 

102 



Seq. No. 55507 Seq. ID 

Gene No. 116280 Strand 

Start 10339 End 

Name OJ000323_34 . 0420 . C14 . o3 . gs Method 

Start 10339 End 

GI none Score 

Exons 10339. .10383,. 10425. .10496 



OJ000323_34.0420.C14 

10496 
GENSCAN 
10496 
.64 



a _ Seq. No. 

Gene No. 

\1 Start 

tn Name 

fi'i Start . 

« GI 

H Exons 



55508 Seq. ID 

116281 Strand 

5770 End 

OJ000323_34 . 0420 . C15 . o2 . gs ' Method 

5770 End 

none Score 



OJ000323_34.0420.C15 
+ 

12960 
GENSCAN 
10480 
.52 



5770. .6010, 6682. .6724, 6880. .7047, 7846. .7947, 8009. .8358, 
9483. .1018 8, 10232. . 10338,. .1044 6 . .104 80 



Seq. No. 55508 

Gene No. 116281 

Start 5770 

Name OJ000323_34 . 0420 . C15 . ol . gp 

Start 9381 

GI uC-osflM202052c07bl 

Exons •* 9381.. 9892 ' 
GI Descrip. '4234848 1.0e-12 (AF082131) gag-pol- polyprotein [Zea mays]* 



Seq. ID OJ000323_34 .0420.C15 

Strand + 

End 12960 

Method AAT/GAP 

End 9892 

Score 995 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000323_34.0420.C15 

Strand + 

End 12960 

Method AAT/NAP 

End 12960 

Score 2230 



55508 
116281 
5770 

OJ000323_34 . 0420 . C15 . ol . np 
9491 
7489738 
9491. .9667, 9701. .12960 

gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gi|4234852|gb|AAD12997.1|' (AF082133) gag-pol polyprotein [Zea 
mays] 



55508 Seq. ID 

116281 Strand * 

5770 . ' End 

OJ000323_34 . 0420 . C15 . o2 . gp Method 

10124 End 

uC-osf Icyp006al0bl Score 
10124. .10338, 10446. .10697 



OJ000323_34.0420.C15 
+ 

12960 
AAT/GAP 
10697 
842 



56064 




GI Descrip. '4234846 7.0e-13 (AF082130) gag-pol polyprotein [Zea mays] ' 



Seq. No. 


55508 




Seq. ID 


OJ000323_34.0420 


.C15 


Gene No. 


116282 




Strand 






Start 


459 






5248 




Name 


• OJ000323 34.0420.C15 


. ol . gs 


Method 


GENSCAN 




Start 


459 






5248""' 




C T 

bl 


none 




Score 


.56 




Exons 


459. .647, 1216. .1352 


, 1450. 


. id / u , lulu 


..1820, 3849. .3894, 




4385.-4456, 5065. .5248 








O rt « M rt 

beq . . no . 


55508 




Seq. ID 


CJ000323_34.0420 


.C15 


Gene No . 


116283 




Strand 






Start 


11043 




End 


1 jU o 1 




VI -i m rt 

Name 


OJ000323 34.0420.C15 


. ol . tm 


Method 


i oiiAb i a : Jxiai ze 




btart 


9584 




End 


1 A1 OC 
1 U 1 O O 




bl 


none 




Score 


4 D / 




Exons 


9584. .10162, 9706. .10152, 9908. .10186 






Seq. No. 


55508 




Seq. ID 


OJ000323_34 .0420 


.C15 


y-» « rt m rt 

Gene No. 






Strand 






Start 


11043 




End 


1 O A Q 1 




Name 


OJ000323 34.0420.C15 


. o3 . gs 


Method 


bhiNbLAN 




Start 


11043 




End 






GI 


none 




Score 


. / y 




Exons 


11043. .11266, 12908. 


.13081V. 








Seq. No. 


55508 




Seq. ID 


OJ000323_34.0420 


bio 


Gene No. 


1 1 COQl 




Strand 






Start 


11043 




End 


13081 




Name 


OJ000323 34.0420.C15 


. ol . ts 


Method 


TBLASTX : Soybean 




btart 


11443 




End 


11865 






5509260 




Score 


121 




Exons 


11443. .11475, 11451. 


.11609, 


11571. .118 


04, 11590.. 11865 




GI Descrip. 












Seq. No. 


55508 




Seq. ID 


OJ000323_34.0420 


bl O 


Gene No. 


116283 




Strand 






btart 


11043 




End 


■13081 




M rt rt 

Name 


OJ000323 34.0420.C15 


. ol . tw 


Method 


TBLASTX: Wheat 




ni.-v.i- 

btart 


11571 




End 


12354 




T 

bl 


none 




Score 


41 




Exons 


11571. .11609, 11590. 


.11856, 


11607. .11855, 11861. .11944, 






11951. .12169, 11979. 


.12215, 


11987. . 12169, 12148. .12354, 






12156. .12350 










O rt rt- tvl rt 

beq. no. 


55508 




Seq. ID 


OJ000323_34.0420, 


C15 


Gene No . 


116283 




Strand 






Start 


11043 




End 


13081 




Name 


OJ000323 34.0420.C15 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


11590 




End 


12037 




GI 


none 




Score 


220 




Exons 


11590. .11865, 11607. 


.11855, 


11951. . 12037 




Seq. No. 


55508 




Seq. ID 


OJ000323_34.0420. 


C15 


Gene No. 


116283 




Strand 






Start 


11043 




End 


13081 





56065 




Name 


OJUUUJZo o4 . 


U4zU.Clo.oZ. tm 


Method 


TBLASTX : Mai ze 




Start 


1Z1 oU 




Lna 


1 O A A A 

1Z4 4 4 




GI 


none' 




Score 


o o o 
ZZo 




Exons 


1Z 1 bU . . 1Z 4 4 4 


i OOQ/I 10/1*3/ 

, 1ZZ y 4 . . 1 Z 4 o4 








Seq. No. 


55508 




Seq. ID 


OJ000323_34.0420 


-C15 


Gene No. 


116283 




Strand 






otart 


i inn 
1 1U4 J 




End 


13081 




VI -I W. 

Name 


UJUUUJzj o4 . 


U4ZU . GlO . OZ . tS 


Method 


TBLASTX : Soybean 




Start 


1Z J4.U 




End 


12906 




GI 


none 




Score 


85 




Exons 


1Z.34U . . 1Z4 yz 


z 1Z 3 4 U . . 1 Z DO 0 / 


12715.. 12906 




Seq. No. 


55508 




Seq. ID 


OJ000323_34 .0420 


.C15 


Gene No. 


116283 




Strand 






Start 


11U4J 




End 


13081 




Name 


UJUUUoZo o4 . 


n/ion pic — o 4-Tt 
U4ZU.G10.OZ.tW 


Method 


TBLASTX: Wheat 




Start 


1Z3 Lo 




End 


12909 




GI 


none 




Score 


135 




Exons 




, 1Z040. . 1Z DO 0 , 


12694. .12909 - 




Seq. No. 


55509 




Seq. ID 


OJ000323_34.0420 


.C16 


Gene No. 


116284 




Strand 






C 4- -v- 4- 

btart 


•i 1 1 

11 




End - 


226 




Name 


OJUUU JZo o4 . 


U4ZU . Clo . ol . gs 


Method 


GENSCAN 




Start 


11 




End 


226 




GI 


none 




Score 


.75 




Exons 


i i ooc 
11 . . ZZD 










Seq. No. 


55509 




Seq. ID 


OJ000323_34 .0420 


.C16 


Gene No. 


116285 




Strand 






btart 


1 JZo 




End 


2059 




Name 


UUUUUoZo J4 . 


U4zu.gid.oz. gs 


Method 


GENSCAN 




btart 


i TOR 




End 


2059 




C T 

GI 


none 




Score 


.99 




Exons 












beq. no. 


jjjIU p* 




Seq. ID 


OJ000323_34.0420 


. CI / 


bene wo . 






Strand 






OLaiL 


1 




End 


762 




Name 


OJ000323 34. 


0420.C17.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


762 




C T 
GI 


7486992 




Score 


205 




Exons 


1..207, 648. 


.762 








GI Descrip. 


hypothetical 


protein T13L16. 


5 - Arabidopsis thaliana 






gi|6598526|gb|AAD20114.2| (AC006201) hypothetical protein 




[Arabidopsis 


thaliana] 








Seq. No. 


55511 




Seq. ID 


OJ000313_36.0421 


.CI 


Gene No. 


116287 




Strand 






Start 


2267 




End 


3792 




Name 


OJ000313 36. 


0421.Cl.ol.gs 


Method 


GENSCAN 




Start 


2267 




End 


3^92 




GI 


none 




Score ■ 


.V 




Exons 


2267. .2400, 


2800.. 3003, 3634 


..3684, 3786. .3792 




Seq. No. 


55512 




Seq. ID 


OJ000313_36.0421 


.C2 



56066 




Gene No. 


116288 






Strand 


+ 


Start 


1 






End 


619 


Name 


OJ000313 


_36.04 21.C2:Col. 


np 


Method 


AAT/NAP 


Start 


1 






End 


616 


GI 


5869975 






Score 


717 


Exons 


1. .616 










GI Descrip. 


(AJ237943) germin-like 


protein [Triticum aestivum] 


Seq. No. 


55512 






Seq. ID 


OJ000313_36.0421.C2 


Gene No. 


116288 






Strand 


+' 


Start 


1 






End 


619 


Name 


OJ000313_ 


36.0421.C2.ol. 


tc 


Method 


TBLASTX: Cress 


otart 


A 1 






End 


o y o 


GI 


none 






Score 


62 


Exons 


41. .112, 


46. .108, 136.. 


333, 


137. .343, 


143. .343, 350. .427, 




439. .564, 


. 443. .598 








beq. no. 


55512 






Seq. ID 


OJ000313_36.0421.C2 


Gene no . 


116288 






Strand 


+ 


Start 


1 






End 


619 


Name 


OJ000313_ 


36.0421.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


otarc 


A c: 






End 


CIA 


Gl 


none 






Score 


64 


Exons 


45. ..134, 


46. . 1-44, -46. .144, 47. . 145, 79 


..177, 145. .177, 146 




175. .336, 


i / y . . jj / , iy o 


. .354 


, 326. .514 


, 348. .485, 350. .496 




385. .513 










Seq. No. 


55512 






Seq. ID 


OJ000313_36.0421.C2 


Gene No. 


116288 






Strand 


+ 


Start 


1 






End 


619 


Name 


UJUUUolj 


36.0421.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


46 






End 


616 


c t 


none 






Score 


325 


Exons 


46. .117, 


47. .367, 139.. 


333, 


147. .335, 


350. .427, 350. .427, 




436. .609, 


437. .613, 464 


. .616 






beq. no. 


55512 






Seq. ID 


OJ000313_36.0421.C2 


Gene No. 


116288 






Strand 


-f 


Start 


i 






End 


619 


Name 


OJ000313 


36.0421.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


otart 


46 






End 


614 


C T 


none 






Score 


51 


Exons 


46. .108, 


47. .106, 140.. 


337, 


154. .333, 


161.. 343, 343.. 417, 




347. .436, 


360.. 440, 445 


..579, 446. .'610, 452. .610, 453. .614 


Seq. No. 


55512 






Seq. ID 


OJ000313_36.0421.C2 


Gene No. 


• 116288 






Strand 


+ 


otart 


1 






End 


619 


Name 


OJ000313 


36.0421.C2.ol. 


gs 


Method 


GENSCAN 


Start 


48 






End 


619 




none 






Score 


.95 


Exons 


48. .619 










Seq. No. 


55513 






Seq. ID 


OJ000313_36.0421.C3 


Gene No. 


116289 






Strand 


+ 


Start 


733 






End 


1546 


Name 


OJ000313 


36.0421.C3.ol. 


tw 


Method 


TBLASTX: Wheat 



56067 





Start 


709 


End 


1438 




GI 


none 


Score 


136 




Exons 


709. .852, 741. .860, 969. .998, 


971. .1054, 971. .1054, 1054. .1101, 






1069. .1101, 1070. .1102, 1099. 


.1260, 1103. .1261, 1114. .1308, 






1250. .1438, 1272. .1409, 1273. 


.1437 






Seq. No. 


55513 


Seq. ID 


OJ000313_36.0421.C3 




Gene No. 


116289 


Strand 


+ 




Start 


733 


End 


1546 




Name 


OJ000313 36.0421.C3.ol.np 


Method 


AAT/NAP 




Start 


733 


End 


1540 




GI 


5869975 


Score 


836 




Exons 


733. .853, 972. .1540 








GI Descrip. 


(AJ237943) germin-like protein [Triticum aestivum] 




Seq. No. 


55513 


Seq. ID 


OJ000313 36. 0421. C3 




Gene No. 


116289 


Strand 


+ 




Start 


733 


End 


1546 




Name 


OJ000313 36.0421.C3.ol.gs 


Method 


GENSCAN 




Start 


736 


End 


1543" 




GI 


none 


Score 


.97 


£3 


Exons 


736. .853, 972. .1543 






Seq. No. 


55513 


Seq. ID 


OJ000313_36.0421.C3 




Gene No. 


116289 


Strand 


+ 


cn 


Start 


733 


End 


1546 


r j s ■ 


Name 


OJ000313 36.0421.C3.ol.tc 


Method 


TBLASTX: Cress 


IJ 


Start 


736 


End 


1522 




GI 


none 


Score 


76 


~* 


Exons 


736..873, 971. .1036, 1063. .1257, 1064. 


.1267, 1064. .1267, 


?! = 




1274. .1351, 1279. .1329, 1363.. 


1521, 1367. .1522 


S 


Seq. No. 


55513 


Seq. ID 


OJ000313_36.0421.C3 


C3 


Gene No. 


116289 


Strand 


+ 




Start 


733 


End 


1546 




Name 


OJ000313 36.0421.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


754 


End 


1546 


- " 


GI 


none 


Score 


93 


y 


Exons 


7S4..858, 971. .1030, 1063. .1257, 1064. 


.1261, 1267. .1350, 


S3 




1273. .1350, 1274. .1375, 1274.. 


1366, 1369. .1503, 1370. .1540, 






1373. .1546, 1419. .1544 








Seq. No. 


55513 


Seq. ID 


OJ000313_36.0421.C3 




Gene No. 


116289 


Strand 


+ 




Start 


733 


End 


1546 




Name 


OJ000313 36.0421.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


790 


End 


1540 




GI 


none 


Score 


96 



Exons 



790. .852, 792. .860, 970. .1041, 971. .1258, 1044. .1061, 
1063. .1257, 1274. .1351, 1274.. 1351, 1360. .1533, 1361. 
1388. . 1540 



1537, 



Seq. No. 55514 „ Seq. ID OJ000313_ 

Gene No. 116290 J Strand + 

Start 500 End 74 6 

Name OJ000313_36 . 0421 . C4 . ol . gs Method GENSCAN 

Start 500 End 746 



36. 0421. C4 



56068 



GI 

Exons 



none 

500. .746 



Score 



,72 



Seq. No. 55515 Seq. ID 

Gene No. 116291 Strand 

Start 965 End 

Name OJ000313_36 . 0421 . C5 . ol . gp Method - 

Start . 965 End - 

GI LIB3433-011-Q6-K1-E11 Score 

Exons 965. .1133 

GI Descrip. 1 58 69975/emb | CAB55559 . 1 1 ' 2 . 0e-4 1 (AJ237943) germin-like protein 
[Triticum aestivum] 1 



OJ000313_36.0421.C5 
+ 

1133 
AAT/GAP 
1133 
293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exoris 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^ Seq. No. 

Gene No. 

M Start 

: -t Name 

It Start 

;i gi 

^ Exons 



55515 Seq. ID 

116291 Strand 
965 End 
OJ000313_36 . 0421 . C5 . ol . np Method 
1029 End 
.5499730 ■ Score 
1029... 1133 

(AF141878) germin-like protein 1 precursor [Oryza sativa] 
gi|5499734 | gb | AAD43973 . 1 | AF141880_1 (AF141880) germin-like 
protein 1 precursor [Oryza sativa] 



OJ000313_36.0421.C5 
+ 

1133 
AAT/NAP 
1133 
129 



55516 Seq. ID 

116292 Strand 
1 End 
0 JO 0 0 3 1 3_3 6.0421.C6.ol.np Method 
1 End 
479357 Score 
1..1195 

hypothetical protein 612 - maize transposon MuA2 
gi| 22375|emb|CAA44165| (X62251) ORF [Zea mays] 



OJ000313_36.0421VC6 • 
+ 

3162 
AAT/NAP 
1195 
971 



55516 

116292 

1 

OJ00031.3_36 . 0421 . C6 . ol . tm 

38 • 
none 



Seq. ID OJ000313 36. 0421. C6 



Strand 
End 

■Method 

End 

Score 



+ 

3162 

TBLASTX: Maize 

817 

314 



38. .295, 43. .294, 308. .358, 311. .421, 386. .712, 458. .712, 
766. .804, 767. .817 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



55516 

116292 

1 

OJ000313_36.0421.C6.ol.gs 

74 

none 



Seq. ID OJ000313_36.0421.C6 

Strand + 

End 3162 

Method GENSCAN 

End 3162 

Score .4 



74. .1143, 1229. .1366, 2269. .2365, 2643. .2672, 3100. .3162 



55517 Seq. ID 

116293 Strand 

1115 End 

OJ000313_36 . 0421 . C7 . ol . gs Method 

1115 End 

none Score 



OJ000313_36.0421.C7 
+ 

2374 
GENSCAN 
2374 
1 



56069 



Exons 1115.. 2374 



Seq. No. 


55517 


Seq. ID 


OJ000313 36.0421 


. C7 


Gene No. 


116294 


Strand 


+ 




Start 


7266 


End 


8254 




Name 


OJ000313 36 . 0421 . C7 . ol. gp 


Method 


AAT/GAP 




Start 


7266 


End 


8254 




GI 


none 


Score 


757 




Exons 


7266. .7542, 7924. .7996, 8139 


. . 8254 






Seq. No. 


55517 


Seq. ID 


OJ000313_36.0421 


.C7 


Gene No. 


116295 


Strand 


+ 




Start 


9521 


End 


10451 




Name 


OJ000313 -36.0421.C7.o2.gp 


Method 


AAT/GAP 




Start 


9473 


End 


10019 




GI 


74519 1.R1084 


Score 


835 




Exons 


9473. .9587, 9673. .10019 








GI Descrip. 


'1209312 4.0e-09 (L15292) heat shock protein [Euplotes 






eurystomus.] 1 , 








Seq. No. 


55517 


Seq. ID 


OJ000313_36.0421. 


.C7 


Gene No. 


116295 


Strand 


+ 




Start 


9521 


End 


10451 ■ 




Name 


OJ000313_36.0421.C7.o3.gs 


Method 


GENS CAN 




Start 


9521 


^End 


10451 , • 




GI 


none 


Score 


1 




Exons 


9521. .9587, 967 3. .104 51" 








Seq. No. 


55517 


Seq. ID 


OJ000313_36.0421, 


.C7 


Gene No. 


116295 


Strand 


+ 




Start 


9521 


End 


10451 




Name 


OJ000313_36. 0421 .C7 . ol .np 


Method 


AAT/NAP 




Start 


9669 


End 


10421 




GI 


4803960 


Score 


470 




Exons 


9669. .10421 








GI Descrip. 


(AC006202) putative carbonic 


anhydrase 


[Arabidopsis thaliana 


Seq. No. 


55517 


Seq. ID 


OJ000313_36.042'i* 


;C7 


Gene No. 


116296 


Strand 


+ 




Start 


11216 


End 


14998 




Name 


OJ000313 36.0421.C7.o4.gs . 


Method 


GENSCAN 




Start 


11216 


End 


14998 




GI 


none 


Score 


.54 




Exons 


11216. .11266, 12042. .12252, 


13448. .13560, 13888 .. 1398 9, 






14225. .14347, 14502. .14600, 


14987.. 14998 




Seq. No. 


55517 


Seq. ID 


OJ000313_36.0421. 


.CI 


Gene No. 


116296 


Strand 


+ 




Start 


• 11216 . 


End 


14998 




Name 


OJ000313 36.0421.C7.o3.gp 


Method 


AAT/GAP 




Start 


13217 


End 


14570 




GI 


5003192 


Score 


977 




Exons. 


13217. .13354, 134 59. .13560, 


13888. .13989, 14225. .14347, 






14502. .14570 








Seq. No. 


55517 


Seq. ID 


OJ000313_36.0'421, 


,C7 


Gene No. 


116297 


Strand 


+ 





56070 



Start 16649 End 17452 

Name . OJ000313_36 . 0421 . C7 . o4 . gp Method AAT/GAP 

Start 16649 End 17452 

GI 5003193 Score 1342 

Exons 16649. .17018, 17110.. 17452 . 

GI Descrip. 254 1876/dbj | BAA228 13 | 5.0e-15 (D26015) CND41, chloroplast 

nucleoid DNA binding protein [Nicotiana tabacum] 



Seq. No. 55517 

Gene No. 116298 

Start 18617 

Name OJ000313_36 . 0421 . C7 . 06 . gs 

Start 18617 

GI none 

Exons 18617.. 20002 



Seq. ID OJ000313_36.0421.C7 

Strand + 

End 20002 

Method GENSCAN 

End 20002 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55517 



116298 
18617 

OJ000313_36.0421.C7 .o4 .np 
18621 
6911549 
18621.. 19825 

(AJ249329) heat shock protein. 70 [Cucumis sativus] 



Seq. ID 
Strand 
End : 
Method 
End 
Score 



OJ000313_36.0421.C7 

+ ■ . :. ■ 

20002 
AAT/NAP 
19825 
518 



55517 Seq. ID 

116298 Strand 

18 617 End 

OJ000313_36.0421.C7 .o5.gp Method 

19213 End 

2442580 Score 



OJ000313_36.0421.C7 
+ 

20002 
AAT/GAP 
19698 
242 



19213. .19237, 19322 .. 19387 , 19646.. 19698 

1209312 4.0e-09 (L15292) heat shock protein [Euplotes 

eurystomus] 



Seq. No. 


55517 


Seq. ID 


OJ000313 


Gene No. • 


116299 


Strand 


+ 


Start 


24981 


End 


25745 


Name 


OJ000313 36.0421.C7.o7.np 


Method 


AAT/NAP 


Start 


22729 


End 


25407 


GI 


7340909 


Score 


141 


Exons 


22729. .22780, 22935 .. 23238 , 


25226. .25407 


GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


55517 


Seq. ID 


OJ000313 


Gene No. 


116299 


Strand 


+ 


Start 


24981 


- End 


25745 


Name 


OJ000313 36.0421.C7.o5.np 


Method 


AAT/NAP 


Start . 


'22935 


End 


24429 


GI 


7340909 


Score 


131 


Exons 


22935. .23275, 24389.. 24429 






GI Descrip^. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


55517 


Seq. ID 


OJ000313 


Gene No. 


116299 


Strand 


+ 


Start 


24981 


End 


25745 


Name 


OJ000313 36.0421.C7.o6.np 


Method 


AAT/NAP 



56071 





Start 


24126 


End 


25426 








GI 


6016874 


Score 


64 








Exons 


24126. .24261, 25200 25426 . 












GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to 






region of the predicted gene. 


; Similar 


to putative 


AC 9 








transposase. (P03010) [Oryza 


sativa] 










Seq. No. 


55517 


Seq. ID 


OJ000313 36. 


0421 , 


.C7 




Gene No. 


116299 


Strand 


+ 








Start 


24 981 


End 


2574 5 








Name 


OJ000313_36 .0421.C7.o7.gs 


Method 


GENSCAN 








Start 


24 981 


End 










GI 


none 


Score 


.69 








Exons 


24981.. 25745 












beq. no. 


55517 


Seq. ID 


OJ000313 36. 


A /I O 1 

0421 . 


. b / 




Gene No. 


116300 


Strand 










Start 


■9731 


End 


11714 








Name 


OJ000313 36.0421.C7.o2.np 


Method 


AAT/NAP 








Start 


9731 


End 


11411 








bl 


6539588 


Score 


156 








Exons 


9731. .9780, 11119. .11411 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






"Z. 


Seq. No. 


55517 ' 


Seq. ID 


OJ000313_36. 


0421 . 


O "7 

, c / 


f f% 


Gene No. 


116300 


Strand 








fii 


Start 


9731 


End 


11714 






fi 


Name 


OJ000313 36.0421.C7.o3.np 


Method 


AAT/NAP 








Start 


10304' 


End 


11714 






; . = 


GI 


7523502 


Score 


138 






** sL 


Exons 


10304. .10334, 11127. .11309, 11621. .11714 






! y 


GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






= 


Seq. No. 


55517 


Seq. ID 


OJ000313_36. 


0421. 


,C7 




Gene No. 


116301 


Strand' 










bt art 


16137 


End 


17255 








Name 


OJ000313 36. 0421.C7.o5 . gs 


Method 


GENSCAN 








Start 


16137- • 


End 


17255 








bl 


none 


Score 


. 69 






L .J 

f =j 


Exons 


16137. .17255 












oeq. no. 


55517 


Seq. ID 


OJ000313_36. 


0421 . 


b / 




Gene No. 


116302 


Strand 










Start 


25898 


End 


27826 








Name 


OJ000313 36.0421.C7.o8.np 


Method 


AAT/NAP 








Start 


25898 


End ■ 


27826 








bl 


• 1865782 " 


Score 


55 








Exons 


25898. .25941, 27676.. 27826 












bl Descrip. 


(Y11413) HSC70 protein [Danio 


rerio] 










Seq. No. 


55517 


Seq. ID 


OJ000313_36. 


0421. 


C7 




Gene No. 


116303 


Strand 










Start 


27792 


End 


28122 








Name 


OJ000313 36.0321.C7.o3.tw 


Method 


TBLASTX: Wheat 






Start 


1127 


End 


1354 








GI 


none 


Score 


179 








Exons 


1127. .1354 











56072 



Seq. No. 


55517 




Seq. ID 


OJ000313_36.0421 


,C7 


Gene No. 


116303 




Strand 






Start 


z 1 I3Z 




End 


28122 




Name 


Tft A ft O 1 O s~ 

OJ000313 36. 


0421.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


ft f <" ft 

9669 




End 


10436 




GI r. 


none 




Score 


425 




Exons 


9669 . . 1004 3 , 


9680.. 10039, 10046.. 10117 


, 10047. . 10172, 






1 ni ^ < TO/I'D/" 

10164 . . 104 36 


, 101 / 0 . . X04oO, 


10284. .10436 




Seq. No. 


55517 . 




Seq. ID 


OJ000313_36.0421 


:C7 


Gene No. 


116303 




Strand 






Start 


21131 




End 


28122 




Name 


OJ000313 36. 


U4^1 . L / . OJ . tS 


Method 


TBLASTX: Soybean 




Start 


ft *r t 0 




End 


10003 




GI 


none 




Score 


243 




Exons 


96/o. .10001/ 


ft O C C 1 A A A O 

9o 00 . . 10003 








Seq. No. 


55517 




Seq. ID 


OJ000313_36. 04-21 


.CI 


Gene No. 


116303 




Strand 






Start 


ft *7 H ft O 
Z i I3Z 




End 


28122 




Name 


OJ000313 36. 


04z 1 . C / . OZ . tC 


Method 


TBLASTX: Cress 




Start 


ft /* ft 
9696 




End 


10400 


■ 


GI 


none 




Score 


93 




Exons 


9696. . 98 12 , 


mft/ ftift/" ah 1 n 

9704 . . 9796, 9819 


..10043, 9863.. 10039, 10167 


. 1 




10356 . . 104 00 










Seq. No. 


55517 




Seq. ID 


OJ000313_36.0421 


C7 


Gene No . 


116303 




Strand 






Start 


A T T O A 

277 92 




End 


28122 




Name 


✓"\ T A A A A H O O 

OJ000313 36. 


0421.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10220 




End 


10436 






none 




Score 


251 




Exons 


1 noon 1 A /I O C 

102z0 . .104 35 


, 10221. .10436, 


10278. .10436, 10284. .10355 




Seq. No. 


55517 




Seq. ID 


OJ000313_36.0421 


C7 


Gene No. 


116303 




Strand 






C4- 

btart 


27792 




End 


28122 




Name 


OJ000313 36. 


0421.C7.o2.ts 


Method 


TBLASTX: Soybean 




Start 


16437 




End 


17186 




GI 


none 




Score 


46 




Exons 


16437. . 16598, 16662 .. 16715, 


16809. .17048, 16819 16962, 






17037. .17186 


, 17067.. 17183 








Seq. No. 


55517.,. 




. Seq. ID 


OJ000313_36.0421 


C7 


bene no . 


116303 




Strand 






Start 


27792 




End 


28122 




Name 


OJ000313 36. 


0421.C7.o3.tc 


Method 


TBLASTX: Cress 




Start 


16809 . 




End 


17186 




GI 


none 




Score 


86 




Exons 


16809. .16931 


, 16986. .17078, 


17088. .17186 




Seq. No. 


" 55517 




Seq. ID 


OJ000313J36.0421. 


C7 


Gene No. 


116303 




Strand. 






Start 


27792 




End 


28122 




Name 


OJ000313 36. 


0421.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


18740 




End 


27825 





56073 






GI 


none 








Score 


64 








Exons 


18740 . 


. 18799, 


1 o o n rt 

18869 


i n rt a c 

. . 19045, 


19145. .19276, 19153 


i rt o /" rt 

. . 19269, 








1 rt "3 A rt 

19342 . 


1 O /I T A 

. 19470, 


19343 


i rt f rt o 

. . 19603, 


19612. .19677, 19616 


1 rt f O "7 

. . 19687, 








19735. 


.19818, 


19736 


. . i yy l y , 


27693. .27746, 27699 


. . 2 1 /4 y , 








27769. 


.27825, 


27778 


. ,2 fo2b 












Seq. No. 


55517 








. Seq. ID 


OJ000313 


_36 . 04 21 


. c / 




Gene No. 


116303 








Strand 










Start 


27792 








End 


28122 








Name 


OJ000313 36. 0421. C7 


.oi.ts 


Method 


TBLASTX : 


Soybean 






Start 


18740 








End 


27825 








GI 


none . 








Score 


68 








Exons 


18740. 


.18799, 


18.869 


1 drt A c 

. . 1 9U4 o , 


19145. . 19276, 19153 


1 rt o c rt 








19342. 


.19470, 


19343 


. i y bu 3 , 


19613. . 19687, 19735 


i rto i o 
. . 1 9o lo , 








19736. 


.19819, 


27695 


. 2 I /4b , 


27699. .27758, 27769 


rt i o rt c 

. .27825, 








27778. 


.27825 
















Seq. No. 


' 55517 








Seq. ID 


OJ000313 


O C rt A O "1 

3d . 04 21 


. c / 




Gene No. 


116303 








.' Strand 










Start 


27792 








' End 


28122 








Name 


OJ000313 36. 0421. C7 


o2 . tm 


Method 


TBLASTX: 


Maize 






Start 


18740 








End 


27825 








GI 


none 








Score 


68 








Exons 


18740. 


.18799, 


187.42 


1 O 1 O rt 

.18 / by, 


18865. .18915,. 18869 


1 rt rt A C 

. . 19045, 








19145. 


.1*9276, 


19153 


.19269, 


19342. .19470, 19343 


.' . 19603, 




u = 




19492. 


.19557, 


19613 


. 19687 , 


19735. .19824, 19736 


. . 19819, 




f 1 1 




27695. 


.27748, 


27748 


rt "7 1 1 1 

. 2 / / /l, 


27769. .27825 








Seq. No. 


55517 








Seq. ID 


OJ000313_ 


_36.0421 


C7 




Gene No. 


116303 








Strand 










Start 


27792 








End 


28122 








Name 


OJ0003 


13 36. 0421. C7 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


18746 








End 


27825 






S 


r~> t 
GfI 


none 








Score 


48 








Exons 


18746. 


.18790, 


18869 


t rt rt rt r\ 

. 19000, 


19145. .19276, 19153 


. .19269, 








19342.- 


- 19*470, 


19343 


1 rt /I O rt 

. 19480, 


19511. . 19555, 19613 


. .19690, 




f= = 




19627. 


.19677, 


19736 


1 rt O 1 rt 

. 19819, 


19741. .19E 


121, 27695 


. .27748, 








- 27769. 


.27825 














f 3 


Seq. No. 


55517 








Seq. ID 


OJ000313 


_36.0421 


C7 




Gene No. 


116303 








Strand 










Start 


27792 








End 


28122 








Name 


OJ000313 36. 0421. C7. 


08 . gs 


Method 


GENSGAN 








Start 


27792 








End 


28122 








GI 


none 








Score 


.41 








Exons 


27792. 


.27947, 


27997. 


rt O 1 rt o 

. 28122 












Seq. No. 


55518 








Seq. ID 


OJ000313_ 


_36.0421, 


C8 




Gene No. 


116304 








Strand 


+ 








Start 


1 








End 


165 








Name 


OJ000313 36. 0421. C8. 


ol.gp 


Method 


AAT/GAP 








Start 


1 








End 


165 








GI 


37695 


1.R1084 






Sco.re 


326 







Exons 1 . . 165 

GI Descrip. ' 5042155/emb I CAB4 4 674 . 1 | 1.0e-12 (AL078620) putative protein 
[Arabidopsis thaliana] ' 



56074 



Seq. No. 


55518 


Seq. ID 


OJ000313 


Gene No. 


116305 


Strand 


+ 


Start 


5689 


End 


7253 


Name 


ATnnnoi O o c 


. U4 z i . Lo . oj . np Metnoa 


7\ 7\ T /M7\n 

AA.1 / NAr 


Start 


568 9 . 


j-i ^ _i 
End 


TOCO 

/zoo 


GI 


7340909. 


Score 


194 


Exons 


C /~ O C 1-1 O 

ooo9 . .0/12, 


a n~i n toco 
69/9. . /zoo 




GI Descrip. 


(AP001550 ) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


CCC1 Q 

000 lo 


Seq. ID 


OJ000313 


Gene No. 


116306 


Strand 




Start 


1 


End 


7253 


Name 


OJ000313 36 


. 0421.C8.ol.np Method 


AAT/NAP 


Start 


1 


End 


2604 


GI 


7486049 


Score 


1128 


Exons 


1..334, 937 


..1098, 1436. .1636, 1721. .1905, 2472 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



,2604 

hypothetical protein F23K16.20 - Arabidopsis thaliana 
gi^l 5042155 | emb ICAB44674.il (AL078620) putative protein 
[Arabidopsis thaliana] gi | 7270923 | emb I CAB80602 . 1 1 (AL161595) 
putative protein [Arabidopsis thaliana] 



55518 

116306 

1 

-OJ000313_36. 0421.C8 .ol.tm 
5 

none 



Seq. ID OJ000313_36.0421.C8 

Strand -' 

End 7253 

Method TBLASTX : Mai ze 

End 2556 

Score 390 



5.. 307, 6.. 308, 34.. 315, 937.. 1098, 938.. 1096, 939^1097, 
1436. .1657, 1436. .1690, 1712. .1864, 1721. .1906, 1722. .1904, 
2468. .2551, 2468. .2551, 2469. .2552, 2473. .2556 



Seq. No. 55518 Seq. ID 

Gene No. 116306 Strand 

Start , 1 End 

Name OJ000313_36 . 0421 . C8 . ol . gs Method 

Start 44 End 

GI . none Score 

Exons 44.. 307, 937.. 1098, 1436.. 1636, 1845.. 



OJ000313_36.0421.C8 

7253 
GENSCAN' 
7117 
....53 

1905, 2472..26S9, 



2828. .2934, 3580 .. 3604 , 5204 , 
7070. .7117 



,5245, 6376. .6545, 6706. .6880, 



Seq. No. 55518 -Seq. ID 

Gene No. 116306 Strand 

Start 1 , End 

Name . OJ000313_36 . 0421 . C8 . ol . tc Method 

Start 53 End 

GI none- Score 

Exons 53.. 262, 57.. 263 



OJ000313_36.0421.C8 
7253 

TBLASTX: Cress 
263 

185 ■■; 



OJ000313 36. 0421. C8 



Seq. No. 55518 , Seq. ID 

Gene No. 116306 Strand 

Start 1 End 

Name OJ000313_36 . 04 21 . C8 . ol . ts Method 

Start 53 End 

GI none Score 

Exons 53. .268, 53. .304, 54. .308, 952. .1098, 965. .1096, 1436. .1690, 
1437. .1640, 1712. .1864, 1713. .1844, 1715. .1903, 1722. .1904, 



7253 

YTBLASTX : Soybean 
2608 
143 



56075 



2446.-2565, 2462.. 2608 



Seq. No. 


c c r i ft 


Seq. ID 


OJ000313_36.0421. 


r* o 

Co 


Gene No . 


lib JUD 


Strand 






Start 


1 


End 


7253 




Name 


UJUUUJ1J JD.U4Zi.Lo.OZ.tC 


Method ■ 


TBLASTX: Cress 




Start 


lUlo 


End. . 


1801 




.GI 


none 


Score 


118 




Exons 


IUI0..IU00, 14jy..lbyU, 144U. 


.1694, 1712.. 1801 




Seq. No. 


55518 


Seq.,.,. ID 


OJ000313_36.0421. 


C8 


Gene No. 


116306 


Strand 






Start 


1 


End 


7253 




Name 


UJUUlMlo jD . U4 Z 1 . . 0^ . gp 


Method 


AAT/GAP 




Start 


■ lbol 


End 


3143 




GI 


^DlD / 1 . KlUo4 


Score 


1424 




Exons 


lobi. . iojd, i/^i-.iyuo, l Z . 


.2659, 2828.. 3143 




GI Descrip. 


4 000 yi 1 /eitiD 1 CABoy o4 0 . 1 1 /.ue 


-44 (AL049482) hypothetical 


. protein 




[Arabidopsis thaliana] 1 








Seq. No. 


55518 


Seq. ID 


OJ000313_36.0421. 


C8 


Gene No. 


11.6306 


Strand 






Start 


1 


End 


7253 




Name 


OJ000313 '36.0421.C8.o2.np ^ 


Method 


-AAT/NAP ' 




Start 


6297 


End 


7253 




GI 


6721507 


Score 


90 




Exons 


6297.-6494, 6772. .6880, 7218. 


.7253 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


55519 


Seq. ID 


OJ000313_36.0421. 


cy 


Gene No . 


116307 


Strand 


+ 






2124 


. End 


5212 




Name 


OJ000313 36.0421.C9.o4.np 


Method 


AAT/NAP 




Start 


2124 


End 


5212 






5922620 


Score 


273 




Exons 


2124.. 2276, 2611.. 2635, 3430. 


.3775, 4991.. 5212 




GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 






gi| 6016853 |dbj IBAA85196.il (AP000570) 


EST D15357 (C0514) 






corresponds to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


55519 


Seq. ID 


OJ000313_36.0421. 


C9 


bene no . 


116308 


Strand 






Start 


1 


End 


1976 




Name 


OJ000313 36.0421.C9.ol.np 


Method 


AAT/NAP 




o tar t 


1 


End 


1976 




GI 


7340909 


Score 


169 




Exons 


1..162, 384. .691, 1954. .1976 








GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




Seq. No. 


55519 


Seq. ID 


OJ000313_36.0421. 


C9 


Gene No. 


116308 


Strand 






Start 


1 


End . 


1976 




Name 


OJ000313 36.0421.C9.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1850 




GI 


6539570 


Score 


173 





56076 



Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



sjs Seq. No. 

?y Gene No. 

fr* Start 

i7z Name 

*f Start 

H GI 

fU Exons 

r=| Seq. No. 

C\ Gene No. 

"' 4 Start 

r ~ Name 

%J Start 

C3 GI ' 

f~= Exons 

Seq. No. 
Gene No. 
Start 
Name- 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..422, 1616. .1850 

(AP000836) hypothetical protein [Oryza sativa] 



55519 
116309 
1986 

OJ000313_36.0421.C9.o3.np 
1986 
6630699 
1986. .2063 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

Enci 

Method 
End 
•Score 



OJ000313 36. 0421. C9 



2063 
AAT/NAP 
2063 
85 



55519 
116310 . 
5351 

OJ000313_36. 0421 .C9.o5.np 
5351 
6630699 
5351.. 5428 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] " 



Seq. ID OJ000313_36.0421.C9 
Strand 

End 5428 

Method. AAT/NAP 

End 5428 

Score 97 



End 

Method 
End 
Score 



55520 
116311 
808 

OJ000313_36.0421.Cll.'ol.gp 
808 
none 

808. .828, 1087. .1317 

55521 
. 116312 

.57 

OJ000313_36.0421.C12.ol.gs 
57 

none 

57. .179, 752. .979, 2033. .2236, 2660. 



Seq. ID OJ000313_36.0421.C11 
Strand 

1317 
AAT/GAP 
1317 
430 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313_36.0421.C12 
+ 

2825 
GENSCAN 
2805 
.42 
2805 



55521 

116312 

57 

OJ000313_36. 0421 .C12.ol.np 
556 

3041758 



Seq. ID OJ000313__36.0421.C12 

Strand + 

End 2825 

Method AAT/NAP 

End 2778 

Score 87 



556.. 577, 2096. .2470, 2627.. 2778 

(D85081) unnamed protein product [Escherichia coli] 



55521 

116312 

57 

OJ000313_36.0421.C12.ol.ts 

2053 

none 



Seq. ID OJ000313_36.0421.C12 

Strand + 

End 2825 

Method TBLASTX : Soybean 

End 2421 

Score 125 



2053. .2193, 2191. .2325, 2232. .2321, 2329. .2421 



56077 




Seq. No, 55521 
Gene No. 116312 
Start 57 

Name OJ000313_36 . 0421 . C12 . ol 

Start 2071 
GI ' none 

Exons 2071.. 2208, 207i;.2181, 

2216. .2485, 2218. .2481, 
2620.. 2814, 2631.. 2825 




Seq. ID OJ000313_36.0421.C12 

Strand + 

End 2825 
.tm Method TBLASTX : Maize 

End 2825 

Score 196 
2079. .2204, 2190. .2474, 2203. .2472, 
2606. .2695, 2617. .2769, 2619. .2813, 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

GI Descrip. 



\j Seq. No. 

ff= Gene No. 

fU Start 

^~ Name 

^- Start 

W GI 

%j Exons 

as * Seq. No. 

!- Gene No. 

J={ Start 

'"4 Name 

U Start 

Exons. 

fc » GI Descrip. 

Seq. No. 
Gene No. 
'"Start 
Name 
Start 
GI 

Exons 



OJ000313_36.0421.C13 
+ 

526 

AAT/GAP 

526 

642 



55522 Seq. ID 

116313 Strand 
199 End 
OJ000313_36.0421.C13.ol.gp Method 
199 End 
uC-osf Icyp084el0al Score 
199. .526 

'2618723 5.0e-15 (U49073) IAA17 [Arabidopsis thaliana] 
>gi_2921756 (AF040631) IAA17/AXR3 protein [Arabidopsis thaliana] 
>gi_4 389514_gb_AAB704 51_ (AC000104) Identical to Arabidopsis 
gb_AF040632 and gb_U4 9073 IAA17/AXR3 gene. ESTs gb_H36782 and 
gb_F14074 come from this gene. [Arabidopsis thaliana] ' 



55522 Seq. ID 

116314 - Strand 

6163 End 
OJ000313_36 . 0421 . C13 . o2 . gs Method 

6163 End 

none Score 

6163. .6340, 8106. .8264, 8266. .8462 



55522 Seq. ID 

116315 Strand 
1 End 5689 

OJ000313_36.0421.C13.6l.np Method . AAT/NAP 
1 End 4 423 

6664324 4- Score 764 

1..42, 1116. .1258, 1695. .1933, 2598. .2873, 3033, 
3164. .3241, 3368. .3427, 4346. .4423 
(AC006932) T27G7.2 [Arabidopsis thaliana] 



OJ000313_36.0421.C13 
+ 

8462 
GENSCAN 
8462 
.78 



OJ000313 36.0421.C13 



.3075, 



55522 

116315 

1 

OJ000313_36.04 21.C13.ol.gs 

1112 
none 

1112. .1258, 1695.. 1937, 2602. 
3368.. 3442, 4782.. 4919, 4997, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2873, 3033 
.5109, 5611 



OJ000313 36.0421.C13 



5689 
GENSCAN 
5689 
.85 

3075, 
5689 



3164. .3241, 



Seq. No. 55522 Seq. ID 

Gene No. 116315 " Strand 

Start 1 End 

Name OJ000313_36 . 0421 . C13 . o2 . gp Method 

Start 2846 End 

GI 35294 1.R1084 Score 



OJ000313_36.0421.C13 

'5689 
AAT/GAP 
5073 
832 



56078 



Exons 2846.. 2873, 3033.. 3075, 3164.. 3241, 3368.-3427, 3614.. 3673, 

4782. .4919, 4997. .5073 
GI Descrip. 1 2865394 1.0e-17 (AF036949) basic leucine zipper protein [Zea 

mays] ! 



Seq. No. 


55522 








Seq. ID 


OJ000313_36.0421.C13 


Gene No . 


116316 








Strand 




Start 


6250 








End 


6768 


Name 


' OJ000313 36 


.0421 


-C13.01 


•*- m 

. tm 


Method 


TBLASTX: Maize 


otart 


348 








End 


3454 


H T 
bl 


none 








Score 


47 


Exons 


348. .392, 441. .548, 452 


R c r\ 


458. .547 


, 551. .577, 551. .577, 






1 1 1 c 

ill J 


. . 1 Z 0 1 , 


1 DO J . 


.1760, 1695.. 1760, 1696.. 1809, 




i 7Q1 1Q/1C 

i / y i . . i y 4 o , 


i / yz 


i qoq 


1792. 


.1962, 1845. .1946, 2598. .2702, 




2602. .2748, 


2602 


. .2877, 


2603. 


.2875, 3011.. 3076, 3022.. 3078, 




3163. .3249, 


3164 


. .3244, 




.3454, 3368. .3442 


beq. no. 


cc coo 








Seq. ID 


OJ000313_36.0421.C13 


Gene No . 


'1 1 COI c 

llbjlb 








Strand 




btart 


a o c n 
oz oU 








End 


6768 


Name 


THAH TIT 

UJUUUjIj jd 


. U41 Z 1 


LI J . Ol 


. tc 


Method 


TBLASTX: Cress 


Start 


i n o 








End 


3424 


GI 


none 








Score 


84 


Exons 


1112. .1261, 


1170 


'.1271, 


loo j. 


.1760, 1695. . '1778,. 1791. .1946, 




1 *7QO 1 QOO 

i / yz . . i y z j , 


zoy y 


. zo / 4 , 


3158 . 


.3244, 3368.-3424 


Seq. No. 


330ZZ 








Seq. ID 


OJ000313_36.0421.C13 


Gene No . 


1 1 bolb 








Strand 




Start 


oz jU 








End 


6768 


Name 


UJUUUJlo Jo 


. U4 z 1 


CI o . Oz 


.ts 


Method 


TBLASTX : Soybean 


Start 


1115 








End 


3433 


C T 


none 








Score 


94 


Exons 


11X0. . 01 , 


1 1 ^ 




1 1 CI 

lib / . 


.1277, 3164. .3244, 3368. .3433 


beq . no . 










Seq. ID 


OJ000313_36.0421.C13 


Gene No . 


llOjlO 








.Strand 




btart 


£" o r n 








End 


6768 


Name 


U<J UUU j1 J Ou 


. U 41 z^ 1 


LI J . OX 


; ts 


Method 


TBLASTX : Soybean 


Start 


i ion ~ 
1 / o u 








End 


2874 


C T 
Vjl 


none 








Score 


124 


Exons 


1780. . 1923, 


1791. 


.1946, 


OCA'S 
Z oU J . 


.2692, 2605.. 2739, 2605.. 2874 


beq . no . 


55522 








Seq. ID 


OJ000313_36.0421.C13 


Gene No . 


116316 








Strand 




C4- << v4- 

b tart 


6250 








End 


67 68 


Name 


OJ000313 36 


.0421. 


C13.ol 




. Method 


TBLASTX: Wheat 


Start 


2623 








End 


3415 


GI 


none 








Score 


65 


Exons 


2623. .2874, 


3164. 


.324.1, 


3371. 


.3415 




Seq. No. 


55522 








Seq. ID 


OJ000313_36.0421.C13 


Gene No. 


116316 








Strand 




Start 


6250 








End 


6768 


Name 


OJ000313 36 


.0421. 


C13.03 


.gp 


Method 


AAT/GAP 


Start 


6250 








End 


6768 


GI 


3106880 








Score 


752 


Exons 


6250. . 6386, 


6507. 


.6768 









56079 




Seq. No. 


55523 








Seq. ID 


OJ000313 


_36 


0421 


.C14 


Gene No. 


116317 








Strand 


+ 








Start 


14 64 








End 


278 6 








Name 


OJ000313_36 


. 0421 . 


C14 . ol 


. gs 


Method 


GENSCAN 








Start 


14 64 








End 


2786 








GI 


none 








Score 


.77 








Exons 


14 64. . 1599, 


2629 . 


.2786 














Seq. No.. 


55523 








Seq. ID 


OJ000313_ 


_36 


0421 


-C14 


Gene No. 


116318 " 








Strand 


+ 








Start 


3416 








End 


4167 








Name 


OJ000313 36 


.0421. 


C14.o2 


.gs 


Method 


GENSCAN 








Start 


3416 








End 


4167 








GI 


none 








Score 


.67 








Exons 


3416. .3504, 


3623. 


.3656, 


3886. 


.4167 











Seq. No. 55523 Seq. ID 

Gene No". 116319 Strand 

Start 6996 End 

Name OJ000313_36 . 04 21 . C14 . o4 . gs Method 

Start 6996 End 

GI none ■ Score 
Exons 



OJ000313_36.0421.C14 
+ 

8945 
GENSCAN 
8945 
.51 



6996. .7127, 7720 .. 7856, . 8144 .. 8169, 8869. .8945 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55523 Seq. ID OJ000313_36 . 04 21 . C14 

116320 Strand 

1 End 17 92 

OJ000313_36.0421.C14 .ol.np Method AAT/NAP 

1 End 805 

4678207 Score 53 

1..97, 616. .805 

(AC007134) putative non-LTR retrolelement reverse transcriptase 
[Arabidopsis thaliana] 



Li 



Seq. No. < 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55523 S.eq. ID OJ000313_36 . 0421 ..C14 

116320 Strand 

1 ' * End 17 92 

OJ000313_36.0421.C14 .o2.np Method AAT/NAP 

1 End " 17 92 

135535 Score 98 

1..32, 1660. .1792 

T-COMPLEX PROTEIN 1, ALPHA SUBUNIT ( TCP-1-ALPHA) (CCT -ALPHA) 
gi I 322602 |pir M JN0448 t-complex polypeptide Tcp-1 - Arabidopsis 
thaliana gi | 217871 | dbj | BAA01 955 | (D11351) t-complex polypeptide 
1 homologue [Arabidopsis thaliana] gi | 2326265 | dbj | BAA21772 | 
(D11352) CCT alpha/TCP-1 [Arabidopsis thaliana] 



Seq. No. 55523 . • Seq. ID 

Gene No. 116321 Strand 

Start 5401 End 

Name OJ000313_36 . 0421 . C14 . o3 . gs Method 

Start 5401 End 

GI none Score 

Exons ' 5401. .5790 



OJ000313_36.0421.C14 

5790 
GENSCAN 
5790 
.75 



Seq. No. 



55523 



Seq. ID OJ000313_36.0421.C14 



56080 



-Gene No. 

Start 

Name 

Start 

GI 

Exons 



116322 < Strand 

10588 v End 

OJ000313_36.0421.C14.ol.tni . . Method 

605 End 

none Score 



12341 

TBLASTX: Maize 

880 

60 



605.. 724, 618,. 710, 716.. 793, 726., 773, 731.. 775, 773. .880, 
785. .859, .789. .878 



Seq. No. 55523 

Gene No. 116322 

Start 10588 

Name OJ000313_36 . 0421 . C14 . ol . tw 

Start 660 

GI none 
Exons 



Seq. ID OJ000313_36.0421.C14 
Strand 

End 12341 

Method TBLASTX : Wheat 

End 880 

Score 73 



660. .752, 662. .772, 791. .880, 791. .880 



Seq. No, 
Gene No. 
Start 
Name v 
Start 
GI 

Exons 



55523 
116322 
- 10588 

OJ000313_36.0421.C14 .o5.gs 

10588 

none' 



Seq. ID OJ000313_36.0421.C14 
Strand 

End 12341 

Method GENSCAN 

End 12341 

Score . 8 



10588. .108.77, 12075 12154 , 12265.. 12341 



Seq. No. 55524 

Gene No. 116323 

Start 935 

Name OJ000313_36 . 0421 . C15 . ol . gp 

Start 935 

GI none 

Exons 935.. 1039, 1435.. 1581, 2205. 



" Seq. ID - OJ000313_36.0421.Cl-5 

Strand ' + 

End 2686 

Method AAT/GAP 

End 2382 

Score 796 
.2382 



Seq. No. 55524 
Gene -No. • 116323 

Start 935 

Name OJ000313_36 . 0421 . CI 5.. o2 . gs 

Start 1250 

GI none 
Exons 



Seq. ID OJ000313_36.0421.C15 

Strand + 

End 2 68 6 

Method GENSCAN 

End 2686-' '• 

Score .89 



1250. .1284, 1440. .1581, 2205. .2462, 2555. .2686 



Seq. No. 55524 

Gene No. 116324 

Start 198 

Name .. OJ000313_36 . 0421 . C15 . ol . gs 

Start 198 

GI none 

Exons 198 . . 632 



Seq. ID OJ000313_36.0421.C15 
Strand 

End 2252 

Method GENSCAN 

End. 632 ; 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55524 

116324 

198 

OJ000313_36.0421.C15.ol.tm 

520 

none 



Seq. ID OJ00O313_36.0421.C15 
Strand 

End 2252 

Method TBLASTX : Maize 

End 2252 

Score 43 



520. .567, 554. .661, 566. .652, 567. .659, 713. .811, 764. .826, 
811. .873, 930. .1037, 935. .1042, 938. .1042, 1435. .1500, 
1440. .1502, 1450. .1503, 1490. .1585, 1495. .1590, 2204. .2251, 



56081 



-2205. .2252 



Seq. No. 
Gene No. 
Start 
Name 
•Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55524 . 

116325 

2439. 

OJ000313_36.0421.CX5.o2.tm 

2439 

none 



Seq. ID OJ000313_36.0421.C15 
Strand 
End 

Method 
End 
Score 



2691 

TBLASTX: Maize 

2691 

41- 



2439.-2465, 2552. .2647, 2553. .2591, 2554. .2688, 2554. .2691 



55525 Seq. ID 

116326 Strand 

1 End 

OJ000313_36.0421.C16.ol.gp Method 

1 End 

69380_1.R1084 Score 
1..231 

' 4 521194 /dbj |AB013613.1|AB013613 6 
centromere sequence RCB11 1 



OJ000313_36.04 21.C16 
+ 

231 

AAT/GAP 

231 

372 



Oe-40 Oryza sativa DNA, 



Seq. No. 55525 
Gene No. 116327 
Start 1989 

Name • OJ000313_36 . 0421 . C16 . ol . gs 
Start 1989 
GI none 

Exons 1989.. 2241, 3487.. 3642, 3846. 

5528. .5689, 6115. .6435 



Seq. ID OJ000313_36.0421.C16 

Strand + 

End 6435 ■ 

Method GENSCAN 

End ..... 6435 

Score .75 

.4022, 4673. .4821, 4948. .5148, 



Seq. No. 55525 Seq. ID 

Gene No. 116327 Strand 

Start 1989 End 

Name OJ000313_36 . 04.2 1 . C16 . ol . np Method 

Start 3890 End 

GI 7486049 Score 

Exons 38.90.. 4022, 4673.. 4857, 494.8, 

GI Descrip. hypothetical protein F23K16". 20 - Arabidopsis thaliana 
gi I 5042155 | emb | CAB44 674 .il (AL078620) putative protein 
[Arabidopsis thaliana]" gi | 7270923 | emb | CAB80602 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



OJ000313_36. 04 21. CI 6 
+ 

6435 
AAT/NAP 
6429 
1118 



.5148, 5528..S689, 6080. .6429 



Seq. No. 55525 Seq. ID 

Gene No. 116327 Strand 

Start 1989 End 

Name 0 JO 0031 3_3 6- 0 4 2 1 . CI 6 . o2 . gp Method 

Start 4672 End 

GI 26157_1.R1084 . Score 

Exons 4672.. 4857, 4948.:4983 

.GI Descrip. 1 4 538911/emb | CAB39648 . 1 | 7.0e-44 (AL049482) hypothetical protein 
[Arabidopsis thaliana] ' 



OJ000313_36.0421.C16 
+ 

6435 

AAT/GAP ' 

4983 

357 



Seq. No. 55525 Seq. ID 

Gene No. 116328 Strand 

Start 6338 End 

Name OJ000313_36 . 0421 . C16 . o3 . gp Method 

Start 6338 End 

GI 3761691 Score 



OJ000313_36.0421.C16 
+ 

6759 
AAT/GAP 
6759 
597 



56082 



Exons 



.6338. .6759 



Seq. No. 55525 
Gene No. 116329 
Start 7693 

Name OJ000313_36 . 0421 . CI 6 . o2 . ts 

Start 3886 
GI none 

Exons 3886. .4020, 3938. .4036, 3944. 

4734. .4865, 4 931. .5029, 4936. 
4945. .5148, 5528.-5674, 5530. 



Seq. ID. OJ000313_36.0421.C16 
Strand 

End 8342 

Method TBLASTX : Soybean 

End * ! - 6500 

Score 124 

.4024, 4674. .4856, 4714. .4866, 
.5148, 4937. .5029, 4938. .5030, 
.5661, 6114. .6500, 6118. .6369 



Seq. No. 55525 
Gene No. 116329 
Start 7693 

Name OJ000313_36 . 0421 .CI 6. o2 . tm 

Start 3938 
GI none 

Exons 3938.. 4036, 3938.. 4021, 4672. 

4725. .4871, 4873. .5148, 4944. 
5528.. 5689, 5529.-5687, 5530. 
6115.. 6435, 6320.. 6439, 6529. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 36.0421.C16 



8342 

TBLASTX: Maize 
6597 
133 

4857, 4674. .4856, 4714. 
5147, 4945. .5148, 5515. 
5688, 6114. .6434, 6115. 
6597, 6555.. 6587 



,4866, 
,5685, 
, 6435, 



Seq. No. 55525 

Gene No. 116329 

Start 7693 

Name OJ000313_36 . 0421 . C16 . o3 . tc 

Start 4777 

GI none 

Exons 4777. .4866, 4870. .5145, 4947, 



.Seq. ID 
Strand 
End 

Method 
End 
Score 
.5078, 5540.. 5608 



OJ000313_36 . 0421 .C16; 
8342 

TBLASTX: Cress 
5608 
95 



Seq. No. 55525 Seq. ID 

Gene No. 116329 Strand 

Start 7693 End 

Name OJ000313_36 . 0421 . C16 . o2 . tc Method 

Start 6159 End 

GI none Score 

Exons 6159.. 6365, 6160.. 6369 



OJ000313_36.0421.C16 
8342 

TBLASTX: Cress 

6369 

255 



Seq. No. 55525 Seq. ID 

Gene No. 116329 Strand 

Start 7693 End 

Name 0 JO 0031 3_3 6.0421.C16.o2.gs Me t hod 

Start 7693 . End 

GI " none Score 

Exons 7693.. 8264 



OJ000313_36.0421.C16 

8342 
GENSCAN 
8264 
. 97 



OJ000313 36.0421.C16 



Seq. No. 55525 Seq. ID 

Gene No. 116329 Strand 

Start 7693 End 8342 

Name OJ000313_36 . 0421 . C16 . o2 . np Method AAT/NAP 

Start 7696 End 8342 

GI 5869975 Score 721 

Exons 7696. . 8342 

GI Descrip. (AJ237943) germin-like protein [Triticum aestivum] 



Seq. No. 



55525 



Seq. ID OJ000313 36.0421.C16 



56083 



Gene No. ' 116329 

Start 7 693 

Name OJ000313_36 . 0421 . C16 . ol . tm 

Start 7699 

GI none 

Exons 7699.. 7875, 7703.. 7876, 7885. 

7978. .8265, 7982. .8173, 8175. 



Strand 

End 8342 

Method TBLASTX : Mai ze 

End 8266 

Score 199 

.7962, 7892.. 7948, 7976.. 8257, 
.8192, 8195.. 8266 



Seq. No. 55525 
Gene No. 116329 
Start 7693 

Name OJ000313_36 . 0421 . CI 6 . ol . ts 

Start 7702 
GI none 

Exons 7702. .7866, 7704. .7859, 7733. 

7876. .7965, 7892. .7966, 7969. 
7982. .8158, 8204. .8266, 8206. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7867, 7872 
.8151, 7970 
.8265 



OJ000313 36..0421.C16 



8342 

TBLASTX: Soybean 
8266 
64 

7955, 7876.. 7962, 
8119, 7975. .8172, 



Seq. No. 

Gene No. 

Start 

Name 

Start 
Q GI 
%j Exons 

in 



55525 Seq. ID 

116329 Strand 
7 693 End 
OJ000313_36.0421.C16.ol.tc Method 
7714 ' End 

none" 1 - - ^ Score 



OJ000313_36.0421.C16 
8342 

TBLASTX: Cress 

8278 ' 

141 



7714. .7869, 7715 7873, '' 7885 .. 7962 , 7907. .7957, 7969. .8172, 
7988. .8173, 8204. .8278, 8206. .8265 



Seq. No. 55525 
Gene No. 116329 
Start 7693 

Name OJ000313_36 . 0421 . C16 . ol . tw 

Start 7798 
GI none 

Exons 7798.. 7986, 7799.-7963, 7830. 

7975. .8133, 7976. .8137, 8134, 
8168. .8266, 8168. .8266 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7964, 7950 
.8166, 8135 



OJ000313 36.0421.C16 



8342 

TBLASTX: Wheat 
8266 
185 

8114, 7952. 
8167, 8167, 



8116, 

,8265, 



P 



-Seq. No. ' 55525 

Gene No. 116329 

Start 7693 

Name OJ000313_36 . 0421 . C16 . o4 . gp 

Start 8021 

GI LIB3433-011-Q6-K1-E11 

Exons 8021.. 8267 

GI Descrip. 1 5869975/emb | CAB55559 . 1 | 2.0e-41 (AJ237943) germin-like protein 
[Triticum aestivum] 1 



Seq. ID OJ000313_36.0421.C16 

Strand - 

End 8342 

Method AAT/GAP 

End . 8267 

Score 454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55526 

116330 

681 

OJ000313_36.0421.C17.ol.gs 

681 

none 



Seq. ID "OJ0003i3_36.0421.C17 

'Strand ' - 

End 1796 

Method GEN SCAN 

End 1796 

Score .83 



681. .749, 1556. .1624, 1743. .1796 



Seq. No. 
Gene No. 



55526 
116331 



Seq. ID 
Strand 



OJ000313 36.0421.C17 



56084 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2741 End 2820 

OJ000313_36.0421.C17.ol.np Method AAT/NAP 

2741 End 2820 

7447340 Score 113 
2741. .2820 

germin-like protein - barley gi | 1070358 | emb | CAA63659 . 1 | (X93171) 

oxalate oxidase-like protein or germin-like protein [Hordeum 
vulgare] 



55527 Seq. ID 

116332 Strand 

1 End 

OJ000313_31 . 0421 . CI . ol . np Method 

1 End 

5441896 Score 



OJ000313__31.0421.C1 
+ 

2150 
AAT/NAP 
2026 
1428 



1..173, 873. .1012, 1080. .1260, 1496. .1641, 1747. .2026 
(AP000367) ESTs D23521 (C2939) , C224 81 (C2939 ) correspond to a 
region of the predicted gene.; Similar to serine/threonine 
protein kinase like protein. (AL022140) [Oryza' sativa] 



55527 

116332 

1 

OJ000313J31 .; 0421 . CI . ol . gs 
61 

none 



Seq. ID OJ000313_31.0421.C1 

Strand + 

End 2150 

Method GEN SCAN 

End "'1931 • 

Score .57 



61. .173, 873. .1012, 1080 .. 1260,. 14 96 .. 1664 , 1825. .1931 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



55527 

116332 

1 

OJ000313_31.0421.Cl.ol.gp 

90 

uC-osroM202025h03bl 
90.. 173, 873.. 1012; 



Seq. ID OJ000313_31.0421.C1 
Strand + 
End 2150 
Method AAT/GAP 
End 1552 
Score . 724 
1080. .1236, .1496. .1552 
'5441896/dbj | BAA82394.il 3.0e-57 (AP000367) ESTs 
D23521 (C2939) ,C22481 (C2939) correspond to a region of the 
predicted gene.; Similar- to serine/threonine protein kinase like 
protein. (AL022140) [Oryza sativa] 1 



55527 Seq. ID 

116332 Strand 
1 End 
OJ000313_31 . 0421 . CI . q2 . gp Method 
1747 . End 
2317427 * Score 

1747.. 2150 

5441896/dbj IBAA82394.il 4.0e-30 (AP000367) ESTs 
D23521 (C2939) ,C22481 (C2939) correspond to a region of the 
predicted gene.; Similar to serine/threonine protein kinase like 
protein. (AL022140) [Oryza sativa] 



OJ000313_31.0421.C1 
+ 

2150 
AAT/GAP 
2150 
733 



55527 Seq. ID 

116333 Strand 

2380 End 

OJ000313_31 . 042 1 . CI . o3 . gp Method 

2380 End 



OJ000313_31.0421.C1 
+ 

2890 

AAT/GAP 

2890 



56085 



GI 1654_1.R1084 Score 995 

Exons 2380.. 2890 

GI Descrip. ■ 54 4 1896/dbj | BAA82394 . 1 f 4.0e-30 (AP000367) ESTs 

D23521 (C2939) ,C22481 (C2939) correspond to a region of the 
predicted gene.; Similar to serine/threonine protein kinase like 
protein. (AL022140) [Oryza sativa] 1 



OJ000313_31.0421.C1 
+ 

11751 
AAT/NAP 
11751 
50 



Seq. No. 55527 Seq. ID 

Gene No. ' 116334 Strand 
Start 10427 End 

Name OJ000313_31 . 0421 . CI . o3 . np Method 

Start 10427 End 

GI 7446381 Score 

Exons 10427. .10447, 11664.. 11751 

GI Descrip. protein kinase homolog T1F15.2 - Arabidopsis thaliana 

gi|3176660|gb|AAC18784.1| (AC004393) Similar to .ERECTA receptor 
protein kinase gb|U47029 from A. thaliana. [Arabidopsis 
thaliana] gi | 6382533 | gb | AAF07815 . 1 | AC011020_15 (AC011020) 
putative receptor protein kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55527 
116335 
2662 

OJ000313_31.0421.Cl.o3.tm 

33 

none 

33. .149, 855. .1010, 1072. .1236 

55527 
116335 
2662 

OJ000313_31.0421.Cl.o3.ts 
33 

none 



Seq. ID OJ000313_31.0421.C1 
Strand 
End 

Method 
End 
Score 



12079 

TBLASTX: Maize 

1236 

116 



Seq. ID OJ000313_31.0421.C1 
Strand 
End 

Method 
End 
Score 



12079 

TBLASTX : Soybean 

1591 

113 



33. .140, 38. .142, 888. .1010, 1078. .1236, 1490. .1591 



55527 
116335 " 
2662 

OJ000313_31.0421.Cl.ol.tm 

2660 

none 

2660. .2698, 2662. .2754, 2662, 
3049. .4002, 3310. .3783, 3458. 
4028.. 4096>- 5853.. 5945, 5854. 
6493. .6546, 6493. .6576, 6494. 

55527 ■ 
116335 ' 
2662 

OJ000313_31.0421.Cl.ol.tc 

2662 

none 

2662.. 2982, 2663. .3223, 3049. 
3983.. 4102, 5853. ,5975, 5854. 
7156. .7308, 7169. .7234, 7303. 
7601. .7696, 7851. .7925 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 31. 0421. CI 



12079 

TBLASTX: Maize 
6712 
101 

.2979, 2663. .3019, 3029. 
.3889, 3947. .3997, 4009. 
.5946, 6331.. 6411, 6335. 
.6547, 6559. .6711, 6608. 



.3376, 
.4095, 
.6412, 
.6712 



Seq. ID OJ000313_31.0421.C1 
Strand 

End 12079 
Method TBLASTX : Cress 
End 7925 
Score 457 

.3384, 3385. .4101, 3458. .3886,- 
.5973, 6331. .6411, 6499. .6687, 
.7398, 7486. .7563, 7594. .7695, 



56086 





Seq. No. 


55527 








Seq. ID 


OJ000313J31.0421.C1 




Gene No. 


116335 








Strand 






Start 


2662 








End 


12079 




Name 


x-v TAAA01 "5 

OJ000313 il 


. 0421 . 


CI . o2 . 


gs 


Method 


GENSCAN 




Start 


2662 








End 


4119- 




GI 


none 








Score 


. y / 




Exons 


/ilia 

2662 . .4119 














Seq. No. 


55527 








Seq. ID 


OJ000313_31.0421.C1 




Gene No. 


116335 








Strand 






Start 


2662 








End 


12079 




Name 


UJUUUol J Ol . 


C\ A O 1 


Li . Ol . 


lS 


Method 


TBLASTX : Soybean 




Start 


z ooz 








End 


7689 




GI 


none 








Score 


330 




Exons 


zooz . . z y / y , 


O C. C d 

2 ODD . 


. JZZ O , 


JU4 y 


..3384, 3305. .3376, 3391. .3756, 






34 (JJ . . j / ob/ 


O A "7 "0 
34 / 0 . 


. J / 0 J , 


J / ol 


..3987, 3782. .3889, 7600. .7689, 






1 bU / . . / DO / 














Seq. No. 


C C C O "7 

55527 








Seq. ID 


OJ000313_31.0421.C1 




Gene No . 


116335 








Strand 






Start 


2662 








End 


12079 




Name 


OJ000313. 31, 


.0421. 


Cl.o2. 


np 


Method 


AAT/NAP 




Start 


2665 








End > 


8-225 


: 1 


GI 


7433169 








Score 


2459 




Exons 


2665. .4095, 


5862. 


.5947, 


6333 


..6438, 6493. .6710, 7152. .7389, 


f || 




7486. .7751, 


7847. 


.7930, 


7970 


. .8225 






GI Descrip. 


probable lipoxygenase (EC 1. 


13.11.12) 


(clone HI) - potato 






gil 14 95802 | emb | CAA65268 


.11 c 


X96405) 13- 


-lipoxygenase [Solanum 


^3 




tuberosum] 












ru 


Seq. No. 


55527 








Seq. ID 


OJ000313_31.0421.C1 


= 


Gene No . 


116335 








Strand 






Start 


2662 








End 


12079 




Name 


OJ000313 31, 


.0421. 


Cl.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3091 








End 


3408 




GI 


none . 








Score 


57 


— 


Exons 


3091. .3201, 


3092. 


.3202, 


3196 


..3396, 3313. .3408 


S3 
S3 


Seq. No. 


55527 








Seq. ID 


OJ000313_31.0421.C1 




Gene No . 


116335 








Strand 






Start 


2662 








End 


12079 




Name 


OJ000313 31. 


.0421. 


Cl.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3469 








End 


3894 




bl 


none 








Score 


182 




Exons 


3469. .3747, 


3469. 


.3750, 


3755 


..3886, 3817. .3894 




Seq. No. 


55527 








Seq. ID - 


OJ000313_31.0421.C1 




Gene No. 


116335 








Strand 






Start 


2662 








End 


12079 




Name 


OJ000313 31. 


,0421. 


Cl.o3. 


gs 


Method 


GENSCAN 




Start 


5778 








End 


12079 




GI 


none 








Score 


.48 




Exons 


5778. .5947, 


6333. 


. 6710, 


7152 


..7410, 7486. .7751, 7847. .8207, 






9433. .9568, 


11713 


. .11840, 11926.'. 12079 






Seq. No. 


55527 








Seq. ID 


OJ000313_31.0421.C1 



56087 



3 
3 



Gene No. 


116335 








Strand 


- 


Start 


2662 








End 


1207 9 


Name 


OJ000313 31. 


0421 . 


CI . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


6541 








End , 


7389 


GI 


none 








Score 


70 


Exons _ , 


6541 . . 6711, 


7156. 


. 738 9, 


7157 


. . 7222 




Seq. No. 


55527 








Seq. ID 


OJ000313_31.0421.C1. 


Gene No. 


116335 








Strand 




Start 


2662 








End 


12079 


Name 


OJOOOolo 31. 


04zl . 


CI . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


7156 








End 


8036 


GI 


none 








Score 


52 


Exons 


TIC/"" 10*10 

/Iju . . I21Z, 


/ 160 . 


.7198, 


7199 


..7225, 7201. .7398, 7352. .7390, 




/4oo . . /boy , 


7 4 o 7 . 


. 7564 , 


/57i 


..7821, 757 


'4. .7822, 7851. .8036 


Seq. No. 


C C C O H 








Seq. ID 


OJ000313_31.0421.C1 ■ 


Gene No. 


116335 








Strand 




Start 


2662 








End 


12079 


Name 


OJ000313 31. 


0421. 


Cl.o4. 


gp 


Method 


AAT/GAP 


Start 


7311 








End 


7603 


GI 


LIB3432-010- 


■Pl-Kl 


-D4 




Score 


348 


Exons 


7311. .7389, 


7486. 


.7603 








GI De-scrip'. 


'1495802/emb|CAA65268 1 


1 . 0e- 


16 (X96405) 


13— lipoxygenase [So 




tuberosum] 1 












Seq. No. 


55527 








Seq. ID 


OJ000313_31.0421.C1 


Gene No. 


116335 I 








Strand 




Start 


2662 








End 


12079 


Name 


OJ000313 31. 


0421. 


Cl.oS. 


gp 


Method 


AAT/GAP 


Start 


7681 








End 


8313 


GI 


4715031 








Score 


888 


Exons 


7681. .7753, 


7847. 


.8313 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

.'Start 

GI 

Exons 



55528 
116336 

1- 

OJ000313_31 . 0421 . C2 . ol . np 
1 

6729532 



OJ000313 31. 0421. C2 



Seq. ID _ 
Strand ' - 
' End -6766 
Method AAT/NAP 
End 4 270 

Score 868 

1..94, 643. .747, 1405. .1779, 2493. .2622, 3721. .4144, 4216. .4270 
(AL132977) putative protein [Arabidopsis thaliana] 



55528 

116336 

1 

OJ000313_31.0421.C2.ol.tm 

9- 

none 

9. .95, 17. .148, 17. .97, 639., 
1402. .1500, 1403. .1498, 1405. 
1578. .1805, 1837. .1881, 2490. 
3697.. 3777 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 31. 0421. C2 



6766 

TBLASTX: Maize 
3777 
103 

749, 640. .747, 641. .751, 677. .754, 
.1506, 1489. .1794, 1550. .1795, 
.2636, 2492. .2632, 3696. .3776, 



Seq. No. 
Gene No. 
Start 



55528 

116336 

1 



Seq. ID 

Strand 

End 



OJ000313 31. 0421. C2 



6766 



56088 



Name 


OJ000313 31 


.0421 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


17 








End 


4094 


GI 


none 








Score 


72 


Exons 


"ii m 

17 . . 97 , 20.. 


A 1 

- 97, 


64 3. .74 


IT a A A 

17, 644 . 


..748, 1402. .1485, 1403. .1486, 




1417. . 14 94 , 


1537 


. . 1752, 


1543 . . 


,1743, 1550. .1762, 1741. .1794, 




1742 . .1/95, 


O A O A 

24 90 


. .2636, 


O C O T 

252 / . , 


.2634, ,3696. .3845, 3706.. 3831, 




A f\ A A A A O A 

4 044. . 4 U94 












Seq. No. 


a c c o o 

55528 








Seq. ID 


OJUUU31J 31.U4 21.C2 


Gene No. 


116336 








Strand 




Start 


1- 








End 


an a a 
0 / 69 


Name 


/'■ntaaaqio oi 
OJUUU313 31 


.0421 


. C2 . Ol . 


gs 


Method 


GENSCAN 


Start 


22 








End 


6766 


GI 


none 








Score 


an 


Exons 


o a a /i >i a "7 

22 . . 94 , 4 07 


. . 556 


£2 A O 

, 643.. 


747, 1405.. 1794, 


249,3. .2633, 0699..4241, 




668 6 . .67 66 












Seq. No. . 


55529 








Seq. ID 


UJUUUoio J1.U42I.C4 


Gene No. 


116337 








Strand 


+ 


Start 


i a n 








End 


800 


Name 


t a a a -3 i o 01 

OJU00313 31 


A A O 1 

.0421 


. C4 . ol . 


gp 


Method 


AAT/GAP 


Start 


.347 








End 


800 . • 


GI 


none . * 








Score 


884- 


Exons 


O yn O A A 

347 . . 800 v 












Seq. No. 


- 

55529 








Seq. ID 


OJ000313_31.0421.C4 


Gene No. 


116338 








Strand 


+ 


Start 


1661 








End 


4550 


Name 


OJ000313 31 


.0421 


. C4 . ol . 


gs 


Method 


GENSCAN 


Start 


1661 








End 


4550 


GI 


none 








Score 


.72 


Exons 


1661 . .1736, 


A /" 1 A 

2 610 


. .2845, 


2968. . 


3120, 3553.. 3633, 3743.. 3797-, 




4252 . . 4 550 












Seq. No. 


c n c 0 a 

55529 








Seq. ID 


OJ000313_31.0421.C4 . 


Gene No . 


116338 








Strand 


+ 


Start 


• 1.661 








End 


4550 


Name 


OJ000313 31 


.0421 


,C4.ol.' 


np 


Method 


AAT/NAP 


btart 


3046 








End 


4550 


GI 


100099 








Score 


281 


Exons 


3046. .3120, 


3553 


. .3633, 


4205. . 


4328, 4356.. 4550 


kdI uescrip. 


DNA-binding protein VBP1 - fava bean gi 11372966 (M81827) 




CREB-like protein [Vicia faba] 






Seq. No. . 


55529 








Seq. ID 


OJ000313_31.0421.C4 


Gene . No . 


116339 








Strand 


+ 


Start 


7271 








End 


7358 


Name 


OJ000313 31 


.0421 


.C4.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3052 








End 


4579 


GI 


none 








Score 


104 


Exons 


3052. .3120, 


3553 


. .3612, 


4263. . 


4331, 4353. .4553, 4463. .4579 


Seq. No. 


55529 








Seq. ID 


OJ000313_31.0421.C4 


Gene No . 


116339 








Strand 


+ 


Start 


7271 








End 


7358 


Name 


OJ000313 31 


.0421 


,C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3058 








End 


4550 



56089 



GI 

Exons 



none Score 88 

3058.. 3120, 3553.. 3612, 3596. ,3625, 4253\\.-4297 , 4254.. 4331, 
4347. .4550, 4415. .4549, 4425. .4550 



Seq. No. 55529 

Gene No. 116339 

Start 7271 

Name . OJ000313_31 . 0421 . C4 . ol . tw 

Start 4295 

GI none 

Exons 4295.. 4570, 4296.. 4553 



Seq. ID OJ000313_31.0421.C4 

Strand + 

End 7358 

Method TSLASTX : Wheat 

End '4570 

Score 282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000313_31.0421.C4 
Strand + 

7358 
AAT/GAP 
7358 
133 



55529 
116339 
7271 

OJ000313_31. 0421.C4 ,o2.gp 
7271 

LIB34 77-003-P1-K1-E9 
7271. .7358 

, 2498586/sp|Q40638-|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



End 

Method 

End 

Score 



55530 ' 
116340 
■ 3560 

OJ000313_31.04 21.C5.o2.gs 

3560 

none 



Seq. ID OJ000313J31.0421.C5 
Strand 

End 5552 

Method GENSCAN 

End 5552 

Score .71 



3560. .3715, 4082. .4395, 4829. .4998, 5100. .5184, 5528. .5552 



55530 

116340 

3560 

OJ000313_31.0421.C5.ol.gp 

3666 

none - 

3666. .3715, 4082. .4389 



Seq. ID OJ000313_31.0421.C5 
Strand 

End 5552 

Method AAT/GAP 

End 4389 

Score 696 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



55530 

116341 

7709 

OJ000313_31.0421.C5.o2.ts 

2486 

none 



Seq. ID OJ000313_31.0421.C5 
Strand 

End 11630 

Method TBLASTX : Soybean 

End 11630 

Score 62 



2486. .2581, 114 83 .. 11629, 11484. .11630 



55530 

116341 

7709 

OJ000313_31 . 0421 . C5 . o2 . tm 

3517 

none 



Seq. ID OJ000313_3l.0421.C5 . 
Strand 

End 11630 

Method TBLASTX : Mai ze 

End 4358 _ . 

Score 47 



3517. .3555, 3518. .3556, 3551. .3715, 3553. .3729, 3558. .3716, 
4066. .4314, 4067. .4354, 4080. .4358, 4080. .4355, 4082. .4357 



55530 



Seq. ID OJ000313_31. 0421.C5 



56090 




Gene No. 


116341 








Strand 






Start 


/ /uy 










I 1 C O A 

I I O JU 




Name 


th nnoi o i 
UJUUUolo Jl 


A A O 1 

. U4 z 1 


. LO . O J . 


tc 


Metnoa 


rp o t j\ prpv ■ 


Cress 


Start 










hna 


a i a n 
414/ 




bl 


none 








Score 


I/O 




Exons 


qcc5 otic; 
ojDj . . O f 1 0 f 


O c £ /I 

J 0 o4 


. • j / lb/ 


4 Uo z 


a i a n 
.414/ 






Seq. No. 


c. c c o a 








Seq. ID 


OJ000313 


ol . U4zl . Co 


Gene No. 


116341 








Strand 






Start 


7709 








End 


11630 




Name 


UJUUUolo Jl 


n a o 1 
. U4z 1 


. LO . Ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4uyo 








End 


4995 




GI 


none 








Score 


103 




Exons 


4 U y 0 . . 4Zl / , 


4 uy / 


. . 4z U / , 


A O C C 
4 Z 00 . 


.4400, 4268. .4399, 


A on 1 A A C\Q 

4z / 1 . . 4 4Uo , 




AQOl /l Q1 *3 
4 O Z / . . 4 y 1 O , 


4 OZ O 


/l Q 1 A 
. . 4 y 1 4 , 


A Q 1 9 
4 y 1Z , 


.4992, 4914. .4994, 


>)Q1 C / QQC 

4yio. .4yyo 


C « «■ XT — v 

beq. no. 


CCCTA 

OjjjU 








Seq. ID 


OJ000313 


"3 1' C\ A o~\ r'Q. 

Jl . U4 zl . CD 


Gene No. 


116341 








Strand . 






Start 


7709 l ' 








End 


11630 




Name 


UJUUUjIJ ol 


A /I O 1 

. U4zl 


. LO . OZ . 


tc 


Method 


TBLASTX : 


Cress 


b tart 


AO A A 
4 Z4 4 








End 


5180 




bl 


none 








Score 


49 




Exons 


/io/i/ a on a 
4z4 4 . . 4z /b, 


4z4 / 


/j o n o 
. . 4 JU J, 


/! O A A 

4 JUz . 


.4400, 4304.. 4399, 


A Q OH CAAA 

4oz / . . oUUU , 




4 oz o . . OUU / , 


C AA /T 

ouy o 


CI TQ 


C A AT 

ou.y / . 


.5180 






Seq. No. 


c c c o a 








Seq. ID 


OJ000313 


31 . 04zl . Co 


Gene No. 


116341 








Strand 






Start 


7709 








End 


11630 




Name 


/-\ -rr\ A A O 1 O 01 

OJUUUolo Jl 


. U4zl 


. Co . Ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


A A O O 








End 


5955' 




GI 


none 








Score 


93 




Exons 


4 y j j . . ouui , 


A A O C 

4 y Jo 


C A A A 


A A A O 

4 y 4 z . 


.5001, 5100.. 5186, 


C1AA CIO/" 

olUU . . blo o, 




C 1 A 1 R 1 Q "7 


0 lUz 


. . Dzz 1 , 


OOzo . 


.5909, 5524.. 5955, 


oozo . . d y 1 / 


beq. No. 










Seq. ID 


OJ000313 


Ol A/A1 C 

Jl . U4 zl . Co 


Gene. No. 


116341 








Strand 






Start 


. 7709 








End 


116.30 




Name 


a ta n m i t o i 


A /I A 1 

. U 4 z 1 


. LO . Ol . 


tc 


Method 


TBLASTX: 


Cress 


Of -)V«f 


jDZo 








End 


5904 




C T 
bl 


none 








Score 


76 




Exons 


0 OZ O . . D / 4 / , 


o oz y 




c a a c 
oo4 o . 


.5749, 5646. .5735, 


cn A Q C A A O 

o /4 o . . oyuo , 




ct/I p com 

o / 4 o . . jyuj, 


ETC/ 

D 1 0 4 


. . oyu4 










beq. No. 


OjjjU 








Seq. ID 


OJ000313 


Jl . U4 zl . Co 


Gene No. 


' 116341 








Strand 






Start 


7709 








End 


11630 




Name 


OJ000313 31 


.0421 


,C5.o3. 


gs 


Method 


GENSCAN 




otart 


,7709 








End 


11620 '■' 




bl 


none 








Score 


.7 




Exons 


7709. .8054, 


8107 


. .8440, 


9355. 


.9502, 9522. .9644, 


1UU4 U . . 1Uz4 




10997. .11102, 11426. .11620 








Seq. No. 


55530 








Seq. ID 


OJ000313 


_31.0421,C5 


Gene No. 


116341 








Strand 






Start 


7709 








End 


11630 




Name 


OJ000313 31 


.0421 


.C5.o2. 


gp 


Method 


AAT/GAP 




Start 


10642 








End 


11630 





56091 



GI 


33112 1.R1084 




Score 


1292 


Exons 


10642. .11102, 11426. 


.11630 






GI Descrip. 


, 1363051/pir | IA56534 


2.0e-23 


P58 protein - bovine >gi 468012 




(U04631) PKR inhibitor P58 [Bos taurus] ' 


Seq. No. 


55530 




Seq. ID 


OJ000313_31.0421.C5 


Gene No. 


116341 




Strand 




Start • ' 


7709 




End 


11630 


Name 


OJ0003-13 31. 0421. C5. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


10731 




End 


11548 


GI 


none 




Score 


36 


Exons 


10731. .10763, 10895. 


.10918, 


10896. .10922, 10914 .. 11015, 






i i noo 


11033. .11104, 1104 6. .11105, 




11423. .11548, 11424. 


. 11546, 


11425. .11547 


Seq. No. 


55530 




Seq. ID 


OJ000313_31.0421.C5 


Gene No. 


116341 




Strand 




Start 


7709 




End 


11630 


Name 


OJ000313 31. 0421. C5. 


ol . np 


Method 


AAT/NAP 


Start 


10926 




End 


11630 


GI 


7413593 




Score 


461 


Exons 


10926. .11102, 11426. 


.11630 






GI Descrip. 


(AL163002) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


55531 




Seq. ID 


OJ000313_31.0421.C6 


Gene No. 


116342 




Strand 


+ 


Start 


3002 




End 


8677 


Name 


OJ000313 31. 0421. C6. 


o2 . np 


Method 


AAT/NAP 


Start 


3002 




End 


7491 


GI 


5852180 




Score" 


326 


Exons 


3002. .3088, 3944. .4411, 7461 


. .7491 




GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 




Seq. No. 


55531 




Seq.- - ID 


OJ000313_31.0421.C6 


Gene No. 


116342 




Strand 


+ 


Start 


3002 




End 


8677 ' 


Name 


OJ000313 31. 0421. C6. 


o2 . gs 


Method 


GENSCAN 


Start 


5742 




End 


' 8067 


GI 


none 




Score 


.82 


Exons 


5742.. 5938, 6158.. 6795, 6892 


..7094, 7183. .7380, 7972. .8067 


Seq. No. 


55531 ' 




Seq. ID 


OJ000313_31.0421.C6 


Gene No. 


116342 




Strand 


+ 


Start 


3002 




End 


8677 


itfame 


OJ000313 31. 0421. C6. 


o3.np 


Method 


AAT/NAP 


Start 


6401 




End 


8677 


GI 


5881940 




Score 


359 


Exons 


6401. .6795, 6892. .7094, 7183 


. .7380, ' 7 478. .754 9, 7 972. .8067, 




8603. .8677 








GI Descrip. 


(AL117387) putative 


secreted 


protein 


[Streptomyces coelicolor 




A3(2)] 








Seq. ^No. 


55531 




Seq. ID 


OJ000313_31.0421.C6 


Gene No. 


116342 




Strand 


+ 


Start 


3002 




End 


8677 ' 


Name 


OJ000313 31. 0421. C6. 


o3 . gp 


Method 


AAT/GAP 


Start 


7048 




End 


8666 



56092 



GI 9455_1.R1084 Score 803 

Exons 7048. .7094, 7183. .7380, 7478. .7549, 7972 .. 8067, '8603 8666 

GI Descrip. 1 4 16325/gb | U03454 | PRS423 2.0e-15 Yeast episomal vector pRS423 
with HIS3 marker, complete sequence' 



Seq. No. 55531 

Gene No. 116343 

Start 1 

Name .. 1 OJ000313_31 . 0421 . C6 . ol . gp 

Start 1 

GI 33112JL.R1084 

Exons 1..40, 553.-634 

GI Descrip. f 1363051/pir || A56534 2.0e-23 P58 protein - bovine >gi_468012 
(U04631) PKR inhibitor P58 [Bos taurus] ' 



Seq. ID OJ000313_31.0421.C6 

Strand . - 

End 3565 

Method AAT/GAP 

End 634 - 

Score 131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55531 

116343 

1 

OJ000313_31.0421.C6.ol.np 
1 

7413593 



Seq. ID OJ000313_31.0421.C6 
Strand 

End 3565 

Method AAT/NAP 

End 2679 

Score 893 



1..79, 553. .637, 1123. .1335, 1413. .1506, 1636. .1796, 1890. .2091, 
2395.. 2679 

(AL1 63002) putative protein [Arabidopsis thaliana] ^ < 



Seq. No. 55531 

Gene No. 116343 

Start 1 

Name .OJ000313_31 . 0421 . C6 . ol . gs 

Start 501 

GI none 

Exons 501.. 511, 1221.. 1335, 1413. 

2395.. 2560, 2984. .3062 



Seq. ID OJ000313_31.0421.C6 
Strand 

End 3565 

Method GENSCAN 

End 3062 

Score .88 
1506, 1636. .1796, 1890. .2091, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55531 

116343 

1 

OJ000313_31.0421.C6.o2.tc 

1255 

none 



Seq. ID OJ000313__31.0421.C6 
Strand 

End 3565 

Method TBLASTX : Cress 

End 1802 

Score 67 



1255. .1335, 1259. .1363, 1413. .1508, 1414. .1509, 1632. .1802, 
1635. .1757, 1663. .1800 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55531 

116343 

1 

OJ000313_31 . 0421 . C6 . o2 . tm 

1284 

none 



Seq. ID OJ000313_31.0421.C6 
Strand 

End 3565 

Method TBLASTX : Mai ze 

End 1993 

Score 63 



1284. .1331, 1284. .1331, 1285. .1335, 1286. .1342, 1383. .1508, 
1413. .1508, 1414. .1509, 1632. .1799, 1634. .1798, 1636. .1803, 
1848. .1988, 1888. .1980, 1889. .1993, 1890. .1991 



Seq. No. 55531 

Gene No. 116343 ; 

Start 1 

Name OJ000313 . 31 . 0421 . C6 . ol . tw 



Seq. ID OJ000313_31.0421.C6 
Strand 

End 3565 

Method TBLASTX : Wheat 



56093 



Start 
GI 

Exons 



1925 End 2583 

none Score 164 

1925. .2089, 1925. .2110, 1926. .2141, 2376. .2573, 2382. .2555, 
2395. .2583 



Seq. No. 55531 - 

Gene No. 116343 

Start 1 

Name OJ000313_31 . 04 21 . C6 . o3 . tm 

Start 1994 

GI none 

Exons 1994.. 2086, 1994.. 2119, 1995. 

2392. .2562, 2394. .2573 



..OJ000313_3'l . 0421 . C6 
3565 

TBLASTX: Maize 

2573 

97 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2141, 2382. .2561, 2383. .2538, 



Seq. No. 55531 Seq. ID OJ000313_31 . 0421 . C6 

Gene No. 116343 Strand 

Start 1 End 3565 

Name OJ000313__31 . 0421 . C6 . o2 . gp Method AAT/GAP 

'Start 2046 End 3565 

GI uC-osrocyp036hl0bl Score 814 

Exons 2046.. 2091, 2395.. 2560, 2984.. 3087, 3445.. 3565 

GI Descrip. ' 5852170/emb | AL117265 . 1 1 OST17804 4.0e-20 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq.' No. 55531 

Gene No. 116344 

Start 6639 

Name OJ000313_31 . 0421 . C6 . ol . tc 

Start 6639 

GI none 

Exons 6639 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6797, 6884. .7105, 6885. .7115, 
7258. .7365, 7260. .7379, 7472. .7549, 
7965. .8057 



OJ000313_31.0421.C6 
8067 

TBLASTX: Cress 
8058 
171 *" 

6885. .7118, 7255. .7380, 
7501. .7542, 7963. .8058, 



H Seq. No. 55531 Seq. ID 

Gene No. 116344 Strand 

U Start ; 6639 End 

^3 Name OJ000313_31 . 0421 . C6 . ol . tm Method 

?i Start 6891 End 

!f? GI none Score 
Exons 



OJ000313_31.0421.C6 
8067 

TBLASTX: Maize 

8067 

336 



6891. .7109, 6893. .7135, 7180. .7215, 7182. .7214, 7278. .7379, 

7279. .7380, 7282. .7380, 7283. .7381, 7472. .7549, 7476. .7550, 

7486. .7551, 7486.-7548, 7949. .8065, 7950. .8066, 7956. .8066, 
7963. .8067 



Seq. No. 55531 

Gene No. 116344 

Start 6639 

Name OJ000313_31 . 04 21 . C6 . ol . ts 

Start 7180 

GI none 
Exons 



Seq. ID OJ000313_31.0421.C6 
Strand 

End 8067 

Method TBLASTX : Soybean 

End 8043 

Score 224 



7180. .7380, 7182. .7355, 7472. .7549, 7489. .7545, 7963. .8043, 
7993. .8043- 



Seq. No. 
Gene No. 
Start 



55532 

116345 

528 



Seq. ID OJ000313_31.0421.C7 
Strand 

End 1229 



56094 



Name 


UJUUUjXj Jl . UhZ 1 . U / . OJ- . tm 




Method 


ibLiAb ix : Maize 




Start 


coo 
oZo 




hna 


O C O 

/DO 






none 




Score 


DO 




Exons 


ROO C01 CO^ CQQ COT 


£0 0 


COQ ££0 


too n an no a 


/ Do 


Seq. No. 


55532 




Seq. ID 


O_.I000313_31.0421 


.C7 


Gene No. 


116345 




Strand 






otart 


DZo 




Lna 


1 OOQ 

±zzy 




Name 


UJU.UU^lo ol . U4zl . L / . oi . gs 




Metnoa 


bhNbUAN 




Start 






bna 


1 O O Q 

izz y 






none 




Score 


. yo 




Exons 


COQ C01 TO£ lOOQ 










beq. no. 


55533 




beq. xu 


oTnnnoio oi n/ioi 


. Lo 


Gene No. 


116346 




Strand 






Start 


2166 




End 


3897 




Name 


OJ000313 31.0421.C8.ol.np 




Method 


7\ TV rn /viti n 

AA1 / NAr 




Start 


2166 




End 


jo y / 






6721516 




Score 






Exons 


2166. .2337, 2889. .3243, 3658. 


.3897 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


55533 




Seq. ID 


OJ000313_31.Q421 


.C8 


Gene No. 


116347 -, 




Strand 






Start ■ 


4189 




End s • 


A 1 C\ H 
4 / U / 




Name 


OJ000313 31.0421.C8.ol.ts 




Method 


TBLASTX: Soybean 




Start 


4189 




End 


4707 




GI 


none 




Score 


o o 
OO 




Exons 


4189. .4311, 4375. .4707 










Seq. No. 


55533 




Seq. ID 


OJ000313_31.0421 


.C8 


Gene No. 


116347 




Strand 






btart 


4189 




End 


4 / U / 




Name 


OJ000313 31.0421.C8.ol.tw 




Method 


I BLAb i x : wneat 




C4- -i v -4- 

b tart 


4222 




End 


a a 1 i 
4 bl I 






none 




Score 


Q Q 

o y 




Exons 


4222.. 4356, 4369.. 4.611 










beq. no. 


55534 




Seq. ID 


Ainnmi q oi n/i 01 


. uy 


Gene No. 


116348 




Strand 


+ ~~ 




Start 


1 




End 


5780 




Name 


OJ000313 31.0421.C9.ol.np 




Method 


7\ 7\ rn / M 7\ r> 

AAi / NAr 




b tart 


1 




End 


O Q 1 "7 
Zo I / 




c t 


4416302 




Score 


O 1 "7 O 




Exons 


1. .2817 










GI Descrip. 


(AF105716) copia-type pol 


polyprotein | 


Zea mays] 




Seq. . No. 


55534 




Seq. ID 


OJ000313_31.0421 


.C9 


Gene No. 


116348 




Strand 


+ 




otart 


1 




End 


5780 




Name 


OJ000313 31.0421.C9.o5.tm 




Method 


TBLASTX: Maize 




Start 


8 




End 


292 




GI 


none 




Score 


48 




Exons 


8. .43, 34. .225, 34. .225, 38.. 


232, 50. .235, 209. .292 




Seq. No. 


55534 




Seq. ID 


OJ000313_31.0421 


.C9 


Gene No. 


116348 




Strand 







56095 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000313_31.0421.C9.o2.tw 

77 

none 



End 

Method 

End 

Score 



5780 

TBLASTX : Wheat 

636 

142 



77. .235, 233. .310, 233. .319, 350. .562, 350. .565, 363. .572, 
561. .626, 565.. 627, 571. .636 



55534 

116348 

1 

OJ000313_31 . 0421 . C9 . ol . gs 

119 

none 



Seq. ID OJ000313_31.0421.C9 

Strand + 

End 5780 

Method GENSCAN 

End 57 80 

Score .76 



119. .565, 7.15. .2125, 2327. .2500, 4480. .5214, 5251. .5780 



55534 
116348 
1 

OJ000313_31.0421,C9.o2.tm 
299 
none 



Seq. ID OJ000313_31.0421.C9 
Strand + 

5780 

TBLASTX: Maize / 
1158 
109 



End 

Method 
End " 
Score 

299. .370, 325.-372, 370. .597, 371. .562, 423. .563, 561. .788, 
561. .947, .565. .987, 565. .987, 996. .1055, 1003. .1158, 1048. .1086 



55534 ' Seq. ID 

116348 Strand 

1 End 

OJ000313_31.0421.C9.o3.ts Method 

479 End 

none Score 
479. .562, 508. .564, 561. .668, 

55534 Seq. ID 

116348 Strand 

1 . ' End 

OJ000313_31.0421.C9.o4 . tw Method 

721 End 

none Score 
721. .798, 805. .951, 814. .951, 

55534 Seq. ID 

116348 Strand 

1 End 

OJ000313_31 . 0421 . C9 . o4 . tm Method 

1159 End 

none Score 
1159. .1407, 1179. .1406; 1396. 

55534 Seq. ID 

116348 Strand 

1 End 

OJ000313_31.0421.C9.ol.ts Method 

1174 End 

5509260 Score 
1174. .1782, 1269. .1787, 1701. .1787 



OJ000313_31.0421.C9 
+ 

5780 

TBLASTX: Soybean 

939 

78 



565. .939, 735. .887 

OJ000313_31.0421.C9 

+ 

5780 

TBLASTX: Wheat 
1062 
96 

815. .958, 973. .1062, 1014. .1052 

OJ000313_31.0421.C9 
+ 

5780 

TBLASTX: Maize 
1446 
291 



1446, 1398.. 1445 



OJ000313_31.0421.C9 
+ 

5780 

TBLASTX : Soybean 

1787 

712 ■ 



56096 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ' 
CJ Exons ■ 

rf\ Seq. No. 

?;= Gene No. 

1~ Start 

H Name 

iy Start 

Q GI 

fj| Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55534 
116348 

"1 

OJ000313_31, 

1303 

none 

1303. .1392, 
1603. .1779 

55534 

116348 

1 

OJ000313_31. 

1395 

none 

1395. .1541, 

55534 

116348 

1 

OJ000313_31. 

1447 

none 

1447. .1914, 

55534 

116348 

1 

OJ000313_31. 

1956 

none 

1956. .2147, 

55534 

116348 

1 

OJ000313_31. 

1963 

none 

1963. .2124, 

55534 

116348 

1 

OJ000313_31. 

2149 

none 

2149. .2811, 
2714. .2836, 

55534 

116348 

1 

OJ000313_31. 

2158 

none 

2158. .2541, 



0421.C9.ol.tw 



Seq. ID OJ000313_31 .0421.C9 

Strand + 

End 5780 

Method TBLASTX : Wheat 

End 1779 

Score 84 

1399. .1425, 1426. .1770, 1432. .1560, 1434. .1763, 



Seq. ID OJ000318_31.0421.C9 

Strand + 

End 5780 

Method TBLASTX : Cress 

End 1668 

Score 196 
.1542 

Seq. ID OJ000313J31.0421.C9 

Strand + 

End 5780 

Method TBLASTX : Mai ze 

End 1914 

Score 584 
.1907 

Seq. ID OJ000313_31.0421.C9 

Strand + 

End 5780 

Method TBLASTX : Mai ze 

End 214 8 

Score 256 



0421.C9.o2.tc 
1396.. 1668, 1462. 

0421.C9.o3.tm 
1447.. 1566, 1449. 

0421.C9.o6.tm 
1957. .2148 

0421.C9.o3.tw 
2137. .2394 

0421.C9.ol.tm 



2151. .2825, 24? 
2855. .2911 



0421.C9.o2.ts 



Seq. ID OJ000313_31.0421.C9 

Strand + 

End 5780 

Method TBLASTX : Wheat 

End 2394 

Score 102 



Seq. ID OJ000313_31.0421.C9 

Strand + 

End 5780 

Method TBLASTX: Maize 

End 2911 

Score ' ...907 

.2826, 2712.. 2816, 2714.. 2827, 



Seq. ID OJ000313_31.0421.C9 

Strand + 

End 5780 

Method TBLASTX : Soybean 

End 2823 

Score 308 



2163. .2534, 2170. .2541, 2575. .2823, 2583. .2750 



56097 



Seq. No. 


55534 




Seq. ID 


OJ000313_31 


.0421 


.C9 


Gene No . 


1 1 0 O 




btrana 


+ 






Start 


1 




rp -r-. 

hna 


5780 






Name 


ojuuuoio oi.u4zi.cy.oi. 


tc 


Metnoa 


TBLASTX: Cress 




Start 






hna 


2796 








none 




Score 


65 






Exons 


zooo..z4z/, z 41 o l . . z o bo , 


ZOOl . 


. z i y b 








Seq. No. 


55534 




Seq. ID 


OJ000313_31 


.0421 


.C9 


Gene No. 






Strand 


+ 






Start 


1 




End 


5780 






Name 


ujuuu oij ji.u4zi.uy.oo. 


4- T T 

tw 


Method 


TBLASTX: Wheat 




otart 


0 A "5 1 
Z 4 0 1 




End 


2763 






bl 


none 




Score 


105 






Exons 


z4jl..ZOOb, z4Ol..z0OZ, 


ZO / O . 


.2763, 2631. .2750 






Seq. No. 


55535 




Seq. ID 


OJ000313_31 


n a 1 1 
. U4 z 1 


.C10 


Gene No. 


116349 




Strand 


+ 






ot art 


582 




End 


1611 






Name 


OJ000313 31.0421.C10..ol 


.gs 


Method 


GENSCAN 






Start 


582 




End 


1611 






GI 


none 




Score 


.46 






Exons 


582.. 648,' 1134.-. 1336, 1382/.1611 








Seq. No. 


55535 




Seq. ID 


OJ000313_31 


.0421 


.C10 


Gene No. 


116350 




Strand 








btart 


1 




End 


1820 






Name 


OJ000313 31. 0421. C10. ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1820 






bl 


6721516 




Score 


506 






Exons 


1..257, 672. .918, 1390. 


.1820 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 






oeq . ino . 


55536 




Seq. ID 


OJ000313_31 


.0421 


.C12 


^ ana XT f\ 

belle INO . 


116351 




Strand 








Starts . 


590 N 




End 


931 






Name 


OJ000313 31.0421.C12.ol 


.gp 


Method 


AAT/GAP 






o tar l 


590 




End 


931 








LIB34 77-003-P1-K1-E9 




Score . 


136 






Exons 


590. .628, 728. .804, 910 


. .931 










GI Descrip. 


, 24 98586/sp|Q40638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I)' 


>gi_1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 












Seq. No. 


55537 




Seq. ID 


OJ000313_31 


.0421 


.C13 


Gene No. 


116352 




Strand ■ . 


+ 






otart 


54 ' 




End 


2046 ' 






Name 


OJ000313 31.0421.C13.ol 


.gs 


Method 


GENSCAN 






Start 


54 




End 


2027 






GI 


none 




Score 


.57 






Exons 


54. .791, 1593. .2027 












Seq. No. 


55537. 




Seq. ID 


OJ000313_31 


.0421- 


.C13 


Gene No. 


116352 




Strand 


+ 






Start 


54 




End 


2046 






Name 


OJ000313 31.0421.C13.ol 


.np. 


Method 


AAT/NAP 







56098 



Start 69 End 2046 

GI 7488431 Score .655 

Exons 69.. 413, 483.. 791, 1593.. 2046 

GI Descrip. zinc finger protein F15B8.140 - Arabidopsis thaliana 

gi| 4678280|emb|CAB41188.1| (AL049660) zinc finger-like protein 
[Arabidopsis thaliana] 



Seq. No. 55537 

Gene No. 116353 

Start 2879 

Name OJ000313_31 . 042 1 . C13 . ol . tm 

Start 692 

GI none 
Exons 



Seq. ID OJ000313_31.0421.C13 
Strand 
End 

Method 
End 
Score 



692. .784, 693. .794, 1587. .1631, 1589. 
1626. .1742 



3080 

TBLASTX: Maize 
1742 
157 

.1630, 1625. .1741, 



Seq. No. 55537 Seq. ID 

Gene No. 116353 Strand 

Start 2879 - . End • ' 

Name OJ000313_31 . 0421 . C13 . ol . ts Method 

Start 693 End 

GI none Score 
Exons 



OJ000313_31.0421.C13 
3080 

TBLASTX : Soybean 

1919 

115 



693. .794, 698. .778, 1590. .1631, 1595. .1615, 1626. .1919, 
1631.-. 1750, 1826.. 1861 



f PI Seq. No. 

l\l Gene No . 

I* Start 

Name 

Id Start 

d GI 

=T= Exons 



55537 V Seq. ID 

116353 Strand 

2879 End 
OJ000313_31 . 0421 . G4-3 . o2 . gs Method 

2879 End 

none Score 
2879. .3080 



OJ000313_31.0421.C13 

3080 
GENSCAN 
3080 
.56 



Seq. No. 55538 Seq. ID 

[3 Gene No. 116354 Strand 

^4 Start 277 End 

U Name OJ000313_31. 0421 . C16 . ol . gs . Method 

\~ Start 277 ' End 

;ff GI none Score 

^ Exons 277.. 648 



OJ000313_31.0421.C16 
+ 

648 

GENSCAN 
64 8 
.49 



Seq. No. 55538 

Gene No. 116355 

Start 3241 

Name OJ000313_31 . 0421 . C16 . o2 . np 

Start 3241 

GI - 7340860 

Exons 3241.. 3514 

GI Descrip. (AP001551) EST D24 084 (R1183) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_ 
+ 

3514 
AAT/NAP 
3514 
50 



31.0421.C16 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 55538 Seq. ID 

Gene No. 116356 Strand 

Start 1 End 

Name OJ000313_31 .0421.C16.ol.np Method 

Start 1 End 

GI 6006367 Score 



OJ000313_31.0421.C16 

1683 
AAT/NAP 
1683 
88 



56099 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .169, .1644. .1683 

(AP000559) hypothetical protein [Oryza sativa] 



55539 

116357 

1429 

OJ000313_31.0421.C17 .ol.gp 

1429 

none 

1429.. 1552, 2232.. 2355 

55540 

116358 

1 

OJ000313_31 . 04 21 . C18 . ol .np 
1 

6633848 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_31.0421.C17 
+ 

2355 
AAT/GAP 
2355 
472 



OJ000313_31.0421.C18 
+ 

4905 
AAT/NAP 
4386 
2423 



1..82, 659. .1427, 1603. .2074, 2157. .2324, 2830. .3104, 
317?,,.3315,. 3423. .3908, 4004 . .4386- 



GI Descrip. (AC008047) F2K11.18 [Arabidopsis thaliana] 



Seq. No.* 55540 

Gene No. 116358 

Start 1 

Name OJ000313_31 . 0421 . C18 .ol.gp 

Start "242 

GI none 

Exons 242.. 261, 680.. 791 

Seq. No. 55540 

Gene No. 116358 

Start 1 

Name OJ000313_31 . 0421 . C18 . o2 . gs 

Start 1649 

GI none 

Exons 1649.. 2074, 2157.. 2324, 2830. 

4004.. 4423, 4840.. 4905 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_31.0421.C18 
+ 

4 905- 
AAT/GAP 
791 
198 



OJ000313_31.0421.C18 
+ 

4905 
GEN SCAN 
4905 
.61 



,3084, 3193. .3315, 3423. .3908, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55540 Seq. ID 

116358 Strand 
1 End 
OJ000313_31. 0421.C18 ,o2.gp - Method 
2243 End 
uC-osrocyp007el0bl ■ Score 

2243.. 2324, 2830.. 3*084, 3193.. 3315, 3423.. 3516 
, 4760370/gb|AAD29109.1|AF082565_l 2 . 0e-53 (AF082565) ATP 
dependent copper transporter-[Arabidopsis thaliana] 
>gi_4760380_gb_AAD29115. 1_ (AF091112) ATP dependent copper 
transporter [Arabidopsis thaliana] 1 



OJ000313_31.0421.C18 
+ 

4905 
AAT/GAP 
3516 
1032 



55540 Seq. ID 

116358 Strand 

1 End 
OJ0003.*3_3 1.0421. CI 8 . o3 . gp Method 

4078 End 

16664_1.R1084 Score 
4078. .4682 



OJ000313_31.0421.C18 
+ 

4905 
AAT/GAP 
4682 
1159 



56100 



GI Descrip. 1 2660670 6 . Oe-29 (AC002342) putative Cu2+-transporting ATPase- 
[Arabidopsis thali'ana] 1 



Seq. No. 


55540 




Seq. ID 


OJ000313_31.0421.C18 


Gene No. 


i i b Jo y 




Strand 


+ 


Start 


0 Joo 




End 


O A O O 


Name 


OJUUUJ1J 31 . U4 Z 1 . Clo . 04 


.gp 


Method 


AAT/GAP 


Start 


oo4z 




Lna 


coon 

bo jy 


GI 


UC-OSt IMzUzUoDCUODl 




Score 


y I z 


Exons 


d o4 2 . . 00 








GI Descrip. 


'4826572/emb|CAB42886.1 


I 3.0e 


-12 (AJ23E 


1848) polygalacturonase 




[Phleum pratense] 1 








Seq. No. 


ooo4U 




beq. iu 


OJUUUJU ol.U4^1.Clo 


Gene No. 


1 1 b jo y 




Strand 


+ 


Start 


c; o c c 

o Joo 




bna 


o n o o 


Name 




. gs 


Method 


p r \t p p 7\ x7 


Start 


core 

oooo 




bna 


/ / 4 y 


H T 


none 




Score 


.98, 


Exons 


5355.. 5957, 6504.. 6811, 


7311. 


.7749 




Seq. No. 


55540 




Seq. ID 


OJ000313_31.0421.C18 


Gene No. 


. 116359 




Strand 


+ 


Start 


5355 




End 


8082 


Name 


OJ000313 31.0421.C18.o2 


.np 


Method 


AAT/NAP 


Start 


5403 




End 


7746 • 


GI 


548493 




Score 


1113 


Exons 


5403.. 5510, 5586.. 5957, 


6504. 


.6811, 7311. .7746 



GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



EXOPOLYGALACTURONASE PRECURSOR (EXOPG) (PECTINASE) (GALACTURAN 
1, 4-ALPHA-GALACTURONIDASE) gi | 62 9854 | pir | |S30067 
polygalacturonase - maize gi | 288 612 | emb | CAA47052 | (X66422) 
polygalacturonase [Zea mays] 



OJ000313_31.0421.C18 
+ 

8082 
AAT/GAP 
8082 
1354 



55540 Seq. ID 

116359 Strand 
5355 End 
OJ000313_31.0421.C18.o5.gp Method 
7371 End ' 

30310_1.R1084 Score 
7371. .8082 

'5484 93/sp|P35339|PGLT_MAIZE 9.0e-35 EXOPOLYGALACTURONASE 
PRECURSOR (EXOPG) (PECTINASE) (GALACTURAN 

1, 4-ALPHA-GALACTURONIDASE) >gi_62 9854_pir S30067 

polygalacturonase - maize >gi_288612_emb_CAA47052_ (X66422) 
polygalacturonase [Zea mays] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55540 Seq. ID 

116360 Strand 

9246 End 
OJ000313_31 . 0421 . C18 . o4 . tc Method 

761 End 

none Score 

761. .877, 2154. .2336, 2932. .3099, 2955 
3193.. 3255 



OJ000313_31.0421.C18 
10388 

TBLASTX: Cress 

3255 

77 

;.3074, 3192. .3248, 



Seq. No. 
Gene No. 



55540 
116360 



Seq. ID 
Strand 



OJ000313 31.0421.C18 



56101 



Start 
Name 
Start 
GI 

Exons 



9246 

OJ000313_31. 

1634 

none 

1634 . .1834, 



0421.C18.o5.ts 



1636. .1833 



End 10388 

Method TBLASTX : Soybean 

End 1834 

Score 27 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55540 

116360 

9246 

OJ000313_31. 

1751 

none 

1751. .1921, 



0421.C18.o9.tm 



1753. .1920 



Seq. ID OJ000313_31.042l.C18 
Strand 

End 10388 

Method TBLASTX : Mai ze 

End 1921 

Score 194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55540 

116360 

9246 

OJ000313_31. 

1792 

none 

1792. .1920, 



0421.C18.o3.tc 



Seq. ID OJ000313_31.0421.C18 
Strand 

End 10388 

Method TBLASTX : Cress 

End 2062 

Score 261 



1793. .2062, 1830. .2045, 2002. .2058 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55540 

116360 

9246. 

OJ000313_31, 

1835 

none 

1835. .2053, 



0421.C18.o6.ts 



1850. .2053 



Seq. ID OJ000313_31.0421.C18 

Strand - 

End 10388 

Method TBLASTX : Soybean 

End 2053 

Score 200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55540 
116360 
924 6 

OJ000313_31, 

1922 

none 

•1922. .2077, 



Seq. ID OJ000313_31.0421.C18 
Strand 

End 10388 

Method TBLASTX: Maize - 

End 2327 

Score 243 
1922.. 2077, 2134.. 2232, 2154.. 2327-, 2157.. 2327 



0421.C18.o3.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55540 

116360 

9246 

OJ000313_31< 

2259 

none 

.2259. .2345, 
3192. .3275, 



0421.C18.o2.ts 



2829.. 3086, 2830. 
3420. .3482 



Seq. ID OJ000313_31.0421.C18 
Strand 

End 10388 

Method TBLASTX : Soybean 

End 3482 

Score 91 

,30.87, 2854.. 3102, 3190.. 3318, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



55540 

116360 

9246 

OJ000313_31, 

2826 

none 

2826. .3101, 

55540 
116360 



0421.C18.o7.tm 



2830.. 3099, 2845. 



Seq. ID OJ000313_31.0421.C18 
Strand 

End 10388 

Method TBLASTX: Maize 

End 3315 

Score 277 

,3102, 3192.. 3275, 3193.. 3315 

Seq. ID OJ000313_31.0421.C18 
Strand 



56102 




OLail 










End 


10388 


Name 


Pi TOOO *5 1 "5 "31 


O A 9 1 
. U fi Z 1 


PI Q /-x c: 
.bio. O j 


. tin 


Method 


TBLASTX: Maize 




J4 Z J 








End 


3666 


P T 
bl 


none 








Score 


365 


Exons 


Jft Zj . . jDDj / 


j^IZo 


*5 c; 00 

. . JJJO, 


j4 jZ . 


.3665, 3433. .3666, 3637.. 3666 


Seq. No. 


55540 








Seq. ID 


OJ000313_31.0421.C18' 


Gene No. 


116360 








Strand 




Otalt 


Q9 4 








End 


10388 


Name 


U J UUUjI j j1 


. u 4 z 1 


PI Q r\ 1 
. bl O . Ol 


. ts 


Method 


TBLASTX : Soybean 


otart 


j j 1 j 








End 


4393 


P T 


none 








Score 


322 


Exons 








^QQ7 


.4374, 4001. .4393 


Seq. No. 


55540 








Seq. ID 


OJ000313_31.0421.C18 


Gene No. 


116360 








Strand 




JLdX L 


Q9 4 








End 


10388 


Name 


UuUUU jIj Ol 


n a 9 1 
. u *i z 1 


PI Q /^Q 
. bl 0 . Oo 


• LIU * 


Method 


TBLASTX : Maize 












End 


4048 


P T 


none 








Score 


203 


HiXOIlo 




£7 1 
JD / I 


. ■ J .7 U / / 


f± U U 1 . 


.4048 




beq. no. 


JJ 0 ft U 








Seq. ID 


OJ000313_31.0421.C18 


Gene No. 


116360 








Strand 




Start 


9246 








End 


10388 


Name 


pi tooo^ i ^ ^1 

UO UUUjI J Jl 


. U 4 Z 1 


PI Q /-v 1 
. bl 0 .Ol 


. tc 


Method 


TBLASTX: Cress 


C A 1 

o tart: 


JO J / 








End 


4375 


P T 


none 








Score 


60 


Exons 




jojy 


. . jy u / / 




.4188, 4001. .4192, 4178. .4375, 




4 loU . . 4j H 












Seq. No. 


55540 








Seq. ID 


OJ000313_31.0421.C18 


Gene No. 


116360 








Strand 






Q9 d £ 








End 


10388 


Name 


UJ UUU Jl j jl 


n a 9 1 


PI Q 
•blO . OD 


. Lin 


Method 


TBLASTX: Maize 


o l arc 


*± u 0 y 








End 


■4375 


P T . 
bl 


none . 








Score 


■347 


L ' If s-\ Y~\ C 1 


*i u 0 y . . *t j / *i , 


ft u / u 


A "3 7 ^ 

. • T J / J 








oeq . no . 


J J 34 U 








Seq. ID 


OJ000313_31.0421.C18 


Gene No. 


116360 








Strand 




Start 


9246 








End 


10388 


Name 


UUUUUJl J 01 


. U *i Z 1 , 


PI P r\A 

w b 1 0 . 0*1 


■ tin 


Method 


TBLASTX: Maize 


OLail 


J j!3 / 








End 


6598 


PT 
b 1 


none 








Score 


448 


Exons 




j oyo , 


. . 0 y 0 / , 


q 1 
j 0 j 1 . 


.5953, 6503.. 6598, 6504.. 6596, 




DOUD . . 0 J -7 O 












Seq. No. 


55540" 








Seq. ID 


OJ000313_31.0421.C18 


Gene No. 


116360 








Strand 




Start 


9246 








End 


10388 


Name 


OJ000313 31 


.0421. 


.C18.o2. 


.tc 


Method 


TBLASTX: Cress 


Start 


5637 








End 


7743 


GI 


none 








Score 


99 


Exons 


5637. .5771, 


5823. 


. .5954, 


6504. 


.6821, 6563.. 6820, 7294.. 7743, 



7440. .7628 



56103 



Seq. No. 


55540 








Seq. ID 


OJ000313_31.0421.C18 


Gene No. 


116360 








Strand 




btart: 


yZ4 b 








End 


10388 


Name 


(JJUUUo JLo J± . 


Cl A 0 1 
Uh Z 1 


. Llo . Ol 


. LW 


Method 


TBLASTX: Wheat 


otart 


D DO O 








End 


6671 


C T 


none 








Score 


340 


Exons 


R £Q R RQ R 7 

JOO J . • JJJ / , 


JOO / 


cite 
. . J / JJ/ 


RP. ^1 
JO j1 . . 


5956, 6503.. 6670, 6504. .6671. 


beq. no. 


c c c a d 








Seq. ID 


OJ000313_31.0421.C18 


Gene'"~N6 . 


116360 








.Strand 




Start 


9246 








End 


10388 


Name 


UJUUUjIj j! . 


Z 1 


.Llo . Oj 


. Z S 


Method 


TBLASTX: Soybean 


otart 


coon 








End 


7746 


t 


none 








Score 


92 


Exons 


coon CQOI 


DOUj 


. . DO 1 1 , 


ODU4 . . 


6815, 6905. .6943, 7293. .7499, 




/ z y fl . . / 0 1Z , 




. . 1 f HO / 


TROT 

/ oz / . . 


7742, 7624. .7743 


Seq. No. 


55540 








Seq. ID 


OJ000313_31.0421.C18 


Gene No. 


116360 








Strand 




OLdlL 


yz H D 








End 


10388 


Name 


UJUUUjIj j! . 


U H Z 1 


.LiO . Ol 




Method 


TBLASTX: Maize 


btart 










End 


7746 


H T 


none 








Score 


287 


Exons 


ooyy . . bcf 1 i, 


CLCPiCi 

boUU 


. . DO 10 , 


/z . . 


7742, '-7294. .7746, 7609.. 7746 


Seq. No. 


55540 








Seq. ID 


OJ000313_31.0421.C18 




116360 • 








Strand 




Start 


9246 








End 


10388 


Name 


OJ000313 31. 


0421 


.C18 .06 


• gp . 


Method 


AAT/GAP 


Start 


9025 








End 


9881 


GI 


35223 1.R1084 






Score 


1045 


Exons 


9025. .9308, 


9426 


. . 9551, 


9642. . 


9738, 9825.. 9881 


GI Descrip. 


'4557587/ref 


|NP_ 


000128. 


1 | pFAH | 


1.0e-38 


f umarylacetoacetase 



>gi_l 1977 8_sp_Pl 6 9 3 0_FAAA_HUMAN FUMAR YLAC E TOAC E T AS E 
(FUMARYLACETOACETATE HYDROLASE) ( BETA-DIKETONASE ) (FAA) 

>gi_106043_pir A37926 f umarylacetoacetase (EC 3.7.1.2) 

~>gi_182393 (M55150) fumarylacetoacetate hydrolase [Homo 
sapiens] 1 



human 



Seq. No. 55540 ■ Seq. ID 

Gene No. 116360 Strand 

Start 9246 End 

Name OJ000313_31 . 0421 . C18 . o2 . tm Method 

Start 9238 End 

GI none Score 
Exons 



OJ000313_31.0421.C18 
10388 

TBLASTX: Maize 

10230 

96 



9238. .9318, 9240. .9311, 9426. .9539, 9426. .9551, 9427 
9633. .9737, 9640. .9738, 9642. .9737, 9643. .9744, 9822 
9824. .9892, 9989. .10057, 9990. .10058, 9995. 
10153.'. 10230, 10155.. 10223 



9552, 
9902, 

10063, 10143. .10226, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55540 



116360 
9246 

OJ000313_31.0421;C18.o4.gs 
9246 
none 

9246. .9308, 9426. .9551, 9992. .10054, 10155. .10225 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 31.0421.C18 



10388 
GENSCAN 
10225 
.93 



56104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

G.I . 

Exons 

GI Descrip. 



55540 Seq. ID OJ000313_31 . 0421 . C18 

116360 Strand 

9246 End 10388 

OJ000313_31 . 0421 .C18 . o3 . np Method AAT/NAP 

9249 End 10388 

3157928 .Score 404 

9249.. 9308, 9426.. 9551, 9642.. 9716, 9992.. 10054, 10155- . 10388 
(AC002131) Similar to fumarylacetoacetate hydrolase, gb|L41670 
from Emericella nidulans . [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55540 

116360 

9246 

OJ000313_31.0421.C18.o4.ts 

9438 

none 



Seq. ID OJ000313_31.0421.C18 
Strand 
End 

Method 
End 
Score 



10388 

TBLASTX: Soybean 

10230 

133 



9438.. 9551, 9439.. 9552, 9640. .9738, 9642.. 9737, 9824.. 9910, 
9992.. 10057, 9993 . .100*58 , 10153 .. 10230, 10155.. 10226 



Seq. No. 55541 Seq. ID 

Gene No. 116361 Strand 

Start 80 End- - 

Name OJ0 003 1 3_3 1 . 04 21-. C20 ;-ol . gs Method 

Start 80 End 

GI none Score 

Exons 80. .860 



OJ000313_31.0421.C20 
+ 

860 

GENSCAN 
860 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55541 Seq. ID 

116362 Strand 

8157 End 

OJ000313_31.0421.C20.o3.gp Method 

8137 End 

2312476 Score 

,10328, 



OJ000313_31.0421.C20 
+ 

11430 
AAT/GAP 
10601 
730 
10409. 



10468, 



8137.. 8255, 10054 .. 10152 , 10227. 
10553. .10601 

2689720 6.0e-33 (AF037168) DnaJ homologue [Arabidopsis thaliana] 



55541 Seq. ID 

116362 Strand 

8157 End 

OJ000313_31 . 04 21. C20 . o2 . np Method 

'8157 End 

2689720 Score 



OJ00.0313_31.0421.C20 
+ 

11430 
AAT/NAP 
11430 
677 



8157.. .8255, 10054 .. 10152, 10227 .. 10328 , 104 09 .. 104 68 , 
10553. .10659, 10767 .. 1084 9, 11025 .. 11110, 11206.. 11430 
(AF037168) DnaJ homologue [Arabidopsis thaliana] 



55541 

116362 

8157 

OJ000313__31.04 21.C20.o3.gs 

8157 

none 



Seq. ID OJ000313_31.0421.C20 

Strand + 

End 11430 

Method GENSCAN 

End 11421 

Score .96 



8157.. 8255, 10054 .. 10152, 10227 .. 10328 , 10409 .. 104 68 , 
10553. .10659, 10767. .10849, 11025. .11115, 11214. .11421 



56105 



Seq. No. 55541 Seq. ID 

Gene No. 116363 Strand 

Start 12337 End ' 

Name OJ000313_31 . 0421 . C20 . o4 . gs . Method 

Start 12337 End 

GI none ' Score 

Exons 12337.. 12525 



OJ000313_31.0421.C20 
+ 

12525 
GENSCAN 
12525 
.79 



Seq. No. 55541 

Gene No. 116364 

Start 14015 

Name OJ000313_31 . 0421 . C20 . o4 . gp 

Start 13930 

GI 'none 

Exons 13930. .14078, 14870 .. 14 928 , 
15434. .15515, 15687.. 15723 



Seq. ID OJ000313_31.0421.C20 

Strand + 

End 15884 

Method AAT/GAP 

End 15723 

Score 920 
1504 0. .15132, 15238. .15327, 



Seq. No. 55541 Seq. ID 

Gene No. 116364 " ^ Strand 

Start 14015" End 

Name OJ000313_31 . 0421 . C20 . o5 . gs Method 

Start 14015 End 

GI none Score 
Exons 



OJ000313_31.0421.C20 
+ 

15884 ' 
• GENSCAN 
15884 
.81 



14015. .14078/- 15426. .15515, 15832.. 15884 



Seq. No. 55541 Seq. ID 

Gene No. 116365 Strand 

Start .456 End 

Name OJ000313_31 . 0421 . C20 . ol . gp Method 

Start 456 - End 

GI none Score 

Exons 456. . 1019 



OJ000313_31.0421.C20 

1019 
AAT/GAP 
1019 
1090 



Seq. No. -55541 

Gene No. 116366 

Start 2690 

Name OJ000313_31 . 0421 . C20 . ol . tm 

Start 121 

GI none 

Exons 121. .429, 122. .415, 123. .431, 
411. .866, 413. .871, 475. .870 



Seq. ID OJ000313_31.0421.C20 
Strand 

End . 5536 

Method TBLASTX : Mai ze . 

End * 871 

Score 243 

123. .416, 390. .866, 401. .862, 



Seq. No. 55541 

Gene No. 116366 

Start 2690 

Name OJ000313_31 . 0421 . C20 . o3 . tc 

Start 141 

GI none 

Exons 141.. 206, 240.. 314, 289.. 321, 
543. .680, 705. .869, 749. .868 

Seq. No. 55541 

Gene No. 116366 

Start 2690 

Name OJ000313_31 . 0421 . C20 . o3 . ts 

Start 369 

GI none 



Seq. ID OJ000313_31.0421.C20 
Strand 

End 5536 

Method TBLASTX: Cress 

End 869 

Score 73 

450. .503, 455. .496, 533. .622, 



Seq. ID OJ000313__31.0421.C20 
Strand 

End 5536 

Method TBLASTX : Soybean 

End 851 

Score 4 3 



56106 



Exons 



369. .404, 443. .508, 444. .509, 513. .662, 542. .574, 701. .847, 
705. .851 



Seq. No. 55541 Seq. ID 

Gene No. 116366 Strand 

Start 2690 End 

Name OJ000313_31 . 0421 . C20 . o3 . tw Method 

Start 699 End 

GI none Score 

Exons 699..869, 701.. 859 



OJ000313_31.0421.C20 
5536 

TBLASTX: Wheat 

869 

176 



Seq. No. 55541 Seq. ID OJ000313_31 . 0421 . C20 

Gene No. 116366 Strand 

Start 2690 End 5536 

Name OJ000313_31 . 0421 . C20 . o2 . gp Method AAT/GAP 

Start 2360 End 4297 

GI 3279_2.R1084 Score 1930 

Exons 2360. .3223, 4000. .4145, 4236. .4297 

GI Descrip. ' 2689720 . 6 . Oe-33 (AF037168) DnaJ homologue [Arabidopsis 
thaliana] 1 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



55541 

116366 

2690. 

OJ000313_31.0421.C20.o2.tm 

2375 * 

none 

2375. .2425, 2377. .2412, 2427. 
2484. .2510, 2539. .2583, 2539. 
2677. .2946, 2683. .2922, 2684. 
3000. .3212, 3001. .3213, 3017, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 31.0421.C20 



5536 

TBLASTX: Maize 
3254 
47 

2486, 2428. .2487, 2483. 
2583, 2642.. 2680, 2643. 
2965, 2694.. 2945, 2717. 
3229, 3018.. 3254 



.2515, 
,2666, 
.2953, 



Seq. No. 55541 

Gene No. 116366 

Start 2690 

Name OJ000313_31 . 0421 . C20 . o2 . tw 

Start • 2471 

GI none 

Exons 2471.. 2518, 2473.. 2520, 2682. 
2694. .2807 



OJ000313_31.0421.C20 
5536 

TBLASTX: Wheat • 

2807 

'56 



Seq. ID 
Strand 
End 

Method 
End ■ 
Score 

.2801, 2684. .2806, 2692. .2802, 



Seq. No. 55541 

Gene No. 116366 

Start 2690' 

Name OJ000313_31 . 0421 . C20 . ol . ts 

Start 2683 

GI none 

Exons 2683.. 2850, 2,688.. 2897, 2690. 

3000. .3164, 3014. .3181, 3033. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2926, 2694 
.3182, 3179 



OJ000313 31.0421.C20 



5536 

TBLASTX: Soybean 
3211 
93 

2885, 2720.. 2896, 
3211 



Seq. No. 55541 Seq. ID 

Gene No. 116366 Strand 

Start 2690 End 

Name OJ000313_31 . 0421 . C20 . o2 . gs Method 

Start 2690 End 

GI none Score 

Exons 2690.. 3249, 4205.. 4365, 5469.. 5536 



OJ000313_31.0421.C20 
5536 

GENSCAN . 

5536 

.45 



56107 



Seq. No. 55541 

Gene No. 116366 

Start 2690 

Name •-• OJ000313_31 . 0421 . C20 . o2 . tc 

Start 2690 

GI none 

.Exons 2690.. 2965, 2709.". 2876, 3047, 



Seq. ID OJ000313_31.0421.C20 
Strand 
End 

Method 
End 
Score 
.3184 



5536 

TBLASTX: Cress 

3184 

112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 
C3 GI 
^1 Exons 



55541 Seq. ID 

116366 Strand 

2690 End 
OJ000313_31 . 04 21 .C20 . ol . np Method 

2693 End 

5031281 Score 
2693. .3211 

(AF139499) unknown [Prunus armeniaca] 

55541 Seq. ID 

116366 Strand 
2690 End 
OJ000313_31.0421.C20.ol.tw Method 
2822 End 
none Score 

2822. .2887, 2823. .2885, 2894. .2953, 2896. .2922, 2997. .3209, 

3001. .3210, 3008. .3214, 3012. .3221 



OJ000313_31.0421.C20 

5536 
AAT/NAP 
3211 
561 



OJ000313_31.0421.C20 
5536 

TBLASTX: Wheat 
3221 

103 . ' 



Seq. No. 55541 Seq. ID 

Gene No. 116367 Strand 

Start 10032 End' 

Name OJ000313_31 . 04 21 . C20 . o3 . tm Method 

Start 10032 End 

GI none Score 
Exons 



OJ000313_31.0421.C20 
11431 

TBLASTX: Maize ' 

10464 

177 



10032. .10154, 10048. .10152, 10224 .. 10328 , 1022 6 .. 10330, 
10226. .10327, 10406 .. 104 62, 10410 .. 10463, 104 10 .. 104 63, 
10411. .10464 



Seq. No. 55541 > „ Seq. ID 

Gene No. 116367 - Strand 

Start 10032 End 

Name OJ000313_31 . 0421 . C20 . ol . tc Method 

Start 10045 End 

GI none Score 

Exons 10045. .10152, 10056 .. 10139, 10224 

10418. .10474, 10550. .10660, 10552 



OJ000313 31.0421.C20 



11431 

TBLASTX: Cress 
11118 
133 

10325, 10226. .10333, 
10659, 10701. .10850, 



10702. .10854, 10993. . 11118, 11024 .. 11-11 6 



Seq. No. 55541 

Gene No. 116367 

Start 10032 

Name OJ000313_31 . 0421 . C20 . o2 . ts 

Start 10045 

GI none 

Exons 10045. .10152, 10056 .. 10154 , 
10226. .10348, 10412. .104 74", 



Seq. 'ID 
Strand 
End 

Method 
End 
Score 

10063 

10504 



OJ000313 31.0421.C20 



11431 

TBLASTX: Soybean 
10629 
• 163 

10158, 10224. .10325, 
10629, 10550.. 10627 



Seq. No. 



55541 



Seq. ID OJ000313 31.0421.C20 



56108 



• 



« S3* 

t a 



Gene No. 


116367 


Strand 






Start 


10032 


End 


11431 




Name 


OJ000313_31.0421.C20.o4 . tm 


Method 


TBLASTX: Maize 




Start 


10 /oO 


T-i _ _j 
hna 


1 1 A "3 1 

114 31 




GI 


none 


Score 


82 




Exons 


1U /oU . . 10854 , 10 / o 0 . . 108 5 1 , 


1 1 non i 1 
11U2U . . 11 


115, 11024 .. 11116, 






1 120 0 . . 1 1334 , 11^4/ . . 11 34 0, 


1 1 O/i/ 11 
11244 . . 11 


342, 1124 /.. 1 1342 , 






11340 . . 11423, 1 1 34 2 . . 1 1 4 3 1 , 


1 1 *3 A 0 11 

11342 . . 11 


A "3 1 

4 31 




Seq. No. 


0 0 3 4 1 


beq. ID 


OJ000313 31.0421 


. C20 


Gene No . 


1 iDJDO 


btrana 






Start 


i a n 1 a 
14014 


End 


15736 - 




Name 


OJ000313 31.0421.C20.o4.ts 


Method 


TBLASTX: Soybean 




Start 


14014 


End 


15736 




bl 


none 


Score 


79 




Exons 


14 ui 4 . . 14 u / y / 1 4 0 00 . . 14 y2 / , 


14869. . 14 


928, 14869. .14928, 






1 caoo 1 ci on 1 c. n *3 /i 1 ci 00 
10023 .. 10130 , 10034 .. 10132 , 


15036. .15 


131, 15037. .15132, 






1 0ZZ 0 . . 1 0 J 1 1 / 1 3 / . . 1 jj 1 4 / 


15418. .15519, 15473. .15517, 






10 00 0 . . lo /30 , loboo..l0/3o 








beq. No. 




Seq. ID 


OJ000313_31.0421 


poo 
. C22 


Gene No. 


116369 


Strand 


+ 




Start 


1 


End 


1997 




Name 


UJ000313 31 . 042 1 . L22 . Ol . np 


Method 


AAT/NAP . 




Start 


1 


End 


1151 




GI 


6729532 


' Score 


179 




Exons 


1 OO OfifT CIO 1 nni 1 1 E 1 

1..92, 396. .518, 1001. .1151 








GI Descrip. 


(AL132977) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


c e c /1 0 
5554 2 


Seq. ID 


OJ000313_31.0421 


. C22 


Gene No . 


1 1 £ Q 


Strand 


+ 




Start 


1 


End 


1997 




Name 


OJ000313 31.0421.C22.ol.gp 


Method 


AAT/GAP 




btart 


36. • 


End 


1997 




bl 


uC-osflcypl69f05bl 


Score 


44 6 




Exons 


36.-83, 426. .518, 1001. .1162 


, 1951.. 1997 




GI Descrip. 


' 287938/emb 1X54204 | CVPRSET5C 


6.0e-47 


Cloning vector pRSETSc 




(pBluescript KS plus derivative) 1 






Seq. No. 


55543 


Seq. ID 


OJ000313_31.0421 


.C23 


Gene No. 


116370 


Strand 


+ 




C -I- rf 


11 


End 


2076 




Name 


OJ000313 31.0421.C23.ol.gs 


Method 


GENSCAN 




otart 


11 


End 


2076 




bl 


none 


Score 


.7 




Exons 


11. .178, 510. .636, 2000. .2076 






beq. No. 


55543 


Seq. ID 


OJ000313_31.0421 


.'C23 




116370 


Strand 


+ 




Start 


11 


End 


2076 




Name 


OJ000313 31.0421.C23.ol.gp 


Method 


AAT/GAP 




Start 


510 


End 


785 




GI 


uC-osflcypl69f05bl 


Score 


484 




Exons 


510. .785 








GI Descrip. 


1 287 938/emb | X54204 ICVPRSET5C 


6.0e-47 ( 


Cloning vector pRSET5c 



(pBluescript KS plus derivative) 1 



56109 



Seq. No. 


55544' 




Seq. ID 


OJ000323_30.0420 


,C2 


Gene No. 


116371 




Strand 


+ 




Start 


HZ 




bna 


i)o j 




Name 


OJUUUozo jU . U4zU . Cz . Ol . 


gs 


Metnod 


GENSCAN 




Start 


llz 




T-> _ _] 

Lna 


C £ "3 

0 DO 




GI 


none 




Score 


o c 
. 00 




Exons 


11Z . .ZzU, . JOJ 










Seq. No. 


C C C A A 

3004 4 




Seq. ID 


OJUUUozo oU.U4zU 




bene LNU . 






Strand 






Start 


1 




End 


1158 




Name 


OJ000323 30.0420.C2.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1158 




GI 


6175185 




Score 


47 




Exons 


1..59, 464. .640, 1117., 


1158 








GI Descrip. 


(AC011437) ankyrin-like 


protein [Arabidopsis thaliana] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55545 
116373 
2149 

OJ000323_30.0420.C4 .ol.gs 
2149 



none 
2149. , 
3641. , 
5321. . 
9138. . 
11356. 
14 957, 



Seq. ID OJ000323_30.0420.C4 
Strand + 
End ' 16336 
Method GENSCAN 
End 16336 
Score .73 

.2956, 3019. ;3142, 3154. .3284, 
.4213, 4342. .4420, 4838. .4913, 
.'8076, 8729. .8760, 8813. .8985, 
9800, 10222. .10301, 10658 1084 0, 10926 .. 11308 , 
.12388, 12539. . 12690, 13561 .. 13855 , 14356 14 838 , 
.15090; 15221. .15710,- 15770.. 16336 



2230, 2545.. 2636, 2687. 
3735, '3865. .4009, 4139. 
5902, 6857. .7053," 7955. 



Seq. No. ' 55545 Seq. ID 

Gene No. 116373 Strand 

Start 2149 End 

Name OJ000323_30 . 0420 . C4 . ol . np Method 

Start 8847 End 

GI 7228457 ' Score ' 

Exons , 8847.. 9294, 9374.. 9853, 10658 .. 12145, 

,14206.-14718, 14785. .16333 
GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



OJ000323_30.0420.C4 
+ 

16336 
AAT/NAP 
16333 . 
4 642 
12569. .13864, 



Seq. No. 55545 Seq. ID 

Gene No. 116374 Strand 

Start 16988 End 

Name OJ000323_30 . 0420 . C4 . o2 . gs Method 

Start 16988 End 

GI none ' Score 

Exons 16988. .17212, 17255 .. 17707 , 17744 

18683. .18839, 18 910 .. 19109, 19186 



OJ000323_30. 0420. C4 

23281 
GENSCAN 
20298 

.79 * - ' 

.17992, 18095. .18499, 
.20076, 20161.. 20298 



Seq. No. 55545 Seq. ID 

Gene No. 116374 Strand 

Start 16988 End 

Name OJ000323_30 . 0420 . C4 . o2 . np Method 

Start 17006 End 

GI 7228456 Score 



OJ000323_30.0420.C4 

23281 
AAT/NAP 
23281 
1730 



56110 



Exons 


17006. .17908, 18011 


. .19041, 


19201. .19470, 19510 


. . ZKjoZd t 






23122. .23281 












GI Descrip. 


(AP001366)*" hypothetical protein [Oryza 


sat x va ] 






Seq. No. 


55545 




Seq. ID 


OJ000323 


_30.0420 


■ C4 


Gene . No . 


116374 




Strand 








b nam 


16988 




End 


Z 3Z O 1 






Name 


OJ000323 30. 0420. C4 


. o3 . gs 


Method 


VjEjINoL/RIN 






otart 


21918 




End 


0-5979 
Z jZ / Z 








none 




Score 


A ^ 






Exons 


Z iy lo . . ZZZoV , Zolov 


. . ZoZ 1 Z 










beq. no. 


55545 




Seq. ID 


OJ000323 


ol) . U4 ZU 


r^> a 

. C4 


Gene No. 


116375 




Strand 








Start 


23531 




End 


25787 






Name 


OJ000323 30. 0420. C4 


.o4 . gs 


Method 


GENSCAN 






btart 


23531 




End 


25663 








none 




Score 


.66 






Exons 


23531. .23756, 24036 


. ;24182, 


24300. .24436, 24550 


9 a t;Q £ 

. . Z H DO D , 


















beq. jno. 


55545 




Seq. ID 


OJ000323 


on A/i on 


C" A 


Gene No. 


116375 




Strand 








Start 


23531 




. End 


25787, 






Name 


OJ000323 30. 0420. C4 


. o3 . np 


Method 


AAT/NAP 






Start 


23714 




End 


25787 






GI 


476420 




Score 


55 






Exons 


23714. .23827, 23864 


.23939, 


24008. .24231, 25518 


. .25787 




GI Descrip. 


collagen alpha 1(1) 


chain - 


bovine (fragments) 






Seq. No. 


55545 




Seq. ID 


OJ000323 


_30.0420 


C4 


Gene No. 


116376 




Strand 








Of -s vf 

btar u 


27362 




End 


28445 






Name 


OJ000323 30. 0420. C4 


06 . tw 


Method 


TBLASTX: Wheat 




O -)- -i v- +- 

btart 


9575 




End 


9838 






H T 


none 




Score 


91 






Exons 


9575.. 9682, 9592.. 967.2, 9652 


..9795, 9656..9838 






Seq. No. 


55545" 




Seq. ID 


OJ000323 


_30.0420 


C4 


Gene No. 


116376 




Strand 










27362 




End 


28445 






Name 


OJ000323 30. 0420. C4 


ol . tw 


Method 


TBLASTX: Wheat 




Of -j —4- 

OLdLt 


11443 




End 


11929 








none 




Score 


372 






Exons 


11443. .11616, 11444 


.11929, 


11644.. 11898 ' 






beq. no. 


55545 




Seq. ID 


OJ000323 


_30.0420. 




Gene No. 


116376 




Strand 








Start 


27362 




End 


28445 






Name 


OJ000323 30. 0420. C4 


o4 . tw 


Method 


TBLASTX: Wheat 




Cf v4- 

otart 


12050 




End 


12340 






GI 


none 




Score 


97 






Exons 


12050. .12145, 12055, 


.12144, 


12136. .12339, 12137 


. .12340, 






12158. .12340 












Seq. No. 


55545 




Seq. ID 


OJ000323_ 


_30.0420. 


C4 


Gene No. 


116376 




Strand 









56111 




btart 


Z / ooZ 




hna 


O Q A A Q 


Name 


U J U U U oV O o U . (J 4 Z U . U4 , 


. o2 . tm 


Metnod 


mnT TV nmv * — . -I » « 

i BLAb ix : Mai ze 


Start 


lZ 1 o 1 




End 


IZo4 U 


GI 


none 




Score 


iy y 


Exons 


lzlj / . . j4U, IZlOb, 


1 OTTO 






oeq . iNO . 


J JJ 4 ! J 




Seq. ID 


OJ000323_30i0420.C4 


Gene No. 


116376 




Strand 




Start 


27362 




End 


28445 


Name 


OJ000323 30. 0420. C4 , 


,o5.tw 


Method 


TBLASTX: Wheat 


Start 


14391 




. End 


14850 


GI 


none 




Score 


133 


Exons 


14391. .14486, 14392, 


. . 14487, 


14563. .14850, 14 565 .. 14 651 , 



14679. .14738 



beq. no. 


C C C A Q 

0004 0 




Seq. ID 


OJ000323_30.0420 


Gene No . 


T 1 C O T C 




Strand 




Start •-" 


27362 




End 


28445 


Name 


OJ000323_30.0420.C4. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


1 col T 




End 


15556 


GI 


none 




Score 


331 


Exons 


1C010 ICCOT TCOIT 

lOZ 1 J . . LODZ f , loJl/. 


. 100l7 , 


15324. .15536, 15509. .15556 


beq. wo. 


OO 04 0 




Seq. ID- 


OJ0.00323_30.0420 


Gene No . 


1 1 DO / D 




Strand 




Start 


27362 




End 


28445 


Name 


OJ000323_30.0420.C4. 


o2, tw 


Method 


TBLASTX: Wheat 


b tart 


ICO/11 

10 j4 1 




End 


15727 


GI 


none ' 




Score 


368 


Exons 


1oj4 1 . . 104 lo , 10o4Z. 


. 10 / 1U , 


154 43. .15685, 15476. .15727 


beq. no. 


c c c /l c 
000 4 0 




Seq. ID 


OJ000323_30.0420 


Gene No . 


11 DO / b 




Strand 




Of 1 vf 


Z / O oz 




End 


28445 


Name 


OJ000323 30. 0420. C4 . 


o3 . tw 


Method 


TBLASTX: Wheat 


Start 


■ 15728 




End 


16324 


GI 


none 




Score - 


239 


Exons 


15728. .16018, 15730. 


.15825, 


15895. .16005, 16088. .16168, 




16198. .16320, 16199. 


.16324 






Seq. No. 


55545 




Seq. ID 


OJ000323_30.0420 


Gene No. 


116376 




Strand 




Start 


27362 




End 


28445 


Name 


OJ000323 30. 0420. C4. 


o5 . gs 


Method 


GENSCAN 


Start 


27362 




End 


28445 


GI 


none 




Score 


.59 


Exons 


27362. .27499, 27,575. 


.27692, 


28223. .28340, 28402. .28445 


Seq. No. 


55546 




Seq. ID 


OJ000323_30.0420 


Gene No. 


116377 




Strand 


+ 


Start 


1 




End 


1246 


Name 


OJ000323 30. 0420. C5. 


ol . np 


Method 


AAT/NAP 


Start 


1 




End 


1246 


GI. 


6063557 




Score 


216 


Exons 


1..39, 111. .261, 457 


. .613, 


1221. .1246 




GI -Descrip. 


(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



56112 





Seq. No. 


55546 


Seq. ID 


OJ000323_ 


30. 0420. C5 




Gene No. 


116378 


Strand 




■ - 




btart 


/ / 0 


bna 


oil 






Name 


(jjuuuo/o ju . U4 . to . oi . gs 


Method 








Start 


inc. 
lib 


bna 


O *7 "7 

oil 






GI 


none 


Score 


O Q 
. OO 






Exons 


/ / O . . o / / 










Seq. No.. 


OOj4 / 


Seq. ID 


OJ000323_ 


on n a on nn 




Gene No . 


1 1 

. 1 1 co / y 


Strand 








Start 


1 


End 


5236 






Name 


OJ000323 30.0420.C7.ol.np 


Method 


AAT/NAP 






btarr 


1 


End 


4060 






GI 


6175185 


Score 


186 






Exons 


1..25, 388. .469, 551. .683, 8 


17. .903, 1141. .1280, 


2531. .2659 






3697. .3866, 3963. .4060 










GI Descrip. 


(AC011437) ankyrin-like protein [Arabidopsis thaliana] 




Seq. No. 


55547 •"* 


Seq. ID 


OJ000323_ 


on n / on r*n 




Gene No. 


116379 


Strand 








btart 


1 


End 


5236 






Name 


OJ000323 30.0420.C7.ol.gs 


Method 


GENSCAN 






Start 


290 


End 


3877 






GI 


none v * 


Score 


.83' 






Exons 


290. .387, 555. .683, 817. .903, 1141. .1280, 2531.. 


2659, 3697. 


~ ^ 

§_ • jj 
s ; s 


Seq . No . 


55547 


Seq. ID 


OJ000323_ 


30. 0420. C7 


? is? 


Gene No. 


116379 


Strand 






? * 

■= " 


Start 


1 


End 


5236 




I :3 

U "ST 


Name 


OJ000323 30.0420.C7.o2.np 


Method 


AAT/NAP 




k -J 


Start 


3420 


End 


5236 




r ; s 


GI 


6721512 


Score 


91 






Exons 


3420. .3533, 4876. .4902, 4945 


..5236 






_ 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




"*i 


Seq. No. 


55548 


Seq. ID 


OJ000323_ 


30. 0420. C9 


Gene No. 


116380 * 


Strand 


+ 






otart 


555 


End 


1790 






Name 


OJ000323 30.0420.C9.ol.gs 


Method 


GENSCAN 






btart. 


555 


End 


1790 








none 


Score 


. 61 






Exons 


555. .625, 1101. .1219, 1709.. 


1790 








beq . no . 


55548 


Seq. ID 


OJ000323_ 


30. 0420. C9 




Gene No. 


116381 


Strand 


+ 






Start 


5094 


End 


13855 






Name 


OJ000323 30.0420.C9.o3.gs 


Method - 


GENSCAN 






bt art 


5094 


End 


10133 








none 


Score 


.46 






Exons 


5094.. 5163, 5190.. 5304, 5575 


..5685, 5765.-5865, 


6639. . 6731, 






7127. .7174, 7438. .7632, 7877 


..8451, 8476.-8884, 


9037. .10133 




Seq. No. 


55548 


Seq. ID 


OJ000323_ 


30. 0420. C9 




Gene No. 


116381 


Strand 


+ 






Start 


5094 


End 


■13855 






Name 


OJ000323 30.0420.C9.ol.np 


Method 


AAT/NAP 






Start 


7708 


End 


13855 





56113 



GI 7228457 Score 9446 

Exons 7708. .8074, &1\3'6. . 10070, 10134 10967 , 11090 .. 1224 1, 

12308.. 13855 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



C 1 /-v \7 rt 

beq. NO. 




" Seq. ID 


OJ000323_ 






u y 


Gene No. 


116382 


Strand 


+■ 








Start 


19009 


End 


20207 - 








Name 


n Tfi Pi n "3 o "3 **c\ nyion r*Q 

UJUUU j jU . Uh zu . L!? . o / . CfS 


■» Method 


GENSCAN 








CM , A- 

b tart 


i Qn n q 
i y U U y 


End 


20207 










none 


Score 


.52 








Exons 


iQnnQ i on^c; i q 9 iq/iqi 


20119. .20207 








beq. wo. 


CCC/Q 


Seq. ID 


OJ000323_ 


jU 


. U 4 z u . 


r*> q 

L/ y 


Gene No. 


lloooo 


Strand 










Start 


2048 


End - 


2558 








Name 


OJ000323 30.0420.C9.o2.gs 


Method ' 


GENSCAN 








Start 


2048 


End" - 


2558 








GI 


none 


Score 


.68 








Exons 


2048. .2259, 2306. .2558 












Seq. No; 


55548 


Seq. ID 


OJ000323_ 


30 


.0420. 


C9. 


Gene No. 


116384 


Strand 










Start 


14487 


End 


19775- 








Name 


OJ000323 30.0420.C9.o5.gs 


Method 


GENSCAN 








Start 


14487 


End 


16136 ^ 








GI 


none 


Score 


1 








Exons 


14487. .16136 " 













Seq. No. 55548 Seq. ID 

Gene No. 116384 Strand 

Start 14487 End 19775 

Name OJ000323_30 . 0420 . C9 . o2 . np Method AAT/NAP 

Start 14490 . - End 17830 

GI , . 5803259 -. ^ Score--' 4998 

Exons 14490. .16159, 16244 16473, 16569.. 17830 
GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



OJ000323 30. 0420. C9 



Seq. No. 


55548 


Seq. ID 


OJ000323_30.0420 


.C9 


Gene No. 


116384 


Strand 






Start 


14487 


End 


19775 




Name 


OJ000323 30.0420.C9.o6.gs 


Method 


GENSCAN . 




Start 


16332 


End 


17830. 




GI 


none 


Score 


1 




Exons ... 


16332. .16473V 16569. .17830 








Seq. No. 


55548 


Seq. ID 


OJ000323_30.0420 


.C9 


Gene No. 


116384 


Strand 






Start 


14487 


End 


19775 




Name 


OJ000323 30.0420.C9.o4 .np 


Method 


AAT/NAP 




Start 


16727 


End 


19775 




GI 


7485321 


Score 


162 




Exons 


16727. .16775, 17545. .17634, 


19565. . 19775 




GI Descrip. 


hypothetical protein F10M10 


.200 - Arabidopsis thaliana 






gi | 4 455188 | emb | CAB36720 . 1 | 


(AL035521) 


putative protein 





561.14 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] gi | 7270393 | emb | CAB80160 . 1 | (AL161585) 
putative protein [Arabidopsis thaliana] 



OJ000323 30. 0420. C9 



55548 
116384 
14487 

OJ000323_30.0420.C9.o3.np 
18647 
5922623 

18 647. .18722, 18890. .1904 4, 19440. .19524 

(AP000492) hypothetical protein [Oryza sativa] 

gi'l 6016856 | dbj |BAA85199.1| (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End • 

Method 

End 

Score 



19775 
AAT/NAP 
19524 
206 



55548 

116385 

20377 

OJ000323_30.0420.C9.o6. tw 

8416 

none 



Seq. ID OJ000323_30.0420.C9 



Strand 
End 

Method 

End 

Score 



20783 

TBLASTX: Wheat 
8754 : 
112 



8416. .8514, 8421. .8513, 8481. .8720, 8497. .8754 



Seq. No. 
Gene No. 
Start 
lz Name ; 
* u Start' 

ru gi 

£3 Exons 

*5 Seq. No. 

Gene No. 

^ Start 

= Name 

tl Start 

0 GI 

i2 Exons 

!f Seq. No. 
[3 Gene No. 
□ Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



55548 Seq. ID 

116385 Strand 

20377 ' End 

OJ000323_30.0420.C9.o2.tw Method 

94 91 End 

none Score 

9491. .9628, 9492. .9950, 9686.-9946 

55548 Seq. ID 

116385 Strand 

20377 End 

OJ000323_30.04 20.C9.ol. tw Method 

10142 End . 

none - Score 



OJ000323_30.0420.C9 
20783 

TBLASTX: Wheat 

9950 

403 • 



OJ000323_30.0420.C9 
20783 

TBLASTX: Wheat 

10604 

587 



10142. .10597, 10143. .10604, 10143.. 10598 

OJ000323 30. 0420. C9 



55548 
116385 
20377 

OJ000323_30.0420.C9.o3.ts 

10182 

none 

10182. .10406, 10413. .1054 7 

55548 
116385 

20377 • 
OJ000323_30.0420.C9.ol. tm 
10272 
none 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



20783 

TBLASTX : Soybean 

10547 

117 



OJ000323_30.0420.C9 
20783 

TBLASTX: Maize 

10628 

392 



10272. .10628, 10307 .. 10618 , . 10323 .. 10628 



55548 

116385 

20377 



Seq. ID OJ000323_30.0420.C9 
Strand 

End 20783 



56115 




Name 




. o5 . tw 


Method 






otart 


1U DUD 




tna 






P T 


none 




Score 


99/1 
oz 4 




Exons 


infiflR i nqi c infill 


i oqo9 
. . j. u y \j o 








Seq. No. 


55548 




Seq. ID 


OJ000323_30.0420 


.C9 


Gene No. 


1163.85 




Strand 








Z Uj / / 




End 


20783 




Name 


ninnm^^ "50 0^9O pq 

UJUUU J JU . U H Z U . K^y 


oz . r.m 


Method 


TBLASTX: Maize 




btart 


1 fi £ c; c 




End 


11038 




pt 


none 




Score 


272 




Exons 


i n^Rc; i OQTQ *I0£R£ 
IUDOj . .±\Jyoy r IUDju 




10928. .11038 




Seq. No. 


55548 




Seq. ID 


OJ000323_30.0420 


.C9 


Gene No. 


116385 




Strand 






OLdLL 


90977 




End 


20783 




iName 


pitooo999 90 oaoo pq 


Ol . LS 


Method 


TBLASTX : Soybean 




OLaiL 






End 


11161 






none 




Score 


136 




Exons 


107Q1 10Q94 1 HQ^I 


1 1 1 £1 
. 1 1 1 D 1 








Seq. No. 


55548 




Seq. ID 


OJ000323_30.0420 


.C9 


Gene No. 


116385. 




Strand 






OLdlt 


90977 




End . 


20783 




Name 


rtTOOO'30'3 on PQ 


- 

o8 . tw 


Method 


TBLASTX': Wheat 




Cf -i v+~ 

btart 


iuyzo 




End 


11212 




pt 
b?l 


none 




Score 


24 0 




Exons 












oeq. no. 


0004 o 




Seq. ID 


OJ000323_30.0420 


. by 


Gene No. 


116385 




Strand 






Start 


20377 




End 


20783 




Name 


nTnnn^9^ 90 c\aoc\ pq 


o4 . tw 


Method 


TBLASTX: Wheat 




otart 


I 1 CCQ 

I I OOo 




End 


12220 




PT 


none 




Score 


235 




Exons 


1 1 DO O. . ± ± 0 / O , 11/OD. 


i om n 
. ±z U i u , 


11801. .12010, 11851. .12036, 






1 9071 1 ooon i onon 
1 z U / ± . . 1 z z z.U , liUoU . 


19 9 17 
. LZZL / , 


12082. .12219 ; - 




oeq ■ ino . 


R R R 4 Q 
0004 O 




Seq. ID 


OJ000323_30.0420 


PQ 

. b, y 


Gene No. 


116385 




Strand 






Start 


20377 




End 


20783 




Name 


OJ000323 30. 0420. C9. 


o2.ts 


Method 


TBLASTX: Soybean 






11909 




End 


12475 






5666795 




Score 


69 




Exons 


11909. .12007, 12083. 


.12220, 


12275. . 12475 




bi uescrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


55548 




Seq. ID 


OJ000323_30.0420 


.C9 


Gene No. 


116385 




Strand 








20377 




End 


20783 




Name 


OJ000323 30. 0420. C9. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


12223 




End 


12535 




GI 


none 




Score 


189 




Exons 


12223. .12399, 12275. 


.12535 








Seq. No. 


55548 




Seq. ID 


OJ000323_30.0420 


.C9 


Gene No. 


116385 




Strand 







56116 




Start 


20377 




End 


20783 




Name 


OJ000323 30. 0420. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12728 




End • 


13048 




GI 


none 




Score 


46 




Exons 


1 O "7 O O 1 O "7 "7 O 1 O "7 O >l 

12 /2o . . 12 / / o , 12/o4. 


. 13U33 , 


12785. .13048 




Seq. No. 


55548 • 




Seq. ID 


OJ000323_30.0420. 


C9 


Gene No. 


116385 




Strand 






Start 


2U3 / / 


- 


End 


20783 




Name 


OJ000323 30. 0420. C9. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


1 O O f o 

12862 




End 


13243 




GI 


none 




Score 


365 




Exons 


12oo2 . . 12yio, 12ooo. 


. 1324 3, 


12964. .13107 




Seq. No. 


rrryio 

3034 8 




Seq. ID 


OJ000323_30.0420. 


C9 


Gene No. 


116385 




Strand 






Start 


. 20377 




End 


20783 




>."T _ „ _ 

Name 


OJUUU323 oU.U420.Cy. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


13244 




End 


•13846 




GI 


none 




Score 


265 




Exons 


1 QO/I / 1 -JCOQ 1*30/1/1 

I J24 4 . . 1 odZ o , 13244. 


. 1 JobU , 


13384. .13554, 13720 .. 13842, 






13 721 . . 138 4 d 










Seq. No. 


33o4o 




Seq. ID 


OJ000323_30.0420. 


C9 


Gene No. 


116385 " 




Strand 






Start ' 


20377 




End 


20783 




Name 


OJ000323 30. 0420. C9. 


o5 . np 


Method 


AAT/NAP 




Start 


20377 




End 


20773 




GI 


4585985 




Score 


178 




Exons 


20377. .20460, 20536. 


.20773 








GI Descrip. 


• (AC005287) Hypothetical protein [Arabidopsis thaliana] 




o e q . in o . 


55548 




Seq. ID 


OJ000323_30.0420. 


C Q 


Gene No. 


116385 




Strand 






Start 


20377 




End 


20783 




Name 


0JOOO323 30. 0420. C9. 


o4 . tm 


Method 


TBLASTX : Mai ze 




Start". . 


■20653 . ' 




End 


20783 




GI 


none 




Score 


72 




Exons 


20653. .20772, 20656. 


.20775, 


20657. .20779, 20697.. 20783 





C3 Seq. No. 


55549 






Seq. ID 


OJ000323_ 


_30. 


0420 


.C10 


Gene No. 


116386 






Strand 


+ 








Start 


9 






End 


2197 








Name 


OJ000323 30. 0420. C10 


.ol 


.gs- 


Method 


GENSCAN 








Start 


9 






End 


2197 








GI 


none 






Score 


.74 








Exons 


9.. 186, 2175.. 2197 
















Seq. No. 


55549 






Seq. ID 


OJ000323_ 


_30. 


0420 


.C10 


Gene No. 


116387 






Strand 


+ 








Start 


2984 






End 


3229 








Name 


OJ000323 30. 0420. C10 


.o2 


. gs 


Method 


GENSCAN 








Start 


2984 






End 


3229 








GI 


none 






Score 


.83 








Exons 


2984. .3229 
















Seq. No. 


55550 






Seq. ID 


OJ000323_ 


_30. 


0420 


C13 



56117 



Gene No. 116388 Strand + 

Start 915 End 2277 

Name OJ000323_30 . 0420 . C13 . ol . gs Method GENSCAN 

Start 915 End ' 2277 

GI none Score .84 

Exons 915.. 996, 1773.. 1934, 2093.. 2277 



Seq. No. 55550 Seq. ID 

Gene No. 116389 Strand 

Start 5923 End 

Name OJ000323_30 . 0420 . C13 . o2 . gp Method 

Start 5923 End 

GI LIB3475-007-P1-K1-E8 Score 

Exons 5923.. 6315, 6405.. 6451 

GI Descrip. ' 4512233/dbj | AB014743 . 1 | AB014743 1.0e-176 Oryza sativa 
copia-type retrotransposon RIRE7 DNA, partial sequence' 



OJ000323_30.0420.C13 
+ 

6451 
AAT/GAP 
6451 
700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55550 Seq. ID 

116390 Strand 
1451 End 
OJ000323_30 . 0420 . C13 . ol . np Method 
1451 End 
5852178 Score 
1451.. 1553, 1916.. 2012, 2044.. 2352- 
(AL117265) zhb0008.1 [Oryza sativa] 

55550 Seq. ID 

116391 Strand 
3280 End 
OJ000323_30 . 0420 . C13 . o2 . gs Method 
3280 End 
none Score 
3280. .3461, 3473..3688, 4458.-4638, 6597. .7118, 9600. .9691 



OJ000323_30.0420.C13 

2352 
AAT/NAP 
2352 
512 



OJ000323_30.0420.C13 

9691 
GENSCAN 
9691 
.72 



Q Seq. No. 

*-J Gene No. 

-U • Start , 

" X. Name 

?ff Start 

■£3 Exons 

GI Descrip. 



55550 Seq. ID OJ000323_30 . 0420 . C13 .. 

116391 =.; Strand 

32.80, ' End - 9691 

OJ000323_30.0420.C13.oi.gp Method aAt/GAP 

5159 End 5419 

3763145 Score 349 

5159. .5419 

416325/gb| U03454 | PRS423 2.0e-15 Yeast episomal vector pRS423 
with HIS3 marker, complete sequence 



Seq. No. 55551 Seq. ID 

Gene No. 116392 Strand 

Start 74 End 

Name OJ000323_33 . 0420 . CI . ol . gs Method 

Start 74 End 

GI none Score 

Exons 74.. 475, 654 .. 920 



OJ000323_33.0'420.C1 
+ 

920 

GENSCAN 
920 
. 95 



Seq. No. m . 55552 .... Seq. ID 

Gene No. " 116393 ' * • Strand 

Start 74 4 End 

Name OJ000323_33 . 0420 . C6 . ol . np Method 

Start 744 End. 



OJ000323_33.0420.C6 
+ 

1219 

AAT/NAP 

1219 



56118 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5295948 Score 67 

744.. 1021, 1065.. 1219 

(AB026295) hypothetical protein [Oryza sativa] 



55552 Seq; ID 

116393 Strand 

744 End 

OJ000323_33 . 0420 . C6 . ol . gs Method 

824 End 

none Score 
824.. 1208 



OJ000323_33.0420.C6 
+ 

1219 
GENSCAN 
1208 ■ 
.6 



Seq. No. 55553 Seq. ID 

Gene No. 116394 Strand - 

Start 4 07 End 

Name OJ000323_33 . 0420 . C10 . ol . gs Method 

Start 407 End 

GI none Score 

Exons 407. .448, 1122. .1284, 1317. .1510, 1512 
2317. .2649 



OJ000323_33. 
+ 

2649 
GENSCAN 
2649 
. 9 

. .1615, 1666. 



0420. C10 



1822, 



Seq. No. 55553 Seq. ID 

Gene No. 116395 Strand 

Start 558 ^ End 

Name OJ000323_33 . 0420 . C10 . ol . gp Method 

Start 558 End 

GI 426253 . ^ Score 

Exons 558.. 846 



OJ000323_33. 0420. C10 
846 

AAT/GAP 

846 

522 



Seq. No. 55554 Seq. ID 

Gene No. 116396 Strand 

Start 53 End 

Name OJ000323_33 . 0420 . Cll . ol . gs Method 

Start 53 End 

GI none Score 

Exons 53.. 301 



OJ000323_33. 0420. Cll 
301 

GENSCAN 

301 

.77 



Seq. No. 55554 ' Seq. "ID 

Gene No. 116397 Strand 

Start 679 End 

Name OJ000323_33 . 0420 . Cll . o2 . gs Method 

Start 679 End 

GI none Score 

Exons 679.. 904 



OJ000323_33. 0420. Cll 
904 

GENSCAN 

904 

.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



55555 Seq. ID 

116398 Strand 

524 6 End 
OJ000323_33 . 04 20 . C12 . ol . gp Method 

5246 End 

7406_1.R1084 Score 
5246. .5398 

1 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



OJ000323_33.0420.C12 
+ 

5398 

AAT/GAP . 

5398 

193 



55555 
116399 



Seq. ID OJ000323_33.0420.C12 
Strand + 



56119 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene"' No . 
Start 
Name 



5847 End 6325 

OJ00.0323_33-0420.C12.o3.np ' * Method AAT/NAP 
5847 End 6325 

7228442 Score 783 

5847. .6325 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



55555 
116400 
1 

OJ000323_33.0420.C12.ol.np 
1 

7340909 
1. .66, 295. .446, 1673. .1740 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ000323_33.0420.C12 
Strand 

End 6325 

Method AAT/NAP 

End 1740 

Score 94 



55555 

116400 

1 

OJ000323_33 . 0420 . C12 . o2 . np 
1 

6751696 



Seq, ID OJ0tf0323_33.0420.C12 
Strand 

End 6325 

Method AAT/NAP 

End 6325 

Score 170 



1. .21, -3049. .3482, 3754.. 3855, 4870.. 5030, 6283.. 6325 
(AC018908) hypothetical protein [Arabidopsis thaliana] 



55555 

116400 

1 

OJ000323_33.0420.C12.ol.gs 

1902 

none 



Seq. ID OJ000323_33.0420.C12 
Strand 

End 6325 

Method GENSCAN 

End 5378 

Score . 6 



1902. .2640, 2646.-2942, 3261. .3711, 3756. .4046, 5186. .5378 



55556 
116401 • 
5418 

OJ000323_33.0420.C13.o2.np 
5282 
100210 
5282. .6225 

extensin precursor (clone Tom L-4) - tomato gi 1170444 (M76671) 
extensin (class II) [Lycopersicon esculentum] 



Seq. ID, OJ000323_33.0420.C13 

Strand + 

End 8622 

Method AAT/NAP 

End 6225 

Score 206 



55556 

116401 

5418 

OJ000323_33.0420.C13.o2.gs 

5418 

none 



Seq. 'ID OJ000323_33.0420.C13 

S.trand + 

End 8622 

Method GENSCAN 

End 8622 

Score . 68 



5418. .5553, 5922. .6045, 6136. .6219, 6829. .6914, 8474. .8622 



55556 " 
116401 
5418 

OJ000323_33.0420.C13.o4 . np 



Seq. ID OJ000323_33.0420.C13 . 

Strand + 

End 8622 

Method AAT/NAP 



56120 



Start 7449 End 7559 

GI 6721561 Score 89 

Exons 7449.. 7559 

GI Descrip. (AP001073) EST AU082058 (C1297 6 ) corresponds to, a region of the 
predicted gene.; hypothetical protein [Oryza sativa] . 
gij 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 55556 Seq. ID 

Gene No. 116401 Strand 

Start 5418 End 

Name OJ000323_33 . 0420 . C13 . ol . gp Method 

Start 8049 End 

GI uC-osflcyp088bl2bl . Score 

Exons 8049. .8157 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ000323_33.0420.C13 
+ 

8622 
AAT/GAP 
8157 
147 



Seq. No. 55556 

Gene No. 116402 

Start 1805 

Name , OJ000323_33 . 0420 . C13 . ol . gs 

Start ; : 1805 ; ; 

GI none 

Exons 1805.. 1921, 2240.. 2396, 2442. 
3473. .4976 



Seq. ID OJ000323_33.0420.C13 
Strand 

End 4 97 6 

Method GENSCAN 

End 4976 

Score .64 

.2623, '2644. .31*04, 3433. .3471, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55556 

116402 

1805 

OJ000323_33. 04 20 . C13 . ol . np 

3441 

6983860 

3441. .4938 

(AP001168) Similar to 22 kDa 
(AF061282) [Oryza sativa] 



Seq. ID OJ000323_33.0420.C13 



Strand 
End 

Method 

End 

Score 



4976 
AAT/NAP 
4938 
2542 



kafirin cluster; Ty3-Gypsy type 



ff Seq. No. 
3 Gene No. 
3 Start 

Name 

Start 

GI 

Exons 



55556 Seq. ID 

116403 Strand 

7327 End 
OJ000323_33 . 0420 . C13 . o3 . tw Method 

34 8 6 End 

none Score 

3486.. 3818, 3538.. 3819 



OJ000323_33.0420.C13 
10258 

TBLASTX: Wheat 

3819 

113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55556 

116403 

7327 

OJ000323_33. 

3681 

none 

3681. .4058, 
4068. .4115, 



0420.C13.ol.tm 



3682.. 3879, 3702. 
4113. .4274, 4120. 



Seq. ID 
Strand ' 
End 

Method 
End 
Score 

.3947, 3934 
.4275 



OJ000323 33.0420.C13 



10258 

TBLASTX: Maize 
4275 
103 

4059, 4051. .4116, 



Seq. No. 
Gene No. 



55556 
116403 



Seq. ID 
Strand 



OJ000323 33.0420.C13 



56121 




Start 


7327 






End 


10258 




Name 


OJ000323 33 


. U4 ZU . C13 . ol . 


tw 


Method 


TBLASTX : Wheat 




Start 


3819 






End 


4454 




GI 


none 






Score 


44 




Exons 


3819 . . 4058, 


O O O A O 0 O A 

3820 . . 3879, 


»• 

3937 . 


.4074, 4051.. 4395, 4061.. 4321, 




4062 . .4451, 


A C\ CO A A C A 

4Uoo . .4454 










Seq. No. 


55556 






beq. id 


UJUUUoZo ,3J.U4ZU 


. Li J 


Gene No. 


116403 






C +- -v~ n. 

otrana 






Start 


TOOT 

7327 






hna 






Name 


/~\taaaooo o o 

OJ000323 33 


. 0420 . C13 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


4323 






End 


4614 




GI 


none 






Score 


1 DO 




Exons 


>1 O O "5 X /" 1 O 

4323 . . 4 613, 


4 Jzo . .4 ol3, 


a o on 

4327 . 


. 4 bl4 






Seq. No. 


55556 






beq. iu 


UJUUUoZo OO.U4ZU 


. U J. J 


Gene No. 


116403 






Strand 






Start 


"7 O O ^ 






bna 


i n o c o 




Name 


OJ000323 33 


A /I O A 1 — > _ -i 

. 0 4 2 0 . C 1 3 . o 1 . 


ts 


Method 


TBLASTX : Soybean 




Start 


4 413 






End 


4673 




GI 


none 






Score 


ion 
lz U 




Exons 


4413. .4661, 


4 4 lo . . 4 o / 3, 


/l / 1 yl 

4 414. 


A tl C O 

. 4 OOZ 






Seq. No. 


. 55556 






Seq. ID 


/~\ ta rirtOOO O O Avion 

OJ00U323 33.U42U 


. C13 


Gene No. 


116403 






Strand 






Start 


7327." 






End 


1 A O C O 

10258 




Name 


OJ000323_33 


. 0420 . C13 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


4437 






End 


4763 




GI 


" none 






Score 


O 1 

ol 




Exons 


4437 . . 4580, 


4438 . . 4578, 


4581 . 


.4763 






Seq. No. 


55556 






beq. ID 


ATAAmOQ Q O. n j1 O A 

OJUUUoZo 33.U4zU 


. C13 


Gene No. 


116403 






Strand 






Start 


TOOT 

7327 








JLUZOo 




Name 


r\ ta r> m o o o o 

OJ000323_33 


. 0420 .C13 . o2 . 


tw 


Method 


rpDT 7\C"TiV • TVTK r-* +- 




Start 


4 4 61 






End 


4937 




GI 


none 






Score 


304. 




Exons 


a a s~ -\ a o o *n 

.. 4461 . . 4937, 


A A f X~ A C\ -\ C\ ~ ~ 

4465 . .4818 










Seq. No. 


55556 






Seq. ID 


OJ000323_33.0420 


. CI 3 


Gene No. 


116403 






Strand 






Start 


7327 






End 


10258 




Name 


OJ000323 33 


.0420.C13.o3. 


np 


Method 


AAT/NAP 




Start 


7327 






End 


10258 




GI 


4680183 






Score 


133 




Exons 


7327. .7416, 


10226. .10258 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp.. indica] 




Seq. No. 


55557 






Seq. ID 


OJ000323_33.0420 


,C17 


Gene No. 


116404 






Strand 






Start 


1 






End 


1560 




Name 


OJ000323 33 


.0420.C17.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


1560 




GI 


6815097 






Score 


1322 




Exons 


1..1336, 1451.. 1560 - 











GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] . 



56122 



Seq. No. 55557 . Seq. ID 

Gene No. 116404 Strand 

Start 1 End 

Name OJ000323_33 . 0420 .C17 . ol . gs Method 

Start 48 End 

GI none Score 

Exons 48.. 296, 695.. 1454 



OJ000323_33.0420.C17 

1560 
GEN SCAN 
1454 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55558 Seq. ID OJ000323_33 . 0420 . C18 

116405 Strand 
2914 End 
OJ000323_33 . 04 20 . C18 . o2 . np Method 
2914 End 
7485859 Score 
2914. .3128, 3243. .3632, 3941. .4982 

hypothetical protein F20D10.300 - Arabidopsis thaliana 
gi | 4467124 | emb | CAB37558 . 1 1 (AL0.35538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 | emb | CAB80483 . 1 I (AL161593) 
hypothetical protein [Arabidopsis thaliana] 



OJ000323_33. 
+ 

4982 
AAT/NAP 
4982 
748 



Seq. No. 55558 Seq. ID OJ000323_33 . 0420 . C18 

Gene.. No. 116406 Strand 

Start 1 ■ End 1725 

Name OJ000323_33 . 0420 . C18 . ol . hp Method AAT/NAP 

Start 1 ' End 1/725 

GI 6815097 Score 362 

Exons 1..61, 119.. 879, 1653.. 1725 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] -. - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55558 

116407 

3228 

OJ000323_33. 

3228 

none 

3228. .3458, 
3594. .3725, 



0420.C18.ol.tc 



3239. 
3825. 



,3400, 
,3965 



3441, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3569, 



OJ000323 33.0420.C18 



3965 

TBLASTX: Cress 
3965 
137 

3464. .3553, 3593. .3724, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55558 

116408 

4176 

OJ000323_33. 

4176 

none 

4176. .4262, 
4598. .4726, 



0420.C18.ol.ts 



4220. .4408, 
4791. .4913 



4224, 



Seq. ID OJ000323_33.0420.C18 
Strand 

End 4913 

Method TBLASTX : Soybean 

End 4913 

Score 89 

.4409, 4251.. 4520", 4551.. 4727, 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 



55558 Seq. ID 

116408 Strand 

417 6 End 
OJ000323_33.0420.C18.ol.tm Method 

4220 End 

none Score 

4220. .4468, 4248. .4529, 4539.-4856 



OJ000323_33.0420.C18 
4913 

TBLASTX: Maize 

4856 

183 



56123 





Seq. No. 


55559 




Seq. ID 


OJ000323 33.0420 


.C22 




Gene No. 


116409 




Strand 


+ 






Start 


1 




End 


861 






Name 


OJ000323 33 . 0420 . C22 . ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


861 






GI ". ■ . 


6742729 




Score 


636 






Exons 


1 . . 861 












GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 








Seq. No. 


55559 




Seq. ID t 


OJ000323_33.0420 


.C22 




Gene No. 


116409 




Strand " 


+ 






Start 


1 




End 


861 






Name 


OJ000323 33 . 0420 . C22 . ol 


.gs 


Method 


GEN SCAN 






Start 


4 9 




End 


843 






GI 


none 




Score 


.69 






Exons 


4 9. .843 












Seq. No. 


55559 




Seq. ID 


OJ000323 33.0420 


.C22 




Gene No. 


116409 




Strand 








Start 


1 




End 


8 61 






Name 


OJ000323 33 . 0420 . C22 . ol 


.tm 


Method 


TBLASTX : Mai ze 






Start 


318 




End 


701 






GI 


none 




* Score 


63 






Exons 


318 v. 386, 386 700, 387 


: .701 








3 


Seq. No. 


'"55559 




Seq. ID 


OJ000323_33.0420 


.C22 




Gene No. 


116409 




Strand 


+ 






Start 


1 




End 


861 




3 


Name 


OJ000323 33.0420. C22 . ol 


. tw 


Method 


TBLASTX: Wheat 




ii 


Start 


342 




End 


857 




^ 


GI 


none 




Score 


420 






Exons 


342. .854, 395. .850, 573 


. .857 










Seq. No. 


55559 




Seq. ID 


OJ000323_33.0420 


.C22 


1 


Gene No. 


116409 




Straitd 


+ 






Start 


1 




End 


861 






Name 


OJ000323 - 33 . 0420 . C22 . ol 


.tc 


Method 


TBLASTX J : Cress . 




=~ 

~ 


Start 


633 




End' 


854 






GI 


none 




Score 


193 




- 


Exons 


"3 "3 OCA /"/IT OCA 

633 . . 854 , 64 1 850 












Seq. No. 


55560 




Seq. ID 


OJ000323_33.0420 


.C24 




Gene No. 


116410 




Strand 


+ 






Start 


267 




End 


876 






Name 


OJ000323_33.04 20.C24 .ol 


.gs 


Method 


GENSCAN 






Start 


267 




End 


:;876 






GI 


none 




Score 


.'47 






Exons 


267 .. 87 6 












Seq. No. 






Seq. ID 


OJUUUJzo 33.U4Z0 


. CZb 




Gene No. 


116411 




Strand 


+ 






Start 


1 




End 


1367 






Name 


OJ000323 33.0420.C25.ol 


.np 


Method 


AAT/NAP 






Start 


• 1 , " v . 




End 


1367 






GI 


5441880 




Score 


1042 






Exons 


1..363, 923. .1073, 1179 


. .1367 









GI Descrip. (AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 



56124 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GT 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55561 Seq. ID 

116411 Strand 
1 End 
OJ000323_33 . 0420 . C25 . ol . gs Method 
286 End 
none Score 
286. .4-83, 923. .1073, 1179. .1297 

55562 Seq. ID 

116412 Strand 
627 End 
OJ000323_33 . 04 20 . C2 6 . ol . gs Method 
627 End 
none Score 
627. .703 



OJ000323_33. 0420.C25 
+ 

1367 
GENSCAN 
1297 
.65 



OJ000323_33:0420.C26 
703 

GENSCAN 

703 

.69 



Seq. No. '55563 

Gene No. 116413 

Start 337 

Name OJ000323_33 . 0420 . C27 . ol . gs 

Start 337 

GI ' none 

Exons 337.;489, 558.. 717 

Seq. No. 55564 

Gene No. 116414 

Start 300 

Name OJ000323_33 . 0420 . C32 . ol . gp 

Start 300 

GI none 

Exons , 300.. 868 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_33.0420.C27 
717 

GENSCAN 

717 

.7 



OJ000323_33. 0420.C32 

1094 
AAT/GAP 
868 
1005 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55564 Seq. ID OJ000323_33 . 0420 . C32 

116414 Strand 

300 End 1094 

OJ000323_33 . 0420 . C32 . ol . np Method AAT/NAP 

699 End 1094 

7486255 Score 291 

699. .1094 

hypothetical protein F27G19.20 - Arabidopsis thaliana 
gi|4972067|emb|CAB43874.1| (AL078467) putative protei 
[Arabidopsis thaliana] gi | 7269596 | emb | CAB81392 . 1 | (AL161571) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



55564 ■ Seq. ID 

116414 Strand 

300 End 
OJ000323_33.04 20.C32.ol.tc Method 

708 End 

none Score 

708. .851, 882. .1094, 895. .1092 



55564 
116414 



Seq. ID 
Strand 



OJ000323_33.0420.C32 
1094 

TBLASTX: Cress 

1094 

152 



OJ000323 33.0420.C32 



56125 



Start 


300 


End 


1094 




Name 


OJ000323 33.0420.C32.ol.gs 


Method 


GENSCAN ■ 




Start 


709 


End 


1046 




GI 


none 


Score 


. 55 




Exons 


709. . 1046 








Seq. No. 


55564 


Seq. ID 


OJ000323_33.0420 


.C32 


Gene No. 


116414 


Strand 






Start 


300 


End 


1094 




Name 


OJ000323 33.0420.C32.ol.ts 


Method 


TBLASTX : Soybean 




Start 


714 


End 


1091 




GI 


none 


Score 


84 




Exons 


714. .824, 888. .1091, 937..: 


1071. 






Seq. No. 


55564 


Seq. ID 


OJ000323_33.0420 


.C32 


Gene No. 


116414 


Strand 






Start 


300 


End 


1094 




Name 


OJ000323_33 . 0420 . C32 . ol . tm 


Method 


TBLASTX: Maize 




Start 


907 


End 


1094 




GI 


none 


Score 


205 




Exons 


907. .1056, 909. .1055, 1056 


..1094, 1057 


. . 1092 




Seq. No. 


55565' 


Seq. ID 


OJ000323_33.0420 


.C33 


Gene No. • .... 


116415 


Strand 






Start ■* 


39 


End 


3731 




Name 


OJ000323 33.0420.C33.ol.gs 


Method 


GENSCAN 




Start 


39 


End 


3571 




GI 


none 


Score 


• . 85 




Exons 


39. .233, 1024. .1050, 2157. 


.3033, 3266. 


.3571 




Seq. No. 


55565 


Seq. ID 


OJ000323_33. 0420 


.C33 


Gene No. 


116415 


Strand 






Start 


39 


End 


3731 




Name 


OJ000323 33.0420.C33.ol.np 


Method 


AAT/NAP 




Start 


103 


End 


2983 




GI 


6978921 


Score ' 


617 




Exons 


103.. 169, 2153.. 2983 








GI Descrip. 


(AC021665) putative ABC transporter [Arabidopsis thaliana] 


Seq. No. 


55565 


Seq. ID 


OJ000323_33.0420 


.C33 


Gene No. 


116415 


Strand 






Start 


39 


End 


3731 




Name 


OJ000323 33.0420.C33.ol.tc 


Method 


TBLASTX: Cress 




Start 


2149 


End 


2898 




GI 


none 


Score 


95 




Exons 


2149. .2289, 2275. .2493, 2635. .2697, 2803. .2898 




Seq. No. 


55565 


Seq. ID 


"OJ000323_33.0420 


.C33 


Gene No. 


116415 


Strand 






Start 


39 


End 


3731 




Name 


OJ000323 33.0420.C33.ol.tm 


Method 


TBLASTX: Maize 




Start 


2153 


End 


2433 




GI 


none 


Score 


234 




Exons 


2153. .2425, 2155.. 2433 








Seq. No. 


55565 


Seq. ID 


OJ000323_33.0420 


.C33 


Gene No. 


116415 


Strand 







56126 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39 End 

OJ000323_33 .04 20. C33 . ol . ts Method 

2275 End 

none Score 



3731 

TBLASTX : Soybean 

2898 

105 



2275.-2352, 2353. .2493, 2554. .2703, 2803. .2898 



55565 Seq.. ID 

116415 Strand 

39 End 
OJ000323_33 . 0420 . C33 . ol . gp Method 

3298 End 

none Score 
3298. .3731 



OJ000323_33.-0420.C33 

3731 
AAT/GAP 
3731 
838 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 

GI Descrip. 



55566 - Seq. ID OJ000323_33 . 0420 . C34 

116416 Strand 

130 End 1077 

OJ000323_33.0420.C34 .ol.np Method AAT/NAP 

130 End 637 

7486008 Score 158 

130. .216, 320. .363, 473. .637 

hypothetical protein F22O6.230 - Arabidopsis thaliana 
gi|4886288|emb|CAB43446.1| (AL050300) putative protein 
[Arabidopsis thaliana] 



Seq. ' No. 55566 

Gene No. 116416 

Start 130 

Name OJ000323_33 . 0420 . C34 . ol . tm 

Start 135 

GI none 
Exons 



Seq. ID OJ000323_33.0420.C34 
Strand 

End 1077 

Method TBLASTX: Maize 

End 1077 

Score 83 



135. .224, 139. .204, 286.-363, 309. .392, 309. .365, 320. .397, 
459. .530, 459. .530, 502. .585, 650. .754, 651. .755, 720. .755, 
870. .896, 870. .893, 1027. .1077 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55566 Seq. ID 

116416 Strand 

130 End 
OJ000323_33 . 0420 . C34 . ol . gs Method 

136 End 

none Score 

136. .216, 414. .530, 575. 



OJ000323_33.0420.C34 

1077 
GENSCAN 
1055 
.85 



.740, 874. .1055 



55566 

116416. 

130 

OJ000323_33. 0420 . C34 . ol . ts 
323 • 
none 

323. .397, 330. .392, 459, 
720. .755, 870. .914 



Seq. ID OJ000323_33.0420.C34 
Strand 
End 

Method 
End 
Score 



1077 

TBLASTX : Soybean 

914 

58 



.530, 502. .531, 650. .754, 651. .755, 



Seq. No.. 55567 ■ Seq. ID 

Gene No: 116417 Strand 

Start 1 End 

Name OJ000323_33 .04 20. C37 . ol . np Method 

Start 1 End 



OJ000323_33.0420.C37 
+ 

1833 

AAT/NAP 

217 



56127 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



7228442 Score 260 

1. .217 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



55567' ■ Seq. ID 

116417 Strand 
1 End 
OJ000323_33.0420.C37.ol.gp Method 
18 End 
LIB3431-045-P1-N1-A10 Score 
18. .361, 1724. .1833 

1 54 4187 6/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03- (contig b) 1 



OJ000323_33.0420.C37 
+ 

1833 
AAT/GAP 
1833 
813 



55567 Seq. ID 

116417 Strand 
1 End 
OJ000323_33 . 0420 . C37 . o2 . np Method 
598 End 
7228438 Score 
598. .907, 1078. .1338 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the* 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



OJ000323_33.0420.C37 
+ 

1833 
AAT/NAP 
1338 
973 



Seq. No. 


55567 


Seq. ID 


OJ000323_33 


.0420. C37 


Gene No. 


116418 


Strand 


+ 




Start 


1854 


End 


2685 




Name 


OJ000323 33.0420.C37.o3.np 


Method 


AAT/NAP 




Start 


1854 


End 


2685 




GI 


5777617 


Score 


97 




Exons 


1854. .1966, 2045. .2127, 2576.. 


2685 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


55567 . 


Seq. ID 


OJ000323_33 


.0'420.C37 


Gene No. 


116419 " 


Strand 






Start 


1776 


End 


2178 




Name 


OJ000323 33.^0420. C37.o2.gp 


Method 


AAT/GAP 




Start 


1776 


End 


2178 




GI 


7406 1.R1084 


Score 


649 




Exons 


1776. .2178 








GI Descrip. 


1 1122315/emb|CAA63901| 7.0e-lC 


) (X94191) 


heat shock 


protein 17 




[Pennisetum glaucum] ' 








Seq. No. 


55568 • ..■ ' 


Seq.. ID 


OJ000323_33 


.0420. C38 


Gene No. 


116420 


Strand 






Start 


454 


End 


560 




Name 


OJ000323 33.0420.C38.ol.np 


Method 


AAT/NAP 




Start 


454 


End 


560 




GI 


5777617 


Score 


90 




Exons 


454. .560 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


55568 


Seq. ID 


OJ000323_33. 


.0420. C38 


Gene No. 


116421 


Strand 







56128 






Start 


1897 




End 


2713 






Name 


OJ000323 33 . 0420 . C38 . o2 


. np 


Method 


AAT/NAP 






Start 


1897 




End 


2713 






GI 


7523488 




Score 


62 






Exons 


1897. .2008, 2436.-2577, 


2681. 


.2713 








GI Descrip.- 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


55569 




Seq. ID 


OJ000323_33.0420 


.C39 




Gene No. 


116422 




Strand 


+ 






Start 


794 




End 


962 






Name 


OJ000323 33 . 0420 . C39 . ol 


. gs 


Method 


GENSCAN 






Start 


794 




End 


962 






GI 


none 




Score 


i a 

. 7o 






Exons 


794 . . 962 












Seq. No. 


55570 




Seq. ID 


OJUUU3z3 33.U4zU 


. C4 U 




Gene No. 


116423 




Strand 


+ 






Start 


1 




End 


740 






Name. 


OJ000323 33 . 0420 . C40 . ol 


.np 


Method 


AAT/NAP*- 






Start 


1 




End 


740 






GI 


4680179 




Score 


1109 






Exons 


1 . . 740 










i=J 


GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


55570 




Seq. ID 


OJ000323_33.0420 


.C40 


f 


Gene No. 


116423 




Strand 


+ 




r 1 e 


Start 


1 




End 


740 




: Li 

X St 


Name 


OJ000323_33 . 0420 .C4 0 .o2 


. tm 


Method 


TBLASTX: Maize 




L. J| 


Start 


2 




End 


268 






GI 


none 




Score 


214 




3t' 


Exons 


2 . .268 










ry 


Seq. No. 


55570 




Seq. ID 


OJ000323_33.0420 


.C40 




Gene No. 


116423 




Strand 


+ 






Start 


1 




End 


740 






Name 


OJ000.323 33.0420.C40.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


28 




End 


286 






GI 


none 




Score 


124 . 




~ =5. 


Exons 


28. .108, 29. .112, 38. .109, 116. .286, 122. .283, 124. .285 




r ™ 


Seq. No. 


■55570 




Seq. ID 


OJ000323_33.0420 


.C40 




Gene No. 


116423 




Strand 


+ 






Start 


1 




End 


740 






Name 


OJ000323 33.0420.C40.ol 


.gs 


Method 


GENSCAN 






Start 


47 




End 


730 






GI 


none 




Score 


.46 






Exons , 


47. .730 












Seq. No. 


55570 




Seq. ID 


OJ000323_33.0420 


.C40 




Gene No. 


116423 




Strand 


+ 






Q+- a r-h 


1 




End 


740 






Name 


OJ000323 33.0420.C40.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


179 




End 


574 






GI 


none 




Score 


57 






Exons 


179. .211, 179. .211, 215 


. .268, 


217. .258, 


323.. 574, 331.. 


564 




Seq. No. 


55570 




Seq. ID 


OJ000323_33.0420 


.C40 



56129 



Gene No. 

Start 

Name 

Start 

GI 

Exohs 

Seq. No. 
Gene No. 

'.Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



116423 Strand 

1 End 

OJ000323_33 . 0420 . C40 . ol . tw Method 

287 End 

none Score 

287. .622, 306. ,380, 326 . . 688 , 328 . . 687 



+ 

740 

TBLASTX: Wheat 

688 

47 



55570 " 
116423 
1 

OJ000323_33 . 0420 . C40 . ol'.tm 

323 

none 

323. .739, 376. .738 

55571 

116424 

637 

OJ000323_33.0420.C41.ol.gs 

637 
none 

637. .710 



Seq, ID OJ000323_33.0420.C40 

Strand >- ■ ' " 

End 740 * 

Method TBLASTX : Mai ze 

End 7 39 

Score 356 



Seq. ID OJ000323_33.0420.C41 

Strand 

End 710 

Method GENSCAN 

End 710 " 

Score .87 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55572 Seq. ID- 

H'6425 Strarid 

•298 End 
OJ000323_33 . 0420 . C42 . ol . gs Method 

298 End 

none Score 

298. .400, 537. .694 



OJ000323_33.0420.C42 
694 

GENSCAN 

694 

.65 



55573 Seq. ID OJ000323_33 . 0420 . C4 3 

116426 Strand + 

1 End 1674 

OJ000323_33 . 0420 . C43 . ol . np Method AAT/NAP 

1 y ' End 1674 

7486008 Score 82 

1..55, 783. .1061, 1528. .1674 

hypothetical protein F22O6.230 - Arabidopsis thaliana 
gi| 4886288 | emb | CAB434 4 6 . 1 | (AL050300) putative protein 
[Arabidopsis thaliana] 



55574 Seq. ID 

116427 Strand 

314 End 
OJ000323_33 . 042.0 . C4 4 . ol . gs Method 

.3,14 End ~ 

none - Score 

314. .447, 3088. .3298, 3304. .3768. . 



OJ000323_33.0420.C44 

3768 
GENSCAN 
3768 
.49 



Seq. No. 55575 

Gene No. 116428 

Start 992 

Name OJ000323_33 . 0420 . C4 5 . ol . gs 

Start 992 

GI none 

Exons 992.. 1074 



Seq. ID OJ000323_33.0420.C45 

Strand + 

End 1074 

Method' GENSCAN 

End 1074 

Score .69 



56130 



Seq. No. 55576 Seq. ID 

Gene No. 116429 Strand 

Start 780 End 

Name OJ000323_33 . 0420 . C4 6 . ol . gs Method 

Start 780 End 

GI none Score 

Exons 780.. 1331 



OJ000323_33. 0420.C4 6 
+ 

1650 
GENSCAN 
1331 
.96 



Seq. No. 55576 Seq. ID 

Gene No. 116429 Strand 

Start 780 End 

Name OJ000323_33 . 04 2 0 . C4 6 . ol . gp Method 

Start 1091 End 

GI 3548940 Score 

Exons 1091.. 1650 



OJ000323_33.0420.C46 
+ 

1650 
AAT/GAP 
1650 
803 



Seq. No. 55577 Seq. ID 

Gene No. ' 116430 . Strand 

Start 54 " End 

Name OJ000323_33 . 0420 . C47 . ol . gs Method 

Start 54 End 

GI none Score ' 

Exons 54 1.249, 268. .643 



OJ0Q0323_33. 0420.C47 
643 

GENSCAN 

643 

.46 



OJ000323_33.0420.C48 
+ 

3538 
AAT/NAP 
3538 
135 



Seq. No. 55578 Seq. ID 

Gene No. 116431 Strand 

Start 3433 End 

Name OJ000323_33 . 04 20 . C48 . ol . np Method 

Start 3433 End 

GI 140310 Score 

Exons 3433. .3538 

GI Descrip. PHOTOSYSTEM II REACTION CENTER T PROTEIN gi | 82528 | pir | | JQ0254 
hypothetical 4K protein (psbH-petB intergenic region) - rice 
chloroplast gi | 12014 | emb | CAA33974 I (X15901) ORF35 [Oryza sativa] 
gi|2143324 | emb | CAA737 66 . 1 1 (Y13328) PSII subunit [Pop.ulus 
deltoides] gi | 226636 | prf| | 1603356BK ORF 35 [Oryza sativa] 



Seq. No. 55578 Seq. ID 

Gene No. 116432 Strand 

Start 1092 End 

Name OJ000323_33 . 0420 . C4 8 . ol . gs Method 

Start 1092 End 

GI none Score 

Exons 1092.. 1466, 1502.. 2341 



OJ000323_33.0420.C4 8 

2341 
GENSCAN 
2341 
. 95 



Seq. No. 55578 Seq. ID 

Gene No. H'6433 Strand 

Start 3589 End 

Name OJ000323_33 . 0420 . C4 8 . o2 . np Method 

Start 3589 End 

GI 131375 Score 

Exons t 3589.. 3717 

GI Descrip. PHOTOSYSTEM II REACTION CENTER N PROTEIN gi I 72720 | pir | | F2RZN 
photosystem II protein psbN - rice chloroplast 
gi I 82632 Ipir | | S14142 photosystem II protein psbN - wheat 
chloroplast gi | 100123 | pir | | S12130 photosystem II protein psbN 



OJ000323_33.0420.C4 8 

3717 
AAT/NAP 
3717 
187 



56131 



Appalachian evening primrose chloroplast gi | 100737 | pir | | JN04 17 
photosystem II protein psbN - rye-. chloroplast 
gi I 485419 | pir | IS12133 photosys ' " 



Seq. No. 55578 

Gene No. 116434 . 

Start 4718 

Name OJ000323_33 . 0420 . C4 8 . ol . tc 

Start 3335 

GI none 
Exons 



Seq. ID. OJ000323_33.0420.C48 
Strand 

End . 7119 

Method TBLASTX : Cress 

End 3879 

Score 65 



3335. .3415, 3335. .3415, 3414. .3494, 3414. .3500, 3415. .3495, 
3506. .3544, 3592. .3771, 3598. .3771, 3778. .3879, 3832. .3876 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



55578 

116434 

4718 

OJ000323_33.0420.C4 8.ol.tm 

3592 

none 



Seq. ID OJ000323_33.0420.C48 
Strand 

End 7119 

Method TBLASTX : Mai ze 

End 3873 

Score 330 

3592.. 3804, 3596. .3787, 3790.. 3825, 3791.. 3826, 3825.. 3872, 
3829. .3873 



Seq. No. 55578 

Gene No. 116434 
Start < 471,8 * 

Name OJ000323_33 . 0420 . C48 . ol . ts 

Start 3595 

GI , none 
Exons 



Seq. ID OJ000323_33.0420.C48 
Strand 

End 7119 

Method TBLASTX : Soybean 

End 3879 

Score 219 



3595.. 3771, 3596. .3772, 3598. .3771, 3778. .3879, 3832.. 3876 



Seq. No. 55578 

Gene No. 116434 

Start 4718 

Name OJ000323_33 . 0420 . C4 8 . ol . tw 

Start 3666 
GI ; none 
Exons 



Seq. ID OJ000323_33.0420.C48 
Strand 

End 7119 

Method TBLASTX : Wheat 

End 3874 

Score 57 



,3666.. 3695, 3667.. 3786, 3668 .. 37.87 , 3668.. 3787, 3789.. -3872, 
3789.. 3872, 3790.. 3873,' 3791.. 3874 



Seq. No. 


55578 




Seq. ID 


OJ000323_33 


.0420. C48 


Gene No. 


116434 




Strand 






Start 


4718 




End 


7119 




Name 


OJ000323 33.0420.C48.o2 


.gs 


Method 


GENSCAN 




Start 


4718 




End 


7119 




GI 


none 




Score 


.52 




Exons 


4718.. 4909, 6922.. 7119 










Seq. No. 


55578 




Seq. ID 


OJ000323_33 


.0420. C48 


Gene No. 


116434 




Strand . 






Start 


4718 




End 


7119 




Name 


OJ000323 33.0420.C48.ol 


.gp 


Method 


AAT/GAP 




Start 


5947 




End 


6041 




GI 


LIB3477-003-P1-K1-E9 




Score . 


111 




Exons 


5947. .'6041 










GI Descrip. 


'24 98586/sp|Q4 0638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I)' 


>gi_1173557 (U31771) Ory s 


1 [Oryza 



sativa] ' 



56132 



Seq. No. 


55579 




Seq. ID 


OJ000323 


Gene No. 


11 o4 3o 




Strand 




Start 


A A 1 O 

2013 




End 


4770 


Name 


rvTAAmn ~} a ^ a a /"■•via -I 

OJ000323 33 . 0420 . C4 9 . ol 


.gs 


Method 


GENSCAN 


Start 


A A 1 

2013 




End 


4770 


GI 


none 




Score 


.82 


Exons 


A A 1 "3 A O O A/IAT A C O C 

2013. .2233, 242/. .2035, 


2967 . 


.3199, 3808.. 4084, 


Seq. No. 


55580 




Seq. ID 


OJ000323 


Gene No. 


116436 




Strand 




Start 


QIC 

y i d 




End 


1236 


Name 


/"NTAAAOAA *3 A A /I A A OCA « 1 

OJ00U323 33 . 0420 . CoO . ol 


.np 


Method 


AAT/NAP 


Start 


A 1 C 

y l d 




End 


1236 


GI 


C A A C A /I O 

D2yo94o 




Score 


133 


Exons 


y 1 b . ,12 3b 








GI Descrip. 


(AB02b2yo) hypothetical 


protein [Oryza 


sativa] 


Seq". ' No. 


55580 . 




Seq. ID 


OJ 0U0323 


bene no . 


1 1 o4 Jb 




Strand 




Start 


QIC 

y i d 




End 


1236 


Name 


/■-> tH A H T O 'J A "3 A VI A A OCA 

OJ000323 33 . 0420 . C50 . ol 


gs 


Method 


GENSCAN 


Start 


A O 1 

92 / 




End 


1179 • 


GI ~ 


none 




Score 


. 98 


Exons 


A A *7 1 1 T A 

927 . .117 9 








Seq. No. 


55581 




Seq. ID 


OJ000323 


Gene No. 


1164 37 




Strand 




Start 


7.5 




End 


157 


Name 


•/"N-rAAA^AA A A A VI A A O C "1 1 

OJ000323 33 . 0420 . C51 . ol 


gs 


Method 


GENSCAN 


Start 


1 c 




End 


157 


GI 


none 




Score 


.93 


Exons 


75 . . 157 








o c q . in o . 


55582 




Seq. ID 


OJ000323 


Gene No. 


116438 




Strand 


+ 


Start , 


2802 




End V 


3071 


Name 


OJ000323 33.0420.C52.ol 


gp 


Method 


AAT/GAP 


Start 


2802 




End 


3071 


GI 


LIB34 34-035-P1-K1-A7 




Score 


452 


Exons 


2802. .3071 








GI Descrip. 


, 5441876/dbj | AP000367 . 1 | AP000367 1 . Oe- 


114 Oryza 



DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. No. 55583 Seq. ID 

Gene No. 116439 Strand 

Start " 54 End 

Name OJ000323_33 . 0420 .C54 . ol . gs Method 

Start .54 End 

GI none Score 

Exons 54.. 371, 545.. 830 



OJ000323_33.0420.C54 
+ 

830 

GENSCAN 
830 



Seq. No. 55584 Seq. ID 

Gene No. 116440 Strand 

Start 133 End 

Name OJ000323_33 .04 20. C55 . ol . np Method 

Start 133 - End 



OJ000323_33.0420.C55 
+ 

6333 

AAT/NAP 

6333 



56133 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5 Seq. No. 

i; Gene No. 

I Start 

3 Name 

J Start 

3 GI 

7{ Exons 

y 

Seq. No. 

3 Gene No. 

J Start 

i Name 

~ Start 

t GI % " 

=J Exons 



1184100 Score **92 

133. .280, 2118. .2198, 4926. .5014, 5616. .6028, 6310. .6333 

(U45958) pistil extensin-like protein [Nicotiana. alata] 



55584 

116441 

1998 

OJ000323_33-0420.C55.ol.gs 

1998 

none 



Seq. ID OJ000323_33.0420.C55 
Strand 

End 5954 

Method GENSCAN 

End 5954 

Score .57 



1998. .2465, 2533. .2723, 3104. .3212, 4486. .4642, 4724. .4898, 
5342.. 5477, 5793.. 5954 



55585 
116442 
1 

OJ000323_33.0420.C56.ol.np 
1 

7487490 
1..318, 355. .583, 629. .1237 

hypothetical protein T27I1.4 - Arabidopsis thaliana 
gi|3540181|gb|AAC34331.1| (AC004122) Unknown protein 
[Arabidopsis thaliana] 



Seq. ID OJ000323_33.0420.C56 
Strand 

End 1273 

Method AAT/NAP 

End 1237 

Score 511 



55585 

116442 

1 

OJ000323_33.0420.C56.ol.gs 
19 

none 

19. .583, 660. .1237 

55585 

116442 

1 

OJ000323_33.0420.C56.ol.ts 

728 

none 

728. .823, 729.-824, 815. .92E 
1178. .1273 



Seq. ID OJ000323_33.0420.C56 
Strand 

End 1273 

Method GENSCAN 

End 1237 

Score . 68 



Seq. ID OJ000323_33.0420.C56 
Strand 

End 1273 

Method TBLASTX : Soybean 

End ' 1273 

Score 69 

822. .905, 929. .1144, 996. .1145, 



Seq. No. 55585 

Gene No. 116442 

Start 1 

Name OJ000323_33 . 04 20 . C56 . ol . tc 

Start 824 

GI none - 
Exons 



Seq. ID OJ000323_33.0420.C56 
Strand 

End 1273 

Method TBLASTX : Cress 

End 1237 

Scd^re 59' 



824. .928, 825. .929, 929. .1144, 933. .1145, 1151.. 1237 



Seq. No. 55586 

Gene No. 116443 

Start 47 

Name OJ000323_33 . 0420 . C57 . ol . gs 

Start 4 7 

GI none 

Exons 47. . 529 



Seq. ID OJ000323_33.0420.C57 

Strand 

End 529 

Method GENSCAN 

End ' 529 

Score .57 



56134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons .. ■ , 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



55587 
116444 . 
1 

OJ000313_33 . 042 1 . C2 . o2 . np 
1 

7340860 



Seq. ID OJ000313_33.0421.C2 
Strand 

End 8252 

Method AAT/NAP 

End 8014 

Score 75 



1..28, 4710. .4768, 7892. .8014 

(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



55587 

116444 

1 

OJ000313_33.0421.C2.ol.tm 

189 

none 



Seq. ID OJ000313_33.0421.C2 
Strand 

End 8252 
Method TBLASTX : Mai ze 
End 1246 
Score 115 

189. .305, 207. .296, 209. .304, 559.-699, 559. .699, 815. .880, 

816. .881, 816. .887, 817. .915, 1165. .1230, 1166. .1246, 1167. .1232 



Seq. ID OJ000313_33.04'21.C2 
Strand 

End 8252 

Method AAT/GAP 

End 67 7 

Score 367 . 



55587 
116444 
1 

OJ000313_33 . 0421 . C2 . ol . gp 
206 

uC-osflm202109f08bl 
206. .305, 560. .677 

! 1946300/emb|CAA73132| 3.0e-56 (Y12529) hypothetical protein 
[Silene latifolia] ' 



55587 

116444 

1 

OJ000313J33. 04 21.C2.ol.np 

215 

7021726 



Seq. ID OJ000313_33.0421.C2 
Strand 

End 8252 

Method AAT/NAP 

End 1231 

Score 295. 



215. .305, 560. .696, 816. .879, 1167. .1231 
(AC024081-) unknown protein [Arabidopsis thaliana] 



55587 

116444 

1 

OJ000313_33.0421.C2.ol.tc 

218 

none 



Seq. ID OJ000313_33.0421.C2 
Strand 

End 8252 

Method ' TBLASTX : Cress 

End 921 

Score 108 



218. .304, 559. .699, 559 . . 699, ' 562 . . 678 , 565 . . 687 , 816 . . 887, 
817. .921 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55587 

116444 

1 

OJ000313_33.0421.C2.o2.tw 

2446 

none 



Seq. ID OJ000313_33.0421.C2 

Strand ■ - 

End 8252 

Method TBLASTX : Wheat 

End 2815 

Score 4 9 



2446. .2493, 2448. .2498, 2585. .2734, 2586.-2735, 2587. .2742, 
2738. .2815 



Seq. No. 



55587 



Seq. ID OJ000313_33.0421.C2 



56135 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



116444 Strand 

1 «, "End ' " ' 

OJ000313_33.0421.C2.ol. tw Method 

3883 End 

none Score 



8252 

TBLASTX: Wheat 

8252 

96 



3883. .4089, 3889. .4089, 4120. .4269, 4121. .4267, 6163. .6195, 
6200.. 6247, 8079.. 8252, 8082.. 8228 



Seq. No. 55588 

Gene No. 116445 * 

Start 1863 

Name OJ000313_33 . 0421 . C3 . ol . gs 

Start 1863 

GI none 
Exons 



Seq. ID OJ000313_33.0421.C3 
Strand 

End 3425 

Method GENSCAN 

End 3425 

Score .88 



1863. .1898, 1903. .2068, 2549. .2847, 3366. .3425 



Seq. No. 55589 

Gene No. 116446 

Start 119 

Name OJ000313_33 . 0421 . C4 . ol . gs 

Start 119 

GI none 
Exons 



Seq. ID OJ000313_33.0421.C4 

Strand + 

End 2690 

Method GENSCAN 

End 2592 

Score . 67 



119. .381, 492. .573, 844 ... 1039, ■ 1299 1397 , 1836. .1957, 
2578. .2592 ■ -V ~ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55589 

116446 

119 

OJ000313_33.0421.C4.ol.np 
138 

6598804 



Seq. ID OJ000313_33.0421.C4 

Strand + 

End 2690 

Method AAT/NAP 

End 1971 

Score 781 



138. .320, 467. .573, 844. .1039, 1299. .1428, 1521. .1708, 
1901. .1971 

(AF024504) similar to prolyl 4-hydroxylase alpha subunit 
[Arabidopsis thaliana] 



55589 

116446 

119 

OJ000313_33.0421.C4 .o2.ts 

4 92 

none 



Seq. ID OJ000313_33. 04-21. C4 

Strand + 

End 2690 

Method TBLASTX : Soybean 

End 1038 

Score 55 

492. .572, 492. .572, 493. .579, 837. .1034, 842. .1036, 844. .1038, 
844. . 1038 



Seq. No. 55589 
Gene No. 116446 
Start 119' 

Name OJ000313_33 . 0421 . C4 . ol . gp 

Start 511 
GI 8521_1.R1084 
Exons 511. .573, 844. .1039, 1299. .1428, 1521. .1708, 1901. .2000, 

2376. .2690 

GI Descrip. '2435511 3.0e-77 (AF024504) contains similarity to prolyl 
4-hydroxylase alpha subunit [Arabidopsis thaliana] ' 



Seq. ID OJ000313_33.0421.C4 

Strand + 

End 2690 

Method AAT/GAP 

End 2690 

Score 1836 



Seq. No. 



55589 



Seq. ID OJ000313 33. 0421. C4 



56136 



Gene No, 

Start 

Name 

Start 

GI 

Exons 



116446 Strand 
.119 " End 

OJ000313_33.0421.C4 .ol.tc ' Method 
853 End 
none Score 



+ 

2690 

TBLASTX: Cress 

1965 

157 



853.. 1035, 1298. .1429, 1333. .1434, 1335. .1427, 1522. .1563, 
1525.. 1563, 1590.. 1709, 1627. .1710, 1899.. 1955, 1900.. 1965 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



55589 - 
116446 
119 

OJ000313_33.0421.C4 .ol.tm 

949 

none 



Seq. ID OJ000313_33..0421.C4 

Strand + .. 

End 2690 

Method TBLASTX: Maize 

End 2571 

Score 142 



949. .1038, 954. .1034, 1266. .1427, 1293. .1427, 1298, ,1429, 
1303. .1428, 1515. .1709, 1522. .1710, 1527. .1715, 1893. .1991, 
1900. .2025, 1900. .1992, 2401. .2571 



Seq. No. 55589 

Gene No. 116446 

Start 119 

Name OJ000313_33 . 0421 . C4 . ol . ts 

Start • 1313 

GI none 
Exons ; 



Seq. ID OJ000313_33.0421.C4 

Strand + 

End 2690 

Method TBLASTX : Soybean 

End 1974 

Score '■ 194 



1313.. 1429, 1326.. 1394, 1381.. 1428, 1515.. 1709, 1522.. 1710, 
1893.. 1973, 1900.. 1974 



f=% Seq. No. 

Gene No. 

^ Start 

"-3 Name 

fy Start 

= GI 

f~ Exons 



GI Descrip. 



55590 

116447 

1 

OJ000313_33.0421.C5.ol.np 

1 

3461813 



Seq. ID OJ000313_33.0421.C5 

Strand + 

End 3362 

Method AAT/NAP 

End 3237 

Score 1325 



1..215, 294. .358, 444. .528, 670. .703, 789. .888, 1380. .1455, 
1616. .1957, 2068. .2211, 2482. .2715, 2791. .2854, 2939. .2982, 
3073.. 3237 

(AC004138) putative sucrose-proton symporter [Arabidopsis.^ 
thaliana] 



Seq. No. 55590 

Gene No. 116447 

Start 1 

Name OJ000313_33 . 0421 . C5 . o2 . ts 

Start 99 

GI none 
Exons ' 



Seq. ID OJ000313_33.0421.C5 

Strand + 

End 3362 

Method TBLASTX : Soybean 

End 502 

Score 164 



99. .218, 110. .232, 111. .218, 293.-358, 294. .359, 296. .364, 
424. .501, 445. .501, 446. .502 



Seq. No. 55590 

Gene No. 116447 

Start 1 

Name OJ000313_33 . 0421 . C5 . o4 . tm 

Start 110 

GI none 
Exons 



Seq. ID OJ000313_33.0421.C5 

Strand + 

End 3362 

Method TBLASTX : Mai ze 

End 1705 

Score 145 



110. .220, 111. .218, 293. .358, 294. .356, 442. .528, 664. .708, 
666. .707, 802. .888, 803. .922, 1377. .1457, 1381. .1458, 
1558. .1686, 1616. .1705 



56137 



Seq. No. 55590 

Gene No. 116447 

Start 1 

Name OJ000313_33 . 0421 . C5 . ol . gs 

Start 117 

GI none 

Exons 117.. 215, 670.. 703,. 789.. 888, 
2068. .2211, 2482. .2715, 2791. 



Seq. ID OJ000313_33.0421.C5 
Strand + 
End 3362 
Method GENSCAN 
End 3262 ■ 

Score .81 
1380. .1455, 1616. .1957, ' 
.2854., 2939. .2982, 3164. .3262 



Seq. No. 55590 . . 

Gene No. 116447 
Start 1 

Name OJ000313_33 . 0421 . C5 . ol . tm 
Start 1829 

GI none 

Exons 1829.. 1966, 1855.. 1956, 2067. 

Seq. No. 55590 
Gene No. 116447 
Start 1 

Name OJ000313_33 . 04 21 . C5 . ol . ts 
Start 1832 

GI ..'..none " * ■■ 

Exons "1832. .1906, 1858 .. 1905, " 1886. 

2057.. 2209, 2067.. 2210, 2067. 



Seq. ID OJ000313_33.0421.C5 

Strand + 

End 3362 

Method TBLASTX : Maize 

End .2183 

Score 196 
.2183, 2068.. 2181 

Seq. ID OJ000313_33.0421.C5 

Strand + 

End 3362 

Method TBLASTX : Soybean 

End 2214 

Score 48 

;1966, 1894.. 1953, 2050. .2208, 
.2213, 2068. "2214 



Seq. No. 55590 

Gene No. 116447 

Start 1 

Name OJ000313__33 . 0421 . C5 . o2 . tm 

Start 2184 

GI none 

Exons 2184.. 2213, 2473.. 2721, 2481. 



Seq. ID OJ000313_33.0421.C5 

Strand + 

End 3362 

Method TBLASTX : Maize 

End 2732 

Score 58 
.2729, 2484. .2732 



Seq. -No. 55590 

Gene No. 116447 

Start 1 

Name OJ000313_33 . 0421 . C5 . o3 . ts 

Start 2493 

GI none 

Exons 2493.. 2612, 2494.. 2721, 2641, 



Seq. ID OJ000313j_-33.0421_.C5 
Strand ' + :V. 
End 3362 
Method TBLASTX : Soybean 
End 2817 
Score 224 
.2715, 2791. .2817 



Seq. No. 55590 

Gene No. 116447 

Start 1 

Name OJ000313_33 . 0421 . C5 . o4 . ts 

Start .2937 

GI none 

Exons 2937.. 2987, 2938.. 2985, 3069. 



Seq. ID OJ000313_33.0421.C5 

Strand + 
End 3362 

Method . TBLASTX : Soybean 
End 3198 
Score 65 
.3194, 3070.. 3198 



Seq. No. 55590 

Gene No. 116447 

Start 1 

Name OJ000313_33 . 042 1 . C5 . o3 . tm 

Start 3070 

GI none 



Seq. ID OJ000313_33.0421.C5 

Strand + 

End 3362 

Method TBLASTX : Maize 

End 3362 

Score 251 



56138 



Exons 



3070. .3261, 3072. .3242, 3276. .3329, 3287. .3346, 3288. .3362, 
3290. .3346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55591 Seq. ID 

116448 Strand 

1 End 

OJ000313_33.04 21.C6.ol.gp Method 

1 End 

31294 2.R1084 Score 



OJ000313_33.0421.C6 
+ 

1792 
AAT/GAP 
845 
746 



1,. . 104, 224. .340, 467. .592, 697. .845 

M455274/emb|CAB36810.1| 5.0e-12 (AL035527) spliceosome 
associated protein-like [Arabidopsis thaliana] 1 



i y 

f =3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55591 Seq. ID 

116448 Strand 

1 End 

OJ000313_33. 04 21.C6.ol . np Method 

1 End 

7488345 Score 

1..104, 230. .340, 467. .592, 697. .759, 



OJ000313_33.0421.C6 
+ 

1792 
AAT/NAP 
1792 
326 

1317. .1424, 1752. .1792 



spliceosome-associated protein homolog F17L22.120 - Arabidopsis 
thaliana gi | 4455274 | emb | CAB36810 . 1 | (AL035527) spliceosome 
associated protein-like [Arabidopsis thaliana] 
gi | 72689631 emb ICAB8 1273 . 1| (AL161555) spliceosome associated 
protein-like [Arabidopsis thaliana] 



55591 

116448 

1 

OJ000313_33.0421.C6.ol.gs 

224 

none 



Seq. ID OJ000313_33.0421.C6 

Strand + 

End 1792 

Method GEN SCAN 

End 1424 

Score .79 



224. .340, 467. .592, 697. .759, 1317. .1424 



^ Seq. No. 55591 

H Gene No. 116448 

U Start 1 

[3 Name OJ000313_33 . 0421 . C6 . ol . tm 

"« Start 257 

':z GI none 

^ Exons 



Seq. ID OJ000313_33.0421.C6 



Strand 
End 

Method" 

End 

Score 



.+ 

1792 

TBLASTX: Maize 

1424 

97 



257. .337, 286. .345, 467. .511, 480. .539, 539. .595, 695. .760, 
697. .762, 706. .759, 1316. .1423, 1317. .1424 



Seq. No. 55591 
Gene No. ■ 116448 

Start 1 

Name OJ000313_33 . 0421 . C6 . ol . ts 

Start 696 

GI none 
Exons 



Seq. ID OJ000313_33. 0421.C6 

Strand + . 

End 1792 

Method TBLASTX : Soybean 

End 1424 

Score 59 



696. .761, 697. .762, 1316. .1423, 1317. .1424 



Seq. No. 55592 

Gene No. 116449 

Start 534 

Name OJ000313_33 . 0421 . C8 . ol . gp 

Start 534 

GI 701449 



Seq. ID OJ000313_33.0421.C8 

Strand + 

End . 1351 

Method AAT/GAP 

End 921 

Score 703 



•56139 



Exons 



534. .921 



Seq. .No. 


55592 




Seq. ID 


OJ000313 33.0421 


.C8 


Gene No. 


116449 




Strand 


+ 




Start 


534 




End 


1351 




Name 


OJ000313_33. 0421. C8 .ol . 


gs 


Method 


GENSCAN • 




Start 


726 




End 


1122 




GI 


none 




Score 


. 69 




Exons 


726.. 98 9/ 1027.. 1122 










Seq. No - . 


55592 




Seq. ID 


OJ000313_33.0421 


.C8 


Gene No. 


116449 




Strand 


+ 




Start 


534 




End 


1351 




Name 


OJ000313 33.0421.C8.ol. 


np 


Method 


AAT/NAP 




Start 


733 




End 


1351 




GI 


6434831 




Score 


120 




Exons 


733. .1004, 1325. .1351 










GI Descrip. 


(AF021809) putative sucrose 


transporter [Vitis vinifera 


] 


Seq. No. 


55593 




Seq. ID 


OJ000313_33.0421 


.C9 


Gene No. 


116450 




Strand 


+ 




Start 


5945 




End 


6593 




Name 


OJ000313 33.0421.C9.o2. 


gs 


Method 


GENSCAN 




Start 


. 5945 




End- 


6593 




GI 


none 




Score 


.67 




Exons 


5945. .6273, 6308. .6593 










Seq. No. 


55593 




Seq. ID 


OJ000313_33.0421 


.C9 


Gene No. 


116451 




Strand 






Start 


1 




End 


4460 




Name 


OJ000313 33.0421.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


4460 




GI 


7486103 




Score 


738 




Exons 


1..285, 664. .943, 980.. 


1212, 


1266.. 1447, 1527.. 1590, 1659.. ,17 




1920. .2019, 2269. .2377, 


3289 


..3358, 4388. .4460 




GI Descrip. 


hypothetical protein F2401.2 


- Arabidopsis thaliana 




•'V i. . . 


gi I 278134 5 |gb|AAB9684 6. 


1| (AC003113) F2401.2 [Arabidops 


is 




thaliana] 










Seq. No. 


55593 




Seq. ID 


OJ000313_33.0421 


.C9 


Gene No. 


116451 ■ 




Strand 






Start 


1 




End 


4460 




Name 


OJ000313 33.0421.C9.ol. 


gs 


Method 


GENSCAN 




Start 


96 




End 


4385 




GI 


none 




Score 


. 62 




Exons 


96'. .285, 664.. 1365, 1556.. 1590, 1659. 


1815, 2500. .2604, 






324.1. .3360, 4149. .4385 










o e q . in o . 


55593 




Seq. ID. 


OJ000313_33.0421 


.C9 


Gene No. 


116451. 




Strand 






Start 


1 




End 


4460 




Name 


OJ000313 33.0421/C9.O1. 


gp 


Method 


AAT/GAP 




Start 


3229 




End 


4412 . 




GI 


5003012 




Score 


692 




Exons 


3229. .3360, 4149. .4412 










Seq. No. 


55593 




Seq. ID 


OJ000313_33.0421 


.C9 



56140 



Gene No. 


116452 


Strand 


. . . 


Start 


6535 


End 


6817 


Name 


OJ000313_33 . 0421 . C9. ol . tc 


Method 


TBLASTX: Cress 


Start 


79 


End 


279 


GI 


none 


Score 


122 


Exons 


79.. 222, 95.. 220, 232.. 279 






Seq. No. 


55593 


Seq, ID 


OJ000313_33.0421.C9 


Gene No. 


116452 


Strand 




Start 


6535 


End 


6817 


Name 


OJ000313_33 .0421.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


730 


End 


1776 


GI 


none 


Score 


159 


Exons 


730. .927, 734. .886, 955.-978, 


995. .1189, 1003. .1233, 1048. .1230, 




1333. .1440, 1341. .1439, 1654.. 


1776 




Seq. No. 


55593 


Seq. ID 


OJ000313_33.042'1.C9 


Gene No. 


116452 


Strand 




Start 


6535 


End 


6817 


Name 


OJ000313 33.0421.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


754 


End 


1446 


GI 


none 


Score 


87 


Exons 


754. .930, 755.-886, 1045. .1200, 1324.. 


1446 '• 


Seq. No. 


55593 


Seq. ID 


OJ000313_33.0421.C9 


Gene No. 


116452 


Strand 




Start 


6535 


End 


6817 


Name 


OJ000313 33.0421.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


1962 


End 


2393 


GI 


none 


Score 


80 


Exons 


1962.. 2021, 1962.. 2018, 1963.. 


2019, 1964.. 2020, 2260.. 2391, 




2264. .2389, 2268.-2393 






Seq. No. 


55593 


Seq. ID 


OJ000313_33.0421.C9 


Gene No. 


116452 


Strand 




Start 


6535 


End 


6817 


Name 


OJ000313 33.0421-.C9.o2.gp . 


Method 


AAT/GAP 


Start 


6535 


End 


6817 


GI 


LIB34 31-011-P1-N1-F6 


Score 


554 


Exons 


6535. .6817 






GI Descrip. 


'5441880/dbj IBAA82378.il 5-0e- 


-75 (AP000367) EST C28952 (C6294 5 ) 




corresponds to a region of the predicted gene.; Similar to maize 




transposon MuDR mudrA protein. 


(AC003981) [Oryza sativa] 1 


Seq. No. 


55594 


Seq. ID 


OJ000313_33.'"b421.C10 


Gene No. 


116453 


Strand 




Start 


3628 


End 


4748- 


Name 


OJ000313 33.0421.C10.ol.np 


Method 


AAT/NAP 


Start 


3628 


End 


4748 


GI 


7340920 


Score 


156 


Exons 


3628.-3742, 4706. .4748 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


55594 


Seq. ID 


OJ000313_33 . 0421 . C10 ■ ■ 


Gene No. 


116454 


Strand 




Start 


4777 


End 


5070 


Name 


OJ000313 33.0421.C10.o2.gs 


Method 


GENSCAN 



56141 




Start 


4777 






End 


5070 




GI 


none 






Score 


. 94 




Exons 


4 777 . . 48 67 , 


4 973 


. . 5070 








Seq. No. 


55595 






Seq. ID 


OJ000313_33.0421. 


Cll 


Gene No. 


116455 






Strand 


+ 




Start • 


56 






End 


A A O O 

4 433 




Name 


OJ000313 33 


. 0421 


. Cll . ol . gp 


Method 


AAT / GAP 




Start 


56 






End 


514 




GI 


none 


- 




Score 


,902 




Exons 


56 . . 514 












Seq. No. 


55595 






Seq. ID 


OJ000313_33.0421. 


Cll 


Gene No. 


116455 






Strand 


+ 




Start 


56 






•r-i _ _j 
End 


4433 




Name 


OJ000313 33 


.0421 


. Cll . ol . gs 


Method 


GENSCAN 




Start 


223 






End 


4433 




GI 


none 






Score 


.52 




Exons 


223. .484, 3595.. 


3 D 4 o , JooU . . 


o i o / , jyy j 


. .4094-, 4193.. 4433 


Seq. No. 


55595 






Seq. ID 


OJ000313_33.0421. 


Cll 


Gene No. 


116456 






Strand 






Start 


5547 






End 


8128 




Name 


OJ000313 33 


.0421 


. Cll . o2 . gs 


Method 


GENSCAN 




Start 


5547 






End 


8128 




GI 


none 






Score 


.52 




Exons 


5547. .5707, 


5847 


. . 5886, 6183 


..6395, 6749.-6865, 7528. .7627, 




8001. .8128 












Seq. No. 


55595 






Seq. ID 


OJ000313_33.0421. 


Cll 


Gene No. 


116457 






Strand 






Start 


9000 






End 


10313 




Name 


OJ000313 33 


.0421 


. Cll . o2 . gp 


Method 


AAT /GAP 




Start 


9000 






End 


9450 




GI 


2431259 






Score 


786 




Exons 


9000. . 9450 












Seq. No. 


■ 55595 . 






Seq. ID 


OJ000313_33.0421. 


Cll 


Gene No. 


116457 ' 






Strand 






Start 


9000 






End 


10313 




Name 


OJ000313 33 


.0421 


. Cll . ol . np 


Method 


AAT /NAP 




Start 


9294 






End 


10313 




GI 


7340723 






Score 


186 




Exons 


9294. .9416, 


9966 


. .10313 








GI Descrip. 


(AL162507) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


55596 






Seq. ID 


OJ000313_33.0421. 


C13 


Gene No. 


116458 






Strand 


+ * ' ' 




Start 


1 






End 


4 03 




Name 


OJ000313 33 


.0421 


. C13 . ol . np 


Method 


AAT /NAP 




Start 


1 






End 


403 




GI 


2760084 






Score 


90 




Exons 


1..23, 331. 


.403 










GI Descrip. 


(Y16045) leucine 


-rich repeat 


protein [Arabidopsis thaliana] 


Seq. No. 


55596 






Seq. ID 


OJ000313_33.0421. 


C13 


Gene No. 


116459 






Strand 


+ 





56142 




Start 


1052 




End 


2649 


Name 


^\OJ000313 33.0421:-C13.ol. 


gs 


Method 


GENSCAN 


Start 


1052 • 




End 


2649 


GI 


none 




Score 


.87 


Exons 


1052 . . 1084 , 1804 . .1929, 


2040 


..2492, 2494. .2649 


Seq. No. 


55596 




Seq. ID 


OJ000313_33.0421.C13 


Gene No. 


1164 dU 




Strand 




Start ^ „ 


. 304 




End 


678 


Name 


OJ000313 33.0421.C13.ol. 


gp 


Method 


AAT/GAP 


Start 


304 




End 


678 


GI 


36122 1.R1084 




Score 


682 


Exons 


304. .678 








GI Descrip. 


'1946300/emb|CAA73132| 2 


.Oe- 


18 (Y12529) 


hypothetical protein 



[Silene latifolia] 1 



Seq. No. 55596 Seq. ID 

Gene No. 116461 Strand 

Start 2057 End 

Name " OJ000313_33 . 042 1 . C13 . ol . tw Method 

Start 2057 End 

GI none " Score 
Exons 



OJ000313_33.0421.C13 
2390 

TBLASTX: Wheat 

2390 - 

63 



2057.. 2155, 2058.. 2123, 2058. .2165, 2061. .2162, 2238. .2390 



Seq. No. ' 55597 

Gene iNo. 116462 

Start 294 

Name OJ000313_33 . 0421 . CI 6 . ol . gs 

Start 294 

GI none 

Exons 294.. 315, 562.. 710, 1734.. 1856 



Seq. I'D OJ000313_33.0421.C16 

Strand + 

End 1856 

Method GENSCAN 

End 1856 

Score .73 



Seq. No. 55597 Seq. ID 

Gene No. 1164 63 Strand 

Start 3280 End * ' 

Name OJ000313_33 . 0421 . C16 . o3 . gs • Method 

Start 3280 ■ - End 

GI none . Score 

Exons 3280. .3408, 3673. .3756, 4408. .4569 



OJ000313_33.0421.C16 
+ 

4569 
GENSCAN 
'4569 
.73 



Seq. No. 55597 - * Seq. ID 

Gene No. 116464 Strand 

Start 2139 End 

Name OJ000313_33 . 0421 . CI 6 . o2 . gs Method 

Start 2139 End" 

GI none - Score 

Exons 2139.. 2277, 2337.. 2404 



OJ000313_33.0421.C16 

2404 
GENSCAN 
2404 
.54 



Seq. No. 55598 Seq. ID 

Gene No. 116465 Strand 

Start 525 End 

Name OJ000313_33 . 0421 . C17 . ol . gp Method 

Start 525 End 

GI none Score 

Exons 525.-966 



OJ000313_33.0421.C17 
+ 

966 

AAT/GAP 

966 

819 



Seq. No. 55598 Seq. ID OJ000313_33 . 0421 . C17 

56143 



Gene No. 116466 r _. Strand + 

Start 3664* - ■ • . End - 3991 

Name OJ000313_33 . 0421 . C17 . o3 . gp Method AAT/GAP 

Start 3664 End 3991 

GI ~' 3061177 Score 548 

Exons 3664.. 3991 

GI Descrip. 5679837/emb | AJ243961 . 1 | OSA243961 2.0e-12 Oryza sativa chromosome 
4 BAC 11332 genomic sequences 



Seq. .No. 


55598 






Seq. ID 


OJ000313_ 


33.0421.C17 


Gene No. 


116467 






Strand 


+ 




Start 


4717 






End 


5000 




Name 


OJ000313_33 


0421 .C17 .o4 


.gp 


Method 


AAT/GAP 




Start 


4717 






End 


5000 




GI 


6024982 






Score 


481 




Exons 


4717 . . 5000 












Seq. No.." 


55598 






Seq. ID 


OJ000313_ 


33.0421.C17 


Gene No. 


116468 






Strand ■ 


.+ 




Start 


6527 






End 


10950 




Name 


OJ000313 33, 


0421.C17.o2 


.gs 


Method 


GENSCAN 




Start 


6527 






End 


10950 




GI 


none 






Score 


.61' 




Exons 


65,27. . 67*61, 


8034. .8369, 


8405. 


.8479, 8580. .8680, 


8731.. 8866, - 




9039. .9138, 


9221. .9287, 


9547. 


.9645, 10128.. 10217 


, 10777.. 10950 


Seq. No. 


55598 






Seq. ID 


OJ000313_ 


33.0421.C17 


Gene No. 


116469 






Strand 


+ 




Start 


11731 






End 


18025 




Name 


OJ000313 33. 


0421.C17.o6 


.gp 


Method 


AAT/GAP 




Start 


11589 






End 


12603 




GI 


uC-osroM202041gl2bl 




Score 


869 





Exons 11589. .11769, 12006 .. 12118 , 12258 .. 12326, 12493.. 12603 

GI Descrip. ' 5903045/gb | AAD55604 . 1 | AC008016_14 2.0e-21 (AC008016) Similar to 

gb_AF108945 signal peptidase 18 kDa subunit from Homo sapiens. 

ESTs gb_H76629, gb_H76949 and gb_H7 6216' come from this gene. 

[Arabidopsis thaliana] 1 



Seq. No. 55598 Seq. ID 

Gene No. 116469 Strand 

Start 11731 End 

Name OJ000313_33 . 0421 . C17 . ol . np Method 

Start 11692 End 

GI 5903045 Score 

Exons ' 11692. .11769, 12005 .. 12 118 , 12258 

12635. .12680, 12859 12 94 6, 13053 

GI Descrip. 



OJ000313_33.0421.C17 
+ 

18025 
AAT/NAP 
13294 
381 

12324, -12488. 
13110, 13247. 



,12528, 
,13294 



(AC008016) Similar to gb|AF108945 signal peptidase 18 kDa 
subunit from Homo sapiens. ESTs gb|H76629, -gb|H76949 and 
gb|H76216 come from this gene. [Arabidopsis thaliana] 



Seq. No. 55598 Seq. ID 

Gene No. 116469 Strand 

Start 11731 End 
Name ■ OJ000313_33 . 0421 . C17 . o3 . gs Method 

Start 11731 •* " End 

GI none Score 
Exons 



OJ000313_33.0421.C17 
+ 

18025 
GENSCAN 
18025' 
.67 



11731. .11769, 12258. .12326, 12635 .. 12680, 12859 .. 1294 6, 



56144 



13053. .13110, 14285. .14798, 14813 .. 15175, 15379 .. 15723, 
16448. .16471, 17700.. 18025 



Seq. No. 55598 

Gene No. 116469 

Start 11731 

Name OJ.000313_33 . 0421 . C17 . o7 . gp 

Start 16428 

GI none 

Exons 16428. .16841 



Seq. ID OJ000313_33.0421.C17 

Strand • + 

End 18025 

Method' AAT/GAP 

.End 16841 

Score 743 



Seq. No. 55598 

Gene No. 116470 

Start 729 

Name . OJ000313_33 . 0421 . C17 . ol . gs 

Start 729 

GI none 
Exons 



Seq. ID OJ000313_33.0421.C17 
Strand 

End 4754 

Method GENSCAN 

End 4754 

Score . 63 



729. .1443, 2865. .3275, 3447. .3701, 3780. .3929, 4210. .4754 



Seq. No. 55598 

Gene No. 116470 

Start 729 

Name OJ000313_33 . 0421 . C17 . ol . ts 

Start 729 %f 

GI none 
Exons 



Seq. ID OJ000313_33.0421.C17 
Strand 

End 4754 

Method TBLASTX : Soybean 

End 1314 

Score • 133 



729. .1010, 736. .1011, 926. .1027, 1032. .1154, 1033. .1131, 
1044. .1154, 1179. .1313, 1192. .1314 



Seq. No. 55598 

Gene No. 116470 

Start 729 

Name OJ000313_33 . 0421 . CI 7 . o3 . tc 

Start 729 

GI none 

Exons 729.. 938 



Seq. ID OJ000313_33.0421.C17 
Strand 

End - 4754 

Method TBLASTX : Cress 

End 938 

Score 192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55598 

116470 

729 

OJ000313_33.0421.C17.ol.tm 

729 
none 



Seq. ID OJ000313_33.0421.C17 
Strand 

End 4754 

Method TBLASTX : Mai ze 

End 4736 

Score 143 



729. .836, 729. .1034, 730. .1035, 933. .1037, 1018. .1131, 
1036. .1146, 1038. .1148, 1041;. 1151, 1125. .1445, 1146. .1445, 
1183. .1446, ; $209. .4283, 4209. .4391, 4287. .4736, 4399. .4728 



55598 
116470 
729 

OJ000313_33.04 21.C17.o2.gp 
1061 

8323_1.R1084 
1061. .1443, 3447. .3496 

, 5679837/emb|AJ243961.1 IOSA243961 2.0e-12 Oryza sativa 
chromosome 4 BAC 11332 genomic sequences' 



Seq. ID OJ000313_33.0421.C17 
Strand 

End 4754 

Method AAT/GAP 

End 34 96 

Score 804 



Seq. No. 



55598 



Seq. ID OJ000313 33.0421.C17 



56145 





Gene No. 


116470 


Strand 


- 




Start 


- 729 


End 


4754 . 




Name 


OJ000313_33. 0421 .C17 .ol. tc 


Method 


TBLASTX: Cress 




Start 


4299 


End 


4749 




GI 


none 


Score 


177 




Exons 


- 4299. .4748, 4399. .4557, 4603 


. . 4749 






Seq. No. 


55598 


Seq. ID 


OJ000313_33.0421.C17 




Gene No. 


116470" 


Strand 






Start 


729 


End 


4754 




Name 


OJ000313_33 .0421.C17.o2.ts 


Method 


TBLASTX : Soybean 




Start 


4314 ^ 


End 


4742 




GI 


none 


Score 


188 




Exons 


4 31 4.. 4742, 4399.. 4 62 6 








Seq. No. 


55598 


Seq. ID 


OJ000313_33.0421.C17 




Gene No. 


116471 


Strand 






Start 


8039 


End 


16905 




Name 


OJ000313_33. 0421 .C17 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


8039 


End 


16905 




GI 


none 


Score 


120 




Exons 


8039. .8170, 8056. .8145, 8385 


..8483, 8407. .8481, 8575. .8640, 






8579. .8638, 8730. .8864, 8731 


..8865, 9031. .9135, 9038. .9136, 


zs. 
i _J 




9210.. 9287, 9219.. 9287, 95.41 


..9645, 9544.. 9648, 9561.. 9647, 


L i H ' 




' 10125. . 10217, 10125. .10211, 


10133. .10213, 10135. .10236, 


ril 




10474 .. 10632,' 10476 .. 10532 , 


10717. . 10848, 10873. .10929, 


r ™ 




16861. . 16905 






^~ 


Seq. No. 


55598 


' Seq. ID 


OJ000313_33.0421.C17 




Gene No. 


116471 


Strand 




i y 


Start 


8039 


End - 


16905 




Name 


OJ000313 33.0421.C17.o4.ts 


Method 


TBLASTX : Soybean 




Start 


8051 


End 


16537 


- s 


GI 


none 


Score 


149 




Exons 


8051. .8170, 8053. .8145, 8183 


..8326, 8403. .8483, 8404. .8481, 


?=s 




8579. .8638, 8582. .8638, 8730 


..8864, 8731. .8865, 8740. .8865, 


% ™ 




■9037. .9114, 9038. .9136, 9219 


..9287> 9227.. .9283, 9544.. 9645, 


fT 

•= =7 




9552 . . 964 4, 164 69. . 16537 






E 5 

■3 S3" 


Seq. No. 


55598 


Seq. ID 


OJ000313_33.0421.C17 




Gene No. 


116471 


Strand 






Start 


8039 


End 


16905 




Name 


OJ000313_33. 0421 .C17 . o5 . ts 


Method 


■TBLASTX : Soybean 




Start 


10476 


End 


10767 




GI 


none 


Score 


197 




Exons 


10476.. 10547, 10477.. 10 632, 


10738.. 10767 




Seq. No. 


55598 


Seq. ID- 


OJ000313_33.0421.C17 




Gene No. 


• 116471 


Strand 






Start 


8039 


End 


16905 




Name 


OJ000313 33.0421.C17.o5.tm 


Method 


TBLASTX: Maize 




Start 


.12004 


End 


13143 




GI 


none 


Score 


84 




Exons 


12004. .12135, 12005. . 12118, 


12019. .12120, 12024. .12125, 



12255. .12323, 12257 .. 12328 , 12261 12332 , 12262 .. 12324 , 
12472. .12531, 12 635 .. 12682 , 12856 12936, 12858 .. 12947, 
12858. .12935, 13054. .13143 



56146 



Seq. No. 55598 
Gene No. 116471 
Start 8039 

Name OJ000313_33 . 0421 . C17 . 06 . ts 

Start. 1200.4 
GI none 

Exons 12004. .12111, 12005 12118, 

12255. .12323, 12257 12328 , 
12846. .12947, 13054.. 13143 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 33.0421.C17 



16905 

TBLASTX : Soybean 
13143 
72 

12008. .12118, 12028. .12135, 
12472. .12531, 12635 .. 12 682 , 



f j 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55598 

116471 

8039 

OJ000313_33.0421.C17.o4.tm 
14394 
none 
14394. 
14513. 
14836. 
15413. 



14438, 14408. .14740, 

14794, 14546. . 14746, 

15177, 15369. . 15602, 
15592 



55598 
116471 - 
8039 

OJ000313_33.0421.C17 .o3.ts 
14408 
none 
14408. 
14818. 
15453. 



Seq. ID OJ000313_33.0421.C17 
Strand 

End 16905 

Method TBLASTX : Mai ze 

End 15602 

Score 151 
14429. .14800,. 14 4 94 14706, 
14793. .14828, 14 7 94 15156, 
15378. .15596, 15378 .. 15551 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 .33.0421.C17 



14761, 14615. .14794, 14639. 
15174, 14820. .14918, 14973. 
15728 



16905 

TBLASTX : Soybean 
15728 
133 

14779, 14794. .14955, 
15119, 15378. .15683, 



Seq. No. 55598 
Gene No. 116471 
Start 8039 

Name OJ000313_33 . 0421 . C17 . o2 . tc 

Start 14453 
GI none 

Exons 14453. .14800, 14513 14734 , 

14630. .14800, 14794. .14931, 
14869. .15201, 14938. .15150, 
15384. .15698 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_33.0421.C17 
16905 

TBLASTX: Cress ./ 

15698 

177 



14567. .14716, 14 618 14 800, 
14794 .. 15117, 14800. . 15018, 
14959. .15147, 15378 .. 15536, 



Seq. No. 55598 Seq. ID 

Gene No. 116471 Strand 

Start 8039 End 

Name OJ0003 13_33 . 04 2 1 . C17 . o3 . tm Method 

Start 15606 End 

GI none Score 

Exons 15606. .15794, 15607 .. 15795, 15608 15793, 15795 
15797. .15859 



OJ000313 33.0421.C17 



16905 

TBLASTX: Maize 
15860 
24 2 

15860, 



Seq. .No. 55599 Seq. ID 

Gene- No. 116472 Strand 

Start 374 End 

Name ' OJ000313_33 . 0421 . C18 . ol . gs Method 

Start 374 End 



OJ000313_33.0421.C18 
+ 

3610 

GENSCAN 

3146 



56147 



GI , 
Exons 



none Score .58 

374. .656,-707. .852, 882. .942, 1330. .1391, 2283.. 2342, 

2877. .2998, 3075. .3146 



Seq. No. 55599 

Gene No. 116472 

Start .374 

Name OJ000313_33 . 0421 . C18 . o2 . tm 

Start ~ 1615 

GI none 
Exons 



Seq. ID OJ000313_33.0421.C18 

Strand + 

End 3610 

Method TBLASTX : Mai ze 

End 1893 

Score 150 ' 



1615. .1707, 1616. .1699, 1627. .1704, 1799. .1891, 1801. .1893, 
1801. .1890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

%J Seq.- No. 
fr= Gene No. 
fH Start 

Name 
H Start 

gi 

O Exons 



13 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
■ Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



55599 • Seq. ID OJ000313_33 . 0421 . C18 

116472 Strand + 

374 End 3610 

OJ000313_33.0421.C18.ol.np Method AAT/NAP 

1642 End 3607 

7269838 Score 258 

1642. .1704, 1802. .1890, 2112. .2190, 2283. .2342, 2877. .2998, 
3075.. 3146, 3508.. 3607 

(AL161574) putative protein [Arabidopsis thaliana] 



55599 
116472 
37 4 

OJ000313_33.0421.C18.ol.tm 

2874 

none 



_Seq. ID OJ000313_33.0421.C18 

'Strand + 

End 3610 

Method TBLASTX: Maize 

End 3610 

Score 210 



2874. .3014, 2875. .2988, 2933. .2998, 3074. .3145, 3075. .3146, 
3075. .3146, 3076. .3147, 3482. .3610, 3507. .3608, 3508. .3609 

55600 Seq. ID OJ000313_33 . 0421 . CI 9 

116473 Strand + 
6683 .End 6742 
OJ000313_33.0421.C19.o2.gp Method AAT/GAP 
6683 ' - Enci • -6742 
uC-osflM2020118f06al Score 57 
6683. .6742 

'576771/gb|CJ16256|OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 1 1 -end sequence 1 

55600 Seq. ID OJ000313_33 . 0421 . C19 

116474 Strand 

1 End 68 96 

OJ000313_33.0421.C19.ol.np Method AAT/NAP 
1 End 3980 

6598861 ' Score 897 

1..251, 491. .597, 878. .1232, 1311. .1992, 2392. .2653, 3788. .3980 
(AC010556) hypothetical protein [Arabidopsis thaliana] 

55600 Seq. ID OJ000313_33 . 0421 . C19 

116474 Strand 

1 End 6896 

OJ000313_33 . 04 21 . CI 9 . ol . ts Method TBLASTX : Soybean 

51 End 260 

none Score 14 5 



56148 




Exons 


51 . .260, 52 . . 255 








Seq. No. 


55600 




Seq; ID 


OJ000313_33.0421.C19 


Gene No. 


116474 




Strand 




Start 


1 




End 


6896 


Name 


OJQ00313_33. 0421.C19.ol 


.gs 


Method 


GENS CAN . 


Start 


57 




End 


6896 


GI 


none 




Score 


.71, 


Exons 


57. .251, 491. .582, 878. 


. 1232, 


1311.. 1992, 2392.. 2636, . : . 




3077. .3216, 3795. .4 033, 


4219. 


.4344, 5117. .5466, 6070. .6277, 




6437 .. 6663, 6807 .. 68 96 








Seq. No. 


55600 




Seq. ID 


OJ000313 33.0421.C19 


Gene No. 


116474 




Strand 




Start 


1 




End 


6896 


Name 


OJ000313_33. 0421 .C19.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


. 57 




End 


571 


GI 


none 




Score 


100 


Exons 


57. .101, 108. .260, 109. 


. 252, 


439. .504, 


'488. .571 


Seq. No. 


55600 




Seq. ID 


OJ000313_33.0421.C19 


Gene No. 


116474 




Strand. 




Start 


1 




End 


6896 . 


Name 


OJ000313 33.0421.C19.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


57 




End 


.225 




none 




Score 


19*0 


Exons 


57 . . 221, 58 . . 225 








Seq. No. 


55600 




Seq. ID 


OJ000313_33.0421.C19 


Gene No. 


116474 




Strand 




Start 


1 




End 


6896 


Name 


OJ000313_33. 04 21 .C19.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


488 




End 


1204 


GI 


none 




Score 


55 


Exons .. 


488.-538, 489. .542, 975 


.1199, 976. .1197., 978. .1199, 980. . 12 


Seq. No. 


'55600 




Seq. ID 


OJ000313_33.0421.C19 


Gene No. 


116474" 




Strand 




Start 


1 




End 


6896 


Name 


OJ000313_33.0421.C19.o4 


tm 


Method 


TBLASTX: Maize 


Start 


488 




End 


1094 


GI 


none 




Score 


71 


Exons 


488. .568, 489.;566, 489 


.569, 


867. .1094, 927. .1094 


Seq. No. 


55600 




Seq. ID 


OJ000313_33.0421.C19 


Gene No. 


116474 




Strand 




Start 


1 




End 


6896 


Name 


OJ000313_33. 0421.C19.ol 


gp 


Method 


AAT/GAP 


Start 


1296 




End 


1699 


GI 


3761642 




Score 


730 


Exons 


1296. . 1699 








Seq. No. 


55600 




Seq. ID 


OJ000313_33.0421.C19 


Gene No. 


116474 




Strand " 




Start 


1 




End 


6896 


Name 


OJ000313 33.0421.-C19.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1471 




End 


1888 



56149 



Til 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 18 6 

1471. .1746, 1472. .1720, 1486. .1839, 1491. .1883, 1670. .1885, 
1680. .1886, 1751. .1888 



55600 

116474 

1 

OJ000313_33.0421.C19.o2.tm 

2388 

none 

2388.. 2639, 2391.. 2639, 2392. 



Seq. ID OJ000313_33.0421.C19 
Strand 

End 6896 

Method TBLASTX : Maize 

End 38 90 

Score 265 
.2640, 3795.. 3890 



55600 

116474 

1 

OJ000313_33.0421.C19.o2.np 

5298 

4206196 



Seq. ID OJ000313_33.0421.C19 
Strand 

End 6896 
Method AAT/NAP 
End 6887 
Score 379 

5298. ..5501, 5599.. 5690, 5882. .5967, 6070.. 6258, 6403.. 6663, 
6807.. 6887 

(AF071527) hypothetical protein [Arabidopsis thaliana] 
gi I 7270212 | emb | CAB77827.il (AL161496) hypothetical protein 
[Arabidopsis thaliana] 



55600 

116474 

1 

OJ000313_33.0421.C19.o2.ts 

6436 

none 

6436. .6618 



Seq. ID OJ000313_33.0421.C19' 
Strand 

End 6896 

Method TBLASTX : Soybean 

End 6618 

Score 187 



Seq. No. 55601 

Gene No. 116475 

Start 70 

Name OJ000313_27 . 0418 .'CI . ol . gs 

Start 70 

GI none 

Exons 70.. 299 



Seq. ID OJ000313_27.0418.C1 
Strand 

End 299 

Method GENSCAN 

End * 299 

Score .61 



Seq. No. 55602 

Gene No. 116476 

Start 308 

Name OJ000313_27 . 04 18 . C2 . ol . gs 

Start 308 

GI none 

Exons 308.. 374 ■ - 



Seq. ID OJ000313_27.0418.C2 

Strand + ■ 

End 374 

Method GENSCAN 

End 374 

Score . 63 



Seq. No. 55603 

Gene No. 116477 

Start 174 

Name OJ000313_27 . 04 18 . C5 . ol . np 

Start 174 

GI 4 680IS'6 

Exons 174.. 212, 1923.. 2127 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000313_27.0418.C5 

Strand + " 

End 2127 

Method AAT/NAP 

End 2127 

Score 210 



56150 



Seq. No. 55603 Seq. ID OJ000313_27 . 04 18 . C5 

Gene No. 116478 Strand 

Start 1671 End 2056 

Name OJ000313_27 . 04 18 . C5 . ol . gp Method AAT/GAP 

Start 1671 End 2056 

GI ' uC-osflcyp033a04bl Score 637 

Exons 1671. .2056 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 55604 

Gene No. 116479 

Start 2006 

Name OJ000313_27 . 04 18 . C6 . ol . gs 

Start 2006 

GI none 
Exons 



Seq. ID OJ000313 27. 0418. C6 



Strand 
End 

Method 

End 

Score 



+ 

4541 
GENSCAN 
4541 
.54 



2006. .2296, 2665. .2780, 3163. .3218, 4474. .4541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000313 27. 0418. C6 



55604 
116479 
2006 

OJ000313_27 . 0418 .C6.o2 .np 
2401 
1184100 
2401.. 2603, 3042. -.3221 

(U45958) pistil extensin-like protein [Nicotiana alata] 



Strand 
End 

Method 

End 

Score 



+ 

4541 
AAT/NAP 
3221 
,53 



55604 

116480 

1 

OJ0003 
1 

- 690708 
1. .426 
(AP001 
region 
sativa 



13_27.0418.C6.ol.np 

7 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_27.0418.C6 
426 

AAT/NAP 

426 

382 



129),ESTs C72771 (E2215) ,AU082313 (E2215) correspond to a 
of. the predicted gene.; hypothetical protein [Oryza •" 

] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



55604 
116481 
3926 

OJ000313_27.0418.C6.ol.gp 
3926 
576771 
■3926. .4136, 4163. .4419 
576771/gb| U16256 IOSU16256 
sucrose-regulated mRNA, 3' 

55605 
116482 
571 

OJ000313_27.0418 .C7.ol.np 
571 

5852180 
571. . 640, 1643. .2017 
(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000313_27.0418.C6 

4419 
AAT/GAP 
4419 
840 



).0e+00 Oryza sativa cone SRI 
-end sequence 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313_27.0418.C7 
+ 

2396 
AAT/NAP 
2017 
386 



56151 




Seq. No. 


55605 






Seq. ID 


OJ000313_27.0418.C7 


Gene No. 


116482 






Strand 


+ 


Start 


571 • 






End 


2396 


Name 


OJ000313_27 . 


0418 


. C7 . ol . gs 


Method 


GENSCAN 


Start 


1677 






End 


2396 


GI 


none 






Score 


. 53 


Exons 


1677 . .2396 










Seq. No. 


55605 






Seq. ID 


OJ000313 27. 0418. C7 


Gene No. 


116483 






Strand 


- 


Start 


3665 






End 


4562 


Name 


OJ000313_27 . 


0418 


. C7 . o2 . gs 


Method 


GENSCAN 


Start 


3665 






End 


4562 


GI 


none 






Score 


. 54 


Exons 


3665 . . 3750, 


3960 


A "\ A A A C f\ A 

. .4144, 4 504 


, .4562 




Seq. No. 


55606 






Seq. ID 


OJ000313 27. 0418. C10 


Gene No. 


116484 






Strand 


+ 


Start 


693 






End 


3554"' 


Name 


OJ000313 27. 


0418 


.Cl6.ol.np 


Method 


AAT/NAP 


Start 


693 






End 


3554 


GI 


7487607 






Score 


398 


Exons 


' ls 693. .812, 1807. . 


2003, 2097.. 


2201, 2599 


..2838, 3112. .3298, 




3424 . . 3554 










GI Descrip. 


hypothetical 


protein T3F12.1 


- Ara T bidopsis thaliana (fragmei 


Seq. No. 


55606 






Seq. ID 


OJ000313_27. 0418. C10 


Gene No. 


116484 






Strand 


+ 


Start 


693 






End 


3554 


Name 


OJ000313 27. 


0418 


.C10.ol.gs 


Method 


GENSCAN 


Start 


1766 






End 


3357 


GI 


none 






Score 


.93 


Exons 


1766. . 1966, 


2066 


..2195, 3112 


..3357 




Seq. No. 


55606 






Seq. ID ' 


OJ000313_27. 0418. C10 


Gene No. 


116484 






Strand 


+ 


Start 


693, . 






End 


3554 - 


Name 


OJ000313 27. 


0418 


.ClO'.Ol.tc 


Method 


TBLASTX: Cress 


Start 


1808 






End ' 


2008 


GI 


none 






Score 


197 


Exons 


1808. .2008, 


1824 


. .2003 






Seq. No. 


55606 






Seq. ID 


OJ000313_27. 0418. C10 


Gene No. 


116484 






Strand 


+ 


Start 


693 






End 


3554 


Name 


OJ000313 27. 


0418 


.C10.ol.tm 


Method 


TBLASTX :Maize 


Start 


1808. 






End 


2732 


GI 


none 






Score' 


204 


Exons 


1808. .2005, 


1824 


..2003, 1828 


..2004, 1891. .2007, 2090. .2209, 




2094 . .2195, 


2601 


. .2732 






Seq. No. 


55606 






Seq. ID 


OJ000313_27. 0418. C10 


Gene No. 


116484 






Strand 


+ 


Start 


693 






End 


3554 


Name 


OJ000313 27. 


0418 


.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1817 






End 


2679 


GI 


none 






Score 


245 



56152 



Exons 



1817.. .2008, 1824.. 2003, 1825.. 2022, 2089.. 2151, 2094.. 2195, 
2597.. '2674, 2598.. 2663, 2599.-2679, 2600.. 2674 



Seq. No. 55606 

Gene No. 116484 

Start 693 

Name 0 JO 00 3 1 3_2 7 . 0 4 1 8 :C1 0 . o2 . tm 

Start 2749 

GI none 
Exons 



Seq. ID OJ000313_27. 0418. C10 

~ Strand + 

End 3554 

Method TBLASTX : Maize 

End 3315 

Score 78 



274 9. .284 4, 3109. .3315, ..3109. .3285 



= ! 3 
: ST 



%3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI .Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55607 

116485 

1 

OJ000313_27.0418.Cll.ol.np 
1 

5852098 



Seq. ID OJ000313_27.0418.C11 

Strand + 

End 5747 

Method AAT/NAP 

End 4089 

Score 259 



1..32, 3143. .3215, 3911. .4089 
(AL117264) : zwh21.1 [Oryza sativa] 



55607 

116485 

1 

OJ000313_27.0418.Cll.ol.gs 

675 

none 



Seq. ID OJ000313_27.0418.C11 

Strand + 

End 574 7 ,. 

Method GENSCAN 

End 574 7 •■ 

Score .45 



675. .681, 2326. .2643, 3926. .4091, 5684. .5747 



55607 

116485 

1 

OJ000313_27 . 04 18 . Cll . o2 . gp 

3237 

none 

3237. .3655 



Seq. ID OJ000313_27. 0418. Cll 

Strand + 

End 57 4 7 

Method AAT/GAP 

End 3655 

Score 817 



Seq. No. 55607 

Gene No. 116485 • • 

Start 1 

Name OJ000313_27 . 04 18 . Cll . o3 . gp 

Start 3932 

GI uC-osflM202135a05al 

Exons 3932.. 4091, 4186.. 4300 

GI Descrip. ' 567984 4 /emb | CAB51837 . 1 | 6 . 0e-18 (AJ243961) .11332.8 [Oryza 

- sativa] 1 



Seq. ID OJ000313_27.0.418.C11 
Strand + 

574 7 ' 
AAT/GAP 
4300 
494 



End 

Method 

End 

Score 



Seq. No. 55607 
Gene No. ■ 116486 

Start 6171 .. 

Name OJ000313_27 . 04 18 . Cll . ol . tm 

Start 3146 

GI none 
Exons 



Seq." ID OJ000313_27. 0418. Cll 
Strand' 

End 6307 

Method TBLASTX : Maize 

End 4087 

Score 81 



3146.. 3202, 3149.. 3202, 3913.. 4083, 3913.. 4080, 3.914.. 4081, 
3915, .4082, 3917.. 4087 



Seq. No. 
Gene No. 



55607 
116486 



Seq. ID OJ000313_27. 0418. Cll 
Strand 



56153 






Start 


6171 


End 


6307 




Name 


OJ000313 27.0418.Cll.o2.gs 


Method 


GENSCAN 




Start 


6171 


End 


6307 




GI 


none 


Score 


. 52 




Exons 


6171 . . 6307 








Seq. No. 


55608 * - 


Seq. ID 


OJ000313_27 .0418 .C15 




Gene No. 


116487 


Strand 


+ 




Start 


54 6. 


End- 


1207 • 




Name 


OJ000313 27 . 0418 . C15 . ol .gs 


Method 


GENSCAN 




Start 


546 


End 


1207 




GI 


none 


Score 


. 86 




Exons 


546. .679, 1187. .1207 








Seq. No. 


55608 


Seq/ ID 


OJ000313 27.0418.C15 




Gene No. 


116488 


Strand 


+ 




Start 


6357 


End 


11548 




Name 


OJ000313 z7 . 04 18 . C15 . ol . np 


Method. 


AAT/NAP 




Start 


6357 


End 


11548 




GI 


5852180 


Score 


564 




Exons 


6357.. 6458, 9932.. 9988, 10968 


. . 11085, 


11137 . . 11548 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


55608 


Seq. ID- 


OJ000313_27.04i8.C15 




Gene No. 


116489 ■ 


Strand 




tn 


Start 


3901 


End 


8579 




Name 


OJ000313_27 . 0418 .CI 5 .o2 . gs 


Method 


GENSCAN 




Start 


3901 


End 


8579 




GI 


none 


Score 


.67 


'-'^ 


Exons 


3901.. 4001, 4079.. 4340, 4502. 


.4674, 6703. .6882, 7361. .8579 


\3 
\ u 


Seq. No. 


55608 


Seq. ID 


OJ000313_27.0418.C15 




Gene No. 


116490 


Strand 






Start 


9836 


End 


10218 




Name 


OJ000313 27.0418.C15.o2.gp 


Method 


AAT/GAP 




Start 


9836 


End 


10218 




GI 


uC-osflcyp033a04bl 


Score 


672 




Exons 


9836.. 10218 








GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 ' 





Seq. No. 


55608 


Seq. ID 


OJ000313_ 


_27 


Gene No. 


116491 


Strand 






Start 


11025 


End 


11666 




Name 


OJ000313 27.0418.C15 


,o4.gs Method 


GENSCAN 




Start 


11025 


End 


11666 




GI 


none 


Score 


.41 




Exons 


11025. .11666 '* 








Seq. No. 


55609 


Seq. ID 


OJ000313_ 


27 


Gene No. 


116492 


Strand 


+ 




Start 


73 


End 


2109 




Name 


OJ000313 27.0418.C16 


.ol.gs Method 


GENSCAN 




Start 


73 


■ End 


2109 




GI 


none 


Score 


.56 




Exons 


73. .140, 878. .1011, 


1957. .2109 







56154 





. Seq. No. 


55609 


Seq. ID 


OJ000313 27.0418.C16 




Gene No*. 


116493 


Strand 


+ ~~ 




Start 


3084 


End 


5416 




Name 


OJ000313 27.0418.C16.o2.gs 


Method 


GENSCAN 




Start 


3084 


End 


5416 






none . 


Score 


.76 




Exons 


3084. .3421, 4911. .4934, 5197. .5416 






Seq. No. 


55609 


Seq. ID 


OJ000313_27 . 0418.. CI 6 




Gene No. 


116494 


Strand 


+ 




Start 


11490 


End 


14072 




Name 


OJ000313 27.0418.C16.o2.np 


Method 


AAT/NAP 




Start 


11490 


End 


12698 




GI 


7488857 


Score 


260 




Exons 


11490. .11593, 12229. .12698 








GI Descrip. 


hypothetical protein - fava 


bean (fragment) 






gi | 2522230 | dbj | BAA22788 . 1 | 


(AB007467) 


retrotransposon-like gene; 






the first amino acid was determined to 


be leucine [Vicia faba] 




Seq. No. 


55609 


Seq. ID 


OJ000313_27.0418.C16 




Gene No. 


116494 


Strand 


+ 




Start 


11490 


End 


14072 




Name 


OJ000313 27-0418.C16.o5.gs 


•Method 


GENSCAN 




Start 


12227 


. ■ - End - 


14072 


%J 


GI 


none 


Score 


.54 


[fl 


Exons 


12227. .12685, 12817 13086, 


13715. .14072 


h y 


Seq. No. 


55609 


Seq. ID 


OJ000313_27.0418.C16 


L J 


Gene No. 


116495 


Strand 






Start 


1647 


End 


2030 




Name 


OJ000313 27.0418.C16.ol.gp 


Method 


AAT/GAP 


1 y 


Start 


1647 


End 


2030 




GI 


uC-osflcyp033a04bl 


Score 


701 




Exons 


1647. .2030 








GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome. 1, clone : P07 11E10 1 





is 5* 

il 



Seq. No. 55609 

Gene No. 116496 

Start 9775 

Name OJ000313_27 . 04 18 . C16 .o4 . gs 

Start 9775 

GI none 
Exons 



Seq. ID OJ000313_27.0418.C16 
Strand 

End 11687 

Method GENSCAN 

End 11687 

Score .49 



9775. .9879, 10343 .. 10523, 10610 .. 10905, 11009 .. 1 1185 , 
11637. .11687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55609 

116496 

9775 

OJ000313_27 .0418.C16.ol.np 



OJ000313 27.0418.C16 



Seq. ID 
Strand 

End 11687 
Method AAT/NAP 
9778 End 11516 

6907087 Score 924 

9778.. 987.9, 10421 .. 11093, 11139.. 11516 

(AP001129) ESTs C72771 (E22-15 ) , AU08'2313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



56155 




Seq. No. 


55610 


Seq. ID 


OJ000313_27.0418 


.C18 


Gene No. 


116497 


Strand 


+ 




Start 


665 


End 


2145 




Name 


OJ000313_27 .0418.C18.ol.gs 


Method 


GEN SCAN 




Start 


665 


End 


2145 




GI 


none 


Score 


. 64 




Exons 


665. .737, 1234. .1535, 1783.. 


2145 






Seq. No. 


55610 • 


Seq. ID 


OJ000313_27.0418 


.C18 


Gene No. 


116498 


Strand 






Start 


2017 


End 


2651 " 




Name 


OJ000313_27 .0418.C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2011 


End 


2256 




GI 


none 


Score 


45 




Exons 


2011.. 2256, 2015.. 2044, 2084 


. .2254, 2089. .2256 




Seq. No. 


55610 


Seq. ID 


OJ000313_27.0418 


. C18 


Gene No . 


. 116498 


Strand 






Start 


2017 


End 


2651 




Name 


OJ000313 27.0418.C18.ol.np 


Method 


AAT/NAP • 




Start 


2017 


End 


2651 




GI 


4544372 


Score 


120 




Exons 


2017.. 2341, 2623.. 2651 








GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




-thaliana] 








Seq. No. 


55611 


Seq. ID 


OJ000313 27.0418 


-C19 


Gene No. 


116499 


Strand 


+ 




Start 


223 


End 


651 




Name 


OJ000313 27.0418.C19.ol.gs 


Method 


GENSCAN 




Start 


223 


End 


651 




GI 


none 


Score 


.99 




Exons 


223. .651 








Seq. No. 


55612 


Seq. ID 


OJ000313_27.0418 


.C20 


Gene No. 


116500 


Strand 


+ 




Start 


148 


End 


656 




Name 


OJ000313 27.0418.C20.ol.gs 


Method 


GENSCAN 




Start 


148 


End 


656 




GI 


none 


Score 


.67 




Exons 


148. .212, 308. .379, 412. .571 


, 576.. 656 






Seq. No. 


55613 


Seq. ID 


OJ000313_27.0418 


■ C21 


Gene No. 


116501 


Strand 


+ 




Start ' 


664 


End 


843 




Name 


OJ000313 27.0418.C21.ol.gs 


Method 


GENSCAN 




Start 


664 


End 


843 




GI 


none 


Score 


.7 




Exons 


664. .843 








Seq. No. 


55614 


Seq. ID 


OJ000313_27.0418 


.C22 


Gene No. 


116502 


Strand 


+ 




Start 


380 


End 


2435 




Name 


OJ000313 27.0418.C22.ol.np 


Method 


AAT/NAP 




Start 


380 


End 


2435 




GI 


5852175 


Score 


93 




Exons 


380. .486, 1117. .1149, 2405.. 


2435 







56156 



GI Descrip. (AL117265) zhb0005.1 [Oryza sativa] 



Seq. No. 55614 

Gene No. 116503 

Start 1 

Name OJ000313_27 .0418. C22 . o2 . np 

Start . . 1 • . 

GI 4544372 

Exons 1..60, 1280.. 2144 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000313_27.0418.C22 
Strand 

End 2114 

Method AAT/NAP 

End 2114 

Score 327 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

in gi 



Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55614 

116503 

1 

OJ000313_27.0418.C22.ol.tw 

1441 

none 



55614 

116503 

1 

OJ0003I3_27.0418.C22.ol.ts- 

1501 ' 

none 

1501. .1899 

55614 

116503 

1 

OJ000313_27.0418.C22.ol.tm 

1522 

none 

1522. .1746, 1744. .1902 



Seq. ID OJ000313_27.0418.C22 
Strand 

End 2114 

Method TBLASTX : Wheat 

End 1791 

Score 59 



1441. .1629, ; ,. 1615. .1719, 1756. .1791 



Seq. ID OJ000313_27.0418.C22 
Strand 

End 2114 

Method TBLASTX : Soybean 

End 1899 

Score 231 



Seq. ID OJ000313_27.0418.C22 
Strand 

End 2114 

Method TBLASTX : Mai ze 

End 1902 

Score 94 



%3 

ij 



Seq. No.. 55615 

Gene No. 116504 ' 

Start 5215 

Name OJ000313_27 . 04 18 . C23 . o2 . np 

Start 5215 

GI 4680186 . 

Exons 5215. .5442 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000313_27.0418 .*C23 

Strand + 

End 5442 

Method AAT/NAP 

End 5442 

Score 118 



Seq. No. 55615 

Gene No. 116505 ' 

Start 337 

Name OJ000313_27 . 04 18 . C23 . ol . np 

Start 337 

GI 4680186 

Exons 337.. 521, 2263.. 2291 

GI^Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 
Gene No. 
Start 



Seq. ID .OJ000313_27.0418.C23 
Strand — - 
End 2291 
Method AAT/NAP 
End 2291 
Score 191 



55615 

116506 

5838 



Seq. ID OJ000313_27.0418.C23 
Strand 

End 6541 



56157 



Name OJ000313_27 . 0418 .C23 . o3 . np Method AAT/NAP 

Start ■ 5838 ' End 6541 

GI 6907087 Score 169 

Exons 5838.. 5939, 6480.. 6541 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 55616 Seq. ID 

Gene No. 116507 Strand 

Start 565 End 

Name OJ000313_27 . 04 18 . C25 . ol . np Method " 

Start 565 End 

GI 6907087 Score 

Exons 565 . . 666 

GI Descrip. (AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ000313_27.0418.C25 
+ 

666 

AAT/NAP 

666 

155 



Seq. No. 55616 Seq. ID 

Gene No. 116508 Strand 

Start 559 End 

Name OJ000313_27 . 0418 .C25 . o2 . gs Method 

Start 559 ' , End 

GI - none Score 

Exons 559. . 665 



OJ000313_27.0418.C25 
665 

GENSCAN 

665 

.75 



Seq. No. 55617 Seq. ID 

Gene No. 116509 ,., . " Strand 

Start 4457 . \. End 

Name OJ000313_27 .0418. C28 . ol . gp Method 

Start 4457 End 

GI uC-osflcyp033a04bl Score 

Exons 4457.. 4838 

GI Descrip. 1 601 6845/dbj | AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P07 11E10 ' 



0418. C28 



OJ000313_27, 
+ 

4838 
AAT/GAP 
4838 
639 



. 0e-59 Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55617 Seq. ID OJ000313_27 . 04 18 . C28 

116510 Strand 

1 End 3535 

OJ000313_27 . 0418 . C28 . ol . np Method AAT/NAP 

1 End 7 93 

7248394 Score 549 

1. .793 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidbpsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 55617 Seq. ID 

Gene No. 116510 Strand 

Start 1 End 

Name OJ000313_27 . 04 18 . C28 . ol . gs . Method 

Start . 134 End 

GI none Score 
Exons 



OJ000313_27.0418.C28 

3535 
GENSCAN 
3496 
.52 



134. .759, 1203. .1482, 1858. .2235, 3146. .3496 



56158 



Seq. No. 


55617 






Seq. ID 


OJ000313 


_27 


.0418 


.C28 


Gene No. 


116510 






Strand 


- 








Start . 


1 






End 


3535 








Name 


OJ000313 27 


.0418.C28.o2 


.np 


Method 


AAT/NAP 








Start 


3101 






End 


3535 








GI 


4680185 






Score 


441 








Exons 


3101 . . 3535 
















GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


55617 






Seq. ID 


OJ000313 


_27 


.0418 


.C28 


Gene No. 


11 6511 






Strand 










Start 


6784 






End 


7333 








Name 


OJ000313_27 


.0418.C28.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


269 






End 


667 








GI 


none 






Score 


195 








Exons 


269 . . 667 
















Seq. No. 


55617 






Seq. ID- 


OJ000313 


27 


. 0418 


C28 


Gene No. 


116511 






Strand 


- 








Start 


6784 






End 


7333 








Name 


OJ000313 27 


.0418.C28.o3 


.np 


Method 


AAT/NAP 








Start 


■ 4390 






End 


7333 








GI 


„ 4680186 






Score 


369. 








Exons. 


4390 . . 4590, 


5430. ,-5491, 


7248! 


.7333 










GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


55617 






Seq. ID 


OJ000313 


27 


.0418 


C28 


Gene No. 


116511 






Strand 


- 








Start 


6784 






End 


7333 








Name 


OJ000313_27 


.0418.C28.o5 


.np 


Method 


AAT/NAP 








Start 


5775 






End 


7333 








GI 


7340868 






Score 


41 








Exons 


5775. .5817, 


6971. .7333 














GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


55617 






Seq. ID, 


OJ000313 


91 




C28* 


Gene No. 


116511 






Strand ' 


- 








Start 


6784 






End 


7333 








Name 


OJ000313 27 


.0418.C28.o4 


.np 


Method 


AAT/NAP 








Start 


6215 






End 


6942 








GI 


7248393 






Score 


424 








Exons 


6215 . . 6562, 


6638. .6942 














GI Descrip. 


(AP001389) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


55617 






Seq. ID 


OJ000313_ 


21 


.0418. 


C28 


Gene No. 


116511 






Strand 


~ 








Start 


6784 < 






End 


7333 








Name 


OJ000313 27 


.0418.C28.o2 


qs 


Method 


GENSCAN 










£>1 ft 4 






End 


£ Qft £ 
D jOD 








GI 


none 






Score 


. 67 








Exons 


6784. .6986 
















Seq. No. 


55618 






Seq. ID 


OJ000313_ 


21 


.0418. 


C2 9 


Gene No. 


116512 






Strand 


+ 








Start 


776 






End 


1721 








Name 


OJ000313 27 


.0418.C29.ol 


gs 


Method 


GENSCAN 









56159 



Sfeart 


776 






17 „ J 

Lna 


T "7 O 1 
1 I Z 1 




GI - 


none 






Score 


£ 1 




Exons 


776.. 902, 1611. .1721 










Seq. No. 


55618 






Seq. ID 


OJ000313 


01 C\A 1 ft rOQ 


Gene No. 


116513 






Strand 


+ 




Start 


2378 






End 


6491 




Name 


OJ000313 27 


.0418.C29.o2 


. gs 


Method 


GENSCAN 




Start 


2378 






End 


6244 




GI . 


none 






Score 


.62 




Exons 


2378. .2507, 


2713. .2875, 


4 3 O / . 


4638, 5273.. 5347, 


o y *± u . . ouDi; 




6183. .6244 












Seq. No. 








Seq. ID 


OJ000313_ 


01 n/iQ poo 
z / . u ft 1 0 . uz y 


Gene No. 


116513 






Strand 


+ 




Start 


2378 






End 


6491 




Name 


OJ000313 27 


.0418.C29.ol 


.np 


Method 


AAT/NAP 




Start 


2646 






End 


6491 




GI 


6056374 






•Score 


322 




Exons 


2646. .2875, 


3210. .3281, 


3448. 


3567, 3868.. 3931, 


ft Z .3 U . . 4 JUl/ 




4415. .4491, 


4572. .4638, 


4955. 


.5026, 5077.. 5193, 


O fl ±D ■ . D4 31 


GI Descrip. 


(AC009894) 


Similar to serine/threonine 


kinases 


f 7i v* -n l"i "1 /"J /"\ r"\ 0 T 0 

LHiaDluOpSl S 




tnaliana J 












Seqv No. 


•55619 






Seq: ID 


OJ000313 


01 C\A 1 ft P^l 
Z / . U ft -L O • LjI 


Gene No. 


116514 






Strand 


+ 




Start 


2654 






End 


3028 




Name 


OJ000313 27 


.0418.C31.ol 


.np 


Method 


AAT/NAP 




Start 


2654 






End 


3028 




GI 


7340881 






Score 


166 




Exons 


2654. .2740, 


2887. .3028 










GI Descrip. 


( APUUlbbl ) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


55620 






Seq. ID 


OJ000313 


01 OA 1 ft 


Gene No. 


116515 






Strand 


+ 




Start 


369 






End 


475 




Name 


.-. OJ000313 27 


.0418.C32.-ol 


.np 


Method 


AAT/NAP 




Start 


369 






End 


475 




GI 


5852175 






Score 


105 




Exons 


369. .475 












GI Descrip. 


{ ALil 1 / Z DO ) 


zhbOOOS.l [Oryza sativa] 






Seq. No. 


55621 






Seq. ID 


OJ000313 


01 n zi 1 ft p*^^ 

Z / . U ft ± 0 .Ujj 


Gene No. 


116516 






Strand 


+ 




Start 


1 






End 


5128 




Name 


OJ000313 27 


.0418.C33.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


2793 




GI 


4680179 






Score 


2978 




Exons 


1..95, 639. 


.''27 93 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


55621 






Seq. ID 


OJ000313 


_27.0418.C33 


Gene No. 


116516 






Strand 


+ 




Start 


1 






End 


5128 




Name 


OJ000313 27 


.0418.C33.o2 


.np 


Method 


AAT/NAP 




Start 


1 






End 


5128 




GI 


6063554 






Score 


212 





5 #160 



Exons 1..79, 3570.. 3773, 3858.. 3906, 4956.. 5128 

GI Descrip. (AP000615) ESTs AU07560? (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



u 



Seq. No. 


55621 




Seq. ID 


A TA AAT 1 ft ft ~7 ft/lift 

OJ000313_27 . 0418 . 


. C33 


Gene No. 


116516 




Strand 


+ 




Start 


1 




End 


C 1 ft O 

5128 




Name 


OJ000313 27.0418.C33.ol 


.gs 


Method 


GENSCAN 




Start 


916 




End 


2796 • 




GI 


none 




Score 


. 64 j r . 




Exons 


ft i r ft ~7 n /** 

916 . .27 96 










Seq. No. 


C C f ft 1 

55621 




Seq. ID 


/ftTftf\r\ft1ft ft ft ft A 1 O 


r> ft ft 

. C3o 


Gene No. 


116517 




Strand 


+ 




Start 


5829 




End 


8555 




Name 


OJ000313 27.0418.C33.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


403 




End 


1044 




GI 


none 




Score 


192. 




Exons 


403. . 630, 796. . 1044 










Seq. No. 


55621 




Seq. ID 


OJ000313_27.0418, 


.C33 


Gene No.. 


116517 




Strand 


+ 




Start 


5829 




End 


8555 




Name- 


OJ000313 27.0418.C33.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


405 




End 


5848 




GI 


none 




Score 


490 




Exons 


405. .767, 406. .765, 790 


. .1215 


, 792. .1208, 865. .1215, 5807. .5848 


.Seq. No. 


55621 




Seq. ID 


OJ000313_27.0418, 


.C33 


Gene No. 


116517 




Strand 


+ 




Start 


5829 




End 


8555 




Name 


OJ000313 27.0418.C33.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


448 




End 


1215 




GI 


none 




Score 


409 




Exons 


A A r\ ~1 f~'C /I £T ft TftT /I ft 

448.. 765,* 453.. 707, 460 


*7 r c 

. .7 65, 


862.. 1215, 867.. 1208 




Seq. No. 


55621 




Seq. ID 


OJ000313_27.0418, 


.C33 


Gene No. 


116517 




Strand 


+ 




Start 


5829 




End 


8555 




Name 


^Tftftftftlft ftT ft >1 1 ft /"I ft ft — ft 

OJ000313 27 . 04 18 . C33 . o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1243 




End 


6415 




GI 


none 




Score 


602 




Exons 


1 ft >1 ft 1 TOO 1 A ft C 1 ft O 

12 43.. 1782, -1425.. 1778, 


C O ft ft 

587 9 . 


.6415, 5881. .6414 




Seq. No. 


55621 




Seq. ID 


OJ000313_27.0418, 


.C33 


Gene No. : ' 


116517 




Strand . 


+ 




Start 


5829 




End 


8555 




Name 


OJ000313 27.0418.C33.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1480 




End 


6439 




GI 


none 




Score 


89 




Exons 


1480. .1662, 1663. . 1806, 


1674 . 


.1805, 6113.. 6289, 6296.. 6439, 




6298. .6438 










Seq. No. 


55621 




Seq. ID 


OJ000313_27.0418, 


.C33 


Gene No. 


116517 




Strand 






Start 


5829 




End 


8555 





56161 



Name 

Start 

GI 

Exons 



OJ000313_27'.0418.C33.ol.ts 

1570' 

none 

1570. .1830, 1581,. 1829, 1582. 
6246. .6464 



Method TBLASTX : Soybean 
End 64 64 

Score 281 

,1830, 6203. .6463, 6205. .6462, 



Seq. No. 55621 
Gene No. 1165.17 

Start ' 5829 

Name OJ000313_27 . 0418 . C33 . o3 . tm 

Start 1628 
GI none 

Exons 1628.. 1816, 1629.. 1916, 1630. 

6262.. 6549, 6263.. 6553 



Seq. ID OJ000313_27.0418.C33 

Strand + ■ 

End 8555 ■* 

Method TBLASTX : Maize 

End 6553 

Score 106 

.1920, 1630.. 1917, 6261. .6533, 



Seq. No. 55621 

Gene No. 116517 

Start 5829 

Name OJ000313_27 . 0418 . C33 . ol . tw 

Start ' 1789 

GI none 

Exons 1789.. 2415, 1845.. 2294, 1852. 
6424.. 7047 



Seq. ID OJ000313_27. 0418.C33 

Strand + 

End . 8555 

Method TBLASTX : Wheat 

End 7048 

Score 724 

.2373, 2355. .2414, 6422. .7048, 



f?l Seq. No. 

~]' z Gene No. 

l J* Start 

U Name 

Ld Start 



i y 



GI 

Exons 



55621' . 
116517 
5829 

OJ000313_27.0418.C33.ol.tm 

1968 

none 

1968.. 2123, 1969.. 2130, 1983. 

2248.. 2532, 2355.. 2552, 6602. 

6760. .7062, 6761. .7186 



Seq. ID OJ000313_27.0418.C33 

Strand + 

End 8555 

Method TBLASTX : Maize 

End 718 6 

Score 229 

.2132, 2127. .2291, 2128. .2553, 
.6763, 6609. .6752, 6610. .6756, 



Seq. No. 55621 

Gene. No. " 116517 

Start 5829 

Name OJ000313_27 .0418. C33 .64 .tw 

Start 2415 

GI none 

Exons 2415.. 2684, 2416.. 2748, 2566. 

7052. .7156-, 7141. .7188 



Seq. ID OJ000313_27.0418.C33 

Strand + ' 

End 8555 

Method TBLASTX : Wheat 

End 7381 

Score 312 

.2697, 7048. .7119, 7049. .7381, 



Seq. No. 55621 

Gene No. 116517 

Start 5829 

Name - OJ000313_27 . 04 18 . C33 . o4 . tm 

Start 2557 

GI none 

Exons 2557.. 2769, 2583.. 2678,' 2771. 

7286.. 7402, 7386.. 7436, 7395. 



Seq. ID OJ000313_27.0418.C33 

Strand + 

End 8555 

Method TBLASTX : Maize 

End '7436 

Score 126 

.2803, 2771. .2803, 7190. .7402, 
.7436 



Seq. No. 55621 

Gene No. 116517 

Start 5829 

Name OJ000313_27 . 0418 . C33 . o3 . np 

Start 5829 



Seq. ID OJ000313_27.0418.C33 

Strand + 

End 8555 

Method AAT/NAP 

End 7426 



56162 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6983860 Score 2485 

5829. .7426 

(AP001168) Similar to 22 kDa kafirin 'cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



55621 

116517 

5829 

OJ0'00313_27.0418.C33.o4 .np 

6164 

6063554 



Seq. ID OJ000313_27.0418.C33 

Strand + 

End . .8555 

Method AAT/NAP 

End " 8555 

Score 75 



6164. .6193, 7856. .8012, 8131. .8312, 8516. .8555 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start . ' 
Name 
Start 
GI 

fj Exons 

j^i GI Descrip, 

J;* Seq. No. 
l jf Gene No. 
S3 Start 
1J Name 
Start 

Til GI 

1 ~ Exons 

GI Descrip. 

L - J 

Seq. No. 

Gene No. 

Start' 
Iff Name 
U Start 
C3 GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55622 
116518 
3186 • 

OJ000313_27.0418.C34.o3.np 

3186 

5852180 



Seq. ID OJ000313_27.0418.C34 

Strand + 

End 8748 

Method AAT/NAP 

End 8748 

Score 568 



3186. .3228, 7068. .7130, 8114. .8237, 8288. .8748 
, (AL117265) zhbOOOlO.l [Oryza sativa] 



55622 
116519 

575 - - 

OJ000313_27.0418.C34.ol.np 
575 

4680179 
575. .3917, 3951. .5030 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000313_27.0418.C34 
Strand 

End 5030 

Method AAT/NAP 

End 5030 

Score 5253 



55622 

116520 

5283 

OJ000313_27.0418.C34 . o2 . gs 

5283 

none 

5283. . 6092, 7192. .7236 



Seq. ID OJ000313_27.0418.C34 
Strand 

End ' 7360 

Method GENSCAN 

End 7236 

Score .78 



55622 
116520 
.5283 

OJ000313_27.0418.C34 .ol.gp 
6979 

uC-osflcyp033a04bl 
6979. .7360 .. 

T 6016845/ db j | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



Seq. ID OJ000313_27 .0418 .C34 
Strand 

End 7360 

Method, AAT/GAP 

End 7360 

Score 687 



Seq. No. 55622 

Gene No. 116521 

Start 8201 

Name OJ000313_27 . 04 18 . C34 . 06 . tw 

Start 620 



Seq. ID OJ000313_27.0418.C34 
Strand 

End 8 637 

Method TBLASTX : Wheat 

End 953 



56163 




GI 


none 








Score 


128 




Exons 


620.. 952, 641.. 949, 684 


. . 953 








Seq. No. 


55622 








Seq. ID 


OJ000313 27.0418 


.C34 


Gene No. 


116521 








Strand 


- 




Start 


. 8201 








End 


8637 




Name . 


OJ000313 27 


.0418 


.C34.ol 


.tm 


Method 


TBLASTX : Maize 




Start 


800 








End 


1345 * 




GI 


none 








Score 


245 




Exons 


oUU . . lz4U, 


01 /C 


1238, 1238.. 


1345., 1257 


. . 1334 




Seq. No. 


55622 








Seq. ID 


OJ0.00313 27.0418 


.C34 


Gene No. 


116521 








Strand 


- 




Start 


8201 








End 


8637 




Name 


OJ000313 27 


.0418 


.C34.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


953 








End 


1520 




GI 


none 








Score 


237 




Exons 


yo o . . io4o, 


Q EL A 


1349, 956. .1378, 1344. 


. 1520 




Seq. No. 


'"55622 








Seq. ID 


OJ'000313 27.0418 


.C34 


Gene No. 


116521 








Strand 


- 




Start 


8201 








End 


8637 




Name 


OJ000313 27 


.0418 


.C34.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1389 








End 


1681 




GI" 


none 








Score 


206 




Exons 


138 9. .167 9, 


1393 


T f O A 

. .1680, 


1520 


. . 168 1 






Seq. No. 


55622 








Seq. ID 


OJ000313_27.0418 


.C34 


Gene No. 


116521 








Strand 






Start 


8201 








End 


8637 




Name 


OJ000313 27 


.0418 


.C34.o2 


ts 


Method 


TBLASTX : Soybean 




Start 


1479 








End 


1739 




GI 


none 








Score 


148 




Exons 


14 / 9 . . 1 / J9, 


14 bU 


. .1734 










Seq. No. 


55622 








Seq. ID 


OJ000313 27.0418 


.C34 


Gene No . 


116521 








Strand 


-' 




Start 


8201 








End 


8 637 




Name 


OJ000313 27 


.0418 


.C34 .ol 


tc 


Method 


TBLASTX : Cress 




Start 


1503 








End 


1820 




GI 


none 








Score 


85 




Exons 


IbU J . .164 6, 


1504 


. .1644, 


1647 


. .1820 






Seq. No. 


55622 








Seq. ID 


OJ000313 27.0418 


.C34 


Gene No. 


116521 








Strand 


- 




Start 


8201 








End 


8637 




Name 


OJ000313 27 


.0418 


.C34.ol, 


tw 


Method 


TBLASTX: Wheat 




Start 


1527 








End 


2105 




GI 


. none 








Score 


349 




Exons 


1527. .2105, 


1528 


. .2094 










Seq. No. 


55622 








Seq. ID 


OJ000313_27.0418 


.C34 


Gene No. 


116521 








Strand 






Start 


8201 








End 


8637 




Name 


OJ000313 27 


.0418 


.C34 ,o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2085 








End 


2448 




GI 


none- 








Score . 


164 





56164 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



2085.. 2447., 2094. .2447, 2098. .2448 



Seq. No. 
Gene No. 
Start 
Name 
Q Start 

Exons 



id 



n 



£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55622 

116521 

8201 

OJ000313_27, 

2106 

none 

2106. .2519, 

55622 

116521 

8201 

OJ000313_27. 

2268 

none 

2268. .2513, 

55622 

116521 

8201 

OJ000313_27, 

2484 

none 

2484. .2798, 

55622 

116521 

8201 

OJ000313_27. 

2520 

none 

2520. .2822, 

55622 

116521 

8201 

OJ000313_27. 

2535 

none 

2535. .2894, 

55622 

116521 

8201 

OJ000313_27. 

2871 

none 

2871. .3248, 

55622 

116521 

8201 

OJ000313_27. 

3052 

none 

3052. .3342, 



0418.C34.o3.tw 
2107. .2487 

0418.C34.o3.ts 
2269. .2496 

■0418.C34.o3. tm 
2527. .2577, 2605. 

0418.C34.o5.tw 
2526. .2819, 2536. 

0418.C34 .ol.ts 
2536.. 2826, 2854. 

0418 .C34 .o4 .tw 
2914. .3357, 3303. 

0418.'C34 .o5. tm 
3054. .3341 



Seq. ID OJ000313_27.0418.C34 
Strand 

End 8 637 

Method TBLASTX: Wheat 

End . 2519 f •• 

Score 348 



Seq. ID OJ000313_27.0418.C34 
Strand 

End 8637 

Method TBLASTX : Soybean 

End 2513 

Score 94 



Seq. ID OJ000313_27.0418.C34 
Strand 

End 8637 

Method TBLASTX: Maize 

End . 2984 

Score 50 

.2658, 2805. .2984, 2830. .2976 

Seq. ID OJ000313_27.0418.C34 
Strand 

8637 

TBLASTX: Wheat 
2822 
181 



End 

Method 
End 
Score 
.2820 



Seq. ID OJ000313_27.0418.C34 
Strand 

End 8637 

Method TBLASTX : Soybean 

End 2930 

Score 199 

.2892, 2898.. 2930, 2899.. 2928 

Seq. ID OJ000313_27.0418.C34 
Strand - - 

8637 

TBLASTX: Wheat 
3357 
258 



End 

Method 
End 
Score 
.3353 



Seq. ID OJ000313_27.0418.C34 
Strand 

End 8 637 

Method TBLASTX: Maize . 

End .3342 

Score 185 



56165 




Seq. No. 


55622 








Seq. ID 


OJ000313_27.0418 


.C34 


Gene No. 


116521 








Strand 






Start 


8201 








End 


8637 




Name 


. OJ000313_27 


. 0418 


,C34 .08 


. tw 


Method 


TBLASTX: Wheat 




Start 


. 3453 






- 


End 


3890 




GI 


none 








Score 


68 




Exons 


3453 . . 3494 , 


3522 


. . 3635, 


3523 . 


.3636, 3681.. 3890, 3682.. 3834 


Seq. No. 


55622 








Seq. ID 


OJ000313 2/. 041b, 


. C34 


Gene No. 


116521 








Strand 






Start 


8201 








End 


8637 




Name 


OJ000313_27 


.0418 


.C34 . o7 


. tm 


Method 


TBLASTX: Maize 




Start 


3573 








End 


3926 




GI 


none 








Score 


188 




Exons 


3573 . . 3926 














Seq. No. 


• 55622 








Seq. ID 


0 JO 0031 3_2 7.0418, 


. C34 


Gene No. 


116521 








Strand 






Start 


8201 








End 


8637 




Name 


OJ000313_27 


. 0418 , 


. C34 . o9 


. tw 


Method 


TBLASTX: Wheat 




Start 


4209 








End 


4439 




GI 


none 








Score 


175 




Exons, 


4209 . .4439 














Seq. No. 


55622. 








Seq. ID 


OJ000313 27.0418, 


.C34 


Gene No. 


116521 








Strand 






Start 


8201 








End 


8637 




Name 


OJ000313_27 


. 0418 , 


.C34 .06 


. tm 


Method 


TBLASTX: Maize 




Start 


4254 








End 


4559 




GI 


none 








Score 


86 




Exons 


4254 . .4559, 


4429 , 


. . 4545 










.Seq. No. 


55622 








Seq. ID 


OJ000313 27.0418, 


. C34 


Gene No. 


116521 








Strand 






Start 


8201 








End 


8637 




Name 


OJ000313 27 


.0418, 


. G.34 . o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


4440 








End 


4802 




GI 


none 








Score 


145 




Exons 


4440 . . 4802, 


4441 . 


. . 4800 










Seq. No. 


55622 








Seq. ID 


OJ000313_27.0418. 


.C34 


Gene No. 


116521 








Strand 






Start 


8201 








End 


8637 




Name 


OJ000313 27 


. 0418 . 


. C34 . o3 


.gs 


Method 


GENSCAN * 




Start 


8201 ' 








End 


8637 




GI 


none 








Score 


.67 




Exons 


8201 . . 8637 














Seq. No. 


55623 








Seq. ID 


OJ000313_27.0418. 


,C35 


Gene No. 


116522 








Strand 


+ 




Start 


i 








End 


1422 




Name 


OJ000313 27 


.0418. 


,C35.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1422 




GI 


6063554 








Score 


130 




Exons 


1. .61, 201. 


.305, 


1252. . : 


L422 









GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 



56166 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


55623 




Seq. ID 


OJ000313_ 


_27 . 


. 0418 


.C35 


Gene No. 


116522 




Strand 


+ 








Start 


1 




End 


1422 








•Name 


OJ000313_27 . 0418 .C35.ol- 


.gs 


Method 


GENSCAN 








Start 


166 




End 


709 








GI 


none " 




Score 


.87 








Exons 


166. .289, 612. .709 














Seq. No. 


55623 . 




Seq. ID 


OJ000313_ 


_27 . 


. 0418 


.C35 


Gene No. 


116523 




Strand 


+ 








Start 


4036 




End 


5251 








Name 


OJ000313_27 . 0418 .C35 .o3, 


.gs 


Method 


GENSCAN 








Start 


4036 




End 


5251 








GI 


none 




Score 


.73 








Exons 


4036. .4108, 4361. .4422, 


4784. . 


4954, 5090.. 5251 






•V«* r " 


Seq. No. 


55623 




Seq. ID 


OJ000313_ 


_27, 


.0418 


.C35 


Gene No. 


116524 




Strand 










Start 


1 




End 


5634 








Name 


OJ000313 27.0418.C35.o2. 


•np 


Method 


AAT/NAP 








Start 


1 




End 


5634 








GI 


7248394 




Score 


340 








Exons 


1..16, 2710.. 2877, 3145. 


. .3355, 


5499. . , 


5634 









f[j GI Descrip. 



(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 55623 

Gene No. 116524 

li Start 1 

^ Name OJ000313_27 . 0418 . C35 . o2 . gs 

M Start ■ 2145 . - ' 

i3 GI ' none 

H Exons 2145.. 2557, 2815.. 3091, 3107-. 

Seq. No. 55623 

Gene No. 116524 

Start 1 

., Name OJ000313_27 . 0418 . C35 . o2 . tw 

• v Start 2313 

GI none 

Exons 2313.. 2582, 2622.. 2696 



Seq. ID OJ000313_27.0418.C35 
Strand 

End ' 5634 

Method GENSCAN 

End 3313 
Score • . 71 
.3313 

Seq. ID OJ000313_27.0418.C35 
Strand 

End 5634 

Method TBLASTX : Wheat 

End 2696 

Score 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55623 
116524 
1 

OJ000313__27.0418.C35.ol.ts 
2346 
none 

2346.. 2597, 2431.. 2598, 2605.. 2709, 2619.. '2699, 2786.. 2818 



Seq. ID OJ000313_27.0418.C35 
Strand 

End 5634 

Method TBLASTX : Soybean 

End 2818 

Score 90 



Seq. No. 



55623 



Seq. ID OJ000313_27.0418.C35 



56167 



Gene No. 116524 Strand 

Start ... 1 End 

Name OJ000313_27 .0418. C35 . ol . tm Method 

Start 2709 End 

GI none Score 

Exons 2709.. 2954, 2711.. 2959 



5634 

TBLASTX: Maize 

2959 

233 



Seq. No. 55623 

Gene No. 116524 
Start .1 

Name OJ000313_27 . 04 18 . C35 . ol . tw 

Start 2711 

GI none 
Exons 



Seq. ID OJ000313_27.0418.C35 
Strand 

End ■ 5634 

Method TBLASTX : Wheat 

End 3013 

Score 113 



2711. .2962, 2714. .2953, 2721. .2954, 2957. .3013, 2967. .3008 



Seq. No. 55623 

Gene No. 116524 

Start 1 

Name OJ000313_27 .0418. C35 . o2 . ts 

Start 2^25 

GI none 
Exons 



Seq. ID OJ000313_27.0418.C35 
Strand 

End 5634 

Method TBLASTX : Soybean 

End 3175 

Score 80 



2825. .'2944, 2951. .3175, 2985. .3164 



Seq. No. 
W Gene No. 
Cn Start 
fjj Name 

Start 

if* GI 
^2 Exons 

W GI Descrip. 

s Seq. No. 

Gene No. 
^ Start 
.'^ Name 

Start 
%1 GI 
£3 Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55623 
116524 
1 ' 

OJ000313_27.0418.C35.o3.np 

354 7 

5042463 



Seq. ID OJ000313_27.0418-.C35 
Strand 

End 5634 • 

Method AAT/NAP 

End 4542 

Score 107 



3547. .3630, 3682. .3818, 4337. .4542 
(AC007789) unknown protein [Oryza sativa] 



55624 
116525 
1 

OJ000313_27 .0418 .C36.ol.np 
1 

4680179 

1..69, 763. .1561, 4994. .5012 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000313_27.0418.C36 

Strand + 

End 9417 

Method AAT/NAP 

End 5012 

Score 832 



55624 

116525 

1 

OJ000313_27 .0418 .C36.ol.gs 
80 

none 



Seq. ID OJQ00313_27.0418.C36 

Strand + 

End 9417 

Method GENSCAN 

End 7979 

Score . 62 " ' 



80.. 156, 1101.. 1273, 2453.. 2498, 3195.. 3521, 3756.. 3845, 
5050. .5141, 5186. .5323, 7200. .7259, 7392. .7441, 7555. .7591, 
7762. .7979 



Seq. No. 55624 

Gene No. 116525 

Start 1 

Name OJ000313_27 . 04 18 . C36 . ol . gp 

Start 2890 

GI. 1631463 



Seq. ID OJ000313_27.0418.C36 

Strand + 

End '* 9417 

Method AAT/GAP 

End 2977 

Score 80 



56168 



Exons 2890.. 2977 

GI Descrip. 4 68 017 8 /gb | AF111709.-1 1 AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55624 . Seq. ID OJ000313_27 . 04 18 . C36 

116525 r*- : ' - Strand' + 

1 ^ End 9417 

OJ000313_27.0418.C36.o3.np ' Method AAT/NAP 
4590 ■ End 9417 

7340881 Score 457 

4590. .4677, 4834. .4957, 5050. .5363, 6750. .6883, 6989. .7020, 
9396.. 9417 

(AP001551) hypothetical protein [Oryza sativa] 



C3 

in 

i y 

til 



f ~ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' , 

Exons 

GI Descrip. 



55624 
116526 
359 

OJ000313 
359 

6721561 

359.. 376, 2313 
(AP001073) EST 
predicted gene* 
gil 6815086 | dbj 
corresponds to 
protein [Oryza 



27.0418.C36.o2.np 



Seq. ID OJ000313_27.0418.C36 
Strand 

End 2420 
Method AAT/NAP 
End'": 2420 
Score 134 

.2420 

AU082058 (C12976) corresponds to a region of the 
; -hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C12976) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. 


55624 






Seq. ID 


OJ000313_27.0418 


Gene No. 


116526 






Strand 




Start 


359 






End 


2420 


Name 


OJ000313 27 


.0418.C36.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


820 






End 


1173 


GI 


none 






Score 


239 


Exons 


820. .1173, 


996. .1130 








Seq. No. 


55624- 






Seq. ID 


QJ000313_27.0418 


Gene No. 


116526 






Strand 




Start 


359 






End 


2420 


Name 


OJ000313 27 


.0418.C36.ol 


. tm 


Method 


TBLASTX: Maize' 


Start 


1320- 






End 


1568 


GI 


none 






Score 


262 


Exons 


1320. .1568, 


1328. .1561 








Seq. No. 


55624 






Seq. ID 


OJ000313_27.0418 


Gene No. 


116526 






Strand 




Start 


359 ' 






End 


2420 


Name 


OJ000313 27 


.0418.C36.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


1325 






End 


1601 


GI 


none 






Score 


247 


Exons 


1325. .1561, 


1338. .1568, 


1416. 


.1601 




Seq. No. * 


55625 






Seq. ID 


OJ000313_27.0418 


Gene-' No . 


116527 






Strand. . 


+ 


Start 


136 






End 


726 • 


Name 


OJ000313 27 


.0418.C37.ol 


gs 


Method 


GEN SCAN 


Start 


136 






End 


726 



56169 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

136. .726 

55625 

116528 

1 

OJ000313_27, 
1 

6907087 
1..322, 531, 



0418.C37.ol.np 



,907 



(AP001129) ESTs C72771 (E2215) 
region of the predicted gene, 
sativa] 



Score .66 



Seq. ID OJ000313_27.0418.C37 

Strand 

End 958 

Method AAT/NAP 

End 907 

Score 671 

, AU082313 (E2215) correspond to 
; hypothetical protein [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



*3 Seq. No. 
r=? Gene No. 
It Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55625 
116528 
1 

OJ000313_27.0418.C37.ol.gp 
518 

2428308 
518. .958 

45211 94 /dbj | AB013613 . 1 | AB013613 
centromere sequence RCB11 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 



OJ000313_27.0418.C37 
958 

AAT/GAP 

958 

578 



3.0e-14 Oryza sativa DNA, 



.gp 



Seq. ID 

Strand 

End' 

Method 

End 

Score 



OJ000403_29. 042-4 , 
+ 

1466 
AAT/GAP 
1466 
2899 



CI 



55626 ' . 

116529 
1 

OJ0004 03_29.0424.Cl.ol. 
1 

3073_1.R1084 
1. .1466 

, 133936/sp|P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] f 

55626 ' Seq. ID OJ000403_29 . 0424 . CI 

116530 Strand 

1 End 513 

OJ000403_29. 0424 .Cl.ol.np Method AAT/NAP 

1 End 513 

133936 Score 860 

1. .513 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S3 gi | 708 67 | pir | | R3RZ3 
ribosomal protein S3 - rice chloroplast gi | 12025 | emb | CAA33934 | 
(X15901) ribosomal protein S3 [Oryza sativa] 

gi I 226646 |prf | 1 1603356BW ribosomal protein S3 [Oryza sativa] 



55626 Seq. ID 

116531 Strand 

567 t End 

OJ000403_29.0424 .Cl.ol.gs Method 

567 End 

none Score 

567. .992, 1172. .1300 



OJ000403_29.0424.C1 

1366 
GENSCAN 
1300 
.83 



56170 



Seq. No. 55626. Seq. ID OJ0004 03_29 . 0424 . CI 

Gene No. 116531 Strand 

Start 567 End 1366 

Name OJ000403_29 . 0424 .CI . o2 . np Method . .AAT/NAP 

Start 570 End 1016 

GI 132790 . Score 754 

Exons 570. . 1016 

GI Descrip. CHLOROPLAST SOS RIBOSOMAL PROTEIN L22 gi | 712 90 | pir || R5RZ22 

ribosomal protein L22 - rice chloroplast gi | 1202 6 | emb | CAA33935 | 
(X15901) ribosomal protein L22 [Oryza sativa] 

gi I 226647 | prf | 1 1603356BX ribosomal protein L22 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" 

GI Descrip. 



55626 Seq. ID OJ0004 03_29 . 0424 . CI 

116531 Strand 

567 End 1366 

OJ000403_29.0424 .Cl.o3.np Method AAT/NAP 

1088 End 1366 

1213601 Score 484 ' 

1088. .1366 

(X15901) ribosomal protein S19 [Oryza sativa] 

gi I 226648 | prf | | 1603356BY ribosomal protein S19 [Oryza sativa] 



h3 



f*$ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



55626 
116532 
1366 

OJ000403_29.0424.Cl.ol.tm 
1 

none 



Seq. ID OJ000403_29.0424.C1 
Strand 

1572 

TBLASTX: Maize 
1483 
169 



End 

Method 
End 
Score 

1..141, 1..204, 2. .205, 3. .188, 177. .299, 179. .301, 184. .303, 
194. .301, 199. .303, 256. .534, 298. .534, 513. .974, 537. .974, 
966. .1040, 967. .1035, 983. .1039, 985. .1089, 1054. .1272, 
1073. .1387, 1082. .1351, 1089. .1388, 1318. .1392, 1324. .1392, 
1353. .1442, 1379. .1438, 1381. .1482, 1394. .1483 



s~i Seq. No. 
. ^ Gene No. 

Start 
%J Name 
□ Start 
GI 



Exons 



55626/. 
116532 
1366 

OJ000403_29.0424.Cl.ol. ts 
1 

none 



Seq. ID OJ000403_29.0424.C1 
Strand 
End 

Method 
End 
Score 



1..93, 2. .178, 3. .179, 172. .300, 364. 
423. .518, 508. .534, 1117. .1269, 1121. 
1359. .1385, 1360. .1383 



1572 *■'• 

TBLASTX: Soybean 
1385 
156 

.513, 364. .513, 365, 
.1354, 1131. .1355, 



,523, 



Seq. No. 55626 

Gene No. 116532 

Start 136-6 <> :: ~ ' 

Name OJ000403_29 . 0424 . CI . o2 . tc ' 

Start 1 

GI none 

Exons 1..75, 1..81, 2. .178, 3. .176, 
364. .399 



Seq. ID OJ000403_2 9 . 04 24 . CI 
Strand 

.End. 1572 

Method'"" TBLASTX : Cress 

End 399 

Score 47 

193.. 300, 194.. 229, 205.. 279, 



Seq. No. 55626 ' Seq. ID 

Gene No. 116532 Strand 

Start 1366 End 

Name OJ000403 29 . 0424 . CI . ol . tw Method 



OJ0004 03_29 . 0424 . CI 
1572 

TBLASTX: Wheat 



56171 



Start 
GI 

Exons 



204 End 968 

none ■* Score 137 

204. .299, 205. .534,- 205 . . 534, " 411 . . 536, 517. .552, 567.^965, 
573. .968 



Seq. No. 55626- 

Gene No. 116532 

Start 1366 

Name OJ0004 03_29 . 0424 . CI . ol . tc 

Start 400 

GI none 
Exons 



Seq. ID OJ000403_29.0424.C1 
Strand • - 
End 

Method 
End 
Score 



1572 

TBLASTX: Cress 

914 

129 



400. .510, 407. .511, 414. .512, 560. .667, 582. .878, 591. .914 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■ GI . . 
Exons 

Seq. No. 
Gene No. 
Start 
il Name 
!= Start 

gi 

=! Exons 



55626 

116532 

1366 

OJ0004 03_29.0424.Cl.o2.ts 

589 

none 

589. .879, 591. .917, 603.". 884 

55626 

116532 

1366 

OJ0004 03_29.04 24 .Cl,o3.tc 

1089 

none 



Seq. ID OJ000403 29. 0424. CI 



Strand 
End 

Method 

End 

Score 



1572 

TBLASTX : Soybean 

917 

137 



Seq. ID OJ000403_29.0424 .,C1 



Strand.,. 
End" 
Method 
End 
Score 



1572 

TBLASTX: Cress 

1336 

39 



1089. .1115, 1121. .1336, 1140. .1274-, 1148. . 1333 



Seq. No. 55626 Seq. ID OJ000403_29 . 0424 . CI 

Gene No. 116532 Strand 

Start 1366 End 1572 

Name OJ000403_29 . 0424 . CI . o4 . np Method AAT/NAP 

Start 1366 End 1572 

GI 82538 . Score 362 

Exons 1366.. 1572 

GI Descrip. hypothetical* 9K protein (rpsl9-rpl2 intergenic region), - rice 

. chloroplast gi 1 12028 | emb fCAA33 936 | (X15901) ORF82 [Oryza sativa] 
gi 1 12074 | emb | CAA3392 6 | (X15901) ORF82 [Oryza sativa] 
gi | 226650 | prf | I1603356CA ORF 82 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ000403_29.0424 .C2 
+ 

1646 
AAT/GAP 
1646 
612 



55627 Seq. ID 

116533 Strand 
122 End 
OJ000403_29. 04-24 . C2 .o2tfgp . . Method 
122 ' End • 

3073_1.R1084 Score 
122. .167, 652.'. 704, 1330. .1646 

, 133936/sp|P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >giJ70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_226646_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



55627 
116533 
122 ' 



Seq. ID OJ000403_29.0424 .C2 
Strand + 
End 164 6 



56172 




Name OJ000403_29 . 0424 .C2 . ol . gp Method AAT/GAP 

Start 130 End 1234 

GI 2291_1.R1084 ' Score 2145 

Exons 130.. 1234 

GI Descrip,. ' 133936/sp | P1214 6 | RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22 664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 55627 Seq. ID 

Gene No. 116534 Strand 

Start 4012 End 

Name OJ0004 03_29 . 0424 . C2 . o3 . gp Method 

Start 4012 End 

GI 21466_1.R1084 Score 

Exons 4012.. 4539 

GI Descrip. 1 6006355/dbj | AP000559 . 1 | AP000559 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11*. 1 .• 



OJ0004 03_29 .0424 . C2 
+ 

4539 
AAT/GAP 
4539 
959 



Seq. No. 


55627 






Seq. ID 


OJ000403_29.0424 


.C2 


Gene No. 


116535 






Strand 






Start 


c n o 

5 9 9 




. o5 . tm ':■ • 


End 


/ /by 




Name 


OJ0004U3 


29.0424 .C2 


Method 


TBLASTX : Maize 




Start 


14 9 






End 


472 




GI 


none 






Score 


352 




Exons 


14 9. . 39 / , 


150. .398, 


159. .398, 


loU . . 453, 


A C\ A /TO A 1 f 

4 04. .4/z, 41b.. 


A A O 

4 4 o 


Seq. No. 


55627 






Seq. ID 


OJ000403 29.0424 


. C2 


Gene No. 


i i f a o a 






Strand 






OH , vf 


Q Q 






jjiia 


/ / oy 




Name 


OJ000403 


29.0424 .C2 


. o3 . tc 


Method 


TBLASTX: Cress ' 




Start 


188 






End 


1332 




GI 


none 






Score 


49 




Exons 


188. .229, 


19.6. .216, 


248. .310, 


266. .310, 


303. .392, 304.. 


393, 




307. .399, 


520. .546, 


542. .586, 


695. .757, 


868. .909, 879.. 


926, 




999. .1241 


, 1006. .1332, 1048. . 


1332 






Seq. No. 


55627 






Seq. 'ID 


OJ000403_29.0424 


.C2 


Gene No. 


116535 






Strand 






Start 


599 






End 


7789 




Name 


OJ000403 


29. 0424. C2 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


272 






End 


906 




GI 


none 






Score 


202 




Exons 


272. .430, 


273. .422, 


274. .450, 


395. .445, 


397. .483, 398.. 


484, 




407. .481, 


469. .582, 


478. .585, 


483. .590, 


592. .801, 598.. 


711, 




600.,. 779, 


659. .829, 


669. .839, 


683. .829, 


859.. 906, 873.. 


905 


Seq. No. 


55627 






Seq. ID 


OJ000403_29.0424 


.C2 


Gene No. 


116535 






Strand 






Start 


599 






End 


7789 




Name 


OJ000403 


29.0424 .C2 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


513 






End 


918 




GI 


none 






Score 


59 




Exons 


513. .542, 


514 . .549, 


514 . .546, 


539. .580, 


539. .586, 544.. 


801, 




544 . .714, 


671. .829, 


672. .779, 


675. .836, 


683. .817, 769.. 


828, 




837. .917, 


856. .918, 


859. . 918 









56173 



Seq. No. 


55627 




Seq. ID 


OJ000403_29.0424.C2 


Gene No. 


116535 




Strand 




Start 


599 




End 


7789 


Name 


' OJ000403 29.0424 .C2.o6 


.np 


Method 


AAT/NAP . 


Start 


599 




End 


5643 


GI 


6006374 




Score 


1807 


Exons 


599.. 650, 4515.. 5643 








GI Descrip. 


(AP000559) Similar to 


Rice tungro bacilliform virus; reverse 




transcriptase (D10774 ) 


[Oryza 


sativa] 





Seq. No. 55627 Seq. ID 

Gene No. 116535 Strand 

Start • 599 End 

Name OJ000403_29 . 0424 . C2 . o3 . tm Method 

Start 976 End 

GI none Score 
Exons 



OJ000403_29.0424.C2 
7789 

TBLASTX: Maize 

1663 

37 



976. .1008, 985. .1332, 987. .1205, 1007. .1330, 1329. .1565, 
1330.. 1452, 1331.. 1531, 1498. .1572, 1504.. 1572, 1533.. 1622, 
1559.. 1618, 1561.. 1662, 1574. ".1663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55627 Seq.. ID 

116535 Strand 

5 99 End 

OJ0004 03^29. 04 24 . C2 .ol.np Method 

1051 v End 

133936 Score 
1051. .1347, 
CHLOROPLAST 



OJ000403_29.0424.C2 

7789 
AAT/NAP 
2770 
442 



2750. .2770 
30 S RIBOSOMAL 



PROTEIN S3 gi | 708 67 | pir | | R3RZ3 
ribosomal protein S3 - rice chloroplast gi | 12025 | emb | CAA33934 | 
(X15901) ribosomal protein S3 [Oryza sativa] 

gi|226646|prf | | 1603356BW ribosomal protein S3 [Oryza sativa] 



55627 

116535 

599 

OJ0004 03_29.0424 .C2.ol.ts 

1062 

none 

1062. .1202, 1063. .1332, 1064. 
1326.. 1535, 1331.. 1528, 1539. 
1813.. 2103, 1814.. 2143, 1869. 
2176.. 2274, 2245.. 2391, 2259. 
2352.. 2393, 2353.. 2394, 2394. 
2578. .2655, 2579. .2656, 2634. 



Seq. ID 
Strand 
End 

Method 
End' 
Score 

.1330, 1254 
.1565, 1540 
.2108, 2049 
.2354, 2260 
.2573, 2396 
.3029, 2648 



OJ000403 29. 0424. C2 



7789 

TBLASTX : Soybean 
3029 
111 

.1331, 1325. .1534, 
.1563, 1760. .2104, 
.2258, 2076. .2273, 
;2358, 2350. .2394, 
.2572, 2397.. 2624, 
.2941 



Seq. . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



55627 - Seq. ID 

116535 "' " Strand 

599 . End 7789 

OJ000403_29.0424 .C2.o2.np Method AAT/NAP 

1334 End 1549 

4388606 Score 273 
1334. .1549 

(Z71250) gtg start codon [Solanum nigrum] 



OJ000403 29. '0424. C2 



55627 
116535 



Seq. ID 
Strand 



OJ000403 29. 0424. C2 



56174 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



599 

OJ000403_29.0424.C2.o2.tc 

1436 

none 

1436. .1534, 1437. .1535, 1439. 
1675. .1752, 1676.:i732, 1726. 
1814. .1981, 1814. .1984, 1869. 
2007. .2324, 2176. .2244 



End ' 7789 
Method TBLASTX : Cress 
End 2324 
Score 92 

.1528, 1674. .1724, 1675. 

.1755, 1726.. 1755, 1812. 

.1985, 1995. .2243, 1999, 



.1725, 
.1979, 
.2238, 



OJ000403_29.0424 .C2" 



55627 Seq. ID 

116535 Strand 
599 End 7789 

OJ000403_29.0424 .C2.o3.np Method AAT/NAP 

1546 End 1791 

82538 Score 439 

1546. .1791 

hypothetical 9K protein (rpsl9-rpl2 intergenic region) - rice 
chloroplast gi | 12028 | emb | CAA33936 | (X15901) ORF82 [Oryza sativa] 
gi | 12074 | emb | CAA33926 | (X15901) ORF82 [Oryza sativa] 
gi I 226650 | prf | 1 1603356CA ORF 82 [Oryza sativa] 



Seq. No. 55627 . Seq. ID 

Gene No. 116535 ■'■ Strand 

Start . 599 ■ End 

Name . OJ000403_29 . 0424 . C2 . o4 . np Method 

Start 1811 " End 

GI 1213600 Score 

Exons 1811.. 2238, 2902.. 3292 

GI Descrip. (X15901) ribosomal protein L2 [Oryza sativa] 

gi | 1213602 | emb|CAA33928 | (X15901) ribosomal protein L2 [Oryza 
sativa] gi | 22 6679 | prf | | 1603356DG ribosomal protein L2 [Oryza 
. sativa] 



OJ000403_29.0424 .C2 

778 9 - 
AAT/NAP 
3292 
1411 



Seq. No. 55627 

Gene No. 116535 

Start 599 

Name OJ000403_29 . 0424 . C2 . ol . tm 

Start 1845 

GI none 
Exons 



Seq. ID OJ000403_29.0424 .C2 
Strand 
End 

Method ' 
End 
Score 



7789 - 

TBLASTX: Maize 

2674 

1254 



1845. .2666, 1846. .2667, 1869. .2669, 2176. .2670, 2303. .2674 



Seq. No. 


55627 






Gene No. 


116535 






Start 


599 






Name 


OJ000403 29 


.0424. 


C2.o3. 


Start 


1985^ 






GI 


none 






Exons 


1985. .2290, 


1986. 


.2291, 


Seq. No. 


55627 






Gene No. 


116535 






Start 


599 






Name 


OJ000403 29 


0424. 


C2.ol. 


Start 


2579 






GI 


none 






Exons 


2579. .2749, 


2580. 


.2753, 




2775. .2894, 


2898. 


.3107, 



Seq. ID OJ000403_29.0424 .C2 
Strand 

End 7789 

tw Method TBLASTX : Wheat 

End 2292 

Score 448 
1986. .2291, 2176. .2292 

Seq. ID '-OJ000403_29.0424.C2 
• Strand 

End 7789 
tc Method- TBLASTX: Cress 

End 3680 
Score 251 
2580. .2774, 2656. .2787, 2774. .2890, 
2900. .3613, 2903. .3613, 3600. .3680 



56175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



C2.o2. tm 



,3148, . 2903. 
,3673, 3152. 



55627 

116535 

599 

OJ0004 03_29.0424 .C2.ol.tw 

3269 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.314.8, 
.3.673 



55627 
116535 
599 

OJ000403_29.0424, 
2898 
none 

2898. .3107, 2900. 
3132. .3656, 3143. 

55627 
116535 
599 

OJ000403_29.0424 .C2.o2.ts 
3030 
none 

3030. .3107, 3032. .3607, 3035. .3601 



OJ000403_29.0424'.C2 
7789 

TBLASTX: Maize 
3673 

304 x. ., 

2977. .3150, 3084 . .3149, 



Seq. ID OJ000403_29.0424.C2 
Strand 
End 

Method 
End 
Score 



7789 

TBLASTX: Soybean 

3607 

107 



Seq. ID OJ000403_29.0424.C2 
Strand 
End 

Method 
End 

Score . 



7789 

TBLASTX: Wheat 

3645 

598 



3269.-3643, 3269.. 3643, 3270. .3644, 3343.. 3645 



OJ000403_29.0424.C2 

7789 . 
AAT/NAP 
3592 
491 



Seq. No. 55627 Seq. ID 

Gene No. 116535 Strand 

Start 599 End 

Name OJ0004 03_2 9. 04 24 .C2.o5.np Method 

Start 3314 End 

GI 132804 Score 

Exons 3314.. 3592 

GI Descrip. CHLOROPLAST. 50S RIBOSOMAL PROTEIN L23 gi | 71300 | pir || R5RZ23 

ribosomal protein L23 - rice chloroplast gi | 12031 | emb | CAA33938 | 
(X15901) ribosomal protein L23 [Oryza sativa] 

gi|12071|emb|CAA33923| (X15901 ),.. ribosomal protein L23 [Oryza:;- ■ 
sativa] gi | 22 6652 | prf || 1603356CC ribosomal protein L23 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55627 Seq. ID OJ0004 03_29 . 0424 . C2 

116535 Strand 

599 End 7789 

OJ0004 03_29.04 24 .C2.o8 .np Method AAT/NAP 

4946 End 7789 

6006374 Score 1941 

4946. .5045, 6610. .7789 

(AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



Seq. No. 55628 Seq. ID 

Gene No. 116536 Strand 

Start 1 End 

Name OJ000403_29 .-0424 . C3 . ol . np • Method 

Start 1 End 

GI 6006374 Score 

Exons 1..28, 355.. 660 



OJ000403_29.0424.C3 
660 

AAT/NAP 

660 

407 



56176 




GI Descrip. 


(AP000559) Similar to 


Rice tungro bacilliform virus; reverse 




transcriptase (D1077 4 ) 


[Oryza sativa] 




Seq. No. 


55628 


Seq. ID 


OJ000403_29.0424.C3 


Gene No. 


116536 


.Strand 




Start 


. 1 


End 


660. 


Name 


OJ000403 29 . 0424 . C3 . ol 


. gs Method 


GENSCAN 


Start 


60 


End 


650 


GI 


none 


Score 


. 53 * 


Exons 


60 . . 650 






Seq. No. 


55629 


Seq. ID 


OJ000403_29.0424.C6- 


Gene No. 


116537 


Strand 


+ 


Start 


934 


End 


1268 


Name 


OJ000403_29.0424 ,C6.o2 


.np Method 


AAT/NAP 


Start 


934 


End 


1268 


GI 


r r\ r\ r *d i a 

6006374 


Score 


552 


Exons 


934 . .1268 






GI Descrip. 


(AP000559) Similar to 


Rice tungro bacilliform virus; reverse 




transcriptase (D10774) 


[Oryza sativa] 




Seq. No. 


55629 


Seq. ID 


OJ000403_29.0424.C6 


Gene No. 


116538 ■ 


Strand 




Start - 1 


1- 


End 


285 


Name 


OJ000403 29.0424.C6.ol 


.gp Method 


AAT/GAP 


Start 


1 


End 


285 


GI 


21466 1.R1084 


Score 


508 


Exons 


1. .285 






GI Descrip. 


'6006355/dbj IAP000559. 


1IAP000559 0.0e+00 Oryza sativa genomi 




DNA, chromosome 6, clone : P04 93C11 1 




Seq. No. 


55629 


Seq. ID 


OJ000403_29.0424.C6 


Gene No. 


116538 


Strand 




Start 


1 


End 


285 


Name 


OJ000403 29.0424.C6.ol 


.gs Method 


GENSCAN 


Start ' 


53 


End 


187 


GI ' . 


none 


Score 


.6 


Exons 


.53. .187 







C3 Se< 3* No- 


55630 


Seq. ID 


OJ000403_29. 


0424 


■ C7 


Gene No. 


116539 


Strand 


+ 






Start 


1 


End 


1073 






Name 


OJ000403 29.0424.C7.ol 


.np Method 


AAT/NAP 






Start 


1 


End 


1073 






GI 


6006374 . 


Score 


1912 






Exons 


1. .1073 










GI Descrip. 


(AP000559) Similar to 


Rice tungro bacilliform virus 


; reverse 




transcriptase (D10774) 


[Oryza sativa] 








Seq. No. 


55631 " 


Seq. ID 


OJ000403_29. 


0424 


.C8 


Gene No. 


116540 


Strand 








Start 


234 


End 


759 






Name 


OJ000403 29.0424.C8.ol 


.gs Method 


GENSCAN 






Start 


234 


End 


759 






GI 


none 


Score 


. 64 






Exons 


234. .331, 627. .759 











56177' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55632 

116541 

64 

OJ000403_29.0424 .C9.ol.np 
64 

6714286 



Seq. ID OJ000403_29.0424.C9 
Strand 

End 6083 

Method AAT/NAP 

End 6083 

Score 735 



64. .139, 304. .443, 611. .736, 2885. .2959, 3077. .3282, 3437. .3750, 
4040. .4246, 4937. .5012, 5638. .5716, 5807. .5897, 5994. .6083 
(AC013354) F15H18.5 [Arabidopsis thaliana] 



Seq. No. 


c c c o o 
ODD 








Seq. ID 


OJ000403_29.0424.C9 


Gene No. 


116542 








Strand 




Start 


9484 








End 


15412 


Name 


OJ000403 29 


0424 . 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2882 








End 


3288 


GI 


none 








Score 


68 


Exons 


2882. .2962, 


2884. 


.2961, 


3076. 


.3288 




Seq. No. 


55632 . 








Seq. ID 


OJ000403_29.0424 .C9 


Gene No. 


116542 








Strand 




Start 


9484 








End 


15412 


Name 


OJ000403 29 


0424 . 


C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3597 








End 


6083 


GI 


none 








Score 


66 


Exons 


3597. .3671, 


3606. 


.3671, 


3745. 


.3795, 1 37 4 6. .37 93, 4 024. .4110, 




4039. .4107, 


4943. 


.5011, 


4943. 


.5014, 4944. .5015, 5637. .5741, 




5638. .5712, 


5817. 


.5894, 


6006. 


.6083 . 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



55632 

116542 

9484 

OJ0004 03_29. 0424 ,C9.o2 .np 

9484 

7109476 

94 84. .10342, 10415. .10578,. 
12162. .12248, 12335. .12397, 
14033, .14165, 14260. .14339, 
(AC016662) unknown protein 



Seq. ID OJ000403_29.0424 .C9 
Strand 

End 15412 
Method AAT/NAP 
• End 15412 
Score 57 9 
11718. .11914, 11972. .12063, 
12973. .13062, 13359. .13445, 
15254. .15310, 1537 6. . 15412 " 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55632 

116542 

9484 

OJ000403_29. 

9814 

none 

9814. .10068, 
10066. .10131 
10139. .10195 



0424 .C9.ol.tm 



10188. 
10339. 



12145. 
12343. 



, 10322 
,10608 



11626. .11757 
11637. .11828 



12255 
12378 



9814 . . 
10066 
10139 
10231 
10361 
11636 
11869 
12152 



10068, 
. .10131 
. . 10195 
. .10323 
. .10639 
. .11809 
. .12063 
. .12259 



Seq. ID OJ000403_29.0424 .C9 
Strand 

End 15412 

Method TBLASTX : Mai ze 

End 12379 

Score 185 
9833. .10072, 10062. .10124, 
, 10135. .10170, 10138. . 10194, 
, 10140. .10223, 10188. . 10316, 
, 10279. .10377, 10307 .. 10387 , 
, 10388. .10609, 10389. . 10613, 
, 11636. .11824, 11637. .11822, 
, 11882. .12064, 12144 .. 12251, 
, 12162. . 12254, 12338 .. 1237 9, 



Seq. No. 
Gene No. 



55632 
116542 



Seq. ID 
Strand 



OJ000403 29. 0424. C9 



56178 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

fa Exons 

Q GI Descrip. 

f [j Seq. No. 

Gene No. 
*=j Start 

Name 
%1 Start 

ry gi 

Exons 



Seq. No. 
H Gene No. 
□ Start 
?=f Name 
'It Start 
k * GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



9484 End 15412 

OJ000403£.29.0424 .C9.ol.gp Method AAT/GAP 

9928 End 10372 

none Score 890 
9928.. 10372 



55632 

116542 

9484 

OJ0004 03_29.0424 .C9.ol.ts 

11896 

5058335 

118 96. .12063, 11897. .12064, 
12339.. 12374 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_29.0424 .C9 
15412 

TBLASTX : Soybean 

12374 

106 



12144. .12254, 12153. .12251, 



55633 Seq. ID OJ000403_2 9 . 0424 . C10 

116543 Strand 

1 ' End 3577 

OJ000403_29. 0424. C10. ol.np Method ' AAT/NAP 

1 End 3577 

7109476 Score 558 

1..20, 743. .955, 1031. .1350, 1447. .1544, 2503. .2567, 3057. .3188, 
3537.. 3577 

(AC016662) unknown protein [Arabidopsis thaliana] 



55633 

116543 

1 

OJ000403_29. 0424. C10. ol.gs 

849 

none 

849. .936, 1015. .1350, 1480. 
3061. .3186, 3287. .3478 



Seq. ID OJ000403_29. 0424. C10 
Strand 

End 3577 

Method GENSCAN 

End 3478 

Score .78 
1544, 2503. .2559, 2928. .2981, 



55633 

116543 

1 

OJ000403_29. 0424. C10. ol.ts 

1476 

none 

1476. .1541, 1477. .1545, 2913 
3059. .3193 



Seq. ID OJ000403_29. 0424 .C10 
Strand 

End 3577 

Method TBLASTX : Soybean 

End 3193 

Score 59 

.2993, 2932. .2982, 3055. .3186, 



55633 

116543 

1 

OJ000403_29. 0424 .C10. ol.tm 

2889 

none 

2889. .2987, 2913. .2978, 3051. 
3055. .3147, 3059. .3148, 3148. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3146, 3051 
.3186, 3149 



OJ000403 29. 0424. C10 



3577 

TBLASTX: Maize 
3187 
75 

3116, 3055. .3147, 

,3187 



55634 - Seq. ID OJ000403_2 9 . 0424 . CI 1 
116544 Strand 

1 End 1119 

OJ000403_29.0424 .Cll .ol . np Method AAT/NAP 

: * T 56179 




Start 


1 




End 


1119 




GI 


7109476 




Score 


235 




Exons 


1..78, 686. .752, 839.-984, 


1087. .1119 






GI Descrip. 


(AC016662) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


55634 - - ■ " 




Seq.*- ID 


OJ000403_29.0424 


.Cll 


Gene No. 


116544 




Strand 






Start 


1 




End 


1119 




Name 


OJ000403 29.0424.Cll.ol.tm 




Method 


TBLASTX: Maize 




Start 


T 




End 


1118 




GI 


none 




Score 


119 




Exons 


1..87, 3. .80, 4. .81, 683. .751 


, 684. .752, 685. .753, 838. 


. 990 




839. .1003, 840. .1010, 841.. 


1008, 1074.. 


1118, 1080. .1118 




Seq. No. 


55635 




Seq. ID 


OJ000403 29.0424 


.C12 


Gene No. 


116545 




Strand 






Start 


1 




End 


2956 




Name 


0 JO 0 04 0 3_2 9.0424 .C12.ol.np 




Method 


TV 7\ m / \T T\ r\ r 

AAT/NAP 




Start 


1 . 




End 


2912 




GI 


7109476 




Score 


199 




Exons 


1..19, 262.-575, 2776. .2912 










GI Descrip. 


(AC016662) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No.' 


55635 




Seq. ID 


OJ000403 29. 0424 


.C12 


Gene No . 


116545 




Strand 






Start 


' 1 




End 


2956 




Name 


OJ000403 29.0424.C12.ol.gp 




Method 


TV TA m / /"I TA T*\ 

AAT/GAP 




Start 


44 




End 


506 




GI--. 


4715828 




Score 


878 




Exons 


44. .506 










Seq. No. 


55635 




Seq. ID 


OJ000403 29.0424 


.C12 


Gene No. 


116545 




Strand 






Start 


1 




End 


2 956 




Name 


OJ000403 29.0424.C12.ol.tm 




Method 


TBLASTX : Maize 




Start 


136 




End 


564 




GI 


none :r " . 




Score 


57 




Exons 


136. .189, 146. .190, 147. .191, 


150. .215, 


294. .455, 295.. 


507, 




296. .508, 297. .509, 512. .553, 


513". .554, 


SI 4 S64 




Seq. No. 


55635 




Seq. ID 


OJ000403_29.0424 


.C12 


Gene No. 


116545 




Strand 






Start 


1 




End 


2956 




Name 


OJ000403 29.0424.C12.ol.gs 




Method 


GENS CAN 




Start 


199 




End 


2956 




GI 


none 




Score 


.5 




Exons 


199. .575, 1003. .1166, 2776. 


.2956 






Seq. No. 


. 55636 




Seq. ID 


OJ00'0403_29.0424 


.C13 


Gene No. 


116546 




Strand 


+ 






583 




End 


1348 




Name 


OJ000403 29.0424.C13.ol.gs 




Method 


GENSCAN 




Start 


583 




End 


1348 




GI 


none 




Score 


.78 




Exons 


583. .813, 1062.. 1220, 1226. 


.1348 






Seq. No.- 


55636 




Seq. ID 


OJ000403_29.0424 


.C13 



*'56180 



Gene No. 116547 Strand + 

Start 5374 End 9265 

Name OJ000403_29 . 0424 . C13 . ol .np Method AAT/NAP 

Start 5374 End 9265 

GI 6539553 Score 6352 

Exons 5374 . . 9265 

GI Descrip. (AP000836) Similar to Oryza austral iensis retrotransposori RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj" I BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


55636 




Seq. ID 


OJ000403_29.0424.C13 


Gene No. 


116548 




Strand 


+ 


Start 


11056 




End 


14818 


Name 


OJ000403 29 


.0424 .C13.o2.np 


Method 


AAT/NAP 


Start 


11056 




End 


14818 


GI 


4454467 




Score 


133 


Exons 


11056. .1138 


6, 14773. .14818 






GI Descrip. 


(AC006234) 


unknown protein 


[Arabidopsis 


thaliana] 


Seq. No. 


55636 




Seq. ID 


OJ000403_29.0424.C13 


Gene No. 


116549 




Strand 


+ 


Start 


17988 




End 


18091 


Name 


OJ000403 29 


,0424.C13.o4:tw 


Method 


TBLASTX: Wheat 


Start ■ 


5368 




* ; "End 


5746 


GI 


none 




Score 


93 


Exons 


5368. .5484, 


5379. .5444, 5456. .5737, 545 


8. .5739,- 5477. .5740 



Seq. No. 55636 Seq. ID 

Gene No. 116549 Strand 

Start 17988 End 

Name OJ0004 03_29 . 04 24 . C13 . o3 . tm Method 

Start 5489 End 

GI none Score 

Exons 5489.. 5800, 5497.. 5799 



OJ0004 03_29.0424.C13 
+ 

18091 

TBLASTX: Maize 

5800 

351 



Seq. No. 55636 

Gene No. 116549 

Start 17988 

Name OJ0004 03_29 . 04 24 . C13 . ol . tm 

Start 6300 

GI none 

Exons 6300.. 6620, 6307.. 6621, 6327. 



Seq. ID OJ000403_29.0424 /C13 

Strand + 

End 18091 

Method TBLASTX : Mai ze 

End 6622 

Score 271 
.6620, 6455.. 6622 



Seq. No. 55636 Seq. ID 

Gene No. ' 116549 Strand 

Start 17988 ~. End 

Name OJ0004 03_29 . 0424 . C13 . o5 . ts Method 

Start 6649 End 

GI none Score 

Exons 6649.. 6804, 6787.. 7035 



OJ000403_29.0424 .C13 

+ 

18091 

TBLASTX': Soybean 
7035 



Seq. No. 55636 Seq. ID 

Gene No. • 116549 * Strand . 

Start 17988 End 

Name OJ0004 03_29 . 0424 . C13 . o5 . tw Method 

Start 6898 End 



OJ000403_29.0424 .C13 
+ 

18091 

TBLASTX: Wheat 
7092 



56181 



GI 

Exons 



none Score 
6898. .7092, 6900. .6989, 6901. .7092 



62 



Seq. No. 55636 

Gene No. 116549 

Start 17988 ~* ■ 

Name OJ000403_29 . 0424 . C13v-o5 . tm - 

Start 69,4 9 

GI none 

Exons 6949. .7257, '7032. ;7223, 7276. 

Seq. No". 55636 

Gene No. 116549 

Start 17988 

Name OJ000403_29 . 04 24 . C13 . o3 . ts 

Start 7045 

GI none 

Exons 7045.. 7269, 7053.. 7223, 7060. 



Seq. ID OJ000403_29.0424.C13 
Strand + 

18091 

TBLASTX: Maize 
7521 
215 



End 

Method 
End 
'Score 
7521 



Seq. ID OJ000403_29.0424.C13 

Strand + 

End 18091 

Method TBLASTX : Soybean 

End 7443 

Score 180 

.7254, 7270. .7443, 7278. .7316 



Seq. No. 55636 

Gene No. 116549 

Start 17988 

Name OJ000403_29 . 0424 . C1.3 . ol tw 

Start 7093 

GI none 

Exons 7093.. 7542, 7101". .7580, 7112. 
7639. .7848 



Seq. ID OJ000403_29.0424.C13 

Strand + 

End 18091 

Method TBLASTX : Wheat 

End 7848 

Score 598 
.7573, 7600. .7848, 7601. .7831, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



\J Se< 3- No - 
n Gene No. 

}Z S Start 
Name 
Start 
GI 

Exons 



55636 

116549 

17988 

OJ000403_29.0424 .C13.ol.ts 

7768 

5509260 

7768.-:7845, 7865. .8233, 7987. 



55636 

116549 

17988 

OJ0004 03_29.0424 .C13.ol .tc 

7865 

none 

7865. .8122 



Seq. ID OJ000403_29.0424 ,C13 

Strand + 

End 18091 

Method TBLASTX : Soybean 

End 8233 

Score 48 
.8088, 8155. .8214 



Seq. ID -OJ000403_29.0424.C13 

Strand + 

End 18091 

Method TBLASTX : Cress 

End 8122 

Score 280 



Seq. No. 55636 Seq. ID 

Gene No. 116549 Strand 

Start . 17988 End ' , 

Name OJ0004 03_29 . 0424 . C13 . o2 . tm Method 

Start 7903 End 

GI none Score 

Exons 7903.. 8034, 7904.. 8368, 8039.. 8221 



OJ000403_29.0424.C13 
+ 

18091 

TBLASTX: Maize 

8368 

353 



Seq. No. ^ 55636 % . Seq. ID 

Gene No. ' 116549 Strand 

Start 17988 End 

Name OJ000403 29 . 0424 . C13 . o3 . tw Method 



OJ000403_29.0424 .C13 
+ 

18091 

TBLASTX: Wheat 



56182 




Start 


-7904 








End 


8449 




GI 


none 








Score 


317 




Exons 


7904 . . 8248, 


8051 . 


. 8224, 


8243 


..8449, 8318. .8419 




Seq. No. 


55636 








Seq. ID 


OJ000403_29.0424 


.C13 


Gene No. 


116549 








Strand 


+ 




Start 


17 988 








End- 


18091 




Name 


OJ000403 29 . 


0424 . 


C13 .o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


8302 








End 


8647 




GI 


none 








Score 


314 




Exons 


8302 . . 8502, 


8303 . 


. 8647 










Seq. No. 


55636 








Seq. ID 


OJ000403_29.0424 


.C13 


Gene No. 


116549 








Strand 


+ 




Start 


17 988 








End 


18091 




Name 


OJ0004 03_29. 


0424 . 


C13 . o4 


. tm 


Method 


TBLASTX: Maize 




Start 


8459 








End 


8796 




GI 


none 








Score 


297 




Exons 


8459. .8785, 


8459 . 


. 8764 , 


8569 


. .8796 






Seq. No. 


55636 








Seq. ID 


OJ000403_29.0424 


.C13 


Gene No. 


116549 








Strand 


+ 




Start 


17988 








End 


18091 




Name 


OJ000403_29. 


0424 . 


C13 .q2 


tw 


Method 


TBLASTX: Wheat 




Start 


8654 








End 


9129 




GI 


none 








Score 


83 




Exons 


8654 . . 8728, 


8655 . 


. 8726, 


8742 


..8846, 8743. .9129, 8744. .9091 


Seq." No. 


55636 . 








Seq. ID 


OJ000403_29.0424 


.'C13 


Gene No. 


116549 








. Strand 


+ 




Start 


17988 








End 


18091 




Name 


OJ000403_29. 


0424 . 


C13 .o4 


ts 


Method 


TBLASTX : Soybean 




Start 


8660 








End 


9001 




GI 


none 








Score 


83 




Exons - 


8660. .8773, 


8686 . 


. 8766, 


8786 


..9001, 8786. .8980 




Seq. No. 


55636 








Seq. ID 


OJ000403_29.0424 


.C13 


Gene No. 


116549 








Strand 


+ 




Start 


17988 








End 


18091 




Name 


OJ000403 29. 


0424. 


C13.o6 


tm 


Method 


TBLASTX: Maize 




Start 


13021 








End 


13196 




GI 


none 








Score 


65 




Exons 


13021. . 13083 


, 13022. .13084, 


13025. .13117, 13029. .13118, 






13121. .13174, 13122. .13196, 


13123. .13179 




Seq. No. 


55636 








Seq. ID 


OJ000403_29.0424 


.C13 


Gene No. 


116549 








Strand 


+ 




Start' 


17988 








End 


18091 




Name 


OJ000403 29. 


0424 . 


C13.o2 


gp 


Method 


AAT/GAP 




Start 


17988 








End 


18091 




GI 


LIB3477-003- 


Pl-Kl 


-E9 




Score 


148 





Exons 17988. .18091 

GI Descrip. 1 2498586/sp I Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

Seq. No. 55637 Seq. ID OJ0004 03_29 . 0424 . C14 



56183 



Gene No: 116550 Strand ^ 

Start 874 End 1265 

Name OJ000403_29 . 0424 . C14 . ol . gp Method AAT/GAP 

Start 874 End 1265 

GI LIB3432-059-P1-K1-D8 Score • 594 

Exons 874.. 1265 

GI Descrip.- ' 5734 616/dbj | AP000391 . 1 | AP000391 0.6e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' ■ 



Seq. No. 55638 

Gene No. 116551 

Start 4809 

Name OJ0004 03_29 . 0424 . C15 . o2 . gp 

Start 4681 

GI 14908_1. R1084 

Exons 4681.. 5518 • 

GI Descrip. 1 60154 37/dbj | AB008112 . 1 | AB008112 .3 . 0e-10 Homo sapiens PEX1 mRNA, 
complete cds ' 



Seq. ID OJ000403_29.0424.C15 

Strand + 

End 5518 

Method AAT/GAP 

End 5518 

Score 1*572 



■*3 



Seq. No. 55638 

Gene No. 116551 

Start 4809 

Name OJ000403_29 . 0424 . C15 . ol . gs 

Start 4809 ' /" 
GI " none 

Exons ' * 4809. .5150 



Seq. ID OJ000403_29.0424 .C15 

Strand + 

End "5518 

Method GEN SCAN 

End , 5150 /. 

Score .99 



u 
12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000403_ 
+ 

11041 
AAT/GAP 
7793 
133 



29.0424.C15 



55638 
116552 
8125 

OJ0004 03_29.0424 .C15.o3.gp 
7710 

5867_1.R1084 
7710. .7793 

' 4 64 98 6/sp| P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD . 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) { UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297 884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 

OJ000403_29.0424 .C15 
+ 

11041 
GENSCAN 
11041 
.48 



OJ000403_29.0424 ,C15 

12075 
GENSCAN 
12075 
.89 



Seq. No. 


55638 


Seq. ID 


Gene No. 


116552 


Strand 


Start 


8125- ■ 


End 


Name 


OJ000403 29.0424.C15.o2.gs 


Method 


Start 


. 8125 


End 


GI 


none 


Score 


Expns 


8125. .8177, 9413. .9689, 10414 


. .10505, 


Seq. No. 


55638 


Seq. ID 


Gene No. 


116553 


Strand 


Start 


11275 


End 


Name 


OJ000403 29.0424.C15.o3.gs 


Method 


Start 


11275 . 


End 


GI 


none 


Score 


Exons 


11275. .11426, 11955. .12075 





56184' 






Seq. No. 


55639 








Seq. ID 


OJ000403_29.0424.C16 




Gene No. 


116554 








Strand 


+ 




Start 


105 








End 


538 




Name 


OJ000403_29 


. 0424 


. C16 . ol 


.gs 


Method 


GENSCAN • 




Start 


105 








, End 


538 




GI 


• none 








Score 


.ol 




Exons 


105. . 538 














Seq. No. 


• 55639 








Seq. ID 


. OJ000403_29.0424.C16 




Gene No. 


116555 








Strand 






Start 


2391 








End 


34 41 




Name 


/"\ *r A A A A A A OA 

OJ000403 29 


.0424 


. C16 . o2 


.gs 


Method 


GENSCAN 




Start 


2391 








End 


A A ""I A 

3378 




GI 


none 








Score 


A A 




Exons 


A A A 1 A A C A 

2391 . .2852, 


3139 


. . 3378 










Seq. No. 


55639 








Seq. ID 


OJ000403_29.0424.C16 




Gene No. 


116555 








Strand . 






Start 


A A A T 

2391 








End 


3441 




Name 


y\ TA a a a a a a a 

OJ0004 03_29 


.0424 


.C16.ol 


.np 


Method 


AAT/NAP 




Start 


2417 








End 


3441 




GI 


6453905 •. 








Score 


540 


- ~5 

■a jj: 


Exons 


OJtIT AAA1 

2417 . . 2891, 


3181 


. .3441 








^'!! 


GF Descrip. 


(AC011663) 


putative protein 


kinase [Arabidopsis thaliana] 


• r ~r . 
[1 


Seq. No. 


55639 








Seq. ID 


OJ000403_29.0424.C16 


I : I 


Gene No. 


116555 








Strand 






. Start 


2391 








End 


3441 




Name 


OJ000403 29 


.0424 


.C16.ol 


.tc 


Method 


TBLASTX: Cress 


! y 


Start 


2649 








End 


3430 




GI 


none 








Score 


126 


□ 


Exons 


2649. .2795, 


2778 


. .2849, 


3136 


..3429, 3146. .3307, 3350. .3430 




Seq. No. 


55639 








Seq. ID 


OJ000403_29.0424 .C16 




Gene No; 


116555 








Strand 




^ =? 


Start 


2391 








End 


3441 


[ j 


Name 


j*N ~r r\ A A A A A A 

OJ000403_29 


.0424 


.C16.ol 


.ts 


Method 


TBLASTX : Soybean 


£3 


Start 


2748 








End 


3439 




GI 


none 








Score 


165 




Exons 


A T /t A A A £T A 

2748 . . 2852 , 


3179 


. .3355, 


3181 


..3336, 3341. .3439, 3343. .3438 




Seq. No. 


55639 








Seq. ID 


OJ000403_29.0424.C16 




Gene No. 


11 655.5 








Strand 






Start 


2391 








End 


3441 . 




Name 


OJ000403 29 


.0424 


.C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3139 








End 


3417 




GI 


none 








Score 


379 ' 




Exons 


A 1 A A AJI1T 

3139 . .3417, 


3143 


. .3415 










Seq. No. 


55639 








Seq. ID 


OJ000403_29.0424.C16 




Gene No. 


116555 








Strand 






Start 


2391 








End 


3441 




Name 


OJ000403 29 


.0424 


.CI6.0I 


tw 


Method 


TBLASTX: Wheat 




Start 


3181 








End 


3438 




GI 


none 








Score 


114 




Exons 


3181. .3339, 


3191 


. .3316, 


3349 


..3438, 3359.. 3430 



56185 



Seq. No. 


55640 








Seq. ID 


OJ000403 


Gene~ No. 


116556 








Strand 




Start 


2196 








End 


4840 


Name 


OJ000403 29 


.0424 


.C17.ol 


. np 


Method 


AAT/NAP 


Start 


2196 








End 


4348 


GI 


6453905 








Score 


316 


Exons 


2196'. .2252, 


4028 


. .4348 








GI Descrip. 


(AC011663) 


putative protein 


kinase [Arabidopsis 


Seq. No. 


55640 








Seq. ID 


OJ000403 


Gene No. 


116556 








Strand 




Start 


2196 








End 


4840 


Name 


OJ000403 29 


. 0424 


,C17 .o2 


. as 


Method 


GENSCAN 


Start 


3830 








End 


4840 


GI 


none 








Score 


.92 


Exons 


3830. .4644, 


4679 


. .4840 








Seq. -No- 


55640 








Seq. ID 


OJ000403 


Gene No. 


116556 








Strand 




Start 


2196 








End 


4840 


Name 


OJ000403 29 


. 0424 


.C17 .ol 


. tm 


Method 


TBLASTX: 


Start 


4019 








End 


4333 


GI 


none 








Score 


43 


Exons 


4019. .4087, 


4097 


. . 4333, 


4098 


..4202, 4260. .4310 


Seq. No. 


55640 








Seq. ID 


OJ000403 


Gene No. 


116556 








Strand 




Start 


2196 








End 


4840 


Name 


OJ000403 29 


.0424 


.C17.ol 


.tc 


Method 


TBLASTX: 


Start 


4028 








End 


4333 


GI 


none 








Score 


42 


Exons 


4028. .4093, 


4035 


. .4094, 


4079 


..4333, 4083. .4196 


Seq. No. 


55640 








Seq. ID 


OJ000403 


Gene No. 


116556 








Strand 




Start 


■ 2196 








End 


4840 


Name 


OJ000403 29 


.'0424 


.C17.ol 


.ts 


Method 


TBLASTX : 


Start 


4028 








End 


4342 


GI 


none 








Score 


58 


Exons 


4028. .4090, 


4035 


. .4091, 


4092 


..4187, 4097. .4342, 



Seq. No. 55640 

Gene No. 116556 

Start 2196 

Name OJ0004 03_29 . 0424 . C17 .ol . tw 

Start 4109 

GI none ' 

Exons 4109.. 4339, 4113.. 4328 



Seq. ID OJ000403_29.0424 .C17 
Strand 

End" 4840 

Method TBLASTX : Wheat 

End 4339 

Score 78 



Seq. No. 55641 

Gene No. 116557 

Start 2172 

Name OJ000403_29 . 04 24 . C18 . ol . tm 

Start 2123 

GI none 
Exons 



Seq. ID OJ000403_29.0424 .C18 

Strand +■ 

End 34 67 

Method TBLASTX :-Mai ze 

End 2241 

Score 182 



2123. .2239, 2127. .2240, 2127. .2240, 2128. .2241, 2134. .2241 



56186 



Seq. No. 55641 

Gene No. 116557 

Start 2172 

Name OJ0004 03_29 . 0424 . C18 . ol . np 

Start 2172 

GI 140503 

Exons 2172.. 2323, 3375.. 3467 
GI Descrip. 



Seq. ID OJ000403_29.0424 .C18 

Strand + 

End 34 67 

Method AAT/NAP 

End 34 67 

Score ' ■ • 107 



HYPOTHETICAL 14 KD PROTEIN IN YCF68 TRNI INTRON (ORF 133) 
gi| 82518 |pir | UQ0279 hypothetical 14. 5K protein (trnl intron) 
rice chloroplast gi | 12041 | emb| CAA33 94 5 | (X15901) ORF133; ORF 
within trnl intron [Oryza sativa] gi | 12061 | emb | CAA33915 | 
(X15901) ORF133; ORF within trnl intron [Oryza sativa] 
gi I 226660 | prf | | 1603356CL trnl intron ORF 133 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55642 

116558 

1 

OJ0004 03_29.0424.C19.ol.np 
1 

5881963 



Seq. ID OJ000403_29.0424 .C19 

Strand + 

End 2227 

Method AAT/NAP 

End 2227 

Score 1154 



1..659, 732. .868, 962. .1153, 1260. .1347, 1426. .1496, 1603. .169 
2134. .2227 

(AF066079) dihydrolipoamide S-acetyltransf erase [Arabidopsis 
thaliana] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55642 

116558 

1 

OJ000403 
61 

none 
61. .270, 



29.0424 .C19.o2.tc 



62. .271 



Seq. ID OJ000403_29.0424 .C19 

Strand + 

End 2227 

Method TBLASTX : Cress 

End 271 

Score 269 



.Seq. No. 
Gene • No . 
Start 
Name 
Start 
GI 

Exons 



55642 

116558 

1 

OJ000403 
61 

none 
61. .270, 



29. 0424 .C19.o2.ts 



62. .271 



Seq. ID OJ000403_29.0424 .C19 

Strand + . ; 

End ■ 2227^- 

Method TBLASTX : Soybean . 

End 271 

Score 285 



Seq. No, 

Gene No. 

Start 

Name 

S.tart 

GI 

Exons 



55642 

116558 

1 

OJ000403 
61 

none 
61. .204, 



Seq. ID 

Strand 

End 

29. 0424 .C19.o2.tm Method * 



End 
Score 



OJ000403_29.0424 .C19 
+ 

2227 

TBLASTX: Maize 

208 

221 



62. .208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55642 

116558 

1 

OJ000403 
71 

none 
71. .868, 



Seq. ID 
Strand 
End 

Method- 
End 
Score 

962.. 1153, 1260.. 1347, 1426.. 



29.0424.C19.ol.gs 



OJ000403_29.0424 .C19 
+ 

2227 
GENSCAN 
2061 
.64 

1496, 1603.. 1686, 



56187 



2041. .2061 



Seq. No. 55642 

Gene No. 116558 

Start 1 

Name OJ000403_29 . 0424 . C19 . ol . tm 

Start 211 

GI none 
Exons 



Seq. ID OJ000403_29.0424.C19 

Strand + 

End 2227 

Method TBLASTX: Maize 

End 1737 — 

Score 71 



211. .270, 212. .271, 455. .571, 457. .555, 743. .871, 748. .852, 
958. .1041, 962. .1165, 962. .1165, 1090. .1167, 1247. .1354, 
1257. .1352, 1424. .1492, 1425. .1493, 1431. .1493, 1602. .1688, 
1603. .1737 



Seq. No. 55642 

Gene No. 116558 

Start 1 

Name OJ000403_29 . 0424 . C19 . ol . ts 

Start 455 

GI none 
Exons 



Seq. ID OJ000403_29.0424 .C19 

Strand + 

End 2227 

■Method TBLASTX : Soybean 

End 1737 

Score 100 ; 



455. .556, 4S7..555, 743. .871, 745.-867, 956. .1165, 962. .1165, 
1090. .1167, 1257. .1352, 1262. .1387, 1425. .1460, 1460. .1492, 
14 61, .14 93, 1602. .1691, 1603. .1737 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55642 . Seq. ID 

116558 Strand 

1 End : 

OJ000403_29. 0424 .C19.ol. tc Method 

740 End 

none Score 



OJ0004 03_29.04 24 .C19 
+ 

2227 

TBLASTX : Cress 

1695 

165 



740. .871, 748. .870, 956. .1108, 956. .1099, 1105. .1152, 

1109. .1156, 1247. .1351, 1257. .1352, 1424. .1492, 1425. .1496, 

1599. .1688, 1600. .1695 



55642 

116558 

1 

OJ0004 03_29.0424.C19.ol.tw 

1316 

none 



Seq. ID OJ000403_29.0424 .C19 



Strand 
End 

Method 
'End 
Score 



+ 

2227 . 

TBLASTX: Wheat 

1695 

55 



1316. .1354, 1317. .1352, 1424. .1492, 1425. .1496, 1425. .1496, 
1426. .1500, 1427. .1504, 1600. .1695, 1602. .1691 



Seq. No. 55643 Seq. ID 

Gene No. 116559 Strand 

Start 250 End 

Name OJ000403_29 . 0424 . C21 . ol . gs Method 

Start 250 End 

GI none Score 

Exons 250.. 903 



OJ000403_29.0424 .C21 
986 

GEN SCAN 

903 

.48 



Seq. No. 55643 Seq. ID 

Gene No. 116559 Strand 

Start 250 * : * End 

Name OJ0004 03_29 . 04 24 . C21 . 61 . np Method 

Start 253 End 

GI 7228452 Score 

Exons 253. . 630 



OJ000403_29.0424 .C21 
986 

AAT/NAP 

630 

617 



56188 



GI Descrip. (AP001366) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End^. 

Score 



OJ000403 29.0424.C21 



55643 
116559 
250 

QJ000403_29. 0424 .C21..o2.np 
710 

6006375 
710. .986 

(AP000559) Similar to ORF3 protein - rice tunqro bacilliform 
virus &RTUORFS_2 (C40785) [Oryza sativa] 



986 

AAT/NAP 
.986 
452' 



55644 Seq. ID 

116560 Strand 

173 End 

OJ000323_20 . 04 19 . CI . ol . gs Method 

173 End 

none Score 

173. .290, 608,-700 



OJ000323_20.0419.C1 
+ 

700 

GENSCAN 

700 

.56 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



~j . Name 
;? Start 



GI 

Exons 

GI Descrip. 



55644 Seq. ID OJ000323_20 . 04 19 . CI 

116561 Strand 

167 . , End • - 247 .. 

OJ000323_2.0.0419.Cl.ol.np Method AAT/NAP 

167 End 24 7'. 

6630699 ' Score 77 

167. .247 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



55645 

116562 

1 

OJ000323_20. 0419.C3.o2.np 
1 

119714-- 



Seq. ID OJ000323_20.0419.C3 
Strand + 
End 8387 
Method AAT/NAP 
End 8387 
Score. 109 
1..46, 1005. .1194, 4460. .4893, 8356. .8387 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



55645 Seq. ID 

116562 Strand 
1 End " 

OJ000323_20.0419.C3.ol.gp Method 
2494 ' End 
uC-osf Icypl77g01al Score 
2494.. 2656, 2921.. 2955 

'4884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] ' 



OJ000323_20.0419.C3 
+ 

8387 
AAT/GAP 
2955 : 
240 



55645 

116562 

1 

OJ000323_20.0419.C3.o3.np 



Seq. ID OJ000323_20.0419.C3 

Strand + 

End 8387 

Method AAT/NAP 



56189 



Start 6139 End 8387 

GI 7488135 Score 77 

Exons 6139.. 6324, 8371.. 8387 

GI Descrip. probable myosin heavy chain - Arabidopsis thaliana 

gi I 2245080 I emb | CAB10502.il (Z97343) myosin heavy .chain like 
protein [Arabidopsis thaliana] gi | 7268473 I emb I-CAB78724 . 1 1 
(AL16154 6) putative protein [Arabidopsis thaliana] 



Seq. No. 55645 

Gene No. 116563 

Start 123 

Name OJ000323_20 . 04 19 . C3 . ol . gs 

Start 123 

GI none 
Exons 



Seq. ID OJ000323_20.0419.C3 
Strand 

End 1760, 

Method GENSCAN 

End 1760 . 

Score .78 



123. .214, 301. .905, 1055. .1223, 1653. .1760 





Seq. No. 


55645 








Seq. ID 


OJ000323_20, 


.0419. 


. C3 




Gene No. 


116563 








Strand 










' Start 


123. 








End 


1760 v ' 








Name • 


OJ000323_20 


. 0419 


.C3.ol. 


np 


Method 


AAT/NAP 








Start 


292 








End 


1184 








GI 


5902448 








Score 


1555 








Exons 


292. . 1184 
















i J 
\ ^ 


•_GI Descrip. 


(AB030283) < 


orf 3 


[Oryza 


sativa 


] 








r F-i ' 


Seq. No. 


55645' 








Seq. ID 


OJ000323_20, 


,0419, 


.C3 


r; s 


Gene No. 


116564 








Strand 








C3 


Start 


2747 








End 


4870 








Name 


OJ000323_20 


. 0419 


. C3.o2. 


gs 


Method 


GENSCAN 








Start 


2747 








End 


4870 








GI 


none 








Score 


.64 






Pi ; 


Exons 


2141 . .2994, 


3136 


. . 3235, 


3507 . 


.3667, 4651. .4870 






s 


Seq. No. 


55645 








Seq. ID 


OJ000323_20. 


.0419. 


. C3 




Gene No. 


116565 








Strand 








* ^5 


Start ? - 


6647 








End 


7071 








Name 


OJ000323 20 


.0419 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


6144 








End 


6324 








GI 


none 








Score 


173 








Exons 


6144. .6323, 


6144 


. .6323, 


6145. 


.6324, 6145. .6324 








Seq. No. 


55645 








Seq. ID 


OJ000323_20. 


.0419. 


,C3 




Gene No. 


116565 








Strand 










Start 


6647 








End 


7071 








Name 


OJ000323 20 


.0419 


.C3.o3. 


gs 


Method 


GENSCAN 








Start 


6647 








End 


7071 








GI 


none 








Score 


.49 








Exons 


6647. '. 6759, 


6825 


. .7071 














Seq. No. 


55646 








Seq. ID 


OJ000323_20. 


,0419. 


,C5 




Gene No. 


116566 








'Strand 


+ 








Start 


1559 








End 


3112 








Name 


OJ000323 20 


.0419 


. CS.ol. 


gs 


Method 


GENSCAN 








Start 


1559. 








End 


3112 








GI 


none 








Score 


.8 








Exons 


1559. .1576, 


1649 


. .1820, 


2573. 


.2985, 3095.. 3112 







56190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55646 

116567 

1 

OJ000323_20.0419.C5.ol.np 
1 

4680207 



-Seq. ID OJ000323_20.0419.C5 
Strand 

End 9311 

Method AAT/NAP 

End 9311 

Score 986 



1..1270, 1340. .1736, 7014. .7861, 9265. .9311 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 55646 

Gene No. 116567 

Start 1 

Name OJ000323_20 . 04 19 . C5 . ol . tw 

Start 788 

GI none 
Exons 



Seq. ID OJ000323_20.0419.C5 
Strand 

End 9311 

Method TBLASTX : Wheat 

End 1243 

Score 55 



788. .907, 807. .908, 938. .1243, 1014. .1241 



"Seq. No. 55646 

Gene No. 116567 

Start 1 

Name OJ000323_20 . 04 19 . C5 . ol . tm 

<sa Start 980 

M GI none 
\J Exons 



Seq. ID OJ000323_20.0419.C5 
Strand 

End 9311 

Method TBLASTX : Mai ze 

End 1571 

Score 97 . 



980,. 1183, 1017. .1181, 1211. .1279, 1211. .1279, 1332. .1400, 
1447. .1566, 1467. .1571 



o 

"4 
E3 



Seq. No. 55647 

Gene No. 116568 

Start 78 

Name OJ000323_20 . 04 19 . C6 . ol . gs 

Start 78 

GI none 

Exons 78.. 263, 310.. 537 

Seq. No. 55648 

Gene No. 116569 

Start 470 

Name OJ000323_20 . 04 19 . C7 . ol . gs 

Start 470 

GI none 

Exons 470.. 655, 862.. 902 



Seq. ID OJ000323_20.0419.C6 

Strand + 

End 537 

Method GENSCAN 

End 537 

Score .91 



Seq. ID OJ000323_20.0419.C7 

Strand - * ■ 

End 902 

Method GENSCAN 

End 902 

Score . . 55 



Seq. No. 55649 

Gene No. 116570 
Start ■ 592 

Name OJ000323_20 . 04 19 . C8 . ol . gs 

Start ■ 592 

GI none 

Exons 592.. 744, 1122.. 1331 



Seq. ID OJ000323_20.0419.C8 

Strand + 

End ' 1331 

Method GENSCAN ? 

End ' 1331 

Score .51 



Seq. No. 55649 
Gene No. 116571 

Start * 1777 

Name OJ000323_20 . 04 19 . C8 . ol . tw 

Start 1179 
GI none 



Seq. ID OJ000323_20.0419.C8 
Strand 

End 3236 

Method TBLASTX : Wheat 

End 1427 

Score 55 



56191 



Exons 



1179. . 1289, 1180. .1290, 1298. .1354, 1304. .1348, 1355. .1426, 
1359.. 1427 



\1 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip-. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55649 Seq. ID 

116571 Strand 

1777 End 

OJ000323_20 . 04 1 9 . C8 . o2 . gs Method 

1777 End 

none Score 

1777.. 2227., 2713.. 3236 



OJ000323_20.0419.C8 

3236 
GENSCAN 
3236 
.97 



OJ000323 20. 0419. C8 



55649 Seq. ID _ 

116571 Strand 

1777 End 3236 

OJ000323_20 . 04 19 . C8 . ol . np Method AAT/NAP 

1783 End 3173 

6911845 Score 535 
1783. .2269, '2713- .3173 

(AL138649) sulfotransf erase-like protein [Arabidopsis thaliana] 



55649 

116571 

1777 

0 JO 0 0 32 3_2 0 .0419.C8.ol.tc 

1786 * 

none 



Seq. ID OJ000323_20.0419.C8 
Strand 

End 3236 

Method TBLASTX: Cress 

End - 2208 ... 

Score 73 



1786. .1908, 1808. .1903, 1904. .2053, 1930. .2208 

OJ000323 20. 0419. C8 



55649 
116571 
1777 

OJ000323_20.0419.C8 .ol.tm 

1894 

none 

1894. .2142, 1925. .2053 

55649 

116571 

1777 

OJ000323_20 . 04 19 . C8 . ol . gp 
2782 ■ 
2428038 
2782. .3181 



Seq. ID 
Strand 
End 

Method 

End 

Score 



3236 

TBLASTX: Maize 

2142 

97 



Seq. ID OJ000323_20-.0419.C8 

Strand ' - 

End 3236 

Method • AAT/GAP 

End 3181 

Score 738 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. . No. 
Gene No. 
Start 
Name 



55649 Seq. ID 

116571 Strand 
1777 End 

OJ000323_20.0419.C8.o2.tm - Method 
2865 End .. • 

none Score 



OJ000323_20.0419.C8 
3236 

TBLASTX: Maize 

3236 

114 



2865. .3023, 2865. .3008, 2970. .3158, 2979. .3095, 3105. .3176, 
3138.. 3236, 3178.. 3201 



55650 

116572 

4041 

OJ000323_20.0419.C9.ol.np 



Seq. ID OJ000323_20.0419.C9 

Strand + 

End 12491 

Method AAT/NAP 



56192 



Start 4041 End 12491 

GI 5922631 Score 5376 

Exons 4041. .4165, 4424. .4683, 4951. .5111, 5156. .5737, 5780. .5930, 

6057. .6715, 9816. .10083, 10690. .12491 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 

.region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110). [Oryza sativa] 

gil 6016864 |dbj IBAA85207.1 | (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon ■ 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


55650 


Seq. ID 


OJ000323_20. 0419.C9 


Gene No. 


116573 


Strand 


— 


Start 


7420 


End 


7801 


Name 


0 JO 0032 3_2 0. 0419. C9.o6.tw 


Method 


TBLASTX: Wheat 


Start 


5341 


End 


5743 


GI 


none 


Score 


297 


Exons 


5341. .5610, 5342. .5743 






Seq. No. 


55650 


Seq. ID 


OJ000323_20 . 0419.C9 


Gene No. 


116573 


Strand 




Start 


7420 


End 


7801 


Name 


OJ000323 20.0419. C9.o5.tw 


Method 


TBLASTX: Wheat 


Start 


6374 


End 


6715 


GI 


none 


Score 


306 


Exons 


6374. .6715, 6421. .6693 






Seq. No. 


55650 


Seq. ID 


OJ000323_20 . 0419 .C9 


Gene No. 


116573 


Strand 


— 


Start 


7420 


End 


7801 


Name 


OJ000323 20.0419.C9.ol.gp 


Method 


AAT/GAP 


Start 


7420 


End 


7801 


GI 


uC-osflcyp033a04bl 


Score 


643 


Exons 


7420. .7801 






GI Descrip. 


1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 




Seq. No. 


55650 


Seq. ID 


OJ000323_20 .0419.C9 


Gene No. 


116574 


Strand 




Start 


10100 


End 


10586 


Name 


OJ000323 20.0419.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


10100 


End 


10556 


GI 


none 


Score 


486 


Exons 


10100. .10555, 10101.. 10556 






Seq. .No. 


55650 


Seq. ID 


OJ000323_20.0419.C9 


Gene No. 


116574 


Strand 




Start 


10100 


End 


10586' 


Name 


OJ000323 20.0419.C9.o2.ts 


Method 


TBLASTX : Soybean 


Start 


10140 


End 


10505 


GI 


none 


Score 


125 


Exons 


1014 0. .10364, 10371. .10505 






Seq. No. 


55650 


Seq. ID 


OJ000323_20.0419.C9 


Gene No. 


116574 


Strand 




Start 


10100 


End 


10586 



56193 



Name 

Start 

GI 

Exons 

Seq. No. 
■Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
; GI , 
Exons 

Seq. No. 

Gene No. 

.Start 
lz Name 
SH start 

r y gi 

f ^ Exons 



OJ000323_20 . 04 1 9 . C9 . o3 . tm 

10229 

none 

10229. .10576, 10230.. 10586 

55650 

116575 

10671 

OJ000323_20.0419.C9.o2.tw 

10671 

none 

10671. .11090, 10769. .11095 



Method 

End 

Score 



TBLASTX: Maize 

10586 

364 



Seq. ID OJ000323__20.0419.C9 
Strand 

End 11261 

Method TBLASTX : Wheat 

End 11095 

Score 402 



55650 
116575 
10671 

OJ000323_20.0419.C9.ol.ts 
10719 
none 

10719. .11150, 10766. .10909, 10782.. 11063 



Seq. ID OJ000323_20.0419.C9 
Strand 

11261 

TBLASTX: Soybean 
11150 
290 



End 

Method 

End 

Score 



55650 

116575 

10671 

OJ000323_20.0419.C9, 

10817 

none 

10817. .11071, 10818, 
11235. .11261 



Seq. ID OJ000323_20.0419.C9 
Strand 

11261 

TBLASTX: Maize 
11261 
273 



End 

Method 
End 
Score 



o2.tm 

.11072, 10818. .11072, 11064 .. 11225, 



lf 9 Seq. No. 

iy Gene No. 

s Start 

[1 Name 

l"i Start 

s*7 GI 
"-^ Exons 

[3 Seq. No. 
f_ Gene No. 
*~ Start 

Name 

Start 

GI 

Exons • 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



55650 
116576 
11258 

OJ000323_20.0419.C9.o3. tw 
11258 
none 

11258. .11476, 11259. .11489, 11519. .11665, 11520. .14666 



Seq. ID OJ000323_20.0419.C9 
Strand 

11666 

TBLASTX: Wheat 
11666 
245 



End 

Method 

End 

Score 



55650 

116577 

11678 

OJ000323_20.0419.C9.o7.tw 

11678 

none 

11678. .11806, 11724. .11957 

55650 . 

116578 

11997 

OJ000323_20. 0419.C9.o4 . tw 

11997 

none 

11997. .12425, -12066 .. 12371 

55650 

116578 

11997 



Seq. ID OJ000323_20.0419.C9 
Strand 

End 11957 

Method TBLASTX : Wheat 

End 11957 

Score 216 



Seq. ID OJ000323_20.0419.C9 
Strand 

End 12431 

Method TBLASTX : Wheat 

End 12425 

Score 331 



Seq. ID OJ000323_20.0419.C9 
Strand 

End 12431 



56194 



Name 
Start 
GI - 
Exons 



0 J000323_20 . 04 19 . C9 . ol . tm Method 

12120 End 

none Score 
12120. .12431, 12143. .12430 



TBLASTX: Maize 

12431 

395 



Seq. No. 55651 

Gene- No. 116579 

Start 85 

Name OJ000323_20 . 04 19 . C12 . ol . gs 

Start 85 

GI none 

Exons 85.. 161, 619.. 701 



Seq. ID OJ000323_20.0419.C12 

Strand + 

End 701 

Method GENSCAN 

End 701 

Score . 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.*' 

Start 

Name 

Start 

GI 

Exons 



55651 
116580 
1 

OJ000323_20.»0419.C12.ol.np 
1 

6539570 

1..38, 282. .348, 508. .668, 1455. .1494 
(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID OJ000323_20.0419.C12 
Strand 

End 2481 

Method AAT/NAP 

End 1494 

Score 239 



55651 

116580 

1 

OJ000323_20.0419.C12.o2.gs 

1163 

none 



Seq. ID OJ000323_20.0419.C12 

Strand ■ - 

End 2481 

Method GENSCAN 

End 2481 

Score . 5 



1163. .1332, 1377. .1613, 1639. .1723, 2129. .2246, 2474. .2481 



?il Seq. No. 
E ^ Gene No . 
= a Start 
U Name 
Start 

Exons 

I* Seq. No. 
C3 Gene No. 

Start 

Name 

Start 

GI 

Exons 



55651 

116581 

2738 

OJ000323_20.0419.C12.o3.gs 

2738 

none 



Seq. ID OJ000323_20.0419.C12 
Strand 

End 6929 

Method GENSCAN 

End 6929 

Score .59 



2738. .3203, 4087. .4105, 6848. .6929 



55652 

116582 

3551 

OJ000323_20.0419.C13.ol.gs 

3551 

none 



Seq. ID OJ000323_20.0419.C13 

Strand + 

End 5274 

Method GENSCAN 

End 5274 

Score .85 



3551. .3728, 3808. .4003, 4930. .5274 



Seq. No. 55652 

Gene No. 116583 

Start 6332 

Name OJ000323_20 . 04 19 . C13 . o2 . gs 

Start 6332 

GI none 
Exons 



Seq. ID . OJ000323_20.0419.C13 
Strand 

End 7831 
Method GENSCAN 
End 7831 
Score . 7 



6332. .6726, 7002. .7206, 7829. .7831 



Seq. No. 
Gene No. 
Start 



55653 

116584 

1 



Seq. ID OJ000323_20.0419.C16 
Strand 

End 1112 



56195 



Name 


OJ000323 20.0419.C16.ol 


.np 


s "Method 


AAT/NAP 






Start 


1 




End 


1112 








TIC 




Score 


19 01 
1ZU1 






Exons 


1 1 77 "3£Q mo 












Lii uescrip. 


^/\r uuuf* / nyporneuicai 


protein [Oryza 


■ 

sat iva J 








yl | / 1 / | QJj J | dMO jO j / 


.11 


(AP000570) 


nypo uneuicai 


protein 




[vjryZa SaClVd J 












Seq. No. 


.55653 




Seq. ID 


OJ000323_20 


.0419 


-C16 


Gene No. 


116584 




Strand 








o car l 


1 

1 




End 


1119 
1 1 1 Z 






Name 


OTnon^9^ 90 041 Q f1 ^ r\1 
UuUUUjZj . . blO . Ol 


. qs 


Method 


bCjlNobfilN 






OLail. 


-1A ~ 




End 


1 04 £ 
1 U 4 O 






Ijl 


none 




Score 


.66 






C V 1*1 Q 

JjXOIlb 


^4 ?9^ ^7Q soo m ^ 


.713 


, 940. .1046 








Seq. No. 


55653 




Seq. ID 


OJ000323_20 


.0419 


.C16 


Gene No. 


116584 




Strand 








Otai L. 


1 

X 




End 


1112 






Name 


n TO no ^9*3 90 041Q P1 £ e^l 
UJUUUJiJ tU. Ullj.blD.Ol , 


. tw 


Method 


TBLASTX: Wheat 




Olal L 


ff 7 R _ 




End 


1084 






PT 


none 




Score 


55 






Exons 


R7R 1 0R4 Q^0 1070 

O/O. . lUOl / .7-jVJ. . 1U / U 












Seq. No. 


~ 55654 




Seq. ID 


OJ000323_20 


.0419 


-C18 


"Gene No. 


116585 




Strand 


+ 






brar l 


A 1 £ 
11D 




End 


4230 






Name 


nT/innio^ oo 0 /i 1 q pi 0 «i 
ujuuujz j . U4 1 y . bio . 01 . 


.gs 


Method 


GENSCAN 






b tar z 


41 1 O . 




End 


1732 






CT 


none 




Score 


.99 






Exons 


A 1 £ 1 7 "59 
41 1 0 . . 1 / 












Corf M/-\ 

oeq . no . 


3 D DO 41 




Seq. ID 


OJ000323_20 


.0419 


.C18 


Gene No. 


116585 




Strand 


+ 






Start 


416 




End 


4230 






Name 


OJ000323 20. 041-9. CI8.0I. 


.np 


Method 


■AAT/NAP 






Q+- -a r*-l- 


416 




End 


3348 






PT ' " ' 


5902444 




Score 


4899 






Exons 


416. .3348 












ui uescrip . 


(AB030283) GAG-POL precursor [Oryza sativa] 






Seq. No. 


55654 




Seq. ID 


OJ000323_20 


.0419 


-C18 


Gene No. 


116585 




Strand 


+ 






Of- ■= v-4- 


416 




End 


4230 






Name 


OJ000323 20.0419.C18.o4 , 


.tw 


Method 


TBLASTX: Wheat 






1704 




End 


2106 






(ZT 


none 




Score 


289 






Exons 


-1704. .1973, 1705. .2106 












uCLJ • vi\J . 


55654 




Seq. ID 


OJ000323_20 


.0419 


.C18 


Gene No. 


116585 




Strand 


+ 






Start 


416 




End 


4230 






Name 


OJ000323 20.0419.C18.o2. 


gs 


Method- 


GENSCAN 






Start 


1819 




End 


4153 






GI 


none 




Score 


.71 






Exons 


1819. .3335, 3432. .4153 













56196 



Seq. No. 55654 

Gene No. 116585 

Start 416 

Name OJ000323_20 . 04 19 . C18 . o2 . tw 

Start 2683 

GI none 

Exons 2683.. 2859, 2746.. 2859, 2902. 



Seq. ID OJ000323_20.0419.C18 

Strand + 

End 4230 

Method TBLASTX : Wheat 

End 3360 

Score 149 

,3138, 2907. .3140, 3244. .3360 



Seq. No. 55654 Seq. ID 

Gene No. 116585 Strand 

Start 416 End 

Name OJ000323_20 . 04 19 . C18 . o3 . tm Method 

Start 2991 End 

GI none Score 

Exons 2991.. 3137, 2992.. 3138 



OJ000323_20.0419.C18 
+ 

4230 

TBLASTX: Maize 

3138 

183 



Seq. No. 55654 Seq. ID 

Gene No. 116585 Strand 

Start. 416 End 

Name ' OJ000323__20 . 0419. C18 . ol . tw Method 

Start 3360 End 

GI none Score 

Exons 3360.. 3815, 3361.. 3816 



OJ000323_20.0419.C18 
+ 

4230 

TBLASTX: Wheat 

3816 

497 



Seq. No. 55654 Seq. ID 

Gene No. 116585 Strand 

Start 416 End 

Name OJ000323_20 . 04 19 . C18 . ol . ts Method 

Start 3400 End 

GI none Score 

Exons 3400.. 3624, 3631.. 3765 



OJ000323_20.0419.C18 
+ 

4230 

TBLASTX: Soybean 

3765 

138 



Seq. No. 55654 Seq.. ID 

Gene No. 116585 Strand 

Start 416 End~ 

Name OJ000323_20 . 04 19 . CI 8 . o2 . np *' Method 

Start- 3415 End 

GI 5902445 Score 

Exons ' 34i5 . . 4230 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 55654 Seq. ID 

Gene No. 116585 Strand 

Start 416 End 

Name 0 JO.O 0 32 3_2 0.0419.C18.ol.tm Method 

Start 34 90 End 

GI none - Score 

Exons 3490.. 3846, 3531.. 3836 



OJ000323_20.0419.C18 
+ 

4230 
AAT/NAP 
4230 
1413 



[Oryza sativa] 



OJ000323_20.0419.C18 
+ 

4230 

TBLASTX: Maize 

3846 

375 



Seq. No. 55654 Seq. ID 

Gene No. 116585 Strand 

Start 416 End 

Name OJ000323_20 . 0419 . C18 . o3.. tw Method 

Start 3816 End 

GI none Score 

Exons 3816.. 4133, 3817.. 4134 



OJ000323_20.0419.C18 
+ 

4230 

TBLASTX: Wheat 

4134 

338 



'56197 



Seq. No. 55654 Seq. ID 

Gene No. 116585 Strand 

Start 416 End 

Name OJ00032 3_20 . 0419. C18 . o2 . tm Method 

Start 3874 End 

GI ' none . Score 

Exons 3874.. 4230, 3978.. 4226 . 



OJ000323_20.0419.C18 
+ 

4230 

TBLASTX: Maize 

4230 

295 



Seq. No. 55654 Seq. ID 

Gene No. 116585 Strand 

Start 416 End 

Name OJ000323_20 . 04 19 . C18 . o2 . ts Method 

Start 4009 End 

GI none Score 

Exons 4009.. 4221, 4026.. 4169 



OJ000323_20.0419.C18 
+ 

4230 

TBLASTX : Soybean 

4221 

190 



Seq. No. 


55655 


Seq. ID 


OJ000323_20.0419.C19 


Gene No. 


116586 


Strand 


+ 


Start 


1 


•End . 


830' 


Name 


OJ000323 20.0419.C19.ol 


.np Method 


AAT/NAP 


Start 


1 


End 


830 


GI 


4680204 


Score 


387 


Exons 


1..725, 809. .830 






GI Descrip. 


' (AF114171) hypothetical 


protein * [Sorghum bicolor]-" 


Seq. No. 


55655 


Seq. ID 


OJ000323_20.0419.C19 


Gene No. 


116586 


Strand 


+ 


Start 


1 


End 


830 


Name 


OJ000323 20.0419.C19.ol 


,tw Method 


TBLASTX: Wheat 


Start 


32 


End 


371 


GI 


none 


Score 


163 


Exons 


32. .181, 33. .200, 195.. 


335, 254. .334, 


339. .371, 345. .365 



Seq. No. 55655 Seq. ID 

Gene No. 116586 Strand 

Start 1 End 

Name OJ000323_20 . 04 19 . C19 . ol . gs ' Method 

Start 54 End 

GI • none Score 

Exons 54 . .719 



OJ000323_20.0419.C19 
+ 

830 

GENSCAN 

719 

.52 



Seq. No. 55656 Seq. ID 

Gene No. 116587 Strand 

Start 165 End 

Name OJ000323_20 . 04 19 . C20 . ol . gs Method 

Start • 165 End 

GI none Score 
Exons 



OJ000323_20.0419.C20 
+ 

1157 
GENSCAN 
1157 
.89 



165. .338, 443. .543, 627. .699, 797. .895, 975. .1157 



Seq. No. 55656 

Gene No. 116588 

Start 1292 

Name OJ000323_20 .0419. C20 . ol . gp 

Start 1292 

GI LIB3477-003-P1-K1-E9 

Exons 1292.. 1387 

GI Descrip. 1 24 98586/sp | Q4 0638 | MPOl ORYSA 



Seq. ID OJ000323_20. 0419.C20 
Strand 

End 1387 
Method AAT/GAP 
End 1387 
Score • 108 



2.0e-24 MAJOR POLLEN ALLERGEN ORY 



56198 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory si [Oryza 
sativa] ' 



Seq. No. 






beq. iu 


r\ Tnnn o.o o 
UJUUUjZ j 




U H ± -7 • 


CO 1 


Gene No. 


116589 




Strand 










Start 


O A C 




_no 


0 p O 








Name 


/~\ ta a a o o o o a n /i 1 o 


. Lz-l . oi . np 


Method 


AAT /MAD 








Start 






_na 


ODD 








GI 


c n a O A AO 

SyUz4 4 8 




Score 










Exons 


305.-. 856 














GI Descrip. 


(AB030283) orf3 


[Oryza sativa] 












Seq. No. 


rr/*rQ 

OODOO 




beq. XU 


UJUUUjZ j 


9 n 


U H JL J ■ 


^z z 


Gene No. 


T 1 C A A 

116590 




Strand 










Start 


O A A /I 




Lna 










Name 


/^TAAmoT on A/I1Q 
OJUUUJ^o zU.U4iy 


COO /-\ 1 


Method 


U_NbL,/\IN 








Start 


O A A A 

2094 






z do y 








GI 


none 




Score 


. o 1 








Exons 


2094.. 2170, 2217 


..2479, 2490.. 


2689 - 










Seq. No. 


55659 




Seq. ID 


OJ000323_ 


20. 


0419. 


C23 


Gene No. 


116591 




Strand 


+ 








Start 


1011 




End 


3515 . 








Name 


OJ000323 20.0419 


.C23.ol.np 


Method 


AAT/NAP. 








Start 


1011 




End 


3515 








GI 


6815097 




Score 


1355 








Exons 


1011.. 1879, 2385 


..2995, 3110.. 


3515 










GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 




[Oryza sativa] 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55660 Seq. ID OJ000323_20 . 0419 . C24 

116592 Strand 

61 End 626 

OJ000323_20.0419.C24 .ol.gp Method AAT/GAP 

61 End 626 

4879016 Score 905 

61.. 626 - 

604 17 57 /go | AC0 118 06 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



55661 Seq. ID 

116593 Strand 
2016 End 
OJ000323_20 . 04 19 . C25 . ol . np Method 
2016 End 
5295955 Score 
2016. .2085, 2628. .2742, 3424. .3493, 3614 
4087.. 4655 

(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ000323_20.0419.C25 
+ 

4655 
AAT/NAP 
4.655 
739 



,3879, 3911.14047, 
(EBV) genome. (V01555) 



Seq. No. . 55661 Seq. ID 

Gene No. ' 116594 Strand 

Start 5016 End 

Name OJ000323_20 . 04 19 . C25 . o4 . gs Method 

Start 5016 End 



OJ000323_20.0419.C25 
+ 

5396 

GENSCAN 

5396 



56199 



GI 

Exons 



none 

5016. .5396 



Score 



.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000323_20.0419.C25 

Strand + 

End _ 6455 

Method AAT/GAP 

End 6455 

Score 750 



55661 
116595 
6011 

OJ000323_20.0419.C25.ol.gp 
6011 

LIB34 31-028-P1-N1-A10 
6011. .6076, 6104.. 6455 

■4680203/gbl AAD27566. 1 |AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



55661 
116596 
9288 

OJ000323_20.0419.C25.o2.gp 
9288 

uC-osflcyp033a0.4bl 
9288. .9669 

, 6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ000323_20.0419.C25 

Strand + 

End 9669 

Method AAT/GAP 

End 9669 

Score 675 



Seq. No. 55661 -* ' 

Gene No. 116597 

Start 93 

Name OJ000323_20 . 0419 . C25 . ol . gs 

Start 93 

GI none 

Exons 93.. 524 



Seq. ID OJ000323_20.0419.C25 
Strand 

End 524 

Method GENSCAN 

End 524 

Score .84 



Seq. No. 55661 

Gene No. 116598 

Start 1316 

Name OJ000323_20 . 04 19 . C25 . o2 . gs 

Start 1316 

GI none 
Exons 



Seq. ID OJ000323_20.0419.C25 
Strand 

End 2795 
Method GENSCAN 
End 2795 
Score . .49 



1316. .1356, 1648.. 1762, 2046. .2082, 2728.. 2795 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



55661 

116599 

3475 

OJ000323_20.0419.C25.o3.gs 

3475 

none 



55661 

116600 

6074 

OJ000323_20.0419.C25.o5.gs 

6074 

none - 



Seq. ID OJ000323_20. 0419.C25 
Strand 

End 4344 

Method GENSCAN 

End 4 34 4 

Score .77 



3475. .3752, 3812. .3896, 3988. .4344 



Seq. ID OJ000323_20.0419.C25- 
Strand 

End 10873 

Method GENSCAN 

End 10832 

Score . 65 



6074. .6664, 6986. .7167, 8019. .8488, 9518. .9571, 10534. .10832 



55661 
116600 



Seq. ID OJ000323_20.0419.C25 
Strand 



56200 



Start 


6074 






End 


10873 




Name 


OJ000323 20.0419. 


C25..ol. 


tw 


Method 


TBLASTX: 


Wheat ' 


Start 


6155 






End - 


10510 




GI 


none 






Score 


130 




Exons 


6155.. 6241, 6230. 


. 6310, 


6315 


. .6434, 6323. .6463, 


6324 . . 6464, 




6411. .6506, 6443. 


. 6502, 


6509 


. .6550, 6509. .6553, 


6513. . 6554, 




6514. .6555, 6548. 


.7297, 


6564 


..7298, 7000.. 7305, 


7107 . . 7298, 




10297. .10506, 10313. .10510, 


10333. .10509 




Seq. No. 


55661 






Seq. ID 


OJ000323 


_20. 0419. C25 


Gene No. 


116600 






Strand 






Start 


6074 






End 


10873 




Name 


OJ000323 -20.0419. 


C25.o2. 


np 


Method 


AAT/NAP 




Start 


6633 






End 


10873 




GI 


6742729 






Score 


1790 




Exons 


6633..7294, 10339 


i. . 10873 








GI Descrip. 


. (AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


.55661 






Seq. ID 


OJ000323 


_20 . 0419 . C25 


Gene No. 


116600 






Strand 






Start 


6074 






End 


10873 




Name 


OJ000323 20.0419. 


C25.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6731 






End 


7178 




GI 


' none 






Score - - 


93 




Exons 


673i:.6880, 6731. 


.7174, ' 


6735 


. .7178 







OJ000323 20.0419.C25 



fij Seq. No. 55661 Seq. ID 

Gene No. 116600 Strand 

?1 Start 6074 End 

^ Name OJ000323_20 . 04 19 . C25 . o2 . tw Method 

U Start 10513 -End 

fU GI none Score 

1~ Exons 10513. .10548, 10533 .. 10595, 10534 .. 10596, 1062 9 .. 10871 , 

U 10669.. 10851 



10873 

TBLASTX: Wheat 

10871 

51 



y Seq. No. 55662 

H Gene No. 116601 

Start 10 

fg Name OJ000303_20 . 04 19 . C10 . ol . gp 

I* Start 10 

GI 3768716 

Exons 10.. 393 



Seq. ID OJ000303_20. 0419. C10 

Strand + 

End . 393 

Method ' AAT/GAP 

End 393 

Score 726 



Seq. No. 55663 . Seq. ID 

Gene No.' 116602 Strand 

Start 61 End 

Name OJ000303_20 . 04 19 . C12 . ol . gs Method 

Start 61 End 

GI none Score 

Exons 61.. 243 



OJ000303_20.0419.C12 
+ 

243 

GENSCAN ■ 

243' 

.73 



Seq. No. 55664 Seq. ID 

Gene No. 116603 • Strand 

Start ' 4 87 " *'•- • End 

Name 0 JO 0030 3_2 0.0419.C19.ol.gp Me t hod 

Start 487 End 

GI 2311431 Score 



OJ000303_20.0419.C19 
869 

AAT/GAP 

869 

715 



56201 




Exons 


487 .' . 869 










Seq. No. 


55664 


Seq. ID 


OJ000303 


20, 


,0419. C19 


Gene No. 


116604 


Strand 








Start 


990 


End 


1332 






Name,; 


OJ000303 20.0419.C19.ol.gs 


Method 


GENSCAN 






Start 


990 


End 


1332 






GI 


none 


Score 


.86 






Exons 


990. . 1196, 1297 . . 1332 










Seq. No. 


55665 


Seq. ID 


OJ000303 


_20. 


.0419. C21 


Gene No. 


116605 


Strand 








Start 


542 


End 


622 






Name 


OJ000303 20.0419.C21.ol.gp 


Method 


AAT/GAP 






Start 


542 


End 


622 






GI 


90742 1.R1084 


Score 


104 






Exons 


542. . 622 










GI Descrip. 


f 5734 616/dbj | AP000391 . 1 | AP000391 4 . Oe- 


•29 Oryza ■ 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 









Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



f & GI Descrip. 



i J 



55666 

116606 

643 

OJ000303_20 . 0419. C24 . ol . gs 

643 

none 

643. .753, 832. .987 

55667 

116607 

1267 

OJ000303_20.0419.C25.ol.np 

1267 

7109715 

1267.. 1549, 1589.. .2054, 2082. 
3562. .3638, " 3733. .3796 
(AF087016) auxin transporter 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_20. 0419.C24 
987 

GENSCAN 

987 

.56 



Seq. ID OJ000303_20.0419.C25 

Strand + 

End 3805 

Method AAT/NAP 

End 3796 

Score 489 
..2720, 2760.. 2900, 3275.. 3432, 

splice variant b [Arabidopsis 



}~ Seq. No. 55667 

Gene No. ' 116607 
Start. . 1267 

Name OJ000303__20 . 04 19 . C25 . ol . gs 

Start 1306 

GI none 

Exons 1306.. 2080, 2336.. 2384, 2815. 

Seq. No. 55667 

Gene No. 116608 

Start 5784 

Name OJ000303_20 . 04 19 . C25 . o2 . gs 

Start 5784 

GI none 

Exons ' '* 5784. -.5910, 6317.. 6471- 



Seq. ID OJ000303_20.0419.C25 

Strand + 

End 3805 

Method GENSCAN 

End 3805 

Score .48 

.2900, 3275.. 3638, 3733.. 3805 

Seq. ID OJ000303_20.0419.C25 

Strand .+ 

End 6471 

Method GENSCAN 

End 6471 

Score .6 



Seq. No. 
Gene No. 



55667 
116609 



Seq. ID OJ000303_20.0419.C25 
Strand + 



56202 





Start 


8390 




End 


11962 




Name 


OJ000303_2jD_. 


0419.C25.p2.tc 


Method 


TBLASTX: Cress 




Start 


1258 




End 


1644 




GI 


none 




Score 


175 




Exons 


1258 . .1476, 


1603. . 1644 








Seq. No. 


5566.7 




Seq. ID 


OJ000303 20.0419.C25 




Gene No. 


116609" 




Strand 


+ 




Start 


8390 




End 


11962 




Name 


OJ0003'03_20. 


0419.C25.o2.tm 


. . .Method 


TBLASTX: Maize 




Start 


1260 




End 


147 6 




GI 


none 




Score 


199 




Exons 


1260 . . 1403, 


1264 . . 1476 








Seq. No. 


55667 




Seq. ID 


OJ000303_20.0419.C25 




Gene No. 


116609 




Strand 


+ 




Start 


8390 




End 


11962 




Name 


OJ000303 20. 


0419.C25.o2.np 


Method 


AAT/NAP 




Start 


7854 




End 


11664 




GI 


1076361 




Score 


998 




Exons 


7854 . .8042, 


8564.. 8704, 9731 


..9864, 9953. . 10066, 10610 .. 10705, 






11010. .11097, 11181. .1124 9, 


11410. .11664 


f =1 


GI Descrip. 


oleoyl- [acyl 


-carrier-protein 


] hydrolase (EC 3.1.2.14) - 






"Arabidopsis 


thaliana gi | 2129660 | pir |-| : 


S69197 






oleoyl- [acyl 


-carrier-protein 


] hydrolase (EC 3.1.2.14) (clone TE 






1-7) - Arabidopsis thaliana 


gi|804946 


|emb|CAA85389| (Z36912) 






acyl- (acyl carrier protein) 


thioesterase [Arabidopsis thaliana] 




Seq. No. 


55667 




Seq. ID 


OJ000303_20.0419.C25 




Gene No. 


116609 




Strand 


+ 




Start 


8390 




End 


11962 


i y 


Name 


OJ000303 20. 


0419.C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


8380 




End 


11796 


r *~ 


GI 


none 




Score 


64 


i -~ 


Exons 


8380. .8424, 


8390. .8419, 8555 


..8704, 8619. .8648, 8632. .8694, 






9725. .9865, 


9730.. 9861, 9951 


..10064, ! 


9953.. 10093, 9954.. 10064, 






10599. . 10703, 10605. .10706, 


10606. .10704, 10607. . 10714, •V ; 


%3 




10973; . 11086 


, 11007. .11087, 


11007. .11102, 11008. .11097, 






11165. .11254 


, 11175. .11249, 


11182. .11250, 11407. .11583, 


f i 




11410. .11583, 11448. .11597, 


11515. .11664, 11553. .11663, 






11567. .11707 


, 11764. .11796 








Seq. No. 


55667 




Seq. ID 


OJ000303_20.0419.C25 




Gene No. 


116609 




Strand ' 


+ 




Start 


8390 




End 


11962 




Name 


OJ000303 20. 


0419.C25.o3.gs 


Method 


GENSCAN 




Start 


8390 




End 


8884 




GI 


none 




Score 


.46 - 




Exons 


8'390. .8884 










Seq. No. 


55667 




Seq. ID 


OJ000303_20.0419.C25 




Gene No. 


116609 




Strand 


+ 




Start 


. 8390 




End 


11962 




Name 


OJ000303 20. 


0419JC25.ol.tc 


Method 


TBLASTX: Cress 




Start - 


8570 




End 


11652 




GI 


none 




Score 


183 




Exons 


8570. .8704, 


8638.. 8694, 9725 


..9865, 9727. .9861, 9728. .9865, 



56203 



9945.. 10061, 9953.. 10084, 9954.. 10064, 10599 10706, 
10605. . 10706, 11007. . 11090, 11008 .. 11094 , 11154 11240, 
11175. . 11249, 11180. . 11254, 11407 .. 11508 , 11409 .. 11483, 
11536. .11652, 11538.. 11651 



Seq., No. 


55667 


Seq. ID 


OJ000303_20.0419. 


C25 


Gene No. 


116609 


Strand 


+ ■ 




Start" 


8390 


End 


11962 




Name 


OJ000303 20.0419.C25.ol.ts 


Method 


TBLASTX: Soybean 




Start v 


'8573 


End 


11649 




GI 


none 


Score 


110 




Exons 


-8573. .8704, 9725. .9865, 9743.-9865, 9953. .10093, 9954. .1008: 




10605. .10679, 11175. .11249, 


11407. .11514, 11611. .11649 




Seq. No. 


55667 


Seq. ID 


OJ000303_20.0419. 


C25 


Gene No. 


116609 


Strand 


+ 




Start 


8390 


End 


11962 




Name 


OJ000303 20.0419.C25.o4.qs 


Method 


GENSCAN 




Start, 


9797 


End 


11664 




GI 


none 


Score 


.87 




Exons 


9797.. 9864, 9953.. 10066, 10610 .. 10705, 


11010. .11097, 






11181. . 11249, 11410. .11664 








Seq. No. 


55667 


* Seq. ID 


OJ000303_20.0419. 


C25 


Gene No. 


116609 


Strand 


+ 




Start 


8390 


End • 


11962 




Name 


OJ000303 20.0419.C25.ol.gp 


Method 


AAT/GAP 




Start 


11410 


End 


11962 




GI 


84014 1.R1084 


Score 


1028 




Exons 


11410. .11962 








GI Descrip. 


1 1930079 7.0e-19 (U92877) acyl-ACP thioesterase [Garcinia 




mangostana] ' 








Seq. No. 


55668 


Seq. ID 


OJ000303_20.0419. 


C26 


Gene No. 


116610 


Strand 






Start 


308 


End 


3882 




Name 


OJ000303 20.0419.C26.ol'.np 


Method 


AAT/NAP 




Start 


308 


End 


3870 




GI 


6642643 


Score 


4 62 




Exons 


308.. 525, 1621.. 1748, 3195. 


.3453, 3511. 


.3870 




GI Descrip. 


(AC012395) unknown protein 


[Arabidopsis 


» thaliana] 




Seq. No. 


55668 


Seq. ID 


OJ000303_20.0419. 


C26 


Gene No. 


116610 


Strand 






Start 


308 


End 


3882 




Name 


OJ000303 20.0419.C26.ol.gs 


Method 


GENSCAN 




Start • 


322 


End 


3882 




GI 


none 


Score 


.76 




Exons 


322.. 525, 1621.. .1775, 3165. 


.3882 






Seq. No. 


55668 


Seq. ID 


OJ000303_20.0419. 


C26 


Gene No. 


116610 


Strand 






Start 


308 


End 


3882 




Name 


■'" OJOO'0303 20.0419.C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


. 364 


End 


3739 




GI 


none 


Score 


63 




Exons 


364. .453, 1616. .1714, 1618. 


.1749, 3502. 


.3726, 3511. .3711 





56204 




3515. .3739 



Seq. No. 


55668 




Seq. ID 


OJ000303_20.0419.C26 


Gene No. 


116610 




Strand 




Start 


308 




End 


3882 


Name 


OJ000303 20.0419. 


C26 . ol . tc 


Method 


TBLASTX: Cress 


Start 


3511 




End 


3870 


GI 


none 




Score 


176 


Exons 


3511.. 3744, 3512. 


.3745, 3727. 


. .3870, -3728. .3850, 3754. .3852 


Seq. No. 






Seq. ID 


OJ000303_20.0419.C26 


Gene No. 


lloolu 




Strand 




Start 


*d n o 




End 


3882 


Name 


OJUUU3UJ ZU.U419. 


Czo . Ol . t S 


Method 


TBLASTX : Soybean 


Start 


3517 




End 


3873 


GI 


none 




Score 


123 


Exons 


3517 . . 3 1 Zb, 3517 . 


.3744, 3524, 


,.3745, 3727. .3873, 3728. .3871 


oeq . jno . 


J JDOy 




Seq. "ID 


OJ000303_20.0419.C27 


Gene No. 


116611 




Strand 


+ 


Start 


8498 




End 


15927 


Name 


OJ000303 20.0419. 


C27 ,o2 ,np 


Method 


AAT/NAP 


Start 


8498 




End 


13109 ' . 


GI • - 


7211980 




Score 


649 


Exons . 


8498. .8590/ 8639. 


.10553, 10827'. .11012, 


11202. .11423, 




12866. .13109 








GI Descrip. 


(AC004809) Strong 


similarity 


to the putative ubiquitin-specif ic 



protease .F24L7. 8 from A. thaliana gi 12914695 on BAC gb|AC003974 
and to' ubiquitin carboxyl-terminal hydrolase family PF| 00442 and 
PF| 00443. ESTs gb|Z17750 and gb|Z17572 come from this gene 



Seq. No. 


55669 


Seq. ID 


OJ000303_20.0419, 


.C27 


Gene No. 


116611 


Strand 


+ 




Start 


8498 


End 


1592-7 




Name 


OJ000303 20.0419.C27.o3.gs 


Method 


GENSCAN 




Start 


8498 


End 


14675 




GI 


none 


Score 


.82 




Exons 


8498.. 9341, 9395.. 9538, 9623/ 


V9865, '9896. .11423, 12866., 


.130' 




13902. .14103, 14593.. 14675 








Seq. No. 


55669 


Seq. ID 


OJ000303_20.0419, 


.C27 


Gene No. 


116611 


Strand 


+ 




Start 


84'98 


End 


15927 




Name 


OJ000303 20.0419.C27.ol.gp 


Method 


AAT/GAP 




Start 


9662 


End 


9909 




GI 


none 


Score 


484 




Exons 


9662. .9909 








Seq. No. 


55669 


Seq. ID 


OJ000303_20.0419. 


,C27 


Gene No. 


116611 


Strand 


+ 




Start 


8498 


End 


15927 




Name 


OJ000303 20.0419.C27.o3.np 


Method 


AAT/NAP 




Start 


13826 


End 


15783 




GI : 


7340860 


Score ■ 


60 




Exons 


13826. .13872, 14966 15139, 15417. .157 


83 




GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





56205 



Seq. No. 


55669 


Seq. ID 


OJ000303_20.0419 


.C27 


Gene No. 


116611 


Strand 


+ 




Start 


8498 


End 


15927 




Name 


OJ000303 20.0419.C27.o4 , gs 


Method 


GENSCAN 




Start 


. 15455 


End 


15927 




GI 


none 


Score 


. 92 




Exons 


154 55. . 15511, 15730. . 15927 








Seq. No. 


55669 


' Seq. ID 


OJ000303_20.0419 


.C27 


Gene No. 


116612 


Strand 


— 




Start 


806 


End 


3100 




Name 


OJ000303 20.0419.C27.ol.gs 


Method 


GENSCAN 




Start 


806 


End 


3100 




GI 


none 


Score 


. 54 




Exons 


806.. 923, 1929.. 2020, 3035.. 


3100 






Seq. No. 


55669 


Seq. ID 


OJ000303_20.0419 


.C27 


Gene No. 


116613 


Str.and 






Start 


5564 


End 


7482 




Name 


OJ000303 20.0419.C27.o2.gs 


Method 


GENSCAN 




Start 


5564 


End 


7482 




GI 


none 


Score 


.54 




Exons 


5564.. 5740, 5766 . : 593'6, 6186 


..6229, 7146, .7482 




Seq. No. 


55669 


Seq. ID 


OJ000303_20.0419 


.C27 


Gene No. 


116613 


Strand 






Start 


5564 


End 


7482 




Name 


OJ000303 20.0419.C27.ol.np 


Method 


AAT/NAP 




Start 


5643 


End 


7474 




GI 


6815052 


Score 


459 




Exons 


5643.. 5745, 7130.. 7220, 7302 


. .7474 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


'55669 


Seq. ID 


OJ000303_20.0419 


.C27 


Gene No. 


116614 


Strand 






Start 


9095 


End 


9480 




Name 


OJ000303 20.0419.C27.ol.tc 


Method 


TBLASTX: Cress 




Start - 


9095 


End 


9480 




GI 


none 


Score 


136 




Exons 


9095.. 9328, 9157.. 9246, 9347 


..9400, 9354. .9452, 9388. .9480 


Seq. No. 


55669 


Seq. ID 


OJ000303_20.0419 


.C27 


Gene No. 


116615 


Strand 






Start 


10564 


End 


11025 




Name 


OJ000303 20.0419.C27.o2.tm 


Method 


TBLASTX: Maize 




Start 


10564 


End ■ 


11025 " 




GI 


none 


- Score 


165 




Exons 


10564. .10833, 10564 .. 10698 , 


10594. .10701, 10596. .10706, 






10597. .10731, 10634. .10705, 


10676. .10843, 108 95 .. 10969, 






10896. .10952, 10936 .. 11025, 


10937. .11008 




Seq. - No. 


55669 


Seq. ID 


OJ000303__20.0419, 


.C27 


Gene No. 


116616 


Strand 






Start 


11341 ' 


End 


13102 




Name 


OJ000303 20.0419.C27.ol.ts 


Method 


TBLASTX: Soybean 




Start 


11341 


End 


13102 





56206 



GI 

Exons 



none Score 109 

11341. .11424, 1134 9. .11426,' 12864. .12968, 128 64. .12983, 

12975. .13097, 13007. . 13102 



Seq. No. 55669 Seq. ID 

Gene No. 116616 Strand 

Start 11341 End 

Name OJ000303_20 .0419. C27 . ol . tm Method 

Start 11351 End 

GI none Score 

Exons 11351. .11422, 11353 .. 11424 , 

12864. .13088, 12865. .13089 



OJ000303_20.0419.C27 
13102 

TBLASTX: Maize 
13089 
105 

11359. .11424, 12863. .13078, 



Seq. No. 55670 Seq.. ID 

Gene No. 116617 • Strand 

Start 1 End 

Name OJ000303_20 . 0419.C28 .ol ,np Method 

Start . 1 End • 

GI 7486126 . Score 

Exons 1..326 

GI Descrip. hypothetical protein F25G13.190 - Arabidopsis thaliana 
gi|5123951|emb|CAB45509.1| (AL079349) putative protein 
[Arabidopsis thaliana] gi | 7268012 | emb | CAB78352 . 1 | (AL161535) 
putative protein [Arabidopsis thaliana] 



OJ000303_20.0419.C28 
+ 

615 

AAT/NAP 

326 

196 



Seq. No. 55670 Seq. ID 

Gene No. 116617 - Strand 

Start 1 End 

Name OJ000303_20 . 0419 . C28 . ol . gs Method 

Start 30 End 

GI none Score 

Exons 30.. 178, 207.. 615 



OJ000303_20.0419.C2* 
+ 

615 

GENSCAN 
615 
. 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55670 

116618 

7202 

OJ000303_20. 

7202 

none 

7202. .7402, 
7531. .7608 



0419.C28.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_20.0419.C28 
7611 

TBLASTX: Maize 

7611 

133 



7203. .7280, 7344. .7409, 7527. .7601, 7528. .7611, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55671 Seq. ID OJ000303_ 

116619 Strand + 

205 End 1805 

OJ000303_20 . 0419 . C29 . ol . gs Method GENSCAN 

205. f - End 1805 - 

none Score .81 

205. .294, 459. .645,' 1288. .1805 



20.0419.C29 



55671 

116620 

4296 

OJ00030.3_20 . 041 9-. C29 . o3 . gs ' 

4296 

none 



Seq. ID OJ000303_20.0419.C29 



Strand 
End 

Method 

End 

Score 



+ 

7414 
GENSCAN 
6378 
.63 



4296. .4309, 4385. .4545, 5406. .5521, 5777. .5846, 6296. .6378 



56207 




Seq.' No. 


55671 






Seq. ID 


OJ000303_20.0419.C29 


Gene No. 


116620 






Strand 


+ 


Start 


4296 






End 


7414 


Name 


OJ000303_20 


.0419.C29.o2 


.gp 


Method 


AAT/GAP 


Start y . 


4417 






End 


7414 


GI 


none 






Score 


1281 


Exons 


4417 . .4545, 


5261 . . 5521, 


5777 . 


.5846, 6044. .6117, 7255. .7414 


Seq. No. 


55671 






Seq. ID 


OJ000303_20.0419.C29 


Gene No. 


116620 






Strand 


+ 


Start 


4296 






End 


7414 


Name 


OJ000303_20 


.0419.C29.o2 


.np 


Method 


AAT/NAP 


Start 


5916 






End 


7414 


GI 


6642645 






Score 


122 


Exons 


5916. . 5937, 


7239. .7414 








GI Descrip. 


(AC012395) 


putative RING zinc 


finger protein [Arabidopsis 




tha liana] 










Seq. No. 


55671 






Seq. ID 


OJ000303_20.0419.C29 


Gene No. 


116621 






Strand 




Start 


3137 






End 


4176 


Name >v ' 


OJ000303 20 


.0419.C29.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3 






End ■ . 


701 _ 


GI 


none 






Score 


117 


Exons 


3. .74, 201. 


.293, 202/. 294, 203.. 295, 


453. .680, 455. .691, 




456.. 701, 458. .685 








Seq. No. 


55671 






Seq. ID 


OJ000303_20.0419.C29 


Gene No. 


116621 






Strand 




Start 


3137 






End 


4176 


Name 


OJ000303 20 


.0419.C29.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2398 






End 


4143 


GI 


none 






Score 


117 


Exons 


2398. .2490, 


2402. .2527, 


2403. 


.2498, 2403. .2537, 3196. .3357, 




3197. .3358, 


3198. .3359, 


3235. 


.3369, 3246.. 3359, 3360.. 3515, 




3361. .3606, 


^3362. ;3634, 


3362. 


.3604, 3 


304.. 3869, 3.80.4. .38.78, 




3805. '.3918, 


3811. .3948, 


3815. 


.3949, 4027. .4143 


Seq. No. 


55671 






Seq. ID 


OJ000303_20.0419.C29 


Gene No. 


116621 






Strand 




Start 


3137 






End 


4176 


Name 


OJ000303 20 


.0419.C29.o2 


. gs 


Method 


GENSCAN 


Start 


3137 






End 


4176 


GI 


none 






Score 


.5- 


Exons 


3137. .3631, 


3815. .3974, 


4013. 


.4176 




Seq. No. 


55671 






Seq. ID 


OJ000303_20.0419.C29 


Gene No. 


116621 






Strand 




Of- a v-f 


3137 






End 


4176 


Name 


OJ000303 20 


.0419.C29.ol 


.np 


Method 


AAT/NAP 


Start 


3197 






End 


3894 


GI 


6957701 






Score 


268 


Exons 


3197. .3613,' 


3790. .3894 








GI Descrip. 


(AC021640) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


55671 






Seq. ID 


OJ000303_20.0419.C29 



56208 




Gene No. 


116621 








Strand 


- 


Start 


3137 








End 


4176 


Name 


OJ000303 20 


.0419 


.C29.ol 


■ gp 


Method 


AAT/GAP 


Start 


3476 








End 


4167 


GI 


none 








Score 


920 


Exons 


3476. . 3605, 


3815 


. .4167 








- 

Seq. No. 


55671 








Seq. ID 


OJ000303_20.0419.C29 


Gene No. 


116622 








Strand 




Start 


5258 








End 


5848 


Name 


OJ000303 20 


.0419 


.C29.o4 


.tm 


Method 


TBLASTX : Maize ■ 


Start 


5258 








End 


5848 


GI 


none 








Score 


222 


Exons 


5258. .5521, 


5299 


. . 5520, 


5775. 


.5846, 5780. .5845, 5801. .5848 





Seq. No. 


55671 






Seq. ID 


OJ000303_20.0419.C29 




Gene No. 


116623 






Strand 






Start 


7279 






End 


7413 




Name 


OJ000303_20 


.0419.C29.o3 


. tm 


Method 


TBLASTX: Maize 




Start 








End' * 


7413 




GI 


none 






Score 


234 




Exons 


7279. .7413, 


7279. .7410, 


7280. 


.7411, 7281. .7412 




Seq. No. 


55672 ' . 






Seq. ID 


OJ000303_20.0419.C30 




Gene No. 


116624 






Strand 






Start 


1 






End 


309 




Name 


OJ000303 20 


.0419.C30.ol 


.gp 


Method 


AAT/GAP 




Start 


1 






End 


309 




GI 


none 






Score 


570 




Exons 


1. .309 












Seq. No. 


55672 






Seq. ID 


OJ000303_20. 0419.C30 




Gene No. 


116625 






Strand 






Start 


891 






End 


4720 




Name 


OJ000303 20 


.0419.C30.o2 


.gp 


Method 


AAT/GAP 




Start 


538 






End 


4720 




GI 


194 1.R1084 






"Score 


2265 




Exons 


'538. .1010, 


1115. .1262, 


1658. . 


1702, 1830. .1944, 2037. .2158, 






2871. .2915, 


3550. .3589, 


4329. 


.4435, 4566. .4720 


~ -£ 


GI Descrip. 


'3334144/sp 


|P93411|CG1C 


ORYSA 


1.0e-147 


Gl/S-SPECIFIC CYCLIN 






C-TYPE >gi 


1695698 dbj 


BAA13181_ (D86925) C-type cyclin [Oryza 



sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55672 

116625 

891 

OJ000303_20.0419.C30.ol.tm 

884 

none 



Seq. ID OJ000303_20.0419.C30 
Strand 

End 4720 

Method TBLASTX : Mai ze 

End 4 602 

Score 134 



884. .1006, 893. . 1009, 894. .1010, 1110. .1262, 1112. .1261, 
1118. .1264, 1138. .1269, 1642. .1698, 1644. .1697, 1657. .1704, 
1658. .1708, 1827. .1931, 1828. .1941, 1829. .1942, 2014. .2160, 
2025. .2156, 2035. .2157, 2036. .2161, 3468. .3587, 4330. .4392, 
4330. .4446, 4513. .4602, 4568. .4600 



Seq. No. 
Gene No. 



55672 
116625 



Seq. ID 
Strand 



OJ000303 20.0419.C30 



56209 




Start 


891 








End 


4720 - 


Name 


OJ000303 20 


.0419 


,C30.ol 


.gs 


Method 


GENSCAN ' 


Start 


891 








End 


2151 


GI 


none 








Score 


.83 


Exons 


. 891 . . 1010, 


1115. 


. 1262, 


1658 . 


.1828, 1830. .1944, 2037. .2151 


Seq. No. _- 


55672 








Seq. ID 


OJ000303_20.0419.C30 


Gene No. 


116625 - 








Strand 




Start 


891 








End 


4720 


Name 


OJ000303 20 


.0419 


.C30.ol 


.np 


Method 


AAT/NAP 


Start 


894 








End 


4597 


GI 


3334144 








Score 


1093 


Exons 


894. .1010, 


1115. 


.1262, 


1658. 


.1702, 1830. .1944, 2037. .2158, 




2871. .2915, 


3550 


. .3589, 


4329 


..4435, 4566. .4597 


GI Descrip. 


Gl/S-SPECIFIC CYCLIN C- 


TYPE 


gi 1 1695698 I 


dbj IBAA13181 | (D86925) 




C-type cyclin [Oryza sativa] 






Seq. No. 


55672 








Seq. ID 


OJ000303_20.0419.C30 


Gene No. 


116625 








Strand 




Start 


891 








End 


4720 


Name 


OJ000303 20 


.0419 


.C30.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


960 








End 


1960 


GI 


none 








Score 


151 


Exons 


960. . 1010, 


1112. 


.1261, 


1113. 


.1262, 1835. .1864, -1836. .1865, 




1871. .1945, 


1871 


. . 1960 








Seq. No. 


55672 








Seq. ID 


OJ00.0303_20.0419.C30 


Gene No. 


116625 








Strand 




Start 


891 








End 


4720 


Name 


OJ000303 20 


.0419 


.C30.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1133 








End 


4597 


GI 


none 








Score 


123 


Exons 


1133. .1261, 


1134 


. .1262, 


1672 


..1701, 1827. .1940, 1835. .1942, 




1841. .1939, 


1846 


. . 1953, 


2023 


..2157, 2034. .2156, 2041. .2160, 




204"5. .2161, 


2870 


. .'2917, 


4333 


..4434, 4565. .4597 


Seq. No. 


55673 








Seq. ID 


OJ000303_20.0419.C31 


Gene ' No. 


116626 








Strand 




Start 


933 








End 


1247 


Name 


OJ000303 20 


.0419 


.C31.ol 


,gs 


Method 


GENSCAN 


Start 


933 








End 


1247 


GI 


none 








Score 


.89 


Exons 


933. .1247 












Seq. No. 


55673 








Seq. ID 


OJ000303_20-.0419.C31 


Gene No. 


11.6627 








Strand 




Start 


• 2946 








End 


5122 


Name 


OJ000303 20 


.0419 


.C31.o2 


.gs 


Method 


GENSCAN 


Start 


2946 








End 


3171 


GI 


none 








Score 


.54 


Exons 


2946. .3082, 


3120 


. .3171 








Seq. No. 


55673 








Seq. ID 


OJ000303_20.0419.C31 


Gene No. 


116627 ' 








Strand 




Start 


2946 








End 


5122 


Name 


OJ000303 20 


.0419 


,C31.ol 


.np 


Method 


AAT/NAP 


Start 


3039 








End 


5122 



56210 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7523517 Score 308 

3039.. 3095, 3821.. 3914, 4628.-4676, 4824.. 5122 
(AP001633) hypothetical protein [Oryza sativa] 



55673 Seq. ID 

116627 Strand 

2946 End 
OJ000303_20 . 04 19 . C31 . o3 . gs Method 

4874 End 

none Score 
4874 . .5122 



OJ000303_20.0419.C31 

5122 
GENS CAN 
5122 
.59 



Seq. No. 55674 Seq. ID 

Gene No. 116628 Strand 

Start 1006 End 

Name OJ000303_20 . 0419 .C32 . ol . gs Method 

Start 1006 End 

GI none Score 

Exons 1006.. 1035, 1705.. 1857 



OJ000303_20.0419.C32 
+ 

1857 
GENSCAN 
1857 
.9 



f ^ 



Seq. No. 
Gene No. 
Start 
Name 
%j Start 
[ft GI 
fij Exons 
r=J GI Descrip. 

SB* 



55674 Seq. ID OJ000303_20 . 04 19 . C32 

116629 Strand 

2710 End 

OJ000303_20. 0419.C32.ol.np' Method 

2409 End 

5281036 Score 
2409. .2595, 2958. .4087 

(AL080318) nucleotide sugar epimeras.e-like protein [Arabidopsis 
thaliana] 



OJ000303_20. 
+ 

4179 
AAT/NAP 
4087 
1291 



Seq. No. 55674 Seq. ID 

Gene No. 116629 Strand 

Start 2710 End 

Name OJ000303_20 . 04 19 . C32 . ol . gp ■ Method 

Start 2598 End 

GI none Score 

Exons 2598. .2969 



OJ000303_20.0419.C32 
+ 

4179 
AAT/GAP 
2969 
697 



r_ Seq. No. 55674 Seq. ID 

=2 Gene No. 116629 ' Strand 

Start 2710 End 

Name OJ000303_20 .0419. C32 . o2 . gs Method 

Start 2710 End 

GI none Score 

Exons 2710. .4179 



OJ000303_20.0419.C32 
+ 

4179 
GENSCAN 
4179 
.88 



, Seq. No. 55674 

Gene No. 116629 

Start 2710 

Name OJ000303_20 . 0419. C32 . o2 . gp 

Start 3147 

GI 41448_2.R1084 

Exons . 3147. .3723 

GI Descrip. f 3193316 3:0e-40 (AF069299) 

sugar epimerases [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_20, 
+ * 

4179 
AAT/GAP 
3723 
931 



0419. C32 



contains similarity to nucleotide 



Seq. No. 



55674 



Seq. ID OJ000303_20.0419.C32 



56211 




Gene No. 


116630 






Strand 




Start 


3454 - 






End 


4481 


Name 


OJ000303 20.0419. 


,C32.ol. 




Method 


TBLASTX : Soybean 


Start 


2776 






End 


3654 


GI 


none 






Score 


108 


Exons 


2776.. 2871, 3003. 


, .3125, 


3010. 


.3240, 3238. .3324, 3241. .3396, 




3276. .3395, 3384. 


.3653, 


3394 . 


. 3654 




Seq. No. 


55674 






Seq. ID 


OJ000303_20 . 0419 .C32 


Gene No. 


116630 






Strand 




Start 


3454 






End 


4481 


Name 


OJ000303 20.0419. 


C32.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2776 






End 


3195 


GI 


none 






Score 


88 


Exons 


2776. .2871, 2997. 


.3125, 


3010. 


. 3195 




Seq. No. 


55674 






Seq. ID 


OJ000303_20. 0419.C32 


Gene No. 


116630 






Strand 




Start 


3454 






End 


4481. 


Name 


OJ000303 20.0419. 


C32.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3070 






End 


3276 


GI 


none 






Score 


287 


Exons 


3070.. 3276, 3072. 


.3125 








Seq. No. 


' r 5567 4 






Seq. ID 


OJ000303_20.0419.C32 


Gene No. 


116630 






Strand 




Start 


3454 






End 


4481 


Name 


OJ000303 20.0419. 


C32.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3199 






End 


4086 


GI 


none 






Score 


229 


Exons 


3199. .3396, 3276. 


.3395, 


3384 . 


.3668, 3397. .3768, 3604. .3744, 




3720.. 3767, 3820. 


.3858, 


3825. 


.3857, 3858. .4040, 3859. .4086 


Seq. No. 


55674 






Seq. ID 


OJ000303_20.0419.C32 


Gene No . 


116630 






Strand 




Starts 


3454 






End 


4481 


Name- 


OJ000303 20.0419. 


C32 .ol . 


tm 


Method- 


TBLASTX: Maize 


Start ; 


3340 






End 


4062 


GI 


none 






Score 


63 


Exons 


3340. .3390, 3390. 


.3767, 


3394 . 


.3768, 3801. .3899, 3816. .4040, 




3817. .4062 










Seq. No. 


55674 






Seq. ID 


OJ000303_20.0419.C32 


Gene No. 


116630 






Strand 




Start 


3454 






End 


4481 


Name 


OJ000303 20.0419. 


C32.o3. 


gp 


Method 


AAT/GAP 


Start 


3454 






End 


3967 


GI 


41448 1.R1084 






Score 


836 


Exons 


3454. .3967 










GI Descrip. 


'5281036/emb|CAB4 5972.1 | 


l.Oe- 


-39 (AL080318) nucleotide sugaj 




epimerase-like protein [Arabidopsis thaliana] 1 


Seq. No. 


55674 






Seq. ID 


OJ000303_20.0419.C32 


Gene No. 


116630 






Strand 




Start 


3454 






End 


4481 


Name 


OJ000303 20.0419. 


C32.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3720 






End 


4086 



56212 



GI 


none 








Score 


86 


Exons 


■ 3720. .3767, 


3721. 


.3768, 


3801. .3866, 3816. .4040, 3817. .4086 


Seq. No. 


55674 








Seq. ID 


OJ000303 20.0419.C32 


Gene No. 


116630 








Strand 




Start 


3454 ' 








End 


4481 


Name 


OJ000303 20 


. 0419. 


C32.o4 


. qp 


Method 


AAT/GAP 


Start 


3841 








End 


4481 


GI 


none 








Score 


1200 


Exons 


3841. .4481 












Seq. No. 


55675 








Seq. ID 


OJ000303 20.0419.C33 


Gene No. 


116631 








Strand 


+ 


Start 


2063 








End 


2416 . 


Name 


OJ000303 20 


. 0419. 


C33.o2, 


. qs 


Method 


GENSCAN 


Start 


2063 








End 


2416 


GI 


none 








Score 


.45 


Exons 


2063. .2416 












Seq. No. 


55675 








Seq. ID 


• OJ000303 20.0419.C33 


Gene No. 


116632 








Strand 


+ 


Start 


4106 








End 


4570 


Name 


OJ000303 20 


.0419. 


C33.ol, 


. qp 


Method 


AAT/GAP 


Start 


. 4106 








End 


4570 


GI 


none 








Score 


915 


Exons 


4106. .4570 












Seq. No. 


55675 








Seq. ID 


OJ000303 20.0419.C33 


Gene No. 


116633 








Strand 


+ ~ 


Start " 


8677 








End 


8886 


Name 


OJ000303 20 


.0419. 


C33.o4, 


. qs 


Method 


GENSCAN 


Start 


8677 








End 


8886 


GI 


none 








Score 


.97 


Exons 


8677. .8886 












Seq. No. 


55675 * 








Seq. ID 


OJ000303 20.0419.C33 


Gene No'. - 


116634 








Strand 




Start 


3804' 








End 


7699 


Name 


OJ000303 20 


.0419. 


C33.o3, 


. qs 


Method 


GENSCAN 


Start . 


3804 








End 


7699 


GI 


none 








Score 


. 94 


Exons 


3804. .3808, 


4465. 


.7699 








Seq. No. 


55675 








Seq. ID 


OJ000303_20.0419.C33 


Gene No. > 


116634 








Strand 




Start 


3804 








End 


7699 ' 


Name 


OJ000303 20 


..0419. 


C33.o2. 


,gp 


Method 


AAT/GAP 


Start 


5813 








End 


6348 - 


GI 


LIB3475-007' 


-Pl-Kl 


-D9 




Score 


1060 


Exons 


5813. . 6348 












GI Descrip. 


'2160156 2.i 


Oe-81 


(AC000132) 


Strong similarity to S. pombe 




leucyl-tRNA 


synthetase i 


(gb_ 


Z73100) . [Arabidopsis thaliana] ' 


Seq. No. 


55675 








Seq. ID 


OJ000303_20.0419.C33 


Gene No. 


116635 








Strand 




Start 


9839 








End 


10975 


Name 


OJ000303 20 


.0419. 


C33.o4. 


. tm 


Method 


TBLASTX: Maize 



56213 



Start 
GI 

Exons 



1073- End 1396 

none Score 4 4 

1073. .1114, 1076. .1153, 1138. .1392, 1154. .1396 





Seq. No. 


55675 








Seq. ID 


OJ000303_20.0419 


.C33 




Gene No . . 


116635 








Strand 








Start 


9839 








End 


10975 






Name 


OJ000303_20 


.0419. 


C33.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


4409 








End 


. 4775 






GI 


none 








Score 


336 






Exons 


4409. .4774, 


4421. 


.4771, 


4422. 


.4775 








Seq. No. 


55675 








Seq. ID 


OJ000303_20.0419 


.C33 




Gene No. 


116635 








Strand 








Start 


9839 








End 


10975' 






Name 


OJ000303 20, 


. 0419 . 


C33 . ol 


. tm 


Method 


TBLASTX: Maize 






Start 


4434 








End 


6277 






GI 


none 








Score 


513 






Exons 


4434. .4898, 


4436. 


.4951, 


4437. 


.4898, 4£ 


177..-6277, 4893.. 6275, 






4 900 . . 6276 
















Seq. No. 


55675 








Seq. ID 


OJ000303_20. 0419 


.C33 




Gene No. 


116635 








Strand 


— 




Si 


Start ■ 


9839 ' 








/End 


10975 






Name 


OJ000303 20, 


.0419. 


C33.o2 


.ts 


Method ■ 


TBLASTX : Soybean 






Start 


4436 








End 


5089 




ry 


GI 


none 








Score 


4 53 






Exons 


4436. . 5089, 


4446. 


.5066, 


4946. 


.5080 






: - § 
i] 


Seq. No. 


55675 








Seq. ID 


OJ000303__20.0419 


.C33 




Gene No. 


116635 








Strand 






; y 


Start 


9839 








End 


10975 






Name 


OJ000303 20, 


.0419. 


C33.o2 


. tc 


Method 


TBLASTX: Cress 






Start 


4437 








End 


4807 




^ ^; 


GI 


none 








Score 


214 




ls:£> 


Exons 


4437 . .4802, 


4439. 


. 4807 










si 


Seq. No. 


55675 








Seq. ID 


OJ000303_20.0419 


.C33 




Gene No, 


116635 








Strand 








Start 


9839 • 








End 


10975 






Name 


OJ000303 20. 


.0419. 


C33.o4 


. ts 


Method 


TBLASTX : Soybean 






Start 


5171 








End 


5512 






GI 


none 








Score 


228 






Exons 


5171 . . 5512, 


5172 . 


. 5510, 


5174 . 


.5512 








Seq. No. 


55675 








Seq. ID 


OJ000303_20.0419, 


.C33 




Gene No . 


1 1 C C *5 C 








Strand 








Start 


9839 








End 


10975 






Name 


OJ000303 20, 


,0419. 


C33_.ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


5513 








End 


6275 






GI 


none 








Score 


255 






Exons 


5513. .5746, 


5514. 


.5744, 


5741. 


.6274, 5745.-6275 






Seq. No. 


55675 








Seq. ID 


OJ000303_20.0419, 


.C33 




Gene No. 


116635 








Strand 








Start 


9839 








End 


10975 






Name 


OJ000303 20. 


,0419. 


C33.o3 


.ts 


Method 


TBLASTX: Soybean 





56214 



Start 
GI 

Exons 



6275 - End 6612 

none Score 280 

6275. .6610, 6342. .6611, 6409. .6612 



Seq. No. 55675 

Gene No. 116635 

Start 9839 

Name OJ000303_20 .0419. C33 . o3 . tm 

Start 6314 

GI none 

Exons 6314.. 6625, 6342.. 6623 



Seq. ID OJ000303_20.0419, 
Strand 

End 10975 

Method TBLASTX: Maize 

End 6625 

Score 386 



C33 



Seq. No. 55675 

Gene No. 116635 

Start 9839 

Name OJ000303_20 . 04 1 9 . C33 . ol . tc 

Start 6839 

GI; none 

Exons 6839.. 7201, 6849.. 7202. 



Seq. ID OJ000303_20.0419. 
Strand 

End 10975 

Method TBLASTX : Cress 

End 7202 

Score 311 



C33 



Seq. No. 55675 

Gene No. 116635 

Start 9839 

Name' . OJ000303_20 . 0419 . C33 .o3 . tc 

Start 7404 

GI none 
Exons 



Seq. ID OJ000303_20.0419. 
Strand 

: :End 10975 

Method TBLASTX : Cress 

End 7675 

Score 132 



C33 



7404. .7625, 7406. .7666, 7406. .7537, 7592. .7675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55675 

116635 

9839 

OJ000303_20.0419.C33.o7.ts 

7418 

none 



Seq. ID OJ000303_20.0419. 
Strand 

End 10975 

Method TBLASTX : Soybean 

End 7 682 

Score 120 



C33 



7418.. 7537, 7422. .7556, 7592.. 7681, 7593.. 7682 



'55675 
116635 
9839 

OJ000303_20.0419.C33.o5.gs 

9839 

none 

9839. .10564, 10862. .10975 



Seq. ID • OJ000303_20 . 04 19 . 
Strand 

End 10975 
Method GENSCAN 
End 10975 
Score .93 



C33 



Seq. No. 55675 

Gene No. 116635 

Start- .9839 

Name ' OJ000303_20 . 04 1 9 . C33 . o2 . tm 

Start 9849 

GI none 
Exons 



Seq. ID OJ000303_20.-0419. 
Strand 

End 10975 • 

Method TBLASTX : Mai ze 

End 10564 

Score 173 



C33 



9849. .10055, 9851. .10102, 9851. .10114, 9852. .10130, 
10100. .10252, 10104. .10226, 10259. .10375, 10263. .10325, 
10337. .10378, 104 36. .10564, 104 40. .10559 



Seq. No, 
Gene No, 
Start 



55675 

116635 

9839 



Seq. ID OJ000303_20.0419. 
Strand 

End 10975 



C33 



56215 





Name 


OJ000303 20.0419.C33.o4.tc 


Method 


TBLASTX: Cress 






Start 


9857 


End 


10037 






GI 


none 


Score 


136 






Exons 


9857. .1002 4 r 9858. .10037 










Seq. No. 


55675 


Seq. ID 


OJ000303 20.0419 


.C33 




Gene No. 


116635 


Strand 








Start 


9839 


End 


10975 






Name 


OJ000303 20.0419.C33.o6.ts . 


Method 


TBLASTX : Soybean 






Start 


9857 


End 


10073 






GI 


none 


Score 


129 






Exons 


9857.. 10057, 9858.. 9968, 9993. 


. 10073 








Seq. No. 


55675 


Seq. ID 


OJ000303_20.0419 


.C33 




Gene No. 


116635 


Strand 








Start 


9839 


End 


10975 






Name 


OJ000303 20.0419.C33.o5.ts 


Method 


TBLASTX: Soybean 






Start 


10073 


End 


10558 






GI 


none , 


Score 


85 






Exons 


10073. ;10105, 10098 .. 10226, 10100 10255, 10259 .. 10378 , 








10263. .10325, 10496. .10558 








? -5 


Seq. No. 


55676 


Seq. ID 


OJ000303_20. 0-419 


.C34 




Gene No. 


116636 


Strand 


— 






Start 


136 


End v" 


1288 




in 


Name 


OJ000303 20.0419.C34.ol.tc 


Method 


TBLASTX: Cress 






Start 


133 ' • 


End 


450 




Ej 


GI 


none 


Score 


72 




: . H 


Exons 


133. .195, 134. .208, 137. .298, 


138. .299 


, 264. .299, 394.. 


450 


"si 
W 


Seq. No. 


55676 


Seq. ID 


OJ000303_20.0419 


.C34 


f ; | 


Gene No . 


116636 


Strand 






s 


Start 


136 


End 


1288 






Name 


OJ000303 20.0419.C34.ol.tm 


Method 


TBLASTX^: Maize 






- Start 


133 . 


End 


587 






GI 


none 


Score 


157 






Exons 


133.. 213, 137.. 280, 137. .298, 


138... 311 


, 394,. .450, .3.98. . 


451, 


W 




570. .587 








• z 


Seq. No. 


55676 


Seq. ID 


OJ000303_20.0419 


.C34 




Gene No. 


116636 


Strand 








Start 


136 


End 


1288 






Name 


OJ000303 20.0419.C34.ol.ts 


Method 


TBLASTX: Soybean 






Start 


134 


End 


451 






GI 


none 


Score 


125 






Exons 


134. .298, 135. .311, 394. .450, 


398. .451 








Seq. No. 


55676 


Seq. ID 


OJ000303_20.0419 


.C34 




Gene No. .. 


116636 


Strand 








Start 


136 


End 


1288 






Name 


OJ000303 20.0419.C34.ol.gs 


Method 


GENSCAN 






Start 


136 


End 


1288 






GI 


none 


Score 


.66 






Exons 


136. .277, 394. .673, 1168. .1288 








Seq. No. 


55676 


Seq. ID 


OJ000303_20.0419 


.C34 




Gene No. 


116636 


Strand 







56216 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



136 



End 

Method 
End 
Score 



1288 
AAT/NAP 
459 
191 



OJ000303_20 .0419. C34 . ol . np 
136 

7430959 
136. .277, 394. .459 

hypothetical protein F25G13.100 - Arabidopsis thaliana 
gi 15123942 | emb | CAB45500.il (AL079349) putative protein 
[Arabidopsis thaliana] gi | 7268003 | emb | CAB78343 . 1 | (AL161535) 
putative protein [Arabidopsis thaliana] 



55677 



Seq. ID OJ000303_20.0419.C35 
+ 

1123 
AAT/NAP 
1123 
464 



Strand 
End 

Method 

End 

Score 



116637 
133 

OJ000303_20.0419.C35.ol.np 
133 

6069646 
133. .1123 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 





Seq. No. 


55677 






Seq\ ID 


OJ000303_20.0419 


. C35 




Gene No. 


116638 






Strand 








Start 


1549 






End 


1665 






Name 


OJ000303_20 . 0419 .C35 


. o2 


tm 


Method 


TBLASTX: Maize 






Start 


114 






End 


461 






GI 


none 






Score 


219 




[J 


Exons 


114.. 371, 128.. 358, 


153 


.362, 


378. .461 








Seq. No. 


55677 






Seq. ID 


OJ000303_20.0419 


.C35 




Gene No. 


116638 






Strand 








Start 


1549 






End 


1665 






Name 


OJ000303 20.0419.C35 


.ol 


tm 


Method 


TBLASTX : Maize 






Start 


563 






End 


1021 






GI 


none 






-Score 


62 




ij 


Exons 


563. .640, .652. .885, 


653 


.883, 


908. .1021 




C3 


Seq. No. 


55677 






Seq. ID 


OJ000303_20.0419 


.C35 




Gene No. 


116638 






Strand 








Start 


1549 






End 


1665 






Name 


OJ000303 20.0419.C35 


.ol 


tw 


Method 


TBLASTX: Wheat 






Start 


652 






End 


844 






GI 


none 






Score 


201 






Exons 


652. .810, 656. .844 














Seq. No. 


55677 






Seq. ID 


OJ000303_20. 041-9 


.C35 




Gene No. 


116638 






Strand 








Start 


1549 






End 


1665 






Name 


OJ000303 20.0419.C35 


.o2 


gs 


Method 


GENSCAN 






Start 


1549 






End 


1665 






GI 


none 






Score 


.76 






Exons 


1549... 1665 














Seq. No. 


55678 






Seq. ID 


OJ000303_20.0419 


.C36 




Gene No. 


116639 






Strand 


+ 





56217 




Start 


2986 








End 


14041 


Name 


OJ000303_20. 


0419, 


,C36.ol, 


• gp • 


Method 


AAT/GAP 


Start 


2825 






End 


3266 


GI 


701961 








Score 


394 


Exons 


2825 . . 3070, 


3232 , 


. .3266 








Seq. No. 


5567.8 








Seq. ID 


OJ000303 


Gene No. 


116639 








Strand 


+ 


Start 


2986 








End 


14041 


Name 


OJ000303 20. 


0419. 


,C36.o2. 


.gs 


Method 


GEN SCAN 


Start 


2986 








End 


6186 


GI 


none 








Score 


. 77 


Exons 


2986. .3070, 


3976. 


. .4082, 


4690. 


.5508, 58 


554 . . 6186 



Seq. No. 55678 

Gene No. 116639 

Start 2986 

Name OJ000303_20 . 04 19 . C36 . o2 . np 

Start 4723 

GI 5803254 

Exons 4723.. 5508, 5609.. 5761, 10261. 
GI Descrip. (AP000399) ESTs C97429 (C60159) 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.10629 

,D22427 (C11106) 



OJ000303_ 
+ 

14041 
AAT/NAP 
10'629 
931 



20.0419.C36 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



AU078031 (E31854) , D15683 (C1084) correspond, to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



55678 Seq. ID 

116639 Strand 

2986 End 

OJ000303_20.0419.C36.o3.gs Method 

8014 End 

none Score 



OJ000303_20.0419.C36 
+ 

14041 
GENSCAN 
14041 
. 4 



8014. .8089, 8283. .8392, 9093. .9773, 10261 .. 104 89, 10791 .. 10821, 
11237. .11318, 12539. .12847, 13713 13839, 13914. .14041 



55678 

116640 

15782 

OJ000303_20.0419.C36.o4 . gs 

15782 

none 

15782. .15887, 16033 16670, 
18461. .19141, 19377. .19529, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17507. .17660, 
19623. .20000 



OJ000303_20.0419.C36 
+ 



20000 
GENSCAN 
20000 
.46 

17962, 



,18068, 



Seq. No. 55678 

Gene No. 116640 

Start 15782 

Name OJ000303_20 . 04 19 . C36 . o5 . np 

Start 18494 

GI 5803254 

Exons 18494. .19279, 19377 19529, 

GI Descrip. (AP000399) ESTs C97429 (C60159 ) 
AU07 8031 (E31854) ,D15683 (C1084) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_ 
+ 

20000 
AAT/NAP . 
19997 ■ 
973 



20.0419.C36 



19623. . 19997 

D22427 (C11106) , 
correspond to a 



region of the 



predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



55678 

116641 

1 



Seq. ID 

Strand 

End 



OJ000303 20.0419.C36 



1133 



56218 



Name OJ000303_20 . 04 19 . C36 . ol . np Method AAT/NAP 

Start 1 End 746 

GI 7430959 Score 243 ■ 

Exons 1..189, 460.. 601, 681.. 746 

GI Descrip. hypothetical protein F25G13.100 - Arabidopsis thaliana 
gi 15123942 | emb | CAB45500.il (AL079349) putative protein 
[Arabidopsis thaliana] gi | 7268003 I emb | CAB7834 3 . 1 1 (AL161535) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55678 Seq. ID 

116641 Strand 

1 End 
OJ000303_20.0419.C36.ol.gs Method 

101 End 

none Score 

101. .189, 460. .601, 681. .902, 1119 



55678 

116642 

11100 

OJ000303_20 . 04 19 . C36 . o3 . np 

11100 

6069646 



OJ000303_20.0419.C36 

1133 
GENSCAN 
1133 
.92 
1133 



OJ000303 20.0419.C36 



Seq. ID _ 
Strand 

End 15771 
Method AAT/NAP 
End 15771 
Score ■ 446 

11100. .11713, 12517. .12859, 13142 .. 13315, ' 15706.. 15771 
(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq. No. 


55678 


Seq. ID 


OJ000303_20.0419.C36 




Gene No. 


116643 


Strand 






Start 


20372 


End 


20426 




Name 


OJ000303 20;0419.C36.o2.gp 


Method 


AAT/GAP 




Start 


20372 


End 


20426 




GI 


20723 .1.R1084 


Score 


55 


u & 


Exons 


20372.. 20426 








GI Descrip. 


'2149018/gb|U70541 IOSU70541 8 


. 0e-14 Oryza sativa putative 






ADP-glucose pyrophosphorylase 


subunit 


SH2 and putative 






NADPH-dependent reductase Al 


genes, complete cds' 




Seq. No. 


55678 


Seq. ID 


OJ000303_20.0419.C36 




Gene No. 


116644 


Strand 






Start 


20911 


End 


21361 




Name 


OJ000303 20.0419.C36.ol.tc 


Method 


TBLASTX: Cress 




Start 


455 


End 


722 . 




GI 


none 


Score. . 


136 ■■ - 




Exons ' 


455. .607, 456. .602, 681. .722 








Seq. No. 


55678 


Seq. ID 


OJ000303_20.0419.C36 




Gene No. 


116644 


Strand 






Start 


20911 


End 


21361 




Name 


OJ000303 20.0419.C36.o2.ts 


Method 


TBLASTX: Soybean 




Start 


455 


End 


722 




GI 


none 


Score 


136 




Exons 


455. .607, 456. .602, 470. .604, 


681. .722 





56219 



Seq. No. 55678 Seq. ID 

Gene No. 116644 Strand 

Start 20911 End 

Name OJ000303_20 . 04 19 . C36 . ol . tm Method 

Start 455. End 

GI none Score 
Exons 



OJ000303_20.0419.C36 
21361 

TBLASTX: Maize 

21361 

135 



455./607, 456. .602, 485 . . 613, ' 681 . . 722, 20837 .. 20917 , 
20838. .20891, 20929 .. 21036, 20929 21138 , 20930 .. 2107 9, 
21151. .21231, 21151. .21360, 21152. .21361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55678 

116644 

20911 

OJ000303_20. 

5126 

none 

5126. .5338, 
5324. .5446, 
5443. .5499, 
9529. .9699, 
9835. .9912, 
10076. .10195 
18902. .19132 
19214. .19270 
19449. . 19532 



0419.C36.o2.tm 



5130. .5345, 5130. 
5394. .5423, 5430. 
5585. .5671, 5588. 
9531.. 9740, 9533. 
9845.. 9913, 9992. 
, 10102. .10170, 1 
, 18904. .19128, 1 
, 19368. .19451, 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 20.0419.C36 



21361 

TBLASTX: Maize 
19532 
75 

.5351, 5131. .5349, 5236. .5358, 
.5495, 5431. .5493, 5442. .5510, 
.5671, 5674. .5766, 5675. .5764, 
.9754, 9534. .9752, 9823. .9903, 
.10075, 10004. .10087, 10012 .. 1008 6, 
0315. .10365, 18900. .18983, 
9123. .19188, 19211. .19264, 
9379. .19438, 194 18 .. 1 9459, . 



I* Seq. No. 
^3 Gene No. 
I J Start 
s. j Name 
Start 
GI 

Exons 



55678 
116644 
20911 

OJ000303_20.0419.C36.o5.tm 
5905 
none 

5905.. 6054, 5907.. 6044, 6051 
10366. .10461, 10491. .10619, 10512 .. 10619, 10516 .. 10623, 
19674. .19826, 19676. . 19777, 19696 .. 19821 , 19830 .. 19892, 
19874. .19984, 19896. . 19985, 198 98 .. 19987 , 19918. .19986 



Seq. ID OJ000303_20.0419.C36 
Strand 

End 21361 

Method TBLASTX : Maize 

End 19987 

Score 125 

6173, 6076. .6174, 10365 .. 104 60, 



IZ Seq. No. 
^ Gene No. 
U Start 

Name 

Start 

GI 

Exons 



55678 
11664'4 
"20911 

OJ000303_20.0419.C36.o4 .tm 
7336 
none ' 



21361 

TBLASTX: Maize 
11720 
74 

7336.. 7416, 11208 .. 11324* 11325 .. 11558 , 11571.. 11720 



Seq. ID OJ000303_20.0419.C36 
Strand 
End 

Method 
End 
Score 



Seq. No. 55678 

Gene No. 116644 

Start 20911 

Name OJ000303_20 . 0419. C36 . ol . tw 

Start 7348 

GI none 
Exons 



Seq. ID OJ000303_20.0419.C36 
Strand 
End 

Method 
End 
Score 



21361 

TBLASTX: Wheat 

11516 

122 



7348. .7464, 11127 .. 11327 , 11403. .11516 



Seq. No. 55678 Seq. ID 

Gene No. 116644 Strand 

Start 20911 End 

Name OJ000303 20 . 04 19 . C36 . o3 . tm Method 



OJ000303_20.0419.C36 
21361 

TBLASTX: Maize 



56220 



Start 
GI 

Exons 



12931 End 13319 

none Score 62 

129311 .13131, 12931. .13140, 12932. .13141, 13133. .13318, 

13154. .13180, 13155. .13319 



Seq. No. 55678 Seq. ID OJ000303_20 . 04 1 9 . C36 

Gene No. "11664 4 Strand 

Start 20911 End 21361 ' 

Name OJ000303_20 . 04 19 . C36 . 06 . np Method AAT/NAP 

Start . 20843 End 21361 

GI 7430959 Score 498 

Exons 20843. .21361 

GI Descrip. hypothetical protein F25G13.100 - Arabidopsis thaliana 
gi I 5123942 | emb | CAB45500.il (AL079349) putative protein 
[Arabidopsis thaliana] gi | 7268003 | emb | CAB78343 . 1 | (AL161535) 
putative protein [Arabidopsis thaliana] 



Seq. No. ■ 55678 Seq. ID 

Gene No. 116644 . Strand 

Start 20911 End 

Name OJ000303_20 . 04 19 . C36 . o5 . gs Method 

Start 20911 End 

GI none Score 

Exons 20911.. 21312 



OJ000303_20.0419.C36 

21361 
GENSCAN 
21312 
1 



Seq. ID OJ000303_20.0419.C36 
Strand 

End 21361 

Method TBLASTX : Soybean 

End 21360 

Score 69 

21061. .21138, 21151. .21360, 21152 .. 21214 , 21275.. 21355 



Seq. No. 55678 

Gene No. 116644 

Start 20911 

Name OJ000303_20 . 04 19 . C36 . ol . ts 

Start 21061 

GI none 
Exons 



Seq. No. 55679 Seq. ID OJ000303_20 . 04 19 . C37 

Gene No. 116645 Strand + 

Start 5279 End 7693 

Name OJ000303_20 . 04 19 . C37 . o2 . np • Method AAT/NAP 

Start 5279 'End * 7636 

GI 322641 Score 1039 

Exons 5279.. 5351, 6258.. 7636 

GI Descrip. beta-1, 3-glucanase homolog (clone A6) - rape (fragment) 

gi|17738|emb|CAA49513| (X69887) beta-1 , 3-glucanase homologue 
[Brassica napus] 



Seq. No. 55679 Seq. ID 

Gene No. 116645 Strand 

Start ■527,-9- End 

Name OJ000303_20 .0419. C37 . ol . gp Method 

Start 5799 End 

GI none Score 

Exons 5799.. 6251 



OJ000303_20.0419.C37* 
+ 

7693 
AAT/GAP 
6251 
882 



Seq. No. 55679 Seq. ID 

Gene No. 116645 * Strand 

Start 5279 End 

Name OJ000303_20 .0419. C37 . o3 . gs Method 

Start 6108 End 



OJ000303_20.0419.C37 
+ 

7693 

GENSCAN 

7693 



56221 





GI 


none 


Score 


.85 • 




Exons 


6108. .6159, 6249. .7693 








Seq. No. 


55679 


Seq. ID 


OJ000303_20 . 0419 . C37 




Gene No. 


116646 


Strand 






Start 


1 


End 


441 




Name . 


OJ000303 20.0419.C37.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


435 




GI 


7430959 


Score 


178 




Exons 


1..72, 116. .257, 370. .435 








GI Descrip. 


hypothetical protein F25G13. 


100 - Arabidopsis thaliana 






gi I 5123942 |emb|CAB4 5500.1 1 (AL07 934 9) 


putative protein 






[Arabidopsis thaliana] gi I 7268003 | emb 


CAB78343. 1 | (AL161535 






putative protein [Arabidopsis thaliana] 




Seq. No. 


55679 


Seq. ID 


OJ000303 20.0419.C37 




Gene No. 


116646 


Strand 






Start 


1 


End 


441 




Name 


OJ000303 20. 0419.C37 .ol.gs 


Method 


GENSCAN 




Start 


116 


.End 


441 




GI 


none 


Score 


. 93 




Exons 


116. .257, 370. .441 






f ™= 


'Seq. No. 


55679 


Seq. ID 


OJ000303 20.0419.C37 


IS? 


Gene No. 


116647 v 


Strand 




11 1 


Start 


6871 


End 


7606 




Name 


OJ000303 20.0419.C37.o4.tm 


Method 


TBLASTX: Maize 




Start 


71 


End 


445 


S : 3 


GI 


none 


Score 


172 




Exons 


71. .199, 84. .263, 111. .263, 


370. .411, 


371. .445, 371. .445 




Seq. No. 


55679 


Seq. ID 


OJ000303 20.0419.C37 


s 


Gene No. 


116647 


Strand 




f T 


Start 


6871 


End 


7606 


"•J 


Name 


OJ000303 20.0419.C37.o2. tc 


Method 


TBLASTX: Cress 




Start 


111 . 


End 


411 


L £. 

r **■ 


GI 


none 


Score 


85 




Exons 


111. .263, 118. .231, 370. .411 






T= ST 


Seq. No. 


55679 


Seq. ID 


OJ000303_20.0419.C37 




Gene No. 


116647 


Strand 






Start 


6871 


End 


7606 




Name 


OJ000303 20.0419.C37.o3.ts 


Method 


TBLASTX: Soybean 




Start 


111 


End 


411 




GI 


none 


Score - 


78 • 




Exons 


111. .263, 112. .222, 370. .411 








Seq. No. 


55679 


Seq. ID 


OJ000303_20.0419.C37 




Gene No. 


116647 


Strand 






Start 


6871 


End . 


7606 




Name 


OJ000303 20.0419.C37.o5.tm 


Method 


TBLASTX: Maize 




Start 


3226 


End 


3670 




GI 


none 


Score 


90 




Exons 


3226.. 3291, 3228.. 3302, 3386 


..3481, 3386. .3463, 3394. .3465, 






3572.. 3670, 3589.. 3669, 3590 


. .3670 






Seq. No. 


55679 


Seq. ID 


OJ000303_20.0419.C37 



56222 




Gene No.- 


116647 








Strand 




Start 


6871 








End 


7606 


Name 


OJ000303_20. 


0419. 


C37 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6224 








End 


7048 


GI 


none 








Score 


591 


Exons 


6224 . . 6721, 


6292 . 


. 6720, 


6760. 


.6873, 6761.. 6898, 6860.. 6922, 




.. 6917. .7048, 


6943 . 


.7047 , 








Seq. No. 


55679 








Seq. ID 


OJ000303_20.0419.C37 


Gene No. 


116647 








Strand 




Start 


6871 








End 


7606 


Name 


OJ000303_20*. 


0419 . 


C37.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


6254 








End 


6898 


GI 


none 








Score 


248 


Exons 


6254 . . 6589, 


6283 . 


. 6465, 


6602 . 


.6655, 6761. .6898 


Seq. No. 


55679 








Seq. ID 


OJ000303_20.0419.C37 


Gene No. 


116647 








Strand 




Start 


6871 








End 


7606 


Name 


OJ000303_20 . 


0419. 


C37 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


6275 








End 


6589. 


GI 


none 








Score 


198 


Exons 


6275.. . 6589, 


6386 . 


. 6532 








Seq. No. 


55679 








Seq. ID 


OJ000303_20.04i9.C37 


Gene No. 


116647 








Strand 




Start 


6871' 








End 


7606 


Name 


OJ000303 20. 


0419. 


C37 .ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6287 








End 


7600 


GI 


none 








Score 


243 


Exons 


6287 . . 6586, 


6620 . 


.6718, 


6761 . 


.6898, 6920. .7183, 7138. .7284, 




7139. .7285, 


7328 . 


. 7363, 


7382 . 


.7600, 7387. .7530 


Seq. No. 


55679 








Seq. ID 


OJ000303_20.0419.C37 


Gene No. 


116647 








Strand 




Start. 


6871 








End 


7606 


Name - 


OJ000303 20. 


0419. 


C37.o2 


.gp 


Method 


AAT/GAP 


Start 


6871 








End 


7287 


GI 


uC-osroM202037b04al 




Score 


814 


Exons 


6871. .7287 












GI Descrip. 


, 6041834/gb|AAF02143.1|AC009853 3 6.0e- 


-37 (AC009853) putati' 




glucan endo- 


■1-3-beta-glucosidase [Arabidopsis thaliana] ' 


Seq. No. 


55679 








Seq. ID 


OJ000303_20.0419.C37 


Gene No. 


116647 








Strand 




Start 


6871 








End 


7606 


Name 


OJ000303 20. 


0419. 


C37.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6926 








End 


7603 


GI 


none 








Score . 


236 


Exons 


6926. .7138, 


7003. 


.7074, 


7138. 


.7374, 7139. .7375, 7387. .7569, 




7391. .7603 












Seq. No. 


55679 








Seq. , ID 


OJ000303_20.0419.C37 


Gene No. 


116647 








Strand 




Start 


6871 








End 


7606 


Name 


OJ000303 20. 


0419. 


C37.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


7088 








End 


7282 



56223 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 



none 

7088.. 7282, 7138. .7281 



Score 



55679 Seq. ID 

116647 Strand . 

6871 End 
OJ000303_20. 0419.C37.o3.tm Method 

7100 End 

none Score 

7100.. 7285, 7135.. 7284, 7211.. 7285 •„ 



185 



OJ000303_20.0419.C37 
7606 

TBLASTX: Maize 

7285 

316 



Seq. No. 55679 Seq. ID 

Gene No. 116647 Strand 

Start 6871 End 

Name OJ000303_20 . 04 19 .C37 . o2 . tm Method 

Start 7357 End 

GI none Score 

Exons 7357.. 7578, 7358.. 7603, 7532.. 7606 

Seq. No. 55680 Seq. ID 

Gene No. 116648 Strand 

Start 235 End 

A3a . Name OJ000303_20 . 04 1 9 . C38 . ol . gs " Method' 

^ Start"' 235 End. 

W GI none Score 

in Exons -235.. 376, 468.. 566, 1246.. 1378, 1802.. 

fi| 2725. .3924, 4607. .5724 

Seq. No. 55680' Seq. ID 

Gene' No. 116648 Strand 

W Start 235 End 

fU Name OJ000303_20 . 04 1 ? . C38 . ol . gp Method 

s Start 3296 End 

f2 GI 5803334 Score 

?i Exons -3296.. 3666 



OJ000303_20.0419.C37 
7606 

TBLASTX: Maize 

7606 

376 



OJ000303_20.0419.C38 
+ 

5724 
GENSCAN 
5724 
.74 

1842, 2534.. 2638, 



OJ000303_20.0419.C38 
+ 

5724 
AAT/GAP 
3666 
686 



fj . Seq. No. 
%2 Gene No. 
fi Start 

Name 
%a? Start 

GI 

Exons 



Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55680 

116649 

7375 

OJ000303_20.0419.C38.o2.gs 

7375 

none 



Seq. ID OJ000303 20.0419.C38 



Strand 
End 

Method 

End 

Score 



+ 

11807 
GENSCAN 
11807 
.48 



7375. .7763, 8163. .8293, 8536. .8679, 8996. .9268, 9374. .9561, 
9718.. 9835, 9954.. 10147, 11357 .. 11538, 11678.. 11807 



55680 

116649 

7375 

OJ000303_20 . 04 19 . C38 . ol . np 

10058 - 

7441093 



OJ000303_20.0419.C38 

' + 

11807 
AAT/NAP . 
11804 
536 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10058. .10147, 11357. .11538, 11678. .11804 

ribosomal protein L32, cytosolic - Arabidopsis thaliana 

gi|5816996|emb|CAB53651.1| (AL110123) ribosomal protein L32-like 

protein [Arabidopsis thaliana] gi | 7268562 | emb | CAB78812 . 1 | 

(AL161547) ribosomal protein L32-like protein [Arabidopsis 

thaliana] 



56224 



Seq. No. 55680 

Gene No. 116650 : - 

Start 13041 

Name OJ000303_20 .0419. C38 . o3 . tin 

Start ' 5322 

GI none 

Exons 5322.. 5411, 5323.. 5412, 5409. 

5611. .5724, 5622. .5717, 5624. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5612, 5442 
.5725 



OJ000303_20.0419.C38 
+ 

15483 

TBLASTX: Maize 
5725 
59 

5603, 5609.. 5719, 



Seq. No. 55680 Seq. ID 

Gene No. 116650 Strand 

Start 13041 End 

Name OJ000303_20 .0419. C38 . ol . tm Method 

Start 9891 End 

GI none Score 

Exons 9891. .9914, 9892. .9918, 9967. .10158, 9977. .10147, 11354 

11359. .11556, 11360. .11539, 11663. .117 67, 11673. .11807, 

11673. .11792, 11674. .11811, 11674. .11808 



OJ000303_20.0419.C38 
+ 

15483 

TBLASTX: Maize 
11811 
44 



,11545, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55680 

116650 

13041 

OJ000303_20.0419.C38 .ol.tw 

10049 

none 

1004 9. .10147, 10057. .10158, 
11673. .11777, 11674. .11775 

55680 

116650 

13041 

OJ000303_20.0419.C38 .o2.tc 

10057 

none 



Seq. ID OJ000303_20.0419.C38 

Strand + 

End 15483 

-Method TBLASTX: Wheat 

End 11777 

Score 73 
11359. .11538, 11360. . 11539, 



Seq. ID OJ000303_20.0419.C38- 



Strand 
End 

Method 

End 

Score 



+ 

15483 

TBLASTX: Cress 

11808 

68 



10057. .10131, 11354. .11557, 11355 11474, ' 11359 11586, 
11360. .11539, 11673. .11807, --11673. .11792, 11674. .11808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55680 

116650 

13041 

OJ000303_20.0419.C38 .o2.ts 

10057 

none 



Seq. ID OJ000303_20.0419.C38 

Strand + 

End 15483 

Method TBLASTX : Soybean 

End 11807 

Score 113 



10057. .10128, .1134 9. .114 56, 11356. .11538, 11356. .11538, 
11357. .11539, 11673. .11807, 11675. .11767 



Seq. No. 55680 

Gene No. 116650 

Start 13041 

Name OJ000303_20 . 04 19 . C38 . o4 . gp 

Start 13019 

GI 17264_1.R1084 

Exons 13019. . 130*95, 13199. 

14902. .15006, 15237. 

GI Descrip. 1 2129622/pir | | S71237 



' Seq. ID OJ000303_20.0419.C38 

Strand + 

End 15483 

Method AAT/GAP 

End 15483 

Score 1102 
14537. .14 599, 14 703. .147 93, 



13254, 
15483 

1.0e-58 immunophilin FKBP15-1 - Arabidopsis 



thaliana >gi_1272406 (U52046) immunophilin [Arabidopsis 



56225 



thaliana] ' 



Seq. No. 55680 Seq. ID 

Gene No. 116650 Strand 

Start 13041 End 

Name OJ000303_20 . 04 19 . C38 . o3 . gs Method 

Start ' 13041 End 

GI none Score 
Exons 



OJ000303_20.0419.C38 
+ 

15483 
GENSCAN 
15331 
.97 



13041. .13095, 13148. .13254, 14537 .. 14 599, 14 703 14793, 
14 902. .15006, 15237. .15331 



Seq. No. 55680 

Gene No. ' 116650 
Start 13041 

Name OJ00030'3_20 . 04 19 . C38 . o2 . tw 

Start 13155 
GI none 

Exons 13155. .13253, 13198 .. 13254 , 

14691. .14807, 14702. .14806, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14531. .14608, 
14900. .14995, 



OJ000303_20.0419.C38 
+ 

15483 

TBLASTX: Wheat 
14996 
72 

14534. .14596, 
14901. .14996 



Seq. No. 55680 Seq. ID OJ000303_20 . 04 19 . C38 

Gene No. 116650 Strand + 

Start 13041. End i5483 

Name OJ000303_20 . 04 19 . C38 . o2 . np .Method 'AAT/NAP 

Start 13159 End 15319 ^' 

GI 2129622 Score 438 

Exons 13159. .13254, 14537 .. 14599, 14703 .. 14793, 14 902 .. 15006, 

15237. .15319 

GI Descrip. immunophilin FKBP15-1 - Arabidopsis thaliana gi 11272406 (U52046) 
immunophilin [Arabidopsis thaliana] 



Seq. No. 55680 Seq. ID 

Gene No. 116650 Strand 

Start 13041 End 

Name OJ000303_20 .0419. C38 . ol . ts Method 

Start 13192 End 

GI none - Score 
Exons 



OJ000303_20.0419.C38 
+ 

15483 

TBLASTX : Soybean 
15280 

74 . . ' 



13192. .13254, 14531 .. 14 608, 14536 14 577 , 14 691 .. 14807, 
14702. .14806, 14 900 .. 14 977 , 14 900 .. 15007 , 14 901 .. 15008, 
15236. .15280 



Seq. No. 55680 Seq. ID 

Gene No. 116650 Strand 

Start 13041 End 

Name OJ000303_20 . 04 1 9 . C38 . o2 . tm Method 

Start 13198 End 

GI none Score 
Exons 



OJ000303_20.0419.C38 
+ 

15483 

TBLASTX: Maize 

15300 

76 



■13198. .13254, 13204 .. 1"3254 , 14531 .. 14 608 , 14 534 .. 14599, 
14691. .14807, 14702. .14794, 14 900 .. 15007 , 14 901 .. 15008, 
14905. .15009, 15235. .15288, 15236 .. 15298, 15238.. 15300 



Seq. No*. 55680 Seq. ID 

Gene No. 116650 Strand 

Start . 13041 End 

Name OJ000303_20 . 04 19 . C38 . ol . tc Method 

Start 13204 End 

GI none Score 



OJ000303_20.0419.C38 
+ 

15483 ■ 
TBLASTX: Cress 
15316 
74 



56226 



Exons 



13204. .13254, 14531 14608, 14534 .. 14596, 14 691 14807 , 
14702. .14794, 14 900 15007 , 14 901 .. 15008, 14 905 15015 , 
15236. .15298,- 15236.. 15316 



Seq. No. 55681 Seq. ID 

Gene No. 116651 Strand 

Start' 100 . "End 

Name OJ000303_20 . 04 1 9 . C39 . ol . gs Method 

Start 100.. End 

GI none Score 

Exons 100.. 357 



OJ0.00303_20.0419.C39 
+ 

357 

GENSCAN 

357 

.61 



Seq. No. 55682 Seq. ID 

Gene No. 116652 Strand 

Start 543 End 

Name 0 J000303_20 . 04 1 9 . C4 1 . ol . gp Method 

Start 93 End 

GI 3760163 Score 

Exons 93.. 532 



OJ000303_20.0419.C41 

5568 
AAT/GAP 
532 
765 



Seq. No. 55682 Seq. ID 

Gene No. 116652 Strand 

Q Start 543 End 

%j Name OJ000303_20 . 0419 . C41 . ol . gs Method 

■restart 543 - End 

f\i GI none Score 

LI Exons 



OJ000303_20.0419.C41 

5568 
GENSCAN 

5568 ' '"''"'7 

.79 



543. .689, 781. .863, 1268. .1340, 1442. .1535, 1955. .2058, 
3060. .3254, 3389. .3468, 3575. .3671, 3962. .4080, 4188. .4257, 
5153. .5280, 5331. .5445, 5530. .5568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55682 Seq. ID 

116652 Strand 

543 End 

OJ000303_20.0419.C41.ol.np Method 

54 3 End 

3953458 ' Score 



OJ000303__20.0419.C41 

5568 
AAT/NAP 
5472 
134 9 

1535, 1955. .2015, 



543. .689, 781... 863, 1268. .1392, 1438. 
2706.. 2766, 2887.. 2970, 3060.. 3254, 3389.. 3671, 3962.. 4080, 
4188. .4257, 5153. .5248, 5326. .5472 
(AC002328) F20N2.3 [Arabidopsis thaliana] 



55682 Seq. ID 

116652 Strand 

54 3 End 

OJ000303_20 . 04 19 . C4 1 . o2 . gp Method 

2714 End 

LIB3477-010-P1-K1-H4 Score 



OJ000303_20.0419.C41 

5568 
AAT/GAP 
3613 
814 



2714. .2766, 2887. .2970, 3060. .3254, 3389. .3468, 3575. .3613 
■3953458 1.0e-56 (AC002328) F20N2.3 [Arabidopsis thaliana]' 



55682 

116653 

5995 

OJ000303_20.0419.C41.o2.tc 

546 

none 



Seq. ID OJ000303_20.0419.C41 
Strand 
End 

Method 
End 
Score 



6113 

TBLASTX : Cress 

1553 

141 



546. .689, 550. .705, 781. .876, 782. .865, 1266. .1343, 1267. .1344, 



56227 




1439. .1552, 1440. .1553 



Seq. No. 


55682 








Seq. ID ■ 


OJU00303 zU.0419.C41 


Gene No. 


116653 








Strand 




Start 


5995 








End 


6113 


Name 


OJ000303 20. 


0419 


.C41.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


546 








hna 


oZZ 


GI 


none 








Score 


1 o c 

lob 


Exons' 


546. .689, 547. .705, 781 


. .822 






beq. No. 


55682 








beq. ID 


OJUUUoUJ ZU.U4iy.C41 


Gene No. 


116653 








Strand 




Start 


5995 








End 


ol 1 J 


Name 


OJ000303 20. 


0419 


.C41.o3 


. tm 


Method 


TBLASTX : Mai ze 


Start 


549 








End 


one 
o lb 


GI 


none 








Score 


lUo 


Exons 


549. .587, 570. .689, 571 


. . /Do, 


tqi one 
1 O I . .0 / O, 


TOO Q a R 

/ o z . . o bo 


Seq. No., 


55682 








Seq. ID 


OJ000303_20.0419.C41 


Gene No. 


116653 








Strand 




O 4- t v>4- 

btart 


5995 








End 


bl 1 o 


Name 


OJ000303 20. 


0419 


.C41.ol 


.tw 


Method 


TBLASTX : Wheat 


Start 


622 








End 


1 c o o 

1538 


GI 


none 








Score 


87 


Exons 


622.. 705, 624.. 689, 779 


. .862, 


780. .863, 


/8 1 . . 8 64 , /8 1 . . 864 , 




782. .865, 1238. . 


1333, 1263.. 1343, 1266. 


. 1343, 1267 . . 134 4 , 




1437. .1505, 


1440 


. . 14,93, 


1488. 


.1538 




Seq. No. 


55682 








Seq. ID 


OJ000303_20.0419.C41 


Gene No. 


116653 








Strand 




Start 


5995 








End 


6113 


Name 


OJ000303 20. 


0419 


.C41.ol 


. tm 


Method 


TBLASTX: Maize 


otart 


1290 








End 


3663 


01 


none 








Score 


44 


Exons 


..." 1290.. 1325, 


1416 


...1457, 


1457. 


.1540, 1460.. 1552, 1464.. 1562, 




1473. .1553, 


1955 


: .2017, 


1956. 


.2009, 1957.. 2016, 2704.. 2766, 




2705. .2767, 


2884 


. .2973, 


2899. 


.2973, 3054.. 3254, 3055.. 3255, 




3059. .3262, 


3061 


. .3270, 


3062. 


.3286, 3375.. 3470, 3376.. 3471, 




3391. .3471, 


3502 


. .3663, 


3579. 


.3662 




beq. No. 


55682 








Seq. ID 


OJ000303_20.0419.C41 


bene no . 


116653 








Strand 




Start 


5995 








End 


6113 


Name 


OJ000303 20. 


0419 


.C41.ol 


. ts 


Method 


TBLASTX : Soybean 


otart 


1297 








End 


5556 


GI 


none 








Score 


63 


Exons 


1297. .1344, 


1299 


. .1343, 


1437. 


.1553, 1-449. .1553, 1450. .1554, 




' 1955. .2017, ■ 


1957 


. .2016, 


2704. 


.2766, 2705.. 2767, 2887.. 2973, 




2899. .2973, 


3054 


. .3254, 


3055. 


.3255, 3061.. 3255, 3576.. 3671, 




3577. .3672, 


3959 


. .4081, 


3960. 


.4052, 4172. .4258, 4189. .4260, 




5153. .5245, 


5160 


. .5246, 


5497. 


.5556 




Seq. No. 


55682 








Seq. ID 


OJ000303_20.0419.C41 


Gene No. 


116653 








Strand 




Start 


5995 








End 


6113 


Name 


OJ000303 20. 


0419 


.C41.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2929 








End 


3258 



56228 



GI none Score' 82 

Exons 2929.. 2973, 3054.. 3254, 3067.. 3255, 3068.. 3178, 3072.. 3245, 

3091.. 3258 



Seq. No. 




Seq. ID 


OJ000303_20.0419.C41 


Gene No. 


i i a a c. "3 


Strand 




Start 


oyyo 


End ' 


6113 


Name 


ujuuujuj <iU . U4 1 y . b4 1 . oz . tm 


Method 


TBLASTX: Maize 


bt art 


jyo i 


End 


5575 ' 


bl 


none 


Score 


135 


Exons 


3951. .4079, 3959. .4081, 3960 


..4052, 3962. .4081, 4172. .4258, 




4185. .4259, 4189. .4260, 4189 


..4260, 5151.. 5246, 5153.. 5245, 




CI coyi ^ C OOO COTC C A Q c 

Diyj . . OZ 4 O , DjjZ . . jj / O f 0 4 O O 


..5574, 5510. .5575 


beq . no . 




Seq. ID 


OJ000303_20.0419.C41 


Gene No . 


i i £ c o 


Strand 


- 


otart 


CQQC 

o y y d 


End 


6113 


Name 


ujuuujuj zu . U4 ±y . b4 ± . o j . gp 


Method 


AAT/GAP 


Start 


5995 


'End 


6113 


GI 


5851018 


. Score 


226 


Exons 


CQQC 1 "3 

o y yo . . oi i J 






Seq. No. 


C C O *3 

55683 


Seq. ID 


OJ000303_20.0419.C42 


Gene No. 


1 1 C C C A 


Strand 




Start 


1 


End 


357 


Name 


OJUUUoOo . U4 ly . C4 z . oi . gp 


Method 


AAT/GAP 


Start 


1 


End 


357 


GI 


C O C 1 A 1 o 

5851018 


Score 


666 


Exons 


1..357 






Seq. No. 


55683 


Seq. ID 


OJ000303_20.0419.C42 


Gene No . 


116655 


Strand 




bt art 


735 


End 


5218 


Name 


OJ000303 20.0419.C42-.o2.gp 


Method 


AAT/GAP 


btart 


425 


End 


3122 


b± 


958 i;R1084 


' Score 


1921 


Exons 


■ 425. .890, 1034. .1075; 1192.. 


1284,. 1936. 


.2033, 2098. .2204", 




2287.. 2349, 2959.. 3122 






GI Descrip. 


, 6007803/gb|AAF01048.1|AF189365 1 1 . Oe- 


-122 (AF189365) 




D-ribulose-5-phosphate 3-epimerase [Oryza sativa] 1 


Seq. No. 


55683 . 


Seq. ID 


OJ000303_20.0419.C42 


Gene No. 


116655 


Strand 




bt art 


735 


End 


5218 


Name 


OJ000303 20.0419.C42.ol.tw 


Method 


TBLASTX: Wheat 


btart ■ 


669 


End 


1992 


GI 


, none 


Score 


53 


Exons 


669.. 737, 682.. 714, 686.. 715 


, 706. .891, 


733. .834, 741. .890, 




815. .901, 1031. .1075, 1032.. 


1076, 1033. 


.1080, 1034. .1090, 




1174. .1284, 1181. .1285, 1190 


..1285, 1924. .1992, 1928. .1987, 




1933. .1992 






Seq. No. 


55683 


Seq. ID- 


OJ000303_20.0419.C42 


Gene No. 


116655 


Strand . 




Start 


735 


End 


5218 


Name 


OJ000303 20.0419.C42.o3.tm 


Method 


TBLASTX: Maize 


Start 


718 


End 


1112 



56229 





GI 


none 






Score 


241 




Exons 


718. .891, 732. .902, 741 


. .890, 


815. . 907 


, 1031 . . 1084, 1032 . . 11 




Seq. No. 


55683 






Seq. ID 


OJ000303_20. 0419.C4 2 




Gene No. 


116655 






Strand 






Start 


735 






End 


5218 




Name : - • 


OJ000303 20 


.04I9.C42.ol- 


:gs 


Method 


GENSCAN 




Start 


735 






End 


4717* ' 




GI 


none 






Score 


. 69 




Exons 


735. .890, 1192. .1284, 2444. .2534, 2961 


. . 3203, 3921 . . 3970, 






4070. .4156, 


4330. .4472, 


4588. . 


4717 






Seq. No. 


55683 






Seq. ID 


OJ000303_20 . 0419. C42 




Gene No. 


116655 






Strand 






Start 


735 






End 


5218 




Name 


OJ000303 20 


.0419.C42.ol 


.np 


Method 


AAT/NAP 




Start 


738 






End 


3088 




GI 


6007803 






Score 


963 ... * 




Exons 


738. .890, 1034. .1075, 1192. .1284, 1936 


..2033, 2098. .2204, 






2287. .2349, 


2961. .3088 










GI Descrip. 


(AF189365) 


D-ribulose-5- 


-phosphate 3-epimerase [Oryza sativa] 




Seq. No. 


55683 






Seq.' ID 


OJ000303_20.0419.C42 




Gene No. . 


116655 






Strand 




'%2 


Start 


735 






End 


5218 




Name 


OJ000303 20 


.0419.C42.o2 


.tc 


Method 


TBLASTX: Cress 


s : ; 


Start 


747 






End 


3059 




GI 


none 






Score 


163 




Exons 


747. .890, 757. .891, 102! 


3. .1087, 1031.. 


1090, 1180.. 1284, 






1190. .1285, 


1190. .1291, 


1933. . 


2034, 1934.. 2035, 2069.. 2251, 


w 




2102. .2203, 


2106. .2237, 


2289. . 


2348, 2290. .2349, 2292. .2357, 


r ; ~ 




2964. .3059, 


2966. .3058 










Seq. No. 


55683 






Seq. ID 


OJ000303_20.0419.C42 




Gene No. 


116655 






Strand 




'I 


Start 


735 






End 


5218 




Name 


OJ000303 20 


.0419 .C42.o2 


.ts' 


Method 


TBLASTX : Soybean 




Start 


747 






End 


3059 




GI 


none 






Score 


170 


C3 


Exons 


747. .890, 757. .891, 766 


. .891, 


815. .892 


, 1031. .1075, 1032. .10 






1034. .1090, 


1174 .-. 1284, 


1181. . 


1285, 1194. .1292, 1196. .1291, 






1927. .2034, 


1928. .2035, 


2090. . 


2251, 2094.. 2237, 2286.. 2357, 






2286. .2348, 


2290. .2358, 


2947. . 


3009, 2948.. 3010, 2964. .3059, 






2966. .3058 












Seq. No. 


55683 






Seq. ID 


OJ000303_20.0419.C42 




Gene No. 


116655 . 






Strand.. 






Start 


735 






End 


5218 




Name 


OJ000303 20 


.0419.C42.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1174 






End 


3068 




GI 


none 






Score 


147 




Exons 


1174. .1284, 


1181. . 1285, 


1190. . 


1291, 1924. .2034, 1928. .2035, 






1933. .2052, 


1935. .2042, 


2090. . 


2251, 2094. .2237, 2286. .2348, 






2287. .2358, 


2964. .3059, 


2966. . 


3058, 3042.. 3068 




Seq. No. 


55683 






Seq. ID 


OJ000303_20.0419.C42 




Gene No. 


116655 






Strand 





56230 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



735 . ' End 5218 

OJ000303_20 . 04 19 . C42 . o3 . gp Method AAT/GAP 

3660 ' End 5218 • 

57_1.R1084 Score 1357 

3660. .3970, 4070. .4156, 4330. .4472, 4588. .4717, 5159. .5218 

f 3138799/dbj IBAA28276I 1.0e-124 (AB014058) beta 6 subunit of 2 QS 

proteasome [Oryza sativa] 1 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55683 

116655 

735 

OJ000303_20. 0419.C4 2 .ol. tm 

3737 

none 

3737. .3811, 3749. .3811, 3847, 
4060. .4155, 4066. .4158, 4070. 
4335. .4484, 4565. .4717, 4595, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 20.0419.C42 



5218 

TBLASTX: Maize 
5218 
48 

3921, 3878. .4003, 3897. .3971, 
4159, 4328. .4474, 4330. .4473, 
4714, 4596. .4721, 4617. .4718, 



5156. .5218, ,5157. .5216, 5159. .5218 



Seq. No. 55683 

Gene No. 116655 

Start 735 

Name OJ000303_20 . 04 19 . C42 . 61 . tc 

Start 38 96 

GI none 

Exons 3896. .4003, 3897. .4004, 4070. 

4337. .4474, 4565. .4717, 4586. 



Seq. ID 
Strand 
End 

Method 
End - 
Score 

.4159, 4071 
.4714, 5156 



OJ000303 20.0419.C42 



5218 

TBLASTX: Cress 
52;18 
70 

4172, 4336.. .4473, 
5218 



Seq. No. 55683 

Gene No. 116655 

Start 735 

Name OJ000303_20 . 04 19 . C42 . ol . ts 

Start- 3896 

GI none 

Exons 3896.. 4003, 3897.. 4019, 4070. 

4334. .4474, 4565. .4717, 4583. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 20.0419.C42 



5218 

TBLASTX : Soybean 
5218 ' 
91 

4159, 4077-.. 4160, 4330. .4473, 
4714, 5156.. 5218 



Seq*. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



55683 Seq. ID 

116655 Strand 

735 End 

OJ000303_20. 0419.C42.o2.np Method 

3899 End 

3138799 Score 



OJ000303_20.0419.C42 

5218 
AAT/NAP 
5218 
724 



3899. .3970, 4070. .4156, 4330. .4472, 4588. .4717, 5159. .5218 
(AB014058) beta 6 subunit of 20S proteasome [Oryza sativa] 



55684 - Seq. ID 

116656 Strand 
1 End 
OJ000303_20.0419.C43.ol.np Method 
1 End 
3138799 Score 
1. .18, 1235. .1342, 14 4 0. .14 80 

(AB014058) beta 6 subunit of 20S proteasome [Oryza' sativa] 



OJ000303_20.0419.C43 

1548 
AAT/NAP 
1480 
204 



55684 
116656 



Seq. ID 
Strand 



OJ000303 20.0419.C43 



56231 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ000303_20.0419.C43.ol.tm 

1045 

none 

1045. .1113, 1065. .1112, 1130, 
1214. .1342, 1225. .1344, 1225, 
1440. . 1481, 14-40. .1481 



End 

Method 

End 

Score 



1548 

TBLASTX : Maize 

1481 

58 



1219, 1142. 
1341, 1227. 



,1267, 1168. .1224, 
,1343, 1439. .1480, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 20.0419.C43 



55684 
116656 
1 

OJ000303_20.0419.C43.ol. tw 
1114 
none 

1114. .1212, 1234. .1341, 1235. .1342, 1236. .1343, 1439. .1480, 
1440. .1481, 1440. .1481 



1548 

TBLASTX: Wheat 

1481 

58 



Seq. ID OJ000303_20.0419.C4.3 
Strand 

End 1548 

Method AAT/GAP 

End 1548 

Score 299 



55684 
116656 
1 

OJ000303_20.0419.C43.ol.gp 
1195 

57_1.R1084 
1195. .1342, 1440. .1548 * 

3138799/dbj |BAA28276| 1.0e-124 (AB014058) beta 6 subunit of 20S 
proteasome [Oryza sativa] 1 



55684 

116656 

1 

OJ000303_20.0419.C43.ol.gs 

1235 

none 

1235. .1342, 1440. .1480 

55685 

116657 

129 

OJ000303_20.0419.C4 4 .ol.gs 

129 

none 



Seq. ID OJ000303_20.0419.C43 
Strand 

End ■ 154 8 
Method GENSCAN 
End 1480 
Score . 68 



Seq. ID OJ000303__20.0419.C44 

Strand + 

End 1457 

Method GENSCAN 

End 1457 

Score . 4 



129. .276, 341. .536, 1127 .. 1234 , 1248 .. 1457 



55685. 

116658 

514 

OJ000303_20.0419.C4 4 .ol.np 
514 

6815062 



Seq. ID OJ000303_20.0419.C44 
Strand 

End 2263 
Method , AAT/NAP 
End "22 63 

Score 1948 



514. .746, 801. .821, 1121. .1460, 1538. .1636, 1718. .2063, 
2107. .2263 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



55685 
116658 



Seq. ID 
Strand 



OJ000303 20.0419.C44 



56232 




Start 


514 






End 


2263 








Name 


OJ000303_20 


.0419. 


C44.. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


1377 






End 


2256 








GI 


none 






Score 


67 








Exons 


1377 . .1475, 


1718.. 


.2014, 2106. 


.2132, 2139. .2255, 


2158. .2256 


Seq. No. 


• 55685 ■ 




■■. 


Seq/ ID 


OJ000303 


_20. 


.0419 


.C44 


Gene No. 


116658 






Strand 


- 








Start 


514 






End 


2263 








Name 


OJ000303_20 


.0419. 


C44 . o2 . gs 


Method 


GENSCAN 








Start 


1517 






End 


2197 








GI 


none 






Score 


.52 








Exons 


1517 . . 1636, 


1718 . 


.2063, 2107 . 


.2197 










Seq. No. 


55686 






Seq. ID 


OJ000403 


_28. 


.0424 


.CI 


Gene No. 


116659 






Strand 


+ 








Start • 


931 






End 


1241 








Name 


OJ000403_28 


. 0424 . 


CI . ol . gs 


Method 


GENSCAN 








Start 


931 






End 


1241 








GI 


none 






Score 


.83 








Exons 


931 . . 1063, 


1129 . . 


124 1 












Seq. No. 


55686 






Seq. ID 


OJ000403 


_28. 


.0424 


.CI 


Gene No. 


116660 






Strand 










Start 


1958 






End 


5491 








Name 


OJ000403_28 


. 0424 . 


Cl.o2.gs 


Method 


GENSCAN 








Start 


1958 






End 


5491 








GI 


none 






Score 


.53 








Exons 


1958 . . 1990, 


2947 . 


. 3055, 4798 . 


.5268, 5283.. 5491 








Seq. No. 


55686 






Seq. ID 


OJ000403 


_28. 


.0424 


.CI 


Gene No. 


116661 






Strand 










Start 


9790 






End 


11761 . 








Name 


OJ000403_28 


. 0424 . 


Cl.ol.tm 


Method 


TBLASTX:! 


Maize 




Start 


7488 






End 


11761 








GI 


none 






Score 


193 








Exons 


7488 . .7859, 


11450 


i. .11761, 11451. .11756 










Seq. No. 


55686 






Seq. ID 


OJ000403 


_28, 


.0424 


.CI 


Gene No. 


116661 






Strand 










Start 


9790 






End 


11761 








Name 


OJ000403_28 


.0424. 


CI . ol .np 


Method 


AAT/NAP 








Start 


9790 






End 


10253 








GI 


7340909 






Score 


107 








Exons 


9790 . . 10253 
















GI Descrip. 


/ 7\ nA A 1 r r A \ 

(AP001550) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


* "55687 






Seq. ID 


OJ000403 


_28. 


.0424 


.02 


Gene No. 


116662 






Strand 


.+ 








Start 


24 






End 


440 








Name 


OJ000403 28 


.0424 . 


C2.ol.gs 


Method 


GENSCAN 








Start 


24 






End 


440 








GI 


none 






Score 


. 6 








Exons 


24. .41, 363 


. .440 














Seq. No. 


55687 






Seq. ID 


OJ000403 


_28. 


,0424 


.C2 


Gene No. 


116663 






Strand 











56233 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End _ 489 

OJ000403_28.0424;C2.ol.np *•'. Method" AAT/NAP 

1 " ■■ End 489- 

5852181 Score 103 

1..155, 346..489 

(AL117265) zhbOOll.l [Oryza sativa] 



55688 

116664 

1538 

OJ0004 03_28.0424 .C3.ol.gs 

1538 

none 



Seq. ID OJ000403_28 .0424 ,C3 

Strand " + 

End 2826 

Method' GENSCAN 

End 2826 

Score .41 



1538. .1847, 2164. .2476, 2791. .2826 



Seq. No. ' 55688 

Gene No. 116665 

Start 6753 

Name OJ0004 03_28 . 0424 . C3 . o3 . gs 

Start 6753 

GI none 
Exons 



Seq. ID OJ000403_28.0424 .C3 

Strand + 

End 13274 

Method GENSCAN 

End 8878 

Score . 62 



6753. .6868, 7018. .7173, 7572. .7908, 7917. .8046, 8160. .8878 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



;L Seq. No. 

^ Gene No. 

■J Start 

L.4: Name 

'«i Start ' 

?% ■ GI 

' ss * Exons 



Seq. ID OJ000403_28 .0424 .C3 

■ Strand + 

End . 13274 

Method AAT/NAP 

End 13274 

Score 1279 



55688 
116665 
6753 

OJ000403_28.0424 .C3.o2.np 
8126 
2583130 
8126. .11364, 13246. .13274 

(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



55688 

116665 

6753 

OJ0004 03_28 .0424 .C3.o4 . gs 

9215 

none 



Seq. ID OJ000403_28.0424 .C3 

Strand + 

End 13274 

Method GENSCAN 

En : d 10279 

Score .48 



9215.. 9384, 9500.. 9940, 10093.. 10279 



Seq. No. 55688 

Gene' No. 116666 

Start 38728 

Name OJ000403-28 . 0424 . C3 . 08 . gs 

Start 38728 

GI none 
Exons 



Seq. ID OJ000403_28.0424 .C3 

Strand + 

End 46226 

Method GENSCAN 

End 46226 

Score .46 



38728. .38808, 4 098 6. . 4 1071 , 4 1166 4 1297 , 44016 .. 44070, 
4 4 688. .4 4810, 4 4 971 .. 45111, ..46140. . 4 6226 



Seq. No. 55688 

Gene No. 116667 

.Start 46140 

Name OJ000403_28 . 0424 . C3 . o3 . gp 

Start '46140 

GI 21474_1.R1084 

Exons 46140. .46288 



Seq. ID OJ000403_28.0424 .C3 

Strand + 

End 46288 

Method AAT/GAP 

End 46288 

Score 231 



56234 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



■3894159 2.0e-10 
thaliana] ' 



(AC005312) hypothetical protein [Arabidopsis 



55688 

116668 

47521 

OJ000403_28 . 0424 .C3.o"4,gp 
47521 

342_1.R1084 
47521. .49795" 

1 45744 06/gb | AAD24 04 2 . 1 1 0. 
sativa] ' 



Seq. ID OJ000403_28.0424 .C3 

Strand + 

End 49795 

Method AAT/GAP . 

End 49795 

Score 3956 

0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55688 Seq. ID OJ000403_28 . 0424 . C3 

116668 Strand + 

47521 End 49795 

OJ000403_28.0424 .C3.o5.gp Method AAT/GAP 

47521 End 49795 

342JL.R1084 ' Score 3952 

47521. ..49795 

*4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



55688 Seq. ID 

116669 Strand- 
2857 End 
OJ000403_28 . 0424 . C3 . ol . np Method 
2857 End 
6623973 Score 
2857. .3442, 4023. .4919, 9439.-9549 

(AC007505) Highly similar to Tal-3 polyprotein [Arabidopsis 
thaliana] 



OJ00040,3_28.0424.C3 ' 

9549 
AAT/NAP 
9549 
1253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55688 



Seq. ID OJ000403 28. 0424. C3 



116669 Strand 

2857 End 

OJ000403_28.0424.C3.ol.gp Method 

4399 End 

1621494 Score 
4399. .4641 

1621495/dbj |BAA12903| 4.0e-35 (D85877; 
[Oryza sativa] 



55688 

116670 

16528 

OJ000403_28.0424.C3.o5.gs 

16528 

none 

16528. .16674, 168 62 .. 17008 , 
18101. .18310, 18395. .18496, 



954 9 * - 

AAT/GAP 

4641 

422 

reverse transcriptase 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17223. . 17523, 
18694 . . 18928, 



OJ000403 28. 0424. C3 



19254 
GENS CAN 
19254 
.58 

17584, 
19184, 



17723, 
19254 



Seq. No. 55688 Seq.. ID 

Gene No. 116671 Strand 

Start 28918 End 

Name OJ000403_28 . 0424 . C3 . o2 . gp Method 

Start 28769 End 



OJ000403_28.0424.C3 

31144 

AAT/GAP 

29110 



56235 



GI 

Exons 



5004932 
28769. .29110 



Score 



617 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
□ Start 
>. =| Name 
It Start 
*!) GI 

Exons 

y Seq. No. 

Gene No. 
IT* Start 
1 ~ Name 
s Start 
U GI 

Exons 

|« Seq. No. 

Gene No. 
U Start 
S3 Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



55688 

116671 

28918 

OJ000403_28.0424.C3.o7..gs 

28918 

none 



Seq. ID OJ000403_28.0424.C3 
Strand 

End 31144 

Method GENSCAN 

End 31118 

Score .58 



28918. .29292, 29381 .. 29798, 29925 .. 30174 , 30313 30373, 
30550. .30626, 30761.. 31118 



55688 

116671 

28918 

OJ000403_28.0424.C3.o3.np 

30282 

4586043 



Seq. ID OJ000403_28 .0424 . C3 
Strand 

End 31144 

Method AAT/NAP 

End 31144 

Score 234 



3.0282. .30373, 30550. .30626,. .30761. .30940, 31001. .31144 
(AC007020) hypothetical protein [Arabidopsis thaliana] 



55688 
116672 
4 6134 

OJ000403_28.0424 .C3.ol.tm 

2865 

none 



Seq. ID OJ000403_28.0424.C3 
Strand 

End 4 97 95 

Method TBLASTX : Maize 

End 3288 

Score 133 



2865.. 3110, 2867.. 3262, 2867.. 2968, 2869. .3270, 2869.. 3288 



55688 

116672 

46134 

OJ000403_28.0424.C3.o2.ts 

2869 

none 



Seq." ID OJ000403_28.0424.C3 
Strand 

End 4 97 95 

Method TBLASTX : Soybean 

End 3267 

Score 74 



2869. .2982, 298 9 .. 3267 ,. 2993 .. 3082 , 2995. .3258, 3116. .3265 



55688 

116672 

46134 

OJ000403_28.0424 .C3.o9. tw 

2893 

none 



Seq. ID OJ000403_28.0424.C3 
Strand 

End 4 97 95 

Method TBLASTX : Wheat 

End 3312 

Score 60 



2893.. 3087, 2917.. 3084, 3112.. 3312, 3137.. 3265 



55688 

116672 

46134 

OJ000403_28.0424 .C3.o5. tm 

3347 * 

none 



Seq. ID OJ000403_28.0424.C3 
Strand- 
End 4 97 95 
Method TBLASTX : Mai ze 
End 4362 
Score 85 



3347. .3445, 3352. .3447, 4025. .4135, 4038. .4139, 4141. .4233, 
4142. .4234, 4210. .4362, 4277. .4360 



55688 

116672 

46134 



Seq. ID OJ000403_28.0424 . C3 
Strand 

End 49795 



5*6236'- 



Name 

Start 

GI 

Exons 



OJ000403_28 .0424 .C3.o3. tw 

4025 

none ' 

4025. .4120, 4183. .4452, 4262. 
4493. .4795 



Method TBLASTX : Wheat 
End 4797- 
Score 70 

4396, 4489. .4797, 4492. .4689, 



Seq. No. 55688 . Seq. ID 

Gene No. 116672 Strand 

Start 46134 End 

Name OJ0004 03_28 . 04 24 . C3 . o3 . tm Method 

Start 4363 End 

GI none Score 

Exons 4363.. 4800, 4505.. 4657, 4702.. 4803 



OJ000403_28.0424.C3 
49795 

TBLASTX: Maize 

4803 

73 



Seq. No. .55688 Seq. ID 

Gene No. 116672 Strand 

Start. 46134 End 

Name - OJ000403_28 . 0424 . C3 . ol . ts Method 

Start 4 387 ■ ' - End 

GI none Score 

Exons 4387. .4776, 4425. .4682, 4433. .4756 

Seq. No. 55688 Seq. ID 

Gene No. 116672 ' Strand 

Start 46134 End 

Name OJ000403^28 . 0424 . C3 . o3 . tc Method 

Start 4594 End 

GI none Score 

Exons 4594.. 4800, 4718.. 4795 



OJ000403_28.0424 .C3 
49795 

TBLASTX : Soybean 

4776 

78 



OJ000403_28.0424.C3 
49795 

TBLASTX: Cress 

4800 

69 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



55688 

116672 

46134 

OJ000403_28.0424, 

4798 

none 

47 98. .4911, -V4798. 
4907.. 5029, 4910-; 



C3.ol0. tw 



.4911, 4800. 
,5029, 4911, 



55688 

116672 

46134 

OJ000403_28.0424.C3.o6.tw 

6065 

none 

6065.. 6133, 6085 
6249.. 6341, 6338 



55688 

116672 

46134 

OJ000403_28 .0424 . 

8231 

none 

8231. .8422, 8425. 



6132, 6137. 
6490, 6348, 



C3.oll.tw 



.8568, 8426. 



Seq. ID OJ000403_28.0424 .C3 
Strand 

End 49795 

Method TBLASTX: Wheat 

End 5030 , ; . ■ 

Score 85 

.4916, 4808.. 4912, 4891.. '5010, 
.5030 

Seq. ID OJ000403_28.0424.C3 
Strand 

End 49795 
Method TBLASTX: Wheat 
End 64 90 

Score 54 

.6256, 6204.. 6245, 6248.. 6358, 
.6470 

Seq. ID OJ000403_28.0424 .C3 
Strand 

49795 

TBLASTX: Wheat 
8617 • 
94 



End 

Method 
End 
Score 
.8617 



55688 



Seq. ID OJ000403_28.0424.C3 



56237 



Gene No. 


116672 


O Uar L 




Name 


UJUUU4UJ 








none 


lux o n s 


jdoj. . yo jj , 


O C ^ • IN (J • 


jjdoo 


.Gene No. 


116672 


Start 


46134 


Name 


OJ000403 28 


Start 


9713 


GI 


none 


Exons 


9713. .9916, 



Strand 
End 

Method 
End 
Score 
5. .10306 



49795 

TBLASTX: Maize 

10306 

104 



Seq. ID OJ000403_28.0424.C3 
Strand 
End . 
Method 
End 
Score 



49795 

TBLASTX: Wheat 

10072 

259 



9713. .9916, 9714. .9932, 9714. .9935, 9920. .10072, 9930. .10049 



Seq. No. 


55688 




Seq. ID 


OJ000403_28.0424 


.C3 


Gene No. 


116672 




Strand 






Start 


46134- 




End 


49795 




Name 


OJ000403 28. 0424. C3 , 


,o8.tw 


Method 


TBLASTX: Wheat 




Start 


- 10270 




End 


10667 




GI 


none 




Score 


355 




Exons 


10270. .10647, 10271, 


. .10654, 


10274. .10666, 10536.. 10667 




Seq. No. . 


55688 




Seq.. ID 


OJ000403_28.0424 


.C3 


Gene No. 


116672 




Strand 






Start 


46134 




End 


49795 




Name 


OJ000403 28. 0424. C3, 


,o6. tm 


Method 


TBLASTX : Maize 




Start 


10466 




* End 


10810 




GI 


none 




Score 


229 




Exons 


10466. .10810 











Seq. No. 55688 Seq. ID 

Gene No. 116672 Strand 

Start 46134 End 

Name OJ000403_28 . 0424 . C3 . o4 . np Method 

Start 46134 End - 

GI 6742729 Scor.e 

Exons 46134 . .46182, 47492. .49095 
GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



OJ000403_28.0424.C3 

49795 
AAT/NAP 
4^095 
2552 



Seq. No. 55688 

Gene No. 116672 

Start ' 46134 

Name OJ000403_28 . 0424 . C3 . o9 . gs 

Start 46562 

GI none 

Exons 46562. .46747, 4 6827 4 6925,. 
47384 . .49719 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_28.0424.C3 

49795 
GENSCAN 
49719 
.73 



47020. .47092, 4 7177. .47287, 



Seq. No. 55688 

Gene No. 116672 

Start 46134 

Name OJ000403_28 . 0424 . C3 . ol . tw 

Start 4 7484 

GI none 
Exons 



Seq. ID OJ000403_28. 0424 .C3 
Strand 
End 

Method 
End 
Score 



49795 

TBLASTX: Wheat 

47968 

185 



47484. .47642, 47485 .. 47757, 47519 .. 47968 , 47521. .47967 



56238 



Seq. No. 55688 

Gene No. 116672 

Start 46134 

Name OJ0004 03_28 . 0424 . C3 . o2 . tc 

Start 47484 

GI none 

Exons 47484. .47669, 47485 .. 47670, 
4 7525. .47680, 47529. .47684 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_28.0424 ,C3 
49795 

TBLASTX: Cress 

47684 

114 



47519. .47680, 4 7524 .. 4767 6, 



Seq. No. ■ 55688 

Gene No. 116672 

Start 46134 

Name OJ000403_28 . 0424 . C3 . o4 . tm 

Start 47611 

GI none 
Exons 



Seq. ID OJ000403_28.0424.C3 
Strand 
End 

Method 
End 
Score 



49795 

TBLASTX: Maize 

47925 

68 



47611. .47841, 47611 .. 47925, 47639. .47914 



Seq. No. 55688 

Gene No. 116672 

Start 46134 

Name OJ0004 03_28 . 0424 . C3 . o4 . tw 

Start 47969 

GI none 

tl Exons 47969. .48055, 47.971 48054 , 

,5 48316. .48378, 48329.. 48379 



Seq. ID 

Strand 

End 

Method 

End, 

Score 



OJ000403_28-.0424 ,C3 
49795 

TBLASTX: Wheat 

48379 

81 



48088. . 48306, 48*128 .. 4 8310, 



Seq. No. 55688 Seq. ID 

Gene No. 116672 Strand 

Start 46134 End 

Name OJ0004 03_28 . 04 24 . C3 . o4 . ts Method 

Start 48412 End 

GI none Score 

Exons 48412. .48654 



OJ00040'3_28.0424 .C3 
49795 

TBLASTX: Soybean 

48654 

210 



□ Seq. No. 55688 

Gene No. 116672 

U Start 46134 

!*, Name '* OJ000403_28 . 0424 . C3 . o2 . tm 

it Start 48484 

GI none 

C3 Exons 48484. .48678, 48688 .. 48942, 48688. .48930 



Seq. ID OJ000403_28.0424.C3 



Strand 
Erid 

Method 

End 

Score 



49795 

TBLASTX: Maize 
48942 
103 



Seq. No. 55688 
Gene No. 116672 
Start 46134 

Name OJ000403_28 . 0424 . C3 . o2 . tw 

Start 48518 . 

GI none 
Exons 48518. 

48728. 

48935. 



48727, 48523. 
,48820, 48829, 
,48979 



,48747, 
,48933, 



Seq. ID 
Strand 
End 

Method 
End - 
Score 

48563 

48833 



OJ000403 28. 0424. C3 



4 97 95 

TBLASTX: Wheat 
48987 
14 5 ' 

48724, 48727. .48825, 
48922, 48934. .48987, 



Seq. No. 55688 Seq. ID 

^ Gene No. 116672 Strand 

"Start ■ 4 6134 End 

Name OJ000403_28 . 0424 . C3 . ol . tc Method 

Start 48775 End 



OJ000403_28.0424.C3 
49795 

TBLASTX: Cress 
49123 



56239 




GI 


none 




Score 


88 




Exons 


4 G/lb . . 4 yil6, 48794. 


. 48931/ 


48971. .49123 




Seq. No. 


55688 




Seq. ID 


OJ000403_28.0424, 


.C3 


Gene No. 


116672 




Strand 






Start - 


A C 1 O A 

4 6134 




End 


49795 




Name ■ 


OJ00040o zo.U4z4.C3. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


48856 




End 


49285 




GI 


none v " • 




Score 


121 




Exons 




. 4909b, 


49202. .49285, 49210. .49284 




Seq. No. 


55688 




Seq. ID 


OJ000403_28.0424, 


.C3 


Gene No. 


116672 




Strand 






Start 


4 ol J4 




End 


49795 




Name 


OJUUU4U3 zo.U4z4.Co. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


4 yzu o 




End 


49557 






none 




Score 


187 




Exons 


/i none / ft/i ci j| no i /■ 

4 yzu b . . 4 y4o / , 4yzio. 


A Cl A £~1 
. 4 y4 Off 


49217. .49459, 49450. .49557 




Seq. No . 


C C (2 O O 

OODOO 




Seq. ID 


OJ000403_28.0424, 


. C3 


Gene No. 


116672 




Strand 






Start 


46134 




End 


49795 




Name 


OJ0004U3 zo. 04z4. Cj. 


Oj . np 


Method 


AAT/NAP 




Start 


49579 




■End 


49795 




GI 


5852182 




Score 


281 




Exons 


49579. . 49795 










GI Descrip. 


(AL117265) zhb0012.1 


[Oryza 


sativa] 






Seq. No. 


5568 9 




Seq. ID 


OJ000403_28.0424. 


. C5 




116673 




Strand 






Start 


10691 




End 


12900 




Name 


OJ000403 28. 0424. C5. 


ol - np 


Method 


AAT/NAP 




Start 


10657 




End 


12900 




GI 


7446437 




Score 


1141 




Exons 


10657. .11148, 11249. 


.12199, 


12850. .12900 




GI Descrip. 


probable serine/threonine-specif ic protein kinase (EC 2. 


,7.: 



F28A21.110 - Arabidopsis" thal'isma gi I 4539389 | emb | CAB37-455 . 1 1 
(AL035526) putative protein kinase [Arabidppsis thaliana] 
gi|7268664 | emb | CAB788'72.1| (AL161549) putative protein kinase 
[Arabidopsis thaliana] * • 



Seq. No. 


55689 


Seq. ID 


OJ000403_28.0424.C5 


Gene No. 


116673 


Strand 




Start 


10691 


End 


12900 


Name 


OJ000403 28.0424.C5.o3.gs 


Method 


GENSCAN 


Start 


10691 


End 


12223 


GI 


none 


Score 


.62 


Exons 


10691.. 12223 






Seq. No. 


55689 


Seq. ID 


OJ000403_28.0424.C5 


Gene No. 


116673 


Strand 




Start 


10691 


End 


12900 


Name 


OJ000403 28.0424.C5.o2.gp 


Method 


AAT/GAP 


Start 


10740 


End 


11106 


GI 


57653 1.R1084 


Score 


699 


Exons 


10740. .11106 






GI Descrip. 


M539389/emb|CAB37455.1| 2 


. 0e-28 (AL035526) putative protein 



56240 




kinase [Arabidopsis thaliana] 1 



Seq. No. 


55689 




Seq. ID 


OJ000403_28.0424 


.C5 


bene no. 


HDD / 0 




Cf r2nr J 

0 t rana 






otart 


iubyi 




iijna 


1 0 q n n 
iz y UU 




Name 


UJUUU4UO Zo.U4Z4.bD 


rt 1 4- rt 

.01. tc 


Method 


TOT TVOTV • Pvrtoo 

1 biiAo 1 a : br e s s 




Of -1 >- +- 

o t art 


1 n n c n 

1U / DU 






1 Z 1 0 0 




P T 


none 




Score 


1 £1 
1 D 1 




Exons 


lu/bu. . 1U?UU/ iiujd 


1 1 1 1 "5 
. .11110, 


1 1 oic 11C 
11 J / J . ,11c 


s/o, i.ioou . . 1 lo 4 y , 






11897. .12178, 11919 


. .12185 








064. NO . 


00 DO y 




oeq . 1 v 


UJUUU4UO ZO.U4Z4 


PC 

. bO 


Gene No. 


11 DO / J 




ot rana 






0 cart 


1 u b y 1 




iijna 


1 z y u u 




Name 


VJJUUU4U0 Zo.U4Z4.bO 


. oz . t s 


Method. 


rpnt AOHPV. C rt. * rVi rt t-i 

1 bitAo 1 a : boyDean 




ot art 


1 U / D D 




t^na 


1 1 1 1 
11110 




bl 


none 




Score 


1 no 

1 y 0 




Exons 


im^c 1111*5 imQc; 

1U / Do. . llllo, 1 U / O 0 


111 no 
. . 1 1 lUo 








Seq. No. 


55689 




Seq. ID 


OJ000403_28.0424, 


.C5 


Gene No. 


116673 




Strand 






0 tare 


iu b y 1 




End 


12900 




Name 


OJUUU4UO Zo.U4Z4.bO 


. ol . tm 


Method 


TBLASTX: Maize 




otart 


t T "7 CI 

1 U / / 0 




End 


12203 




bl 


none ^ 




Score 


92 




Exons 


1U / / 0 . . 1 lUOO , lU/oo 


. . HUlO, 


10841. .11053, 11034. .11114, 






11U4 y . . lllUo , llo/o 


. . llo / 0, 


11519. .11731, 11547 . .1184 9,. 






11897. .12202, 11919 


...12203 








beq. wo. 


0 0 do y 




Seq. ID 


OJ000403_28.0424, 


. bO 


bene no. 


11 bb / 0 




Strand 






btart 


iu b y 1 




End 


12900 




Name 


UJUUU4UO Zo.U4Z4.bO 


. 01 . ts 


Method 


TBLASTX: Soybean 










End 


12196 




bl 


none 




Score 


210 




Exons 


llOOl . . llo / 0, 11041 


1 1 Q A Q 

. . iio4 y, 


11897. .12196, 11919. .12179' 




Seq. No. 


55689 




Seq. ID 


OJ000403_28.0424. 


,C5 


Gene No . 


1 1 c^io 
HDD / 0 




Strand 






otart 


1 u d y 1 




End 


12900 




Name 


UJUUU4U0 Zo.U4Z4.bO 


. ol . tw 


Method 


TBLASTX: Wheat 




Of 3 r~ h 

otart 


1 1 tic; — 
ll/OO 




End 


12122 




bl 


none 




Score 


85 




Exons 


117^ 1 1 ft 7 R 1 1 Qi c; 
11 / jj . . 110 ' O , 1151 J 


1 0 n ^ ^ 
. . iz uo 0 , 


11919. .12056, 12056. .12121, 






izuyo . . lzizz 










Seq. No. 


55689 




Seq. ID 


OJ000403_28.0424. 


■ C5 


Gene No. 


116673 




Strand 






Start 


10691 




End 


12900 




Name 


OJ000403 28. 0424. C5 


.o3.gp 


Method 


AAT/GAP 




Start 


11777 




End 


12290 




GI 


uC-osflcyp026el2bl 




Score 


963 




Exons 


11777. . 12290 










GI Descrip. 


'3337349 1.0e-32 (AC004481) 


putative protein kinase [Arabidopsis 




thaliana] 1 










Seq. No. 


55690 




Seq. ID 


OJ000323_21.0419. 


CI 



56241 



Gene No. 

Start 

Name 

Start 

GI 

'Exons 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



116674 Strand + 

1 End 770 

OJ000323_21 . 04 19 . CI . ol . np Method AAT/NAP 

1 End 770 

5669871 Score 391 

1..47, 130. .196, 270. .365, 441. .543, 740. .770 

(AF135014) dihydrolipoamide S-acetyltransf erase [Zea mays] 



55690 

116674 

1 

OJ000323_21.0419.Cl.ol.tc 
10 

none 



Seq. ID OJ000323_21.0419.C1 

Strand + 

End 770 

Method TBLASTX : Cress 

End 548 

Score 57 



10. .48, 12. .47, 128. .196, 137... 184, 139. .210, 254. .364, 
255. .365, 268. .369, 435. .548, 438. .518, 440. .538 



55690 

116674 

1 

OJ000323_21.0419.Cl.ol.tw 
10 

none 



Seq. • ID OJ000323_21.0419.C1 

Strand + 

End 770 

Method TBLASTX : Wheat 

End 517 

Score 68 



10..48, 12. .50, 107. .196, 107. .196, 118. .198, 130. .210, * 
245. .298, 251. .364, 255,-365, 268. .366, 435. .515, 438. .515, 
439. .516, 440. .517, '440. .517 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55690 

116674 

1 

OJ000323_21.0419.Cl.ol.ts 
10 

none 



Seq. ID OJ000323_21.0419.C1 

Strand + 

End 770 

Method TBLASTX : Soybean 

End 548 

Score 62 



10. .48, 12. .50, 101. .196, 128. .196, 130. .210, 254. .364, 
255... 365., 268. .375, 435. .548, 440. .538 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start' ' 
Name 
Start 
GI* 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



55690 

116674 

1 

OJ000323_21.0419.Cl.ol.tm 
10 

none 



Seq. ID OJ000323_21.0419..C1 

Strand + 

End 770 

Method TBLASTX: Maize 

End 548 

Score 71 



10. .48, 12. .50, 97. .210, 107. .196, 118. .198, 248. .301, 251. .364, 
255. .365, 268. .366, 271. .366, 433.-543, 435. .548, 440. .538 



55690 

116674 

1 

OJ000323_21.'0419.C1 .ol.gs 

28 . 

none 



Seq. ID OJ000323_21,0419.C1 

-Strand + 

End 770 

Method * GENSCAN . . 

End 543 

Score .9 



28. .47, 130. .196, 270.. 365, 441. .543 



55691 

116675 

1 

OJ000323_21.0419.C2.ol.np 



Seq. ID OJ000323_21.0419.C2 

Strand + 

End 65 

Method AAT/NAP 



56242 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. - 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No.- 
Start 
Name • 
Start- 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



65 
84 



.5669871 
1..65 ■ 

(AF135014) dihydrolipoamide S-acetyltransf erase [Zea mays] 



55691 

116676 

2125 

OJ000323_21.0419.C2.ol.gp 
2125 

537_1.R1084 

2125. .2820, 5077. .5763 

' 4 33214/dbj IBAA02 971I 0.0e+00 

[Oryza sativa] 1 

55691 

116676 

2125 

OJ000323_21.0419.C2.ol.gs 

2208 

none 

2208.. 2924 



Seq. ID OJ000323_21.0419.C2 

Strand + 

End 57 63 

Method AAT/GAP 

End 57 63 

Score 2689 

(D13817) lactate dehydrogenase 



Seq. ID OJ000323_21.0419.C2 

Strand + 

End . 57 63 

Method GENSCAN 

End 2 924 

Score .52 



55691 Seq. ID 

116676 Strand 

2125 End 

0 J00032 3_2 1 . 0 4 1 9 . C2 . o2 . np Method 

2208 End 

7431149 Score 
2208. .2820, 5072. .5520 

L-lactate dehydrogenase (EC 1.1.1.27) - rice 

gi 1987693 I dbj IBAA04088.il (D16685) lactate dehydrogenase [Oryza 
sativa] 



OJ0rQ0323_21.0419.C2 

5763 
AAT/NAP 
5520 
1739 



55691 Seq. ID 

116676 Strand 

2125 • End. 

OJ000323_2 1 . 04 1 9 . C2 . o2 . gs Method 

5071 End 

none Score 
5071. .5523 



OJ000323_21.0419.C2 
+ 

5763 
GENSCAN 
5523 
.61 



Seq. No. 55691 

Gene No. 11667 7 

Start 6484 

Name OJ000323_21 . 04 19 . C2 . ol . tm 

Start 2196 

GI none 

Exons ■ 2196.. 2273, 2208.. 2321, 2298. 

Seq. No. 55691 

Gene No. 116677 

Start 6484 

Name ' OJ000323_21 . 04 19 . C2 . ol . tc 

Start 2295 

GI none 

Exons 2295.. 2762, 2318:. 2767, 2800, 



Seq. ID OJ000323_21.0419.C2 

Strand + 

End 10121 

Method TBLASTX: Maize 

End 2773 

Score 135 
.2762, 2312. .2773 

Seq. ID OJ000323_21.0419.C2 

Strand + 

End' 10121 

Method TBLASTX : Cress 

End 5499 

Score 603 

.2820, 5073. .5363, 5074.. 5367, 



56243 



5380. .5499 





Seq. No. 


55691 








Seq. ID 


OJ000323 21. 0419. C2 




bene jno . 


HOD / / 








Strand 


+ 




otdrt 


OHO** 








End 


10121 




Name 


UJUUU J Zl 


ft A 1 Q 

. U4 1 y 


. . Ol . 


4- c 

ts 


Method 


TBLASTX : Soybean 




OLdlL 


y o 








End 


54 9'9 






none 








Score 


576 




Exons 






. . ZDl / / 


z boo . 


.2767, 2800.. 2820, 5073.. 5156, 






5074". .5367, 


5217 


. .5366, 


5374 . 


. d 4 y y 






oeq . iNO . 


^ R C Q 1 








Seq. ID 


OJ000323_21.0419.C2 




Gene No . 










Strand 


+ 






04 0 4 








End 


10121 




Name 


UJUUUOZo Zl 


. u 4 1 y 


no r\0 

. . OZ . 


tin 


Method 


TBLASTX: Maize 




o tart 


0 u / 1 








End 


5394 




P T 


none 








Score 


480 




Exons 


5071. .5253/ 


5073 


.5381, 


5074 . 


.5394 






oeq. in o • 


S R £ Q'f " * 








Seq. ID 


OJ000323_21.0419.C2 




Gene No . 


1 1 

liOD / / 








Strand 


+ 




Of -«vf 

otart. 


04 o 4 








End 


10121 




Name 


UJUUUo^o 


. U4 1 y 




gs 


Method 


GEN SCAN 




Start 


0 4 o 4 








End 


9078 


'% J 


GI 


none 








Score 


. 64 




Exons 


6484 . . 6536, 


.6640 


. 7504, 


8044 . 


.8319, 8586. .8654, 8944. .9078 


= ; 

i Li 
r ^ 


Seq. No. 


55691 








Seq. ID 


OJ000323_21.0419.C2 




Gene No. 


116677 








Strand 


+ 




Start 


6484 








End 


10121 




Name 


OJ000323 21 


.0419 


C2.o3. 


np 


Method 


AAT/NAP 




Start 


6722 








End 


10121 




GI 


6907085 








Score 


791 


r 1 z 'z 


Exons 


6722. .6778, 


6863 


.7504, 


8044. 


.8319, 8944. .9070, 9980. .10121 



■GI Descrip.. (AP001129) ESTs AU082316 (E3368 ) , D4 14 61 ( S3973 ) correspond to a 



region of the predicted gene, 
sa'tiva] 



hypothetical protein [Oryza 



Seq. No. 55691 Seq. ID 

Gene No. 116677 Strand 

Start 6484 End 

Name OJ000323_21 . 04 19 . C2 . o4 . tm Method 

Start 6881 * End 

GI none Score 
Exons 



OJ000323_21.0419.C2 
+ 

10121 

TBLASTX: Maize 

7275 

40 



6881. .6907, 7031. .7273, 7063. .7275, 7087. .7275 



Seq. No. 55691 
Gene No. 116677 
Start 6484 

Name OJ000323_21 . 04 19 . C2 . o3 . tm 

Start 7276 
GI none 

Exons 7276.. 7341, 7277.^.7342, 7367. 

8041. .8319, 8042. .8320, 8249. 
8928.. 9065 



Seq. ID. 
Strand 
End 

Method 

End 

Score 
.7504, 
.8329, 8256 



OJ000323_21.0419.C2 
+ 

10121 

TBLASTX: Maize 
9066 
90 

7438. .7500, 8041 



8330, 8923. 



8319, 
9066, 



Seq. No. 



55691 



Seq. ID OJ000323_21.0419.C2 



56244 



Gene No. 


116677 








Strand 


+ 




Of 2 v+- 


£AQA 








tna 


- 1 ni 01 

1 U 1Z 1 




Name 


UJUUUJZJ Zl. 


Uh I y . 


OZ . OZ . 


tc 


Metnoa 


ibiiAoiA : or ess 




CM * v- 4- 

btart 


q n r i 








TP r-i W 


Q "3 1 Q 

o o i y 




CT 


none 








Score 


DO 




Exons 




OUDj . 


. o o i y / 


once 
O U DO . 


. o j i y 






Seq. No. 


55691 








Seq. ID 


OJ000323_21.0419 


.C2 


Gene No. 


116677 








Strand 


+ 






£A Q A 




- 




CjUU 


i m o i 




Name 


UJ UUUoZ J Z 1 . 


u *± x y . 


CZ . OZ . 


ts 


Method 


i dLAo i a : boyoean 




otart 










bna 


Q C\ A Q 




C T 


none 








Score 


£i 




Exons 




oUoD . 


. o o i y , 


O U DO . 


. o o i y , o 


yz j . . yu^ o 




Seq. No. 


55691 








Seq. ID 


OJ000323_21.0419 


.C2 


Gene No. 


116677 








Strand 






OLalt 


A 








r nr ) 

Diia 


i ni 9i 




Name 


UJUUUj^j Z 1 . 


rt/i i q 
Ufi i y . 


OZ . OZ . 


gp 


Method 






otart 


olOO 








bna 


yz o o 






none 








Score 


y ^ y 




Exons 




o y 4 ^ . 


Q9 fi ^ 

. yz o o 










Seq. No. 


55692 








Seq. ID 


OJ000323_21.0419 


.C3 


Gene No. 


116678 






■-. 


Strand 


+ 




CM , v.1. 

otart 


o / 








bna 


o 1Z 




Name 


OJ UUU Jzo Z 1 . 


0419,. 


C3.ol. 


gs 


Metnoa 


GENSCAN 




Start 


o / 








bna 


O 1 o 

olz 






none 








Score 


o o 

- .by 




Exons 


C7 1 oon 
b / . . Ijj, ZZU 


. .312 










Seq. No. 


55692 








Seq. ID 


OJ000323_21.0419 


.C3 


Gene No. 


116679 








Strand 


+ 




btart 


Z / Z O 








bna 


a oon 
4 yz / 




Name 


UJUUUjZ j Zl. 


0419. 


C3.o2. 


gs 


Method 


VjbJNoUAlN 




otart 


Z / Z O 








bna 


ozz y 




C T 


none 








Score 


. yj 




Exons 


z / zd. . jzz y 














O C q • IN (J . 


J JO 








Seq. ID 


OJ000323_21.0419 




Gene No. 


116679 








Strand 


+ 




Start 


2726 








End 


4927 




Name 


OJ000323 21. 


0419. 


C3.o2. 


np 


Method 


AAT/NAP 




Start 


2984 








End 


4927 




GI 


131773 








Score 


35 • 




Exons 


2984 . .3069, 


4228. 


.4253, 


4333. 


.4476, 4897. .4927 





GI Descrip. 40S RIBOSOMAL PROTEIN S14 (CLONE MCH2) gi | 82724 | pir | | B30097 
ribosomal- protein S14 (clone MCH2 ) - maize 



Seq. No. 55692 Seq. ID 

Gene No. 116680 Strand 

Start 1 End 404 

Name OJ000323_21 . 04 19 . C3 . ol . np Method AAT/NAP 

Start 1 End 404 

GI " 5803254 Score 121 • 

Exons 1..147, 252. .404 

GI Descrip. (AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 



OJ000323 21. 0419. C3 



56245- 



AU078031 (E31854) , D15683 (C1084) correspond to a region of the 







predicted gene; hypothetical 


protein 


[Oryza sativa] 






beq. JNO . 


55693 


Seq. ID 


OJ000323_21.0419 


.C4 




Gene No. 


116681 


Strand 


+ 






Start 


1 


End 


170 






Name 


OJ000323 21.0419.C4.ol.gp 


Method 


AAT/GAP 






Of -a v-f 


1 


End 


170 






p t 


2114 1.R1084 


Score 


340 






Exons 


1..170 










GI Descrip. 


1 4836892/gb|AAD30595. 1 IAC007369 5 1.0e-117 (AC007369) Puta 






RNA helicase [Arabidopsis thaliana] ' 








Seq. No. 


55693 


Seq. ID 


OJ000323_21.0419 


P/l 




Gene No. 


116682 


Strand 








Of 2 y~f 

o tare 


1 


End 


1433 






Name 


OJ000323 21.0419.C4.ol.np 


Method 


AAT/NAP 






Of a 


1 


End . 


1433 






P T 


4836892 


Score 


1937 






Exons 


1..1433 










GI Descrip. 


(AC007369) Putative RNA helicase [Arabidopsis thaliana] 






Seq. No. 


55693 


Seq. ID 


OJ000323_21.0419 


P A 


3 


Gene No-. 


116682 


Strand 


- 




=1 


btart 


1 


End 


1433 ; 




n 


Name 


UJUUUozo ZL . U4 i y . . oz . tc 


Metnoa 


i BLiAb l a : iress 




: 5 


Start 


1 


End 


372 








none 


Score 


322 




=. 

fl 


Exons 


1..372, 2. .370, 64. .372 








""a 


Seq. No. 


55693 


Seq. ID 


OJ000323_21.0419 


P A 




Gene No . 


116682 


Strand 






u 


Of -J -V-f 

otart 


1 


End 


1433 






Name 


OJ000323 21.0419.C4.o2.tw 


Method 


TBLASTX: Wheat 




a? 


Of -5 >-f 


1 


End ; 


250 




J 


p t 


none 


Score' 


151 






Exons 


1..102, 2. .106, 3. .104, 104.. 


250, 104 


. .247,. 106. .249 






Seq. No. 


55693 ■ 


Seq. ID 


OJ000323_21.0419 


p a 




bene wo . 


116682 


Strand 






J 


Cf = -r-f 

otart 


1 


End 


1433 






Name 


OJ000323 21.0419.C4.o2.ts 


Method 


TBLASTX: Soybean 






Of 2 V-f 

btart 


1 


End 


450 






P T 


none 


Score 


431 






Exons 


1..450, 2. .448 










Seq. No. 


55693 


Seq. ID 


OJ000323_21.0419 


C4 




Gene No. 


116682 


Strand 








Of -1 vf 

otart 


1 


End 


1433 






Name 


OJ000323 21.0419.C4.ol.gs 


Method 


GENSCAN 






Start 


15 


End 


1398 






GI 


none 


Score 


.51 






Exons 


15. .1398 










Seq. No'. 


55693 


Seq. ID 


OJ000323_21.0419. 


C4 




Gene No. 


116682 


Strand 








Start 


1 


End 


1433 





56246 



Name 

Start 

GI 

Exons 



OJ000323_21 . 04 19 . C4 . ol . tm Method TBLASTX : Maize 

70 End 1290 

none Score 50 

70. .252, 250. .999, 251. .316, 346. .627, 356. .853, 1009. .1290, 
1085. .1288 



Seq. No. ■ 55693 

Gene No. 116682 

Start 1 

Name OJ000323_21 . 04 i 9 . C4 . ol . tw 

Start 250 

GI none 

Exons 250.. 579, 251.. 571, 349.. .582 



Seq. ID OJ000323_21.0419.C4 

Strand 

End 1433 

Method TBLASTX : Wheat 

End 582 

Score 145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55693 
116682 
1 

OJ000323._21.0419.C4.ol.ts 
4 51 
none 



Seq. ID OJ000323_21.0419.C4 
Strand 

1433 

TBLASTX : Soybean 
1079 
133 



End 

Method 
End 
; Score 

451. .573, 452. .577, 585. .812, 592. .1068, 600. .812, 602. .1066, 
915. .1079 



Seq. No. . 55693 

Gene No. 116682 

Start 1 

Name OJ000323_21 . 04 19 . C4 . ol . tc 

Start 457 

GI none 
Exons 



Seq. ID OJ000323_21.0419.C4 
Strand 

End 1433 

Method TBLASTX : Cress 

End 1170 

Score 136 



457. .999, 464. .901, 941. .997, 1009. .1167, 1030. .1170 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000323_21.0419.C4 
Strand 

End 1433 

Method AAT/GAP 

End 1369 

Score 1311 



55693 
116682 
1 

OJ000323_21.0419.C4 .o2.gp 
669 

29773JL.R1084 
669.. 1369 

'4836892/gbi AAD30595.il AC007369_5 4 . 0e-82 (AC007369) Putative 
RNA helicase [Arabidopsis thaliana] 1 



55693 

116682 

1 

OJ000323_21.0419.C4.o3.ts 

1084 

none 



Seq. ID OJ000323_21.0419.C4 
Strand 

End 1433 

Method TBLASTX : Soybean 

End 1429 

Score 81 



1084. .1311, 1084. .1428, 1085. .1429 



Seq. No. 
Gene No. 
Start 

Name.,;. ' 
Start 
GI 

Exons 



55693 

116682 

1 

OJ000323_21.0419.C4 ,o3.tc 

1171 

none 



Seq. ID OJ000323_21.0419.C4 
Strand 

End 1433 

Method TBLASTX : Cress 

End 1429 

Score 99 



1171. .1320, 1171. .1428, 1173. .1391, 1256. .1429 



56247 




Seq. No.* 


55693 








Seq. ID 


OJ000323_21.0419 


.C4 


Gene No. 


116682 








Strand 






OLdlC 


i 

X 








Htna 


1 A "3 "3 




Name 




.0419.C4 


.o2. 


LIU 


TUT 4~ )r\ y^fc /-J 


TT3T aCTY»Mai 7^ 






1 9Q1 _ 
x £ y x 








Hjna 






rij 

KJ J. 


none 








Score 


9 0 9 




Exons 


19Q1 14^1 
X Z ;? X . . X 4 O X , 


1292. .1432, 


1 9QQ 

Xz y y . 


i 

. X % J J 








q c q /i 








oeq . iu 


riTftnrt'39'3 91 o/iiq 
ujuuu jz J zx.u4iy 




Gene No. 


116683 








Strand 






Start 


1 








End 


635' 




Name 


vUUUU JiO X 


.0419.C5 


.ol. 


np 


Method 


AAT/NAP 




O Ldl L. 


1 — 

X 








End 


318 




riT 
o X 


JDO 








• Score 


456 




Exons 


1 ^1 fi 














ox ucoux -^Ir * 


( flrnn7 \ 


Putative 


RNA helicase [Arabidopsis thaliana] 




Seq. No. 


55694 








Seq. ID 


OJ000323_21.0419 


.C5 


Gene ' No . 


116683 








Strand 






O Lai L 


1 








End 


635 




Name 


OJ000323 21 


.0419.C5 


.ol. 


gs 


Method 


GENSCAN 




c +- -a v+- 
OLdlL 


21 








End 


635 




PT 


none 








Score 


.51 




JiiXons 


21.. 365, 542.. 635 












o e q . in o . 


55695 . 








Seq. ID 


. OJ000323_21.0419 


.C6 


Gene No. 


116684 








Strand 


+ 




Start 


3672 








End 


5974 




Name 


OJ000323 21 


.0419.C6 


.o3. 


np 


Method 


AAT/NAP 




Of a -V-+- 


3663 








End 


5971 




LjX 


3860253 








Score 


304 




Exons 


3663. .3724, 


3796. .3879, 


4328. 


.4583, 5393. .5424, 5745. .5971 


OX Ucotlip. 


(AC005824) 


hypothetical 


. protein [Arabidopsis thaliana] 




o e q . in o . 


55695 








Seq. ID 


OJ000323_.21.0419 


.C6 


Gene No. 


116684 








Strand 


+ 




Start 


3672 








End 


5974 






OJ000323 21 


.0419. C6 


.o2. 


gs 


Method 


GENSCAN 




O Ldl U 


3672 








End 


5974 




o X 


none 








Score 


.84 






3672. .3724, 


3796. .3( 


379, 


3952. 


.4032, 5355. .5424, 5745. .5! 


307, 




5897. .5974 














O q . IN u . 


55695 








Seq. ID 


OJ000323_21.0419, 


.C6 


ucnc nu • 


116685 








Strand 






Start 


1 








End 


4467 




Name 


OJ000323 21 


.0419. C6. 


.ol. 


np 


Method 


AAT/NAP 




OLal L 


1 








End 


2275 




ci T 

X 


6466937 








Score 


995 




Exons 


1. .2275 














GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidops 




thaliana] 














Seq. No. 


55695 








Seq. ID 


OJ000323_21.0419. 


,C6 


Gene No. 


116685 








Strand 






Start 


1 








End 


4467 




Name 


OJ000323 21 


.0419.C6. 


,o2. 


np 


Method 


AAT/NAP 





- 56248 



Start 

•GI 

Exons 

GI Descrip. 



End 
Score 



3996 
989 



6466937 
1. .2265, 3878. .3996 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 55695 Seq. ID 

Gene No. 116685 Strand 

Start 1 End 

Name OJ000323_21 . 0419 . C6 . ol . ts Method 

Start 178 End 

GI none Score 

Exons 178. .510, 290. .439 

Seq. No. 55695 Seq. ID 

Gene No. 116685 Strand 

Start 1 • End 

Name OJ000323_21 . 04 19 . C6 . o2 . tw Method 

Start 178 - End 

GI none Score 

Exons 178.. 438 



OJ000323_21.0419.C6 
4467 

TBLASTX : Soybean 

510 

81 



OJ000323_21.0419.C6 
4467 

TBLASTX: Wheat 

438 

222 



Seq. No. 55695 Seq. ID 

Gene No. 116685 " Strand 

Start 1 End * 

Name OJ000323_21 .0419.C6.o3.tm Method 

Start 178 End 

GI none Score 

Exons 178.. 414, 263.. 406 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55695 Seq. ID 

116685 Strand 

1 End 

OJ000323_21.0419.C6.ol.gs Method 

385 End 

none Score 

385,;.. 863, 924. -.1661, 1697.. 2465 * 

55695 Seq. ID 

116685 Strand 

1 End 

OJ000323_21.0419.C6.ol.tm Method . 

433 End 

none Score 

433. .918, 437. .913 



Seq. No. . 55695 . Seq. ID 

Gene No. 116685 " Strand 

Start 1 - End 

Name OJ000323_2 1 . 04 1 9 . C6 . ol . tw Method 

Start 487 End 

GI none Score 

Exons . 487. .951, 491. .889 



OJ000323_21.0419.C6 
4467 

TBLASTX: Maize 

414 

79 



OJ000323__21.0419.C6 

4467 
GENSCAN 
2465 
. . 53 



OJ000323_21.0419.C6 
4467 

TBLASTX: Maize 

918 

286 



OJ000323_21.0419.C6 
4467 

TBLASTX: Wheat 

951 

182 



Seq. No. 
Gene No. 
Start 



55695 

116685 

1 



Seq.' ID 

Strand 

End 



OJ000323_21.0419.C6 
4467 



56249 



Name 

Start 

GI 

Exons 



OJ000323_21 . 04 19 . C6 . o2 . ts Method 

619 End 

none Score 
619. .933 



TBLASTX : Soybean 

933 

205 



Seq.. No. 55695 Seq. ID 

Gene No. "116685 Strand 

Start 1 End 

Name OJ000323_21 . 04 19 . C6 . o4 . tm Method 

Start 2082 End 

GI none Score 

Exons 2082. .2318, '2083. .2310 



OJ000323_21.0419.C6 
4467 

TBLASTX: Maize 

2318 

71 



Seq. No. 55695 Seq. ID 

Gene No. 116685 Strand 

Start 1 End 

Name OJ000323_2 1 . 04 19 . C6 . o2 . tm Method 

Start 3680 End 

GI none Score 

Exons 3680.. 3727, 3681.. 3725, 3781.. 3879, 3794 

3952. .4068, 3953. .4033, 4290. .4367, 4316 



OJ000323 21. 0419. C6 



4467 

TBLASTX: Maize 
4467 
72 

3880, 
4369, 



4327. .4374., 4359. .4466, 4359. .4466, 4369. .4467, 



3951. .4040, 
4325. .4375, 
4369. .4467 



Seq. No. 55 |96 Se <3* ID 

Gene No. 116686 . Strand ; 

Start 1419 ' End 

Name OJ000323_2 1 . 04 19 . C7 . ol . gs Method 

Start 1419 End 

GI none Score 

Exons 1419. .2434, 2604. .2818 



..QJ000323_21.0419.C7 
+ 

3185 
GEN SCAN 
2818 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55696 

116686 

1419 

OJ000323_21.0419.C7 .ol.np 

1419 

6907098 

1419.. 2381, 2426.-2527, 2566. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.27 91, 



OJ000323_ 
+ 

3185 
AAT/NAP 
3185 
618 
2885. .3185 



21. 0419. C7 



(AP001129) EST AU031036(E60617) corresponds to a region of the 
predicted gene.; Similar to Human mRNA for KIAA0310 gene. 
(AB002308) [Oryza sativa] 



55696 

116686 

1419 

OJ000323_21. 
2659. • 
none 

2659. .2865, 
2698. .2796, 
2751. .2864, 
2830. .3006, 
2869. .3075, 
2896. .2967, 
2934. .3086, 
3084 . .3131, 



0419.C7.ol.tm 



2683. .2796, 2689. 

2701. .2862, 2701. 

2751. .2855, 2778. 

2855.. 3067, 2855. 

2870. .3004, 2871. 

2897. .3004, 2898. 

2935. .3012, 3004. 

3088. .3126, 3120. 



Seq. ID OJ000323 
Strand + 
End 3185 
Method TBLASTX: 
End 3185 
Score 121 
.2787, 2690. .2785, 
.2850, 2702.. 2851, 
.2864, 2779. .2865, 
.2953, 2867.. 3070, 
.3074, 2871. .3038, 
.3140, 2898.^3125, 
.3174, 3010. .3102, 
.3179, 3126. .3185, 



21. 0419. C7 



Maize 



2695. 
2731. 
2818. 
2869. 
2871. 
"'2933,. 
3062: 
3127. 



.2835, 
.2799, 
.2865, 
.2904, 
.2903, 
,3082, 
.3094, 
.3180 



56250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



55697 

116687 

1 

OJ000323_21.0419.C8.ol.np 
1 

6907098 



Seq. ID OJ000323_21.0419.C8 

Strand + ■. 

End 1459 

Method AAT/NAP 

End 1459 

Score 764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..204, 306. .629, 897. .1025, 1440. .1459 

(AP001129) EST AU031036 (E60617) corresponds to a region of the 
predicted, gene . ; Similar to Human mRNA for KIAA0310 gene. 
(AB002308) [Oryza sativa] 



55697 Seq. ID 

116687 Strand 

1 End 
OJ000323_21 . 04 19 . C8 . ol . tm Method 

2 End 
none Score 



OJ000323_21.0419.C8 
+ 

1459 

TBLASTX: Maize 

411 

112 



2. .118, 6. .203, 7. .204, 12. .206, 303. .410, 303. .410, 304. .411 



Seq. No. 55697 

Gene No. 116687 

Start 1 

Name OJ000323_21 . 04 19 . C8 . ol . gs 

C3 Start ' 76 

(3 GI none 
fr- Exons 



Seq. ID OJ000323_21.0419.C8 

Strand + 

End 1459 

Method GEN SCAN ; 

End . ' 1230 

Score .97 



76.. 204, 306.. 629, 897.. 1025, 1108.. 1230 



55697 

116687 

1 

OJ000323_21.0419.C8.o2.ts 

273 
none 



Seq. ID OJ000323_21.0419.C8 

Strand + 

End 1459 

Method TBLASTX : Soybean 

End 587 

Score 78 



273.-395, 399. .587, 400. .513, 431. .571, 441. .587 



55697 * Seq. ID 

116687 ' Strand 
1 End 
OJ000323_21.0419.C8.ol.ts Method 
1107 End 
none Score 



OJ000323_21.0419.C8 
+ 

1459 

TBLASTX : Soybean 

1457 

171 



1107. .1226, 1108. .1230, 1120. .1230, 1331. .1447, 1347. .1457 

55698 Seq. ID OJ000323_21 . 04 1 9 . C10 

116688 ' Strand 

1394 End 1527 

OJ000323_21 . 0419. C10 . o2 . gs Method GEN SCAN 

1394 -End.' 1527 

none .. Score .76 

1394.. 1455, 1500.. 1527 



Seq. No. 55699 
Gene No. 116689 

Start ' 414 

Name OJ000323_21 . 04 19 . Cll . ol . gs 

Start 414 
GI none 



Seq. ID OJ000323_21. 0419. Cll 

Strand + 

End 993 . -. 

Method GENSCAN 

End 980 

Score .93 



56251 



Exons 



414. .980 



Seq. No. 


55699 




Seq. ID 


OJ000323_21.0419.C11 


Gene No. 


116689 




Strand 


+ 


Start 


414 




End 


993 


Name 


OJ000323 , 21.0419.Cll.ol. 


np 


Method 


AAT/NAP 


Start 


472 




End 


993 


GI 


6630539 




Score* 


191 


Exons 


472. .993 








GI Descrip. 


(AC011708) putative -RING zinc 


finger protein [Arabidopsis 




thaliana] 








Seq. No. 


55699 




Seq. ID 


OJ000323_21 . 0419 . Cll 


Gene No. 


116690 




Strand 


+ 


Start 


2913 




End 


4158 


Name 


OJ000323 21.0419.Cll.o2. 


np 


Method 


AAT/NAP 


Start 


2913 




End 


4158 


GI 


6721543 




Score 


123 


Exons - 


2913. .3043, 4099. .4158 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


55699 




Seq. ID 


OJ000323_21. 0419. Cll 


Gene No. 


116691 




Strand 




Start 


1008 * 




End 


1528 


Name 


OJ000323 21.0419.Cll.ol. 


gp 


Method 


AAT/GAP 


Start 


1008 




End 


1528 


GI 


LIB3475-012-P1-K1-F10 




Score 


1012 


Exons 


1008. .1528 








GI Descrip. 


1 60154 37 /dbj | AB008112 . 1 | 


AB008112 2.0e- 


10 Homo sapiens PEX1 mRNA, 




complete cds f 








Seq. No. 


55699 




Seq. ID 


OJ000323_21. 0419. Cll 


Gene No. 


116692 




Strand 




Start 


2843 




End 


6239 


Name 


OJ000323 21.0419.Cll.o2. 


gs 


Method 


GENSCAN 


Start 


2843 




End 


5783 


GI 


none 




Score 


.68 


Exons 


2843. .3005/ 3564. .3747, 


3898. 


4100, 4105. .4152, 4216. .4347, 




4438. .4469, 4661. .4843, 


4936. 


5194, 5271. .5569, 5659. .5783 


Seq. No. 


55699 




Seq. ID 


OJ000323_21. 0419. Cll 


Gene No. 


116692 




Strand 




Start 


2843 




End 


6239 


Name 


OJ000323 21.0419.Cll.o2. 


gp 


Method 


AAT/GAP 


Start 


3309 




End 


3762 


GI 


LIB3431-045-P1-N1-A10 




Score 


836 


Exons 


■3309. -.3762 








GI Descrip. 


, 5441876/dbj IAP000367.1 IAP000367 0.0e+00 Oryza sativa genomic - 




DNA, chromosome 2, clone : P0437H03 (contig b) 1 


Seq. No. 


55699 




Seq. ID 


OJ000323_21. 0419. Cll 


Gene No. 


116692 




Strand 




Start • 


2843 




End 


62.39 


Name 


OJ000323 21.0419.Cll.o3; 


np . 


Method 


AAT/NAP 


Start 


3563 




End 


6239 


GI 


7228442 




Score 


297 


Exons 


3563. .3748, 6174. .6239 









56252 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP001366) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



55699 Seq. ID 

116692 Strand 

2843 End 

OJ000323_21.0419.Cll.o4 .np Method 

3866 End 

5441880 Score 
3866. .4100, 4216. .4347, 4594. .4691, 
(AP000367) EST C28 952 (C62945 ) 



OJ000323_21.0419.C11 

6239 
AAT/NAP 
5569 
1676 

4936. .5194, 5271. .5569 



corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



55699 

116692 

2843 

OJ000323_21.0419.Cll.o3.gp 
4 94 4 

LIB3475-007-P1-K1-G8 
4944. .5194, 5271. .5443 
, 5441880/dbj IBAA82378.il 5. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_21.0419.C11 
6239 

AAT/GAP L 

5443 

805 



Oe-75 (AP000367) EST C28952 (C62945 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55700 
116693 
1 

OJ000323_21.0419.C12.ol.np 
1 

4680179 
1. .4165 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000323_21.0419.C12 

Strand + 

End 4168 

Method AAT/NAP 

End 4165 

Score 7162 



55700 Seq. ID 

116693- Strand 

1 End 
OJ000323_21 . 04 19 .C12 . ol . gs Method 

59 End 

none Score 

59. .3390, 3496. .4168 



OJ000323_21.0419.C12 

+ "' 

4168 

GENSCAN 

4168 

.49 



Seq. No. 
Gene -No. 
Start 
Name 
Start " 
GI 

Exons 



55700 Seq. ID 

116694 Strand 

4777 End 

OJ000323_21 . 04 19 .C12 v o2 ?np Method 

4777 End 

7340881 Score 



OJ000323_21.0419.C12 
+ 

9697 
AAT/NAP 
'9697 
370 



4777. .4862, 5009. .5132, 5225. .5378, 5448. .5663, 7087. .7191, 
7297. .7327, 9354. .9448, 9476. .9500, 9646. .9697 



GI Descrip. (AP001551) hypothetical protein [Oryza sativa] 



Seq. No. 55700 

Gene No. 116694 

Start 4777 

Name OJ000323 21 . 04 19 . C12 . o3 . gs 



Seq. ID OJ000323_21.0419.C12 

Strand " + 

End 9697 

Method GENSCAN 



56253 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6466 
none 

6466. .6570, 7822. .8709 



End 
Score 



8709 
.75 



55700 Seq. ID. 

116694 Strand 
4777 End 
OJ000323_21 . 0419. C12 . ol . gp Method 
7050 End 
1631463 Score 
7050. .7260 

4680178/gb| AF111709. 1| AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences ; and unknown genes 



OJ000323_21.0419.C12 
+ 

9697 

AAT/GAF' "• 

7260 

344 



Seq. No. 55700 Seq. ID 

Gene No. 116694 . Strand 

Start 4777 End 

Name . OJ000323_21 . 04 19 . C12 . o3 . np • Method 

Start 7888 End 

GI 5042448 Score 

Exons 7888. .8706 

•GI Descrip. (AC007789) putative ORF0 protein' of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



OJ000323_21.0419.C12 
+ 

9697 
AAT/NAP 
8706 
1130 



Seq. No. 55700 Seq. ID 

Gene No. 116694 Strand 

Start 4777 End 

Name OJ000323_21 . 0419. C12 . o4 . gs Method 

Start 8961 End 

GI none Score 

Exons 8961. .9634 



OJ000323_21.0419.C12 
+ 

9697 
GENSCAN 
9634 
. 96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55700 
116694 
4777 

'OJ000323_21.0419.C12.o4 .np 
8961 
4680179 
8961. .9697 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000323_21.0419.C12 

Strand 4- 

End 9697 

Method AAT/NAP 

End 9697 

Score 1290 



55700 

116695 

5015 

OJ000323_21.0419.C12.o7.tw 

1. 

hone 



Seq. ID OJ000323_21.0419.C12 
Strand. 
End 

Method 
End - 
Score 



9680 

TBLASTX: Wheat 

9587 

193 



1..228, 2. .229, 9228. .9587, 9254. .9328, 9353. .9586 



55700 

116695 

5015 

OJ000323_21.0419.C12.o6.tm 

110 

none 



Seq. ID OJ000323_21.0419.C12 



Strand 
End 

Method 

End 

Score 



9680 

TBLASTX: Maize 

9680 

210 



110. .406, 110. .394, 127. .297, 9468. .9680, 9485. .9655 



56254 




Seq. No. 


55700 








Seq. ID 


OJ000323_21.0419 


.C12 


belle . 


116695 








Strand 






otall 


5015 








End 


Q6ft 0 




Name 


OJ000323 21 


.0419 


pi 9 oft 


.tw 


Method 


TRT.A^TY • Whf*at- 

1 O -U.rAO l/\ . vvlitrclL. 






749 , . 








End 


11 f 1 




P,T 


none " • 








Score 


1 

-L +J ~J 






749. .943, 799..8 


Q7 Qft ^ 


..1171, 1009.. 


1 1 C/l 
IIOI 




Seq. No. 


ss7 no 










OJ000323_21.0419 


C12 


ucllc LN(J • 


116695 








Strand 






CH-a-r-l- 
OLall- 


5015 








End 


Q6ft 0 




N3ITIS 


OJ000323 21 


.0419 


n 9 nd 


. tw 


Method 


TRT.A^TY • Wh*=>at- 
l JD J_irt.O 1 /\ • inlllcaL 






1328 








End 


1 ft 1 0 






none 








Score 


J JU 




t* 1 von c 


1328. .1810, 


1432 


17 67 


1457. 


.1801 






Seq. No. 


c c 7 n n 








ucl] . 1 U 


OJ000323_21.0419 


C12 




116695 








Strand 






OLalL 


5015 








End 


q 6R n 




Name 


OJ000323 21 


.0419 


PI 9 n R 


. tm 


Method 


1 SD±jr\0 iAi rial Zc 




O L O..L U 


1340 








End 


1 69 Q 
-L U ^. 




PT 


none 








Score 


^9 9 
0 z z 






1340. .1627, 


1438 












Seq. No. 


r c 7 no 








oeq . 1 u 


OJ000323_21.0419 


C12 


i^ene ino . 


116695 








Strand 








5015 








End 


:? O O U 




Name 


OJ000323 21 


.0419 


pi 9 o/i 

. LIZ . 04 


. ts 


Method 


1 r5i_ii-i.o 1 a . DoyDGan 




OLaiL 


1364 








End 


1 67 PI 
10/0 




pt 

bl 


none 








Score 


1 ft ^ 

100 




L, 1 \ w J*\ -T-\ 


1364. .1678, 


1480 


"1 £7 7 
. . ± D / / 










Seq. No. 


S R700 








Seq. ID 


OJ000323_21.0419 


C12 


belle INO • 


116695 








Strand 








5015 








End 


Q6ft n 




Name 


OJ000323 21 


.0419 


P1 9 


.tm 


Method 






O Lai L 


1697 








End . 


9 1 Q7 




pt 


none 








Score 


1 61 




Exons 


1697. .1876, 


1862 


91 Q7 


1949. 


.2188 






Seq. No. 


55700 








Seq. ID 


OJ000323_21.0419, 


C12 


Cono T\To 


116695 








Strand 






Cf- -a r-f 
O L al L, 


5015 








End 


9680 




Name 


OJ000323 21 


..0419 


PI 9 n1 
.Liz . Ul 


.ts 


Method 


TBLASTX: Soybean 






1751 








End 


2146 






none 








Score 


57 . . 






1751. .1783, 


1751 


1 7 QS 


1787. 


.2146, 1787.. 1867, 1882.. 2145 


Seq. No. 


55700 








Seq. ID 


OJ000323_21.0419. 


C12 


Gene No. 


116695 








Strand 






Start 


5015 








End 


9680 




Name 


OJ000323 21 


.0419 


.C12.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


1859 








End 


2161 




GI 


none 








Score 


402 




Exons 


1859. .2161, 


1860 


. . 1961, 


1879. 


.2160 







56255 




Seq. No. 


55700 - 








Seq. ID 


~OJ000323_21.0419 


.C12 


Gene No. 


116695 








Strand 








OU1D 








tL»na 


y do u 




Name 


Pi Tfinn "3 9 "3 01 


n 4 1 o 


PI 9 9 
. LIZ . OZ 


■ 


Method. 


i nJ_ii\o i a : wneat 




C-f- a v-t- 

OLail. 


91 £9 
Z 1 OZ 








Cjna 


9 £7 1 
Z D / 1 




P T 


none 








Score "■ - 


DZo 




Exons 


9 1 £9 OjTll 
Z 1 OZ . . Z 0 / 1 / 


91 QA 
Z 1 y 4 


. . Z 0 Uj , 


9 9 /i n 
Z Z 4 u . 


9 t; P "7 
• ZOO/ 






Seq. No. 


55700 








Seq. ID 


OJ000323_21.0419 


.C12 


Gene No. 


116695 








Strand 








OU 10 








tnu 


y do u 




Name 


UJUUUJZ j Zl 


n/ii a 
. u^iy. 


P 1 9 "5 
. LIZ . Oj 


. lS 


Method 


l dJjAo l a : boyoean 






Z 1 DO 








hna 


Z 4 1 j 




LI 


none 








Score 


9 n /i 
ZU4 






91 co 9 d 1 "3 














Seq. No. 


55700 








Seq. ID. 


OJ000323_21.0419 


.C12 


Gene No. 


116695 








Strand 






Of a v~-H 


R01 c ^ 








tnu 


y do u 




Name 


piTnnm9^ 9i 

UJ UUUjZ j Z JL . 


n a i q 


PI 9 aO 
> LIZ . OZ . 


. tm 


ixieunoQ 


i oLiAo i a : Na i z e 






001 A 
ZZ J 4 










zo y y 




P T 
LI 


none 








Score 


A Q Q 

4 oo 




Exons 


99*5/1 9 RP 7 
ZZ J4 . . Z Oo / , 


9 9 "3 £ 
ZZ J O ■ 


. . Z 0 UZ / 


9 9 Q P 
ZZoo . 


. z o y y 






Seq. -No.- 


" 55700 








Seq. ID 


OJ000323_21.0419 


.C12 


Gene No. 


116695 








Strand 






o tar l 


jUIj 








hna 


y boU 




Name 




. U4 1 y . 


, LIZ . Oj , 


4- T T 


Metnoa 


TBLASTX : Wheat 




O 4- v- 4- 

btart 


9 C7 R 
Z O / O 








t? « ^ 
hna 


J104 






none 








Score 


oyu 




Exons 


Z D / 3 . . jlj4, 


9 7 n Q 
Z / Uo . 


-31 Ol 
. . jlZl, 


OH A C 
Z / 4 O . 


. jl jj 






Seq. No. 


55700 








Seq. ID 


OJ000323_21.0419 


-C12 


Gene No. 


116695 








Strand 








OU 1 D 








kna 


y do u 




Name 


P th n m 9 *3 9 1 


. U4 iy . 


p i 9 a1 
, LIZ . Ol . 


4- s-i 


Metnoa 


I BLAbTX : Cress 




C-f- o v+- 

o nam 


ZO 01. 








on a 


•5170 
O 1 / 0 




PT 


none 








Score 


P Q 

0 y 






9P £1 ic\ia 

Z O 0 1 . . J U J 4 , 




"3 1 "7 Q 
, . J 1 / O , 


jU j / . 


. jl / / 






Seq. No. 


55700 








Seq. ID 


OJ000323_21.0419 


.C12 


Gene No. 


116695 








Strand 






otait 


^ni r 

jU 1 D 








i^na 


y do u 




Name 


P TH H fl "3 9 ^ 9 1 
UJUUUjZ j Z 1 . 


, U 4 1 y , 


LIZ . OZ . 


4- <-. 

. ts 


Method 


1 bLtAo i a : boyoean 




Cf 2 r-+- 


OO AO 

z y 4 z 








bna 


oon 9 

OZUZ 




P T 
LI 


none 








Score 


9 QQ 

z y y 




T^r T^i 

t.xons 


z y 4 z . .ozuz, 


z y 4 •/ . 


9 9 n i 
. JZU1 










Seq. No. 


55700 








Seq. ID 


OJ000323_21.0419 


.C12 


Gene No. 


116695 








Strand 






Start 


5015 








End 


9680 




Name 


OJ000323 21. 


,0419. 


C12.o4. 


,tm 


Method 


TBLASTX: Maize 




Start 


3001 








End 


3292 




GI 


none 








Score 


389 




Exons 


3001. .3288, 


3002. 


.3292 










Seq. No. 


55700 








Seq. ID 


OJ000323_21.0419, 


.C12 



56256 




Gene No. 


116695 








Strand 






D Lai L 


SOI R 








JujX 1H 


Q680 




Name 


p.tooo39 3 9i 


041 Q 


PI 9 nl 

^ X C. • L? X 


i- w 

• LW 


Uc L ilL/Li 


1 JDXrn.0 1A • VM Iltr Cl L 




O Lai L 


31 61 ~~ 








HjI in 


3787 






i lL>llt; 








OLUl C 


799 






3161 3787 


3163 . 


. 378 6 










Seq. No. 


55700 








Seq. ID 


OJ000323_21.0419 


.C12 


Gene No. 


116695 








Strand 






Of- o v-+- 

uLai L 










End 


9680 




Name 


o,tooo393 ?i 

V^U \J \J \J +j Z. J ^x 


04 1 Q 

■ \J *i X _7 • 


PI 9 nl 

\^ X ji. ■ L/ X 


-j- m 
. Llll 


Method 


TBLASTX: Maize 






3341 ~ 








End 


3928 






i lunc 








Score 


217 






3341 3S0? 


334 Q 


34 QS 


3S00 


.3928, 3502.. 3927 




Seq. No. 


55700 








Seq. ID 


OJ000323_21.0419 


.C12 


Gene No. 


116695 








Strand 






oiai l 


' 5015 








End 


9680 




NT a mo 


OJ000323 21 


04 1 Q 


PI 2 nfi 

X Z. . \J\J 


■ L W 


Method 


TBLASTX: Wheat 




Cf arf 
OLal L. 


3787 _ 








End 


4120 




PT 


none 








Score 


363 






3787 384(1 


3788 


4190 

. 1 X C. VJ / 


37 Q4 


.3895, 3880.. 3996, 3938.. 4099 


Seq. No. 


55700' 








Seq. ID 


OJ000323_21.0419 


.C12 


Gene No. 


116695 








Strand 


- 




Cf 3 -r-h 
uLalL 


J U X *J 








End 


9680 




Name 


01000*^9^ 91 

UJUUUj^ J £ X 


04 1 Q 


PI 9 n7 


. LIU 


Method 


TBLASTX: Maize 




Of a v-f- 










End 


4141 




VjX 


none 








Score 


193 




Exons 


3Q9 Q 4141 

O Zt C-ZJ % .4141 














Seq. No. 


55700 








Seq. ID 


OJ000323_21.0419 


.C12 


Gene No. 


116695 








Strand 






Of a y-f 
OLdiL 










End 


9680 




Name 


PT000393 91 


04 1 Q 


P1 9 n9 


. gs 


Method 


GENSCAN 




OL.ci.JLL 


soi s — 

JU1 J 








End 


5467 




OX 










Score 


.96 






















55701 








Seq. ID 


OJ000323_21.0419 


.C13 


Gene No. 


116696 








Strand 


+ 




Start 


1 








End 


2291 




Wimp 


OJ000323 21 

\J \J \J \J \J -J Z. J <C X 


.0419. 


C13.ol 


.np 


Method 


AAT/NAP 




Cf 3 v-f 
O Lai L 


1 — 

X 








End 


2291 




rir 


7 340881 

/ J4UOO I 








Score 


93- 




Exons 


1 48 1 80 

X. •10/ lOU i 


.369, 


475. .507, 2268. .2291 






PT nocrri n 
\J X UcoLl lly • 


( AP001 S S 1 ^ 


hypothetical 


protein [Oryza 


sativa] 




o e q . in o . 


CCTAI 
JJ / Ui 








Seq. ID 


OJ000323_21.0419 


.C13 


Gene No. 


116696 








Strand 


+ 




Start 


1 








End 


2291 




Name 


OJ000323 21 


.0419. 


C13.ol 


.gp 


Method 


AAT/GAP 




Start 


230 








End 


438 




GI 


1631463 • 








Score 


345 




Exons 


230. .438 















GI Descrip. 4 680178/gb | AF111709 . 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 



56257 



retrotransposon, complete sequences; and unknown genes 



oec[ . no . 


55701 


Seq. ID 


OJ000323_21.0419.C13 


Gene No. 


116697 


Strand 




Start 


625 


End 


3476 . 


Name . 


OJ000323 21.0419.C13.o2.np 


Method 


AAT/NAP 


btart • 


625 


End 


3476 


GI 


7228442 


Score 


2932 


Exons 


625.. 667, 1782.. 3476 






GI Descrip. 


(AP : 001366) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA protein 




isolog. (AC003981) [Oryza sativa] 




beq. wo. 


55701 


Seq. ID 


OJ000323__21.0419.C13 


Gene No . 


116697 


Strand 




Start 


625 


End 


3476 


Name 


OJ000323 21.0419.C13.ol.tw 


Method 


TBLASTX: Wheat 


O -1 i -v- 4- 

otart 


2750 


End 


3130 


GI 


- -none 


Score 


7 9 .. . • 


Exons 


2750. .2926, 2780.\2926, 2811. 


.2930, 2924.. 3121, 2936. .3130 


Seq. No. 


55701 


Seq. ID 


OJ000323__21.0419.C13 


Gene No. 


116697 


Strand ■ 




Start 


625 ■ 


End 


3476 


Name 


OJ000323 21.0419.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


2828 


End 


3424 4\ 


GI 


none 


Score 


143 


Exons 


2828. .2899, 2963. .3262, 3024. 


.3245, 3296. .3424, 3318. .3416 


beq. no. 


55701 


Seq. ID 


OJ000323_21.0419.C13 


Gene No. 


116697 


Strand 




Start 


625 


End 


3476 


Name 


OJ000323 21.0419.C13.o2.gp 


Method 


AAT/GAP 


Start 


2950 


End 


3381 


GI 


5701669 


Score 


845 


Exons 


2950. .3381 






GI Descrip. 


544188.0/dbj |BAA82378.1|. 5.0e- 


75 (AP000367) EST C28952 (-C62945) 




corresponds to a region of the predicted gene.; Similar to maize 




transposon MuDR mudrA protein 


. (AC003981) [Oryza sativa] 


beq. no. 


55702 


Seq. ID 


OJ000323_21. 0419.C14 


Gene No 


116698 


Strand 


+ 


Start 


1658 


End 


3648 


Name 


OJ000323 21.0419.C14.o2.gs 


Method 


GENSCAN 


Start 


1658 • 


End 


3492 


GI 


none 


Score 


.46 


Exons 


1658.. 2354, 2366.. 3492 






Seq. .No. 


55702 


Seq. ID 


OJ000323_21.0419.C14 


Gene No. 


116698 


Strand 


+ 


Start 


1658 


End 


3648 


Name 


OJ000323 21.0419.C14 .o2.np 


Method 


AAT/NAP 


Start 


1676 


End 


3648 


GI 


6358764 


Score 


1847 


Exons 


1676. .3648 






GI Descrip. 


(AC011665) hypothetical protein [Arabidopsis thaliana] 



56258 



Seq. No. 55702 - Seq. ID OJ000323_21 . 0419 . C14 

,Gene No. 116699 Strand 

Start 1 End • 371 ' . 

"Name OJ000323_21 . 0419 . C14 . ol . np Method AAT/NAP 

Start 1 End 371 

GI 7228442 Score 621 

Exons 1 . . 371 

GI Descrip. (AP001366) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 55702 

Gene No. 116700 

Start 823 

Name OJ000323_21 . 04 1 9 . C14 . ol . gp 

Start 823 

GI 7406_1.R1084 

Exons 823. . 975 

GI Descrip. 1 1122315/emb | CAA63901 | 7.0e-10 
[Pennisetum glaucum] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_21.0419.C14 
975 

AAT/GAP 

975 

229 



(X94191) heat shock protein 17.0 



Seq. No. 55702 

Gene No. 116701 

Start 1802 

Name OJ000323_21 . 0419 . C14 . o2 . tc 

Start 1802' 

GI none 
Exons 



Seq. ID OJ000323_21.0419.C14 
Strand 
End 

Method 
End 
Score 



3624 

TBLASTX: Cress 

2919 

129 



1802. .2065, 1802. .2005, 1958. .2425, 2066. .2323, 2182. .2316, 
2309. .2431, 2348. .2431, 2437. .2769, 2485. .2781, 2647. .2796, 
2649. .2849, 2650. .2919, 2779. .2859 



Seq. No. 55702 
Gene No. 116701 
Start 1802 , 

Name OJ000323_21 . 0419 . C14 . ol . tm 

Start 1805 
GI none 

Exons 1805.. 1918, 1904.. 2320, 2018, 

2460.. 2777, 2461.. 2766, 2470. 
2683. .3081, 2773.. 3105, 2779. 



Seq. ID OJ000323_21.0419.C14 
Strand 

End 3624 

Method TBLASTX : Maize 

End 3624 

Score 85 

.2371, 2147. .2374, 2440. .2778, 
.2811, 2494. .2856, 2590. .2721, 
.3624, 2817. .3509, 2986. .3153 



Seq. No. 55702 

Gene No. 116701 

Start 1802 

Name OJ000323_21 . 0419 . C14 . ol . tw 

Start 1907 

GI none 

Exons 1907.. 2065, 2066.. '2371, 2288. 

2493.. 2798, 2743.. 3213, 2889. 



Seq. ID OJ000323_21.0419.C14 
Strand 

End 3624 

Method TBLASTX : Wheat 

End 3363 

Score 7 4 

.2428, 2437. .2553, 2440. .2850, 
.3206, 3040. .3153, 3289. .3363 



Seq. No. 55702 

Gene No. 116701 

Start 1802 

Name . OJ000323_21 . 04 19 . C14 . o2 . ts 

Start 2159 

GI none 

Exons 2159.. 2362, 2303.. 2434, 2551, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_21.0419.C14 
3624 

TBLASTX : Soybean 

3060 

113 



,2805, 2551. .2796, 2559. .2804, 



56259 



2854. .3060 





D D f 








Seq. ID 


OJ000323_21.0419.C14 


bene no . 


1 1 D / U 1 








Strand. 






1 QH9 








End 


3624 


Name 


nTnnn^?^ 9 1 

UuUUU j Zl 


n a i q 


Pi A r\ 1 
bl 4 . O 1 




Method 


TBLASTX: Cress 


O Ldl U 


9 Q9 9 ~ 








End 


3603 


p t 


none 








Score 


51 


Exons 


2922. .2954, 


2923. 


.2961, 


2959. 


.3603, 3001. .3372, 3006. .3572 


C* r\ r*f Ma 

oeq t in o . 


O 3 / UZ 








Seq. ID 


OJ000323_21.0419;C14 


bene ino . 


110 / Ul 








Strand 




C -|- -3 y-4- 










End 


3624 


Name 


UJUUUjZj z, 1 


n a i q 


Pi A r>l 
bll . U 1 


• ub 


Method 


TBLASTX: Soybean 




JU / O 








End 


3600 


bl 


none 








Score 


475 


EjXOIIo 




^D7 fi 


. JJ ; 


juoj. 


.3594 




Seq. No. 


55703 ■ 








Seq. ID 


OJ000323_21.0419.C16 


bene ino . 


I 1 67D9 

I I D / UZ 








Strand 




OtdlL 


1 








End 


475 


Name 


UJ UUU j z 1 


.0419. 


CI6.0I 


.np 


Method 


AAT/NAP 


O 4- >- -1- 

otsrt 


"J 

1 








End 


468 


bl 


A C3 "3 £ Q Q 9 








Score 


533 „. 


Exons. 


1 yl CQ 
1 . . 4 DO 












GI Descrip. 


(AC007369) 


Putative RNA 


helicase [Arabidopsis thaliana] 


oeq. no. 


55703 








Seq. ID 


OJ000323_21.0419.C16 


Gene No. 


116702 








Strand 




b rare 


1 








End 


475 


Name 


OJ000323 21 


.0419. 


C16.ol 


. tm 


Method 


TBLASTX: Maize 




244 








End 


475 


P T 
bl 


- none 








Score 


253 


Exons 


244 . . 474, 248.-475 








o e q . no. 


55704 








Seq. ID 


OJ000323_21.0419.C17 


Gene No . 


116703 








Strand 


+ 


o cam 


2778 








End 


4931 


Name 


OJ000323 21 


.0419. 


C17.ol 


. gs 


Method 


GENSCAN 




2778 








End 


4931 


p t 


none 








Score 


.82 


Exons 


2778. .3020, 


3035. 


.3308, 


4243. 


.4931 




o c q . NO. 


55704 








Seq. ID 


OJ000323_21.0419.C17 


bene no . 


116703 








Strand 


+ 




2778 








End 


4931 


Name 


OJ000323 21 


.0419. 


C17.ol 


.gp 


Method 


AAT/GAP 


O LalX 


2780 








End 


3077 


P T 

bl 


426296 








Score 


581 


Exons 


2780. .3077 












Seq. No. 


55704 








Seq. ID 


OJ000323_21.0419.C17 


Gene No. 


116703 








Strand 


+ 


Start 


2778 








End 


4931 


Name 


OJ000323 21 


.0419. 


C17.ol 


.np 


Method 


AAT/NAP 


Start 


2966 








End 


4906 


GI 


7488254 








Score 


351 



* -56260 




Exons 2966.. 3308, 4243.. 4906 

GI Descrip. protein kinase homolog F24G24.190 - Arabidopsis thaliana- 

gi | 4538968 | emb ! CAB397 92 . 1| (AL049488) putative protein kinase* 
[Arabidopsis thaliana] gi | 7267736 | emb I CAB78162 . 1 | (AL161517) 
putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


55704 








Seq. ID 


~OJ000323_21.0419 


.C17 


Gene No. 


116703 








Strand 


+ 




Start 


2778 








End . 


4931 




Name 


OJ000323 21 


. 0419 


,C17.o2 


■ gp 


Method 


AAT/GAP 




Start 


4252 








End 


4528 




GI 


702713 








Score 


503 




Exons 


4252. . 4528 














Seq. No. 


55704 








Seq. ID 


OJ000323_21.0419 


.C17 


Gene No. 


116703 








Strand 


+ 




Start 


2778 








End 


4931 




Name 


OJ000323 21 


.0419 


.C17.ol 


,tc 


Method 


TBLASTX: Cress 




Start 


4254 








-End 


4850 




GI 


none 








Score 


106 




Exons 


4254 . . 4406, 


4395 


. . 4442, 


4530. 


.4631, 4725. .4850 




Seq. No. 


55704 








Seq. ID 


OJ000323_21.0419 


.C17 


Gene No . 


116703 








Strand 


+ - ' " 




Start 


2778 








End 


4 931 




Name 


OJ000323 21 


. 0419 


.C17.ol 


,tm 


Method 


TBLASTX: Maize 




Start 


4257 








End 


4850 




GI 


none 








Score 


112 




Exons 


4257 . . 4442, 


4527 


. . 4631, 


4529. 


:4630, 4734. .4850 




Seq. No. 


55704 








Seq. ID 


OJ000323 21.0419 


,C17 


Gene No . 


116703 








Strand 


+ 




Start 


2778 








End 


4931 




Name 


OJ000323 21 


.0419 


.C17.ol 


,ts 


Method 


TBLASTX : Soybean 




Start 


4257 








End 


4631 




GI 


none 








Score 


115 ■ 




Exons 


.4257 . . 4385, 


4395 


. .4442, 


4530. 


.4631 






Seq. No. 


55704 








Seq. ID 


OJ000323_21.0419 


C17 


Gene No. 


116704 








Strand 






Start 


6171 








End 


6354 




Name 


OJ000323 21 


.0419 


,C17.ol 


tw • 


Method 


TBLASTX: Wheat 




Start 


6171 








End 


6354 




GI 


none 








Score 


39 




Exons 


6171. . 6224, 


6171 


. . 6227, 


6172. 


.6225, 6206. .6352,- 6209. .6352, 




6292. .6354 














Seq. No. 


55705 








Seq. ID 


OJ000323_21.0419 


C18 


Gene No. 


116705 








Strand 


+ 




Start 


715 








End 


1020 




Name 


OJ000323 21 


.0419 


.C18.ol 


gp 


Method 


AAT/GAP 




Start 


715 








End 


1020 




GI 


none 








Score 


586 




Exons 


. 715.. 1020 














Seq. No. 


55706 








Seq. ID 


OJ000323 21.0419 


C19 


Gene No. 


116706 








Strand 


+ 





56261 



Start 
Name 
Start 
GI 

Exons 



430 End 3623 

OJ000323_21 . 0419 .C19 . ol . gs Method GEN SCAN - 
430 End 3151 

none Score . 8 

430. .633, 1507. .1585, 1671. .1765, 2519. .2598, 2855. .2945, 
3044 . .3151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55706 Seq. ID 

116706 Strand 

430 End 

OJ000323_21.0419.C19.ol.np Method 

445 End 

7460049 Score 



OJ000323_21.0419.C19 
+ 

3623 
AAT/NAP 
2647 
347 



445. .633, 1507. .1585, 1671. .1765, 2312. .2416, 2519. .2647 
hypothetical protein F7L13.10 - Arabidopsis thaliana 
gi | 4539403 | emb | CAB40036 . 1 1 (AL049524) putative protein 
[Arabidopsis thaliana] gi | 726774 0 | emb | CAB781 66 . 1 | (AL161517) 
putative protein [Arabidopsis thaliana] 



Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'55706 

116706 

430 

OJ000323__21.0419.C19.ol.tm 

1712 

none 

1712. .1765, 2291. .2422, 2311. 
2491. .2601, 2509. .2601, 25i6. 
2856..294S, 3035. .3157, 3041. 
3551. .3622 



Seq. ID OJ000323_21.0419.C19 

Strand + 

End 3623 

Method TBLASTX : Maize 

End 3623 

Score 87 

.2415, 2312. .2416, 2490. .2600, 
.2647, 2846. .-2944, 2853. .2945, 
.3151, 3043.. 3156, 3549.. 3623, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 



55707 
116707 
1 

OJ000323_21.0419.C20.ol.np 
1 

4836892 
1..758 

(AC007369) Putative RNA helicase [Arabidopsis thaliana] 



Seq. ID OJ000323_21.0419.C20 
Strand 

End 758 

Method. AAT/NAP 

'■End 7 58 

Score 1055 



55707 

116707 

1 

OJ000323_21.0419.C20.ol.tc 
2 

none 



Seq. ID OJ000323_21.0419..C20 
Strand 

End 758 

Method TBLASTX : Cress 

End 517 

Score 88 



2. .238, 12. .149, 14. .199, 209. .517 



55707 

116707 

1 

OJ000323_21.0419.C20.ol.tm 
2 

none 

2. .199, 12. .149, 209. .634' 

55707 
116707 



Seq. ID OJ000323_21.0419.C20 
Strand 

End 758 

Method TBLASTX : Maize 

End 634 

.Score 72 



Seq. ID OJ000323_21.0419.C20 
Strand 



562 62 



Start 
Name 
Start 
GI 

Exons 



OJ000323_21.0419.C20.ol.gs 
83 

none 
83. . 679 



End 

Method 

End 

Score 



758 

GENS CAN 
679 
. 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55707 

116707 

1 

OJ000323_21.0419.C20.ol.ts 

447 
none 

447. .629, 449..748 

55708 

116708 

860 

OJ000323_21.0419.C22.ol.gs 

860 * . , 

none 

860. .951 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_21.0419.C20 
758 

TBLASTX: Soybean 

748 

93 



OJ000323_21.0419.C22 
951 

GEN SCAN 

951 

.61 



Seq. No. 55709 

Gene No. 116709 

Start 548 

Name OJ000323_21 . 04 19 . C23 . ol . gs 

Start 548 

GI none 

Exons 548.. 717, 773.. 961 

Seq. No. 55710 

Gene No. 116710 

Start 2199 

Name OJ000323_21 . 04 19 . C24 . ol v gs 

Start 2199 

GI none 

Exons 2199. . 3121 3208 . .3973, 4048, 
4745. .5193 



Seq. ID OJ000323_21.0419.C23 

Strand - - : 

End 961 ' 

Method GENSCAN ' " . 

End 961 

Score . 67 



Seq. ID OJ000323_21.0419.C24 

Strand + 

End 5193 

Method GENSCAN 

End 5193 

Score . 67 

.4235, 4311.. 4500, 4568.. 4672, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



55710 
116710 
2199 

OJ000323_21.0419.C24 .ol.np 
2237 
6691716 

2237.. 3107, 3305.. 3497, 
4311. .4410, 4556.-4672, 
(AP0004 92) hypothetical 
gi| 6691717 |dbj |BAA89397. 1 | 
[Oryza sativa] 



Seq. ID OJ000323_21.0419.C24 
Strand + 
End 5193 
Method AAT/NAP 
End 5190 
Score 2393 
3579.-3699, 3811. .3973, 4048. .4235, 
4745. .5190 

protein [Oryza sativa] 

(AP000570) hypothetical protein 



55710 Seq. ID 

116711 Strand 

12171 End 

OJ000323_21 . 0419.C24 .o3.gs Method 

12171 End 

none Score 



OJ000323__21.0419.C24 
+ 

13338 
GENSCAN 
13338 
.53 



56263 



Exons 

Seq. No. 
Gene No. 
Start 
Name 
' Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12171. .12259, 12383. .12512, 13174. .13338 



OJ000323__21.0419.C24 

+ 



55710 Seq. ID 

116712 Strand 
13664 End 16689 

OJ000323_21 .0419. C24 . o3 . gp Method AAT/GAP 
13564 , End 15988 . 

369__1.R1084 Score 2059 

13564. .13666, 144 90 .. 14567 , 14 672 .. 14 852 , 14 945 .. 15042, 
15292. .15988 

? 3123270/sp|P49398|RS4_ORYSA 1.0e-133 40S RIBOSOMAL PROTEIN S4 
(SCAR PROTEIN SS620) >gi_24 63335_emb_CAA7 5242_ (Y15009) 
ribosomal protein S4 [Oryza sativa] f 



55710 

116712 

13664 

OJ000323_21.0419.C24.o4.gs 

13664 

none 



Seq. ID OJ000323_21.0419.C24 

Strand + 

End - 16689 

Method GEN SCAN 

End 16689 ' 

Score . 66 



13664. .13666, 14 4 90 . . 14567 , 14 672. .14852, 14 945. .15042, 
15292. .15636, 16263 .. 16540, 16671. .16689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55710 , : - 

116712 

13664 

OJ000323_21.0419.C24 .o3.np 

14487 

3914899 

14487. .14567, 14 672 .. 14852 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14 945. .15042, 15292. .15725 
40S RIBOSOMAL PROTEIN S4 gi | 2331301 (AF013487) ribosomal protein 
S4 type I [Zea mays] 



OJ000323_21.0419.C24 
+ ■ 

16689 
AAT/NAP 
15725 
1223 



55710 
116713 
779 

OJ000323_2 1 . 04 19 .'C24 . ol . gp 
779 

uC-osflcypl77g01al 
779.. 926 

, 4884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323 21.0419.C24 



926 

'AAT/GAP 
926' 
247 



Seq. No. 55710 
Gene No. . 116714 

Start 5545 

Name OJ000323_21 . 0419. C24 . oil . tw 

Start - 2357 v 

GI none 

Exons 2357.. 2647, 2539.. 2607 

Seq. No. 55710 

Gene No. 116714 

^Start 5545 

Name OJ000323_21 . 04 1 9 . C24 . o5 . tw 

Start 5521 

GI none 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_21.0419.C24 
11812 

TBLASTX: Wheat 

2647 

212 



OJ000323_21.0419.C24 
11812 

TBLASTX: Wheat 

6135 

81 



56264 



Exons 



5521.. 5658, 5644. .5802, 5857. .6135, 5873 .. 5974 , 6026 .. 6115 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323 21.0419.C24 



11812 
AAT/NAP 
11615 
6631 



,9876, 9919. .10490, 10536 .. 10738 , 



Seq. No. 55710 
Gene No. 116714 
Start 5545 

Name OJ000323_21 .0419. C24 . o2 . np 

Start 5545 
GI 5922631 

Exons 5545.. 8070, '8677.. 9598, 9725. 

10988. .11232, 11491. .11615 

GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
. gi | 6016864 | dbj IBAA85207.il (AP000570) ESTs 
C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 





o e q . no. 


JJ / lv 








Seq. ID 


OJ000323_21 .0419. C24 




Gene No. 


1 1 £ ^ 1 A 








Strand 






OUaiU 


R R A R 








End 


11812 




Name 


Pt to n n ^ 9 ^ 91 

UJUUUj^j *cl. 


U H 1 


HO A 

. V^Z f± . O D 


. LIU 


Method 


TBLASTX: Maize 




o tar l 


jODU 








End 


5793 


ft is. 




none ■■' 








Score 


101 




Exons 




JJDl 


R C C 9 


OD41, 


.5793, 5642. .5701 


ti 


Seq. No. 


55710 








Seq. ID 


OJ000323_21.0419.C24 




/-\ -Y~\ f-\ lvl 

ociie jno . 


1 1 fil 1 A 

11D / 1 *i 








Strand 






otdit 


D 3 ft 3 








End 


11812 


-if 


Name 


UJUUUjZj ^1 . 


n a i q 


pO/l «Q 


. um 


Method 


TBLASTX: Maize 


\j 


Of a r-+- 


D J U 0 








End 


6178 




PT 

bl 


none 








Score 


57 


I ij. 


Exons 


jyu j . . oyyi, 


oUUl 


. . OUo 4 , 




.6088, 6071. .6178, 6079. .6177 


53 


Seq. No. 


55710 . 








Seq. ID 


OJ000323_21.0419.C24 




Gene No. 


116714 








Strand 




M 


Start 


5545 








End 


11812 




Name 


OJ000323 21. 


0419 


.C24.o7 


.tw 


Method 


TBLASTX: Wheat 




Start' 


6250 








End " 


6635 




GI 


none 








Score 


110 




Exons 


6250. .6441, 


6250 


. .6486, 


6326. 


.6484, 6485. .6634, 6486. .6635 




Seq. No. 


55710 








Seq. ID 


OJ000323_21.0419.C24 




Gene No. 


116714 








Strand 






Start 


5545 








End 


11812 




Name 


OJ000323 21. 


0419 


.C24.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6280 








End 


6641 




GI. 


none 








Score 


67 




Exons 


6280. .6327, 


6281 


. .6328, 


6314. 


.6463, 6319. .6486, 6332. .6484, 






6485. .6640, 


6486 


. .6641 










Seq. No. 


55710 








Seq. ID 


OJ000323_21.0419.C24 




Gene No. 


116714 








Strand 






Start 


5545 








End 


11812 




Name 


OJ000323 21. 


0419 


.C24.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


6869 








End 


7123 




GI 


none 








Score 


62 



56265 



Exons 



6869. .7123, "7008. .7115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
.Start 
.GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start , 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55710 

116714 

5545 

OJ000323_21, 

6953 

none 

6953. .7375, 

55710 

116714 

5545 

OJ000323_21. 

6996 

none 

6996. .7376, 

.55710 

116714 

5545 

OJ000323_21. 

7375 

none 

7375. .7659, 

55710 

116714 

5545 

OJ000323_21. 

7499 

none 

7499. .7525, 

55710 

116714 

5545 

OJ000323_21. 

7610 

none 

7610. .8011, 

55710 
116714 
5545 ■ 

OJ000323_21< 
7665 . 
none 

7665. .8045, 

55710 

116714 

5545 

OJ000323_21, 

8174 

none 

8174. .8530, 



0419.C24.o4.tw 



6963.. 7370, 7196. 



0419. C24 .o3.ts 



6998. .7240, 7280. 



0419.C24.olO.tw 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7372 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.7384 



OJ000323_21.0419.C24 
11812 

TBLASTX: Wheat 

7375 

274 



OJ000323_21.0419.C24 
11812 

TBLASTX : Soybean 

7384 

177 



Seq. ID OJ000323_21.0419.C24 

Strand - s 

End 11812 

Method TBLASTX : Wheat 

End 7661 

Score 103 " - 



7376. .7651, 7379/. 7660, '7584. .7661 



0419.C24 .o3. tm 
7523. .7666, 7536. 

0419.C24.o2.ts 
7644. .7814, 7851. 

0419.C24 .o3.tw 
7670. .8089 

0419.C24.,o2.tm 
8184. .8489 



Seq. ID OJ000323_21.0419.C24 
Strand 

End 11812 

Method TBLASTX : Mai ze 

End 7943 

Score 83 

.7667, 7688. .7942, 7689. .7943 



Seq. ; ID OJ000323_21 . 04 19 . C24 
Strand 

11812 

TBLASTX : Soybean 
8011 
46 



End 

Method 
End 
Score 
.7994 



Seq. ID OJ000323_21.0419.C24 
Strand 

End 11812 

Method TBLASTX : Wheat 

End 8089 

Score 299 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_21.0419.C24 
11812 

TBLASTX: Maize 

8530 

209 



56266 




Seq. No. 


55710 ■ >. 


Seq. ID 


OJ000323_21.0419 


.C24 


Gene No. 


11 O / 14 


Strand 






Start - 


5545 


End 


11812 




Name 


OJ000323 21.0419.C2 4.ol. tw 


Method 


TBLASTX : Wheat 




Start ■ 


8204 


End 


o c c n 
0 DDI) 




GI 


none 


ScQire • 


Zoo 




Exons 


n o r\ /i n r c ri nine d (~ (Z c\ 

8204 . .8 659, 8205. .8 660 








Seq. No. 


55710 


Seq. ID 


OJ000323_21.0419 


C24 


Gene No. 


116714 


Strand 






Start 


5545 


End 


11812 




Name 


t a A A ~> A A 0*1 A / 1 A A A „ a j__ 

OJ00032 3 21.0419.C24.o4.ts 


Method 


TBLASTX : Soybean 




Start 


8255 


End 


8 620 




GI 


none 


Score 


1 -JO 

138 




Exons 


once non a 0 o n r n r 0 n 

8255. -.8389, 8396. .8620 








Seq. No. 


55710 


Seq. ID 


OJ000323_21.0419 


C24 


Gene No. 


116714 


Strand 






Start 


554 5 


End 


11812 




Name 


/~\ ~rr\ A A A A A A 1 A / 1 A riA J _ A j_ 

OJ000323 21.0419.C24.o9.tm 


Method 


TBLASTX : Maize 




Start 


8881 


End 


A A A A 

9028 




GI 


none 


Score 


-1-1/1 
114 




Exons 


r\ r\ r\ i A /-\ A W a A n A A A A A 

8881 . . 9027, §882. .9028 


•* 






Seq. No. 


55710 


Seq. ID 


OJ000323_21.0419 


C24 


Gene No. 


116714 


Strand 






Start 


5545 


End 


11812 




Name 


OJ000323 21 . 04 19 . C24 . 08 . tw 


Method 


TBLASTX : Wheat 




Start 


8902 


End 


9276 




GI 


none 


Score 


"1 A A 

183 




Exons 


/~\ r\ r\ r\ AO" - !/" 1 A A A 1 A A ^ 1 

8902. .9276, 8921. .9241 








Seq. No. 


55710 


Seq. ID 


OJ000323_21.0419 


.C24 


Gene No. 


116714 '* 


Strand 






Start 


554 5 


End 


11812 




Name 


/~\ T A A A A A A AT A yl 1 A _ A 4_ . ■ 

OJ000323 21. 0419. C2 4 . o9 . tw 


Method 


TBLASTX : Wheat 




Start 


9912 


End 


1 A A 1 A ~ 

10314 




GI 


none 


Score 


-1 -| A 

119 




Exons 


9912. .10313, 10045. .10314 








Seq. No. 


55710 


Seq. ID 


OJ000323_21.0419 


C24 


Gene No. 


116714 


Strand 






Start 


5545 


End 


11812 




Name 


OJ000323 21.0419.C24.o2.gp 


Method 


AAT/GAP 




Start 


11351 


End 


11812 




GI 


uC-osflcypl77g01al 


Score 


248 




Exons 


11351. .11380,- 11657.. 11812 








GI Descrip. 


' 4884 864/gb|AAD3184 6. 1 |AF133530_1 4 . Oe- 


-12 (AF133530) water 




channel protein MipH [Mesembryanthemum 


crystallinum] ' 




Seq. No. 


55710 


Seq. ID 


OJ000323_21.0419 


C24 


Gene No. 


116715 


Strand 






Start ■ 


13633 


End 


15792 




Name 


OJ000323 21.0419.C24 . o2 . tw 


Method 


TBLASTX: Wheat. 




Start 


13633 


End 


15036 




GI 


none 


Score 


58 





56267 




Exons 


1 jOjj . . 


1 "3 d £.Q 

1 o boo , 


1 A A H 1 
14 4 / 1 . 


1 A R £ C 

. 1 4 0 oo , 


14 4 90. . 14567, 14 4 94. .14580, 




14671. . 


14850, 


14672. 


. 1 4 o Oo , 


J_ ft O / Z . . J- ft O 


Ol, 11 D / J . . 1 f± O O Z , 




14944 . . 


15036, 


14948. 


. 1 OU j4 






beq. NO. 


55710 








Seq. ID 


OJ000323_21.0419 


Gene No . 


116715 








Strand. 




Start 


13633 








End 


15792 


Name 


OJ000323 21.0419.C24 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


14483 








End 


15633 


bl 


none 








Score 


79 


Exons 


14483. . 


14566, 


14485. 


. 1 4 d o y , 


14 4 90. . 14 567, 14 671 . . 14850, 




14672. . 


14863, 


14672. 


1 A Q R 1 
. 1 4 O 0 1 , 


14 934. .15035, 14 94 4. .15048, 




14945. . 


15034, 


15276. 


. l o b 1 1 , 


1528 6. .154 59, 15390. .15557, 




15514 . . 


15612, 


15595. 


. i 3D J J 






beq. NO. 


55710 








Seq. ID 


OJ000323_21.0419 


Gene No. 


116715 








Strand 




pi. . v.4. 

otart 


13633 








End 


15792 


Name 


OJ000323 21.0419..C24 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


14489 








'End 


15690 


bl 


none 








Score 


142 


Exons ■ 


14489. . 


14563, 


14490. 


.14 0 0/, 


14493. .14567, 14671 .. 14850, 




14672. . 


14863, 


14687. 


. 1 4 O 0 1 , 


14748. .14855, 14 937 .. 15047 , 




14944'.. 


15048, 


15276. 


1 C C. A 1 

. 10 b4 / , 


15286. . 15459, 15290 .. 15655 , 




' 15390. . 


15635, 


15.488. 


i COT 

. 1 0 bo / , 


15514. .15690 


Seq. No. 


55710 








Seq. ID 


' OJ000323_21.0419 


Gene No. 


116715 








Strand 




Start 


13633 








End 


15792 


Name 


OJ000323 21.0419.C24 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


14490 








End 


15048 


bl 


none 








Score 


38 


Exons 


14490. . 


14519, 


14505. 


1 a t; C *7 
. 14 OO / , 


14528. .14560, 14 671 .. 148 62 , 




14672. . 


14863, 


14672. 


1 A Q £ Q 

. 1 4 o oy , 


14943. . 150 


47, 14944.. 15048 


Seq. No. 


55710 


-» 






Seq. . ID 


OJ000323_21.0419 


Gene No. . 


116715 








Strand 




Start 


13633 








End 


15792 


Name 


OJ000323 '21.0419.C24 


. o 4 . tm 


Method 


TBLASTX: Maize 


otart 


15266 








•End 


15566 


bl 


none 








Score 


65 


Exons 


15266. . 


15559, 


15291. 


. 100 jZ , 


15291. . 15566, 15292 15459, 




15390. . 


15560, 


15514. 


. 1 O 0 0 1 






Seq. No. 


55710 








Seq. ID 


OJ000323_21.0419 


Gene No. ■ 


116715 








Strand 




Start 


13633 








End 


15792 


Name 


OJ000323 21.0419.C24 


.06. tw 


Method 


TBLASTX: Wheat 


Start 


15276 








End 


15580 


bl 


none 








Score 


73 


Exons 


15276. . 


15578, 


15284. 


. I000U , 


15285. . 15338, 1528 6. .154 59, 




15390. . 


15578, 


15494. 


.15580 






Seq. No. 


55710 








Seq. ID 


OJ000323_21.0419 


Gene No. 


116715 








Strand 




Start 


13633 








End 


15792 


Name 


OJ000323 21.0419.C24 


.ol2. tw 


Method 


TBLASTX: Wheat 



56268 



Start 
GI 

Exons 



15582 End 15792 

none Score 163 

15582. .15647, 15583. .15690, 15584. .15658, 15686. .15727, 

15688. .15720, 15732 .. 15785, 15752 .. 15787, 15754.. 15792 



Seq. No. 55711 

Gene No. 116716 

Start 1 

Name OJ000323_21 .0419. C27 . ol . np 

Start 1 

GI 5669871 

Exons 1..28, 231.. 303, 382.. 630 

GI Descrip. (AF135014) dihydrolipo amide S-acetyltransf erase [Zea mays] 



Seq. ID OJ000323_21.0419.C27 
Strand 

End 633 

Method AAT/NAP 

End 630 

Score 353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55711 

116716 

1 

OJ000323_21.0419.C2.7.ol.tm 

227 

none 



Seq. ID OJ000323_21.0419.C27 

Strand 

End .633 

Method TBLASTX : Mai ze 

End 633 

Score 113 



227. .304, 230. .298, 232. .306, 232. .321, 379. .504, 380. .628, 
381. .602, 577. .633, 577. .630, 588. .632 



Seq. No. 

Gene 'No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55711 

116716 

1 

OJ000323_21.0419.C27.ol.ts 

232 

none 



Seq.' ID OJ000323_21.0419.C27 
Strand 

End 633 

Method TBLASTX : Soybean 

End.. 630 

Score 88 



232. .309, 233. .310, 371. .478, 379. .492, 577. .630 



55712 

116717 

15 

OJ000323_21.0419.C28.ol.gs 
15 

none 

15. .91, 1634 . . 1667 ■ 



Seq. ID OJ000323_21.0419.C28 

Strand + 

End 1667 

Method GENSCAN 

End 1667 

Score ..75*'-: 



Seq. No. 55712 

Gene No. 116718 

Start 2621 

Name OJ000323_21 . 04 19 . C28 . o2 . gs 

Start 2621 

GI * none 
Exons 



Seq. ID OJ000323_21.0419.C28 

Strand + 

End 5741 

Method GENSCAN 

End 5733 

Score .81 



2621. .3047, 3423. .4294, 5297. .5521, 5539. .5733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55712 

116718 

2621 

OJ000323_21 . 0419.C28.o3. tm 
2824 

none *■•-**■' 



Seq. ID OJ000323_21.0419.C28 

Strand + 

End 5741 

Method TBLASTX : Mai ze 

End 3027 

Score 79 



2824. .2952, 2873.. 2953, 2947. .3018, 2948. .3025, 2954. .3022, 
2965. .3027 



Seq. No. 



55712 



Seq. ID OJ000323_21.0419.C28 



56269 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



116718 Strand 

2621 End 

OJ000323_21.0419.C28.ol.ts Method 

2873 End 

none Score 



+ 

5741 

TBLASTX: Soybean 

5741 

46 



2873. .2911, 2890. .3048, 2891. .3049, 2982. .3053, 3404. .3805, 

3421. .3489, 3496. .3801, 3796. .3852, 3815. .3850, 3853.-3978, 

3866. .3982, 3997. .4287, 4034. .4294, 5291. .5536, 5299.-5373, 

5449. .5478, 5575. .5604, 5577. .5741, 5614. .5739 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■ Exons 



55712 

116718 

2621 

OJ000323_21. 0419. C28.ol. rip 

2942 
3136313 



Seq. ID OJ000323_21.0419.C28 

Strand + 

End 57 41 

Method AAT/NAP 

End 5741 

Score 2002 A 



2942, .3047, 3423.-4294, 5297. .5741 . 
(AF062735) soluble acid invertase [Saccharum officinarum] 



55712 

116718 

2621 

OJ000323_21.0419.C28.ol.tc 

2956 

none 

2956.--3048, 2957.. 3049, 3421. 
3494-. 3571, 3496.. 3804, 3815\ 
3997. .4152, 4034. .4153, 4145, 
5405.. 5485, 5425.. 5478, 5575. 



Seq. ID OJ000323_21.0419.C28 

Strand + 

End 5741 

Method TBLASTX : Cress 

End 5730 

Score 163 

.3489, 3422.-3493, 3446. .3817, 
.3850, 3857. .3982, 3865. .3978, 
.4294, 5291;. 5398, 5299..S364, 
.5604, 5577. .5726, 5623. .5730 



Seq. No. 55712 

Gene No. 116718 

Start 2621 

Name OJ000323_21 . 04 19 . C28 . ol . tm 

Start 3421 

GI . none 

Exons 3421. .3855, 3422.-3856, 3833. 
4034 . .4102 



Seq. ID OJ000323_21.0419.C28 

Strand + 

End 5741 

Method TBLASTX : Maize 

End 4102 

Score 716 

.3982, 3850.. 3981, 3982.. 4101, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55712 
116718 
2621 

OJ000323_21.0419.C28.o2.tw 
3472 
none 

3472.. 3561, 5291.. 5500, 5296.. 5478 



Seq. ID OJ000323_21.0419.C28 

Strand + 

End 57 41 

Method TBLASTX : Wheat 

End 5500 

Score 2 90 



Seq. No. 55712 Seq. ID 

Gene No. 116718 Strand 

Start 2621 End 

Name OJ000323_21 . 0419 . C28 . o3 . tw Method 

Start 3653 End 

GI none Score 

Exons 3653.. 3856, 3670.. 3855, 3833.. 3934 

Seq. No. 55712 Seq. ID 

Gene No. 116718 Strand 



OJ000323_21.0419.C28 
+ 

5741 

TBLASTX: Wheat 

3934 

239 



OJ000323_21.0419.C28 
+ 



56270 




Start 


2621 




End 


5741 






Name 


OJ000323_21 


.0419. C28 ..ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


3947 




End 


4294 






GI 


none 




Score 


52 






Exons 


3947 . . 401o, 


once o m o /iaoa 

J9oo..39/o, 4UJU . . 


4125, 4034. .4294, 


4090. .4287 


Seq. No. 


'55712 




Seq. ID 


OJ000323 


__21.0419 


:C2 


Gene No. 


116718 




Strand 


+ 






Start 


2621 




End 


5741 






Name 


OJ00U323 21 


.U4iy.02o.o2. tm 


Method 


TBLASTX: 


Maize 




Start 


4123 




End 


5741 






GI 


none 




Score 


290 






Exons 


4123. . 4287, 


4124 . .4294, 5291 . . 


5542, 5293. .5481, 


5456. .5533 




bo /o . . oolo, 


3 b2Z . .0/41, Oo2o. . 


5739, 5625.. 5741 






Seq. No. 


55712 




Seq. ID 


OJ000323 


_?1.0419 


.C2 


Gene No. 


116718 




Strand 


+ 






Start 


O /TO 1 

2 o2 1 




End 


5741 






Name 


OJ000323_21 


A /I 1 A POO _ A 4- . . 

. 04 19 . C28 . o4 . tw 


Method 


TBLASTX : 


Wheat 




Start 


5504 




End 


5741 






GI 


none 




Score 


57 






Exons 


5504 . . 5542, 


ooo9. .ODoy, ob(J2. . 


5673, 5653.. 5739, 


5676. .5741 


Seq. No. 


55713 




Seq. ID 


OJ000323 


J. 1.-04 19 


.C3 


Gene No. 


116719 




Strand 


- 






Start 


509 




End 


1081 






Name 


OJ000323 21 


.0419.C30.ol.gs 


Method 


GEN SCAN 






Start 


509 




End 


.1081 






GI 


none 




Score 


.78 






Exons 


509. .549, 827. .924, 1008. .1081 








Seq. No. 


55714 




Seq. ID 


OJ000323 


_21.0419 


.C3 


Gene No. 


116720 




Strand 








Start 


418 




End 


995 






Name 


OJ000323 21 


.0419.C31.ol.gs 


Method 


GENSCAN 






Start 


418 




End 


995 






GI 


none 




Score 


.66, 






Exons 


418. .520, 622. . 683, 737. . 995 










Seq. No. 


55715 




Seq. ID 


OJ000303 


__21.0419 


.CI 


Gene No. 


116721 




Strand 


+ 






Start 


208 




End 


1694 






Name 


OJ000303 21 


.0419.Cl.ol.np 


Method 


AAT/NAP 






Start 


208 




End 


1694 






GI 


- 5852093 




Score 


65 






Exons 


208. .228, 1569. .1694 










GI Descrip. 


(AL117264) • 


zwhl6.1 [Oryza sativa] 








Seq. No. 


55715 




Seq. ID 


OJ000303 


_21.0419 


.CI 


Gene No. 


116721 




Strand 


+ 






Cf a vf 

OLait 


208 




End 


1694 






Name 


OJ000303 21 


.0419.Cl.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


896 . 




End 


1035 






GI 


none 




Score 


78 






Exons 


896.-973, 8 


97. .1034, 898. .1035, 898.. 


1035 






Seq. No. 


55715 




Seq. ID 


OJ000303 


_21.0419 


.CI 



-56271 



Gene No. 116721 Strand + 

Start 208 End 1694 

Name OJ000303_21 . 04 19 . CI . ol . gs Method GEN SCAN 

Start 1315 End 1425 

GI none Score . 98 

Exons 1315.. 1425 .. . 



Seq. No. 55716 

Gene No. 116722 

Start 2208 

Name OJ000303_21 . 04 19 . C3 . ol . gs 

Start 2208 

GI none 

Exons 2208.. 2285, 2367.. 2488, 3409. 

5042. .5128, 5429. .5518, 5589. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3516, 3725.. 3788, 
.5675, 5764. .5889, 



OJ000303_21.0419.C3 
+ 

7992 
GENSCAN 
7926 
.58 



4195. 
6590, 



.4216, 
.7926 



Seq. No. 55716 Seq. ID OJ000303_2 1 . 04 1 9 . C3 

Gene No. 116722 Strand + 

Start 2208 End 7992 

Name OJ000303_21 . 0419.C3 .ol .np Method AAT/NAP 

Start 4972 End 7992 

GI 2829910 Score 1895 

Exons 4972.. 5128, 5429.. 5518, 5589.. 5675, 5764.. 5914, 6598.. 7992 

GI Descrip. (AC002291) Unknown protein, contains regulator of chromosome 
condensation motifs [Arabidopsis thaliana] 



Seq. No. 


55716 








Seq. ID 


OJ000303 


_21.0419.C3 


Gene No. 


116722 








Strand 


"+ 




Start 


2208 ■• 








End 


7992 




Name 


OJ000303 21 


.0419 


.C3.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5069 








End 


6958 




GI 


none 








Score 


96 




Exons 


5069. .5128, 


5071 


. .5130, 


5428. 


.5517, 5430. .5516, 


5591. .5674, 




5592. .5678, 


5763 


. .5837, 


5763. 


.5828, 5764. .5838, 


5764. .5832, 




6716. .6757, 


6742 


. .6789, 


6742. 


.6810, 6805. .6858, 


6806. .6859, 




6875. .6958 














Seq. No. 


55716 








Seq. ID 


OJ000303 


_21.0419.C3 


Gene No. 


116722 








Strand 


+ 




Start 


2208 








End 


7992 




Name 


OJ000303 21 


.0419 


.C3.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6642 








End 


6811 




GI 


none 








Score 


134 




Exons 


6642. .6749, 


6643 


. .6750, 


6644 . 


.6748, 6744. .6800, 


6745. . 6795, 




6746. .6811 














Seq. No. 


55716 








Seq... ID 


OJ000303 


_21.0419.C3 


Gene No. 


116722 








Strand 


+ 




Start 


2208 








End 


7992 




Name 


OJ000303 21 


.0419 


.C3.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6896 








End 


7978 




GI 


none 








Score 


747 




Exons 


6896. .7489, 


6902 


. .7396, 


7117.. 


.7488, 7291. .7482, 


7504. .7539, 




7505. .7702, 


7505 


. .7639, 


7787. 


.7978, 7787. .7852, 


7793. .7972 


Seq. No. 


55716 








Seq. ID 


OJ000303 


_21.0419.C3 


Gene No. 


116722 








Strand 


+ 





56272 



Start 
Name 
Start 
GI 

Exons 



2208 

OJ000303_21.0419.C3.ol.tc 

6920 

none 

6920.. 7057, 6959.. 7060, 7013. 
7289.. 7321, 7309.. 7419, 7310. 
7499. .7741, 7504. .7746, 7505. 
7782.. 7865, 7787. .7876, 7808. 



End 7992 
Method TBLASTX : Cress 
End 7972 
Score 61 

.7198, 7115. .7198, 7241. 

.7477, 7433. .7519, 7462. 

.7717, 7505. .7564, 7508. 
.7972 



.7381, 
.7488, 
.7^76, 



Seq. No; . 55716 

Gene No. 116722 

Start 2208 

Name OJ000303_21 . 04 19 . C3 . ol . ts 
Start ■ 6959 

GI none 
Exons 



Seq. ID OJ000303_21.0419.C3 

Strand + 

End 7992 

Method TBLASTX : Soybean 

End 7992 

Score 146 



6959. .7156, 6968. .7057, 7013. .7186, 7112. .7198, 7241. .7477, 
7331. .7483, 7505. .7639, 7513. .7746, 7514. .7990, 7523. .7954, 
7695. .7988, 7813. .7992, 7813. .7992 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55717 

116723 

1 

OJ000303_21 . 041 9 . C4 . ol . np 



Seq. ID 
Strand 
End 

Method 

1 End 
2829910 Score 
1..299, 377. .523, 1084. .1156, 1187. .1601, 1720. .1838, 2595. .'2626 
(AC002291) Unknown protein, contains regulator of chromosome 
condensation motifs [Arabidopsis thaliana] 



OJ000303_21.0419.C4' 
+ 

2626 
AAT/NAP 
2626 
329 ■ 



Seq. No. 55717 

Gene No. 116723 

Start 1 

Name OJ000303_21 . 0419 . C4 . ol . gs 

Start ■ 39 

GI none 
Exons 



Seq. ID OJ000303_21.0419.C4 

Strand + 

End 2626 

Method GENSCAN 

End * 1837 

Score .99 



39.. .299, 377. .523, 1084. .1601, 1720. .1837 



3 Seq. No. 
j Gene No. 
3 Start 

Name 

Start 

GI 

Exons 



'55717 Seq. ID 

116724 Strand 

5172 End 

OJ000303_21 . 041 9 . C4 . o3 . gs Method 

5172 End 

none Score 
5172. .5441 



OJ000303_21.0419.C4 
+ 

5441 
GENSCAN 
5441 
.97 



Seq. No. 55717 Seq. ID 

Gene No. 116725 Strand 

Start 2813 End 

Name OJ000303_21 . 0419 . C4 . o2 . gs Method 

Start 2813 End 

GI none Score 

Exons 2813.. 3264, 4612.. 4669 



OJ000303_21.0419.C4 

4669 
GENSCAN 
4669 
.95 



Seq. No. 55717 Seq. ID 

Gene No. 116726 Strand 

Start 7712 End 

Name OJ000303 21 . 0419 . C4 . ol . tm Method 



OJ000303_21.0419.C4 
8693 

TBLASTX: Maize 



56273 




Start 1486- 

GI none 

Exons I486.. 1614, 1488.. 1601, 

Seq. No. 55717 

Gene No. 116726 
Start ' '. , 7712 

Name OJ000303_21 . 0419 . C4 . ol . 

Start 1494 

GI none 

Exons 1494. .1613, 1495. .1614, 




End 1822 
Score 176 
1706. .1822, 1717. .1821 

Seq. ID OJ000303_21.0419.C4 
Strand 

End '8693 
ts Method TBLASTX : Soybean 

End 1813 
Score 161 
1706. .1813, 1717. .1809 



Seq. No. 55717 

Gene No. 116726 

Start 7712 

Name OJ000303_21 . 04 19 . C4 . o4 . gs 

Start 7712 

GI none 

Exons. 7712.. 7830, 8592.. 8693 



Seq. ID OJ000303_21.0419.C4 
Strand 

End 8693 

Method GENSCAN 

End 8693. 

Score .81- 



Seq. No. 55718 

Gene No. 116727 

Start 2469 

Name OJ000303_21 . 0419.C5 .ol . gs 

* Start 24 69 

GI none 

Exons 2469.. 3012 



Seq. ID OJ000303_21.0419.C5 

Strand + 

End 3039 

Method GENSCAN 

End *r-3012 

Score .58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55718 
116727 
2469 

OJ000303_21 . 04 19 . C5 . ol . np 
2619 
6671940 
2619.. 3039 

(AC0167 95) hypothetical protein [Arabidopsis thaliana 



Seq. ID OJ000303_21.0419.C5. 
Strand + 
End 3039 
Method AAT/NAP 
End .'3039 
Score 301 



55718 

116727 

2469 

OJ000303_21. 0419.C5.ol.tc 

2648 
none 



Seq. ID OJ000303_21.0419.C5 

Strand + 

End 3039 

Method TBLASTX : Cress 

End 2924 

Score 137 



2648. .2749, 2649. .2750, 2765. .2899, 2769. .2924 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



55718 
•116727 
2469 

OJ000303_21.0419.C5.ol.ts 

2648 

none 



Seq. ID OJ000303_21.0419.C5 

Strand + 

End 3039 

Method TBLASTX : Soybean 

End 2921 

Score 148 



2648. .2749, 2649. .2756, 2658. .2750, 2762. .2899, 2763. .2921 



55718 

116727 

2469 

OJ000303 21.0419.C5.ol.tw 



Seq. ID OJ000303_21.0419.C5 

Strand + 

End 3039 

Method TBLASTX : Wheat 



56274 



Start 


2 64 9 


End 


2861 




GI 


none 


Score 


153 




Exons 


OC/1Q o T c n O £ R C OTCfl 97(TO 
<£ 04 y . . *l / 3 U , iODD. /jU; Z/dJ 


..2783, 2795. .2860, 




Seq. No. 


55719 


Seq. ID 


OJ000303_ 


_21.0419.C6 


Gene No. . 


116728 


" Strand 


+ 




Start 


817 


End 


2742 




Name 


0JUUU3U3 z i . U4 i y . Lb . oi . gs 


' Method 


GEN SCAN 




Start 


817 


End 


2742 * 




GI 


none 


Score 






Exons 


on qoq ono 0"5i/i ocqp 


2742 






Seq. No. 


55720 


Seq. ID 


OJ000303_ 


_21.0419.C8 


Gene No. 


116729 


Strand 


- 




Start 


36 


End 


176 




Name 


OJ000303 1 1 . U4 1 y . Co . ol . gs 


Method 


GENS CAN 




Start 


36 


End 


176 




GI 


none 


Score 


.58 




Exons 


36 . . 71, 10 / . . 1 / O 








Seq. No. 


55721 


Seq. ID 


OJ000303_ 


_21.0419.C9 


Gene No. 


116730 


Strand 


+ 




Start 


34 9 


End 


5615 




Name 


OJ000303 21,0419. C9. 61. gs 


Method 


GEN SCAN 




Start 


349 


"• End 


5615 




GI 


none 


Score 


.75 





Exons 

Seq. No. 

"Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



349. .398, 881. .920, 2330. .4628, 5098. .5615 



55721 

116730 

349 

OJ000303_21, 
1641 
7434420 
1641. .1697, 



0419.C9.ol.np 



2330. .4628, 5098 



receptor-like protein kinase 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.5612 
(EC 2.7 



OJ000303_21.0419.C9 
+ 

5615 
AAT/NAP 
5612 
2065 



1.-) 



rice 



gi 1 1707642 |emb|CAA69028,.l'| (Y07748) TMK [Oryza sativa] 



55721 Seq. ID 

116730 Strand 

349 End 

OJ000303_21.0419.C9.ol.gp Method 

2182 End 

uC-osflcypl57bllbl Score 
2182. .2573 

1 5262765/emb | CAB4 5913 . 1 1 8.0e-13 (AL080283) putative protein 
[Arabidopsis thaliana] 1 .,>■ 



OJ000303_21.0419.C9 
+ 

5615 
AAT/GAP 
2573 
740 



55721 Seq. .ID 

116730 Strand 

34 9 End 

OJ000303__21 . 04 19 . C9 . o2 . gp Method 

2965 End 

43640_1.R1084 Score 
2965.. 3541 

'1174718/sp|P43298|TMKl_ARATH 3.0e-38 PUTATIVE RECEPTOR PROTEIN 
KINASE TMK1 PRECURSOR >gi_32257 9_pir_ 



OJ000303_21.0419.C9 

+ 

■5615 
AAT/GAP 
3541 
1150 



JQ1674 receptor protein 



56275 



kinase, TMK1 (EC 2.7.1.-) precursor - Arabidopsis thaliana 
>gi_l'66888 (L00670) protein kinase "[Arabidopsis thaliana] ' 



Seq. No. 55721 

Gene No. 116731 

Start 7547 

Name OJ000303_21 . 04 19 . C9. o4 .gp 

Start 7547 

GI none 

Exons 7547.. 7955 



Seq. ID OJ000303_21.0419.C9 

Strand + 

End 7955 

Method - AAT/GAP 

End 7955 

Score 814 



Seq. No. 55721 

Gene No. 116732 

Start 12758 

Name OJ000303_21 . 04 19 . C9 . o3 . gs 

Start 12758 

GI none 

Exons 12758. .13009, 13254 14090, 
15942. . 15997 



Seq. ID OJ000303_21.0419.C9 

Strand + 

End 15997 

Method GENSCAN 

End 15997 

Score .5 
14.961,. 15200, 15814. .15904, 



Seq. No. 55721 Seq. ID 

Gene No. 116732 Strand 

Start 12758 End 

Name " OJ000303_21 . 04 19 . C9 . o7 . gp Method 

Start 13252 End 

GI none Score. 

Exons 13252. . 13589 



OJ000303_21.0419.C9 
+ 

15997 
AAT/GAP 

13589 ' - 

654 



Seq. No. 55721 Seq. ID 

Gene No. 116732 Strand 

Start 12758 End 

Name O JO 0030 3_2 1.0419.C9.o8.gp Method 

Start 13706 End 

GI 3762480 Score 

Exons 13706. .14171 



OJ000303_21.0419.C9 
+ 

15997 
AAT/GAP 
14171 
836 



Seq. No. 55721 

Gene No. 116733 

Start 17280 

Name OJ000303_21 . 04 19 . C9 . o4 . gs 

Start 17280 

GI none 

Exons 17280. .17290, 18001 .. 18124, 
19417. .19575 



Seq. ID OJ000303_21.0419.C9 

Strand + 

End 20064 

Method GENSCAN 

End 19575 

Score .69 
182 64. .18359, 19130. .19250, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



55721 Seq. ID 

116733 . Strand 

17280 End 

0 JO 0 0 3 0 3_2 1 . 0 4 1 9 . C 9 . o 4 . np ■ Me t hod 

17965 End 

7378639 Score 
17965. .18124, 18264 
20028. .20064 

(AL162751) jDutatiye protein [Arabidopsis thaliana] 



OJ000303_21.0419.C9 
+ 

20064 
AAT/NAP 
20064 
524 



.18359, 19130. .19335, 19417 .. 19654 , 



55721 
116734 



Seq. ID 
Strand 



OJ000303 21. 0419. C9 



56276 



Start 
Name 
Start 
GI 

Exons 



5509 End 5961 

OJ000303_21.0419.C9.o3.gp Method AAT/GAP 

5509 End 5961 

none Score 882 
5509. .5961 



Seq. No. 
Gene No. 
Start 
"Name 
Start 
GI 

Exons 



55721 

116735 

6734 

OJ000303_21. 

2375 

none 

2375. .2443, 
2705. .2749 



0419.C9.o7.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_21.0419.C9 
11025 

TBLASTX: Maize 

2749 

66 



2483.-2566, 2491. .2565, 2623.-2724, 2636. .2704, 



Seq. No. 55721 
Gene No. 116735 
Start • 6734 

Name OJ000303_21 .0419. C9-. ol . tc 

Start 2429 
GI none 

Exons 2429. .2464, 2486.. 2563, 2623. 

2798. .2938, 2813. .2989, 2828. 
2999. .3160, .3107. .3244, 3107. 
3428.. 3547, 3491.. 3664, 3860. 
4256. .4624, 4477. .4659, 5093. 
5511. .5615, 5561. .5620 



Seq. ID 
Strand . 
End 

Method 
End 
Score 



OJ000303 21. 0419. C9 



11025 

TBLASTX: Cress 
5620 
34 

2772, 2636. .2761, .2783. .2878, 
2938, 2891.. 2986, 2999 .. 3091',, 
3238, 3295. .3657, 3299. .3658, 
3964, 3995. .4651, 4030.. 4446, 
5170, 5094. .5507, 5276. .5461, 



Seq. No. 55721 

Gene No. 116735 

Start 6734 

Name OJ000303_21 . 04 19 . C9 . o2 . ts 

Start 2749 

GI none 

Exons * 2749.. 3018, 2750 .. 2992,. 2999. 



Seq. ID OJ000303_21.0419.C9 
Strand 

End 11025 

Method TBLASTX : Soybean 

End 3073 

Score 238 

.3073 ' :> 



Seq. No.. 55721 

Gene No. 116735 

Start 6734 

Name OJ000303_21 . 04 19 . C9 . ol . tm 

Start 2786 

GI none 

Exons 2786.. 2923, 2789.. 2941, 2992. 

3509. .3619, 3511. .3618, 3548. 



Seq. ID OJ000303_21.0419.C9 
Strand 

End 11025 

Method TBLASTX: Maize 

End 3670 

Score 82 

.3603, 2999. .3604, 3476. .3619, 
.3670 



Seq. No. 55721 
Gene No. 116735 
Start 6734 

Name OJ000303_21.. 0419. C9*. ol . ts 

Start 3074 
GI none 

Exons 30.74.. 3241, 3422.. 3568, 3458. 

3860. .4567, 4004. .4201, 4030. 
5093.. 5176, 5094.. 5201, 5199. 
5308.. 5508, 5505.. 5627, 5538. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 21. 0419. C9 



11025 

TBLASTX: Soybean 
5627 
96 

3721, 3617. .3724, 3808. .3840, 
4566, 4567. .4626, 4574. .4627, 
5507, 5199.. 5504, 5216. .5506, 
5615, 5561.. 5620 



Seq. No. 



55721 



Seq. ID OJ000303_21.0419.C9 



56277 




Gene No. 


116735 








Strand 






Of a r-+- 


fn ^ a 

O / O ft 








tina 


i i n 9 r 

1 1 UZ 0 




Name 


ptTnnn^n^ 9i 

UJUUU jUj Z 1 


Ci A 1 Q 

. u 4 1 y . 


PQ /-\9 

by . oz . 


tm 


Method. 


i oiiAb i a : 


Mai ze 


Of -I y-f 

OLdlt 


Oy Z U 








ii«na 


A A Q Q 

4 4 y 0 




P T 

.bl 


none 








Score 


d4 y 






j!?ZU. .4470/ 


"3 Q f, ^ 


4 9 07 
. 4 Z U / , 


4 uj y . 


A A Q7 

. 4 4 y / 






beg. wo. 


R R7 9 1 
00 / Z 1 








Seq. ID 


OJ000303 


91 H/11G PQ 

zi.u4iy.by 


Gene No. 


116735 








Strand 






Start 


6734 








End 


11025 




Name 


pi too n ^ n ^ 9 1 

UuUUUjUj Zl 


n a i q 
. u 4 1 y . 


PQ r>,9 
by . OZ . 


L W 


Method 


TBLASTX : 


wnea l 


btart 


4 JJfl 








End 


5193 




bl 


none 








Score 


472 




Exons 


/I *3 *D /I ^ £97 

4 004 . .4 OZ / , 


/I "3 "3 £ 
4 00 O . 


. 4 DZu , 


ou y o . 


.5191, 5094.. 5192, 


RflQ7 R1Q9 

o u y / . .o i y z , 




Ri n-7 ci no 














beq . ino . 


R R7 9 1 
00 / Z 1 








Seq. ID 


OJ000303 


91 n/11Q PQ 

zi . U4iy.by 


Gene No. 


1 1 £7 "3 R 
lit) / jj 








Strand ■ 






Start 


6734 








End 


11025 




Name 


OJ000303_21 


.0419.. 


C9.o4. 


tm 


Method 


TBLASTX: 


Maize 


C-H s y~ J r 

b car l 


OU04 








End 


5477 




p t 
bl 


none 








Score 


105 




Exons • 


o uo 4 . . oi / y , 


ou y 4 . 


r 9 n i 
. oz U 1 , 


ou y 4 . 


.5201, 5199.. 5294, 


coon cooo 

o z yu . . ooo o , 




oz y 4 . . o oo y , 


R O G R 

o z y o . 


. oo yu , 


R T fl Q 

OoUo . 


.5391-, 5375.. 5464, 


c-jqi R / 7 7 

o jyi . . 04 / / , 




J . .04 / / 














Seq. No. 


55721 








Seq. ID 


OJ000303 


_21.0419.C9 


Gene No. 


116735 








Strand 






b tarn 


£7 ^ A 








End 


11025 




Name 


p\Tnnmm oi 
(JJUUUoUo Zl 


. U4 i y . 


by . oi . 


tw 


Method 


TBLASTX: 


Wheat 


bt art 


oz uz 








End 


5567 




P T 
bl 


none 








Score 


503 




TP /"\ T"k c 

EjXOOS 


cono r r zi n 

jZUZ . . j j4U/ 


R 9 H 9 


. j j4U/ 


R R "39 
OOOZ . 


.5567 






beq. no. 


R R 7 0 1 
00 / Z 1 








Seq. ID 


OJ000303 


z i . U4 i y . cy 


Gene No. 


116735 








Strand 






Start 


6734 








End 


11025 




Name 


OJ000303 21 


.0419. 


C9.o2. 


gs - 


Method 


GENSCAN 




Cf -i -Y-4- 


6734 








End 


10998 




P T 
bl 


none 








Score 


.7 






6734. .6822, 


7256. 


.7406, 


8473. 


.8587, 8971. .9005, 


1 fl A A 9 1 Pi R "3 
1U44Z. . 1 U 0 O 




10616. .10666, 10804. .10998 








Seq. No. 


55721 








Seq. ID 


OJ000303 


_21.0419.C9 


Gene No. 


"116735 








Strand 






Cf a y +- 


6734 








End 


11025 




Name 


OJ000303 21 


.0419. 


C9.o5. 


gp 


Method 


AAT/GAP 




Qf 2r .f 

b car l 


8108 








End ' 


8332 




P T 
bl 


.3762689 








Score 


395 




Exons 


'8108. .8332 














Seq. No. 


55721 








Seq. ID 


OJ000303 


_21.0419.C9 


Gene No. 


116735 








Strand 






Start 


6734 








End 


11025 




Name 


OJ000303 21 


.0419. 


C9.o2. 


np 


Method 


AAT/NAP 




Start 


8313 








End 


10989 




GI 


7489414 








Score 


643 





56278 



4 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■8313. .8396, 8473. .8587, 10169 10266, 104 42 .. 10534 ,. 
10616. .10666, 10768.. 10989 

probable bis (5 f -nucleosyl ) -tetraphosphatase (asymmetrical ) (EC 
3.6.1.17) - barley gi | 2564253 | emb | CAB17083 . 1 | (Z99996) 
diadenosine 5 1 , 5 ' 1 1 -PI, P4-tetraphosphate hydrolase [Hordeum 
vulgare] 



55721 

116735 

6734 

OJ000303__21.0419.C9.o6.tm 

8318 

none 



OJ000303 21. 0419. C9 



Seq. ID 
Strand 
End - 
Method 
End 
Score 

8318. .8398, 8319. .8405, 8322. .8405, 8323. .8406, 8446. .8586, 
8472. ..8588, 8472. .8588, 8474. .8593, 10159 10200, 10166 .. 10201, 
10201. .10263, 10202. .10279, 10202 .. 10267 , 10429 .. 10536, 
10430. .10537, 10430. . 10540, 10443 .. 10568, 10614 .. 10667, 
10616. .10669, 10617. .10667,. 10756. .10836, ' 10769. .10855 ■ 



11025 

TBLASTX: Maize 

10855 

82 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



'55721 Seq. ID 

116735 Strand 
6734 -End 
OJ000303_21 . 04 19 . C9 . o3 . tc Method 

8329 1 End 
none ' ■ , Score 



OJ000303_21.0419.C9 
11025 

TBLASTX: Cress 

10836 

59 



8329.. 8406, 8340.. 8405, 8446.. 8565, 8477.. 8557, 8557.. 8586, 
10153. .10197, 10154. .10186, 10204 .. 10266, 10205 .. 102 64 , 
10427. .10537, 10430 10540, 10443 .. 10562, 10483 .. 10575, 
10616. .10675, 10617. .10670, 10780 .. 10836, .10781 .. 10834 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 21. 0419. C9 



55721 
116735 
6734 

OJ000303_21.0419.C9.o6.gp 

8353 

9700_1.R1084 

8353. .8396, 8473. .8587, 10169. 
10616. .10666, 10768. :il025 

f 2564 253/emb | CAB17083 | 2.0e-50 (Z99996) diadenosine 

5 ? ? f 5 i t i i i » _ pi / P4-tetraphosphate hydrolase [Hordeum vulgare] 1 



11025 
AAT/GAP 
11025 
1069 



,10266, 10442., 10534, 



55721 

116735 

6734 

OJ000303_21.0419.C9.o3.ts 

10174 

none 

10174. .10200, 10201 
10430. . 10537, -10430 
10616. .10669, 10616 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_21.0419.C9 
11025 

TBLASTX : Soybean 

10843 

63 



10266, 10202. .10267, 1042 9 .. 10536, 
10540, vl0440. . 10565, 10615 .. 10668 , 
10669, 10789. .10836, 10790. .10843 



Seq. No. 55721 Seq. ID 

Gene No. 116735 Strand 

Start 6734 End 

Name OJ000303_21 . 04 19 . C9 . o3 . tw Method 

Start 10194 End 

GI none Score 



OJ000303_21.0419.C9 
11025 

TBLASTX: Wheat 

10995 

72 



56279 



Exons 



10194. .10268, 10201. .10281, 10201 .. 10263, 10202 .. 10294 , 

10202. .10267, 10430. .10540, 10443 .. 10568 , 10600 .. 10668 , 

10609. .10671, 10610. .10672, 10756. .10836, - 107 69. .10870, 
10975. .10995 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55721 
116736 • 
12967 

OJ000303_21.0419.C9.o3.tm 

12967 

none 

12967. .13083, 17 981 .. 18031 , 
18034. .18126, 18038. .18127, 
18261. .18359, 182 63 .. 18361 , 
19127. .19333, 19128 .. 19334 , 
19513. .19551, 19514. .19552 

55721 

116736 

12967 

OJ000303_21.0419.C9.o5.tm 

13416 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17983. .18033, 
18095. .18127, 
18263. .18364, 
19391. .19519, 



OJ000303 21. 0419. C9 



19552 

TBLASTX: Maize 
19552 
65 

17991. .18032, 
18261. .18359, 
19079. .19333, 
19414 . .19509, 



•Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ000303_21.0419.C9 
19552 

TBLASTX: Maize 

14120 

90 



13416. .13475, 134 24 . .13528 , 13472 13633, 13473 13634 , 
137-49. .13784, 138 42 .. 13916, 13932 .. 13961 , 13988 14062 , 
13989. . 14060, 14 051 .. 14104 , 14052. .14120 



Seq. No. 55721 

Gene No. 116736 

Start 12967 

Name OJ000303_21 . 0419 . C9 . o2 . tc 

Start 18038 

GI none 
Exons 



Seq. ID OJ000303_21.0419.C9 
Strand 

End 19552 

Method TBLASTX : Cress 

End 19540 

Score 115 



18038. .18127, 18046. .18120, 18261 .. 18359, 19127 .. 19324 , 
19127. .19318, 19384. .19479, 19391. .19540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55722 Seq. ID 

116737 Strand 

1 End 

OJ000303_21.0419.C10.ol.np Method 

1 End 

7378639 Score 



OJ000303_21. 0419. C10 
+ 

3558 
AAT/NAP 
3280 
1114 



1..295, 920. .1125, 1491. .1691, 1793. .1892, 2015. .2124, 
2224.. 2370, 31'66.. 3280 

(AL162751) putative protein [Arabidopsis thaliana] 



Seq. No. 55722 . Seq. ID 

Gene No. 116737 Strand 

Start 1 End 

Name OJ000303_21 . 0419 . C10 . ol . gs Method 

Start 83 End 

GI none Score 
Exons 



OJ000303_21. 0419. C10 
+ 

3558 
GENSCAN 
3274 
.77 



83.. 295, 920.. 1125, 1491.. 1691, 1793.. 1892, 2015.. 2124, 
2224. .2370, 3166. .3274 - 



Seq. No. 
Gene No. 



55722 
116737 



Seq. ID OJ000303_21. 0419. C10 
Strand + 



56280 



Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



OJ000303_21. 0419.C10.ol.gp 
254 

18293_1.R1084 

254. .295, 920. .1125, 1491. 



End 

Method 
End 
Score 
1691, 1793. 



3558 
AAT/GAP 
1870 
986 
.1870 



1 100226/pir | | S21495 8.0e-25 hypothetical protein - tomato 
>gi_19275_emb_CAA78112_ (Z12127) protein of unknown function 

[Lycopersicon esculentum] >gi_4 45619_prf 1909366A Leu zipper 

protein [Lycopersicon esculentum] 1 



55722 " Seq. ID 

116737 Strand 
1 End 
OJ000303_21. 0419.C10.o2.gp Method 
2247 End 
17603_1.R1084 Score 
2247. .2370, 3166. .3558 

M587550/gb|AAD25781,l |AC006577_17 5.0e-12 (AC006577) EST 
gb_R64848 comes from this gene. [Arabidopsis thaliana] 1 



OJ000303_21. 0419. CIO 
+ 

3558 
AAT/GAP 
3558 
960 



55722 Seq. ID 

116738 Strand 
4874 End 
OJ000303_21. 0419. C10. o2.tm Method . 
1 ■ ' End 

none Score 
1..15, 67. .237, 83. .313, 83. .310, 919 
1482.. 1577, 1492.. 1536, 1530.. 1598, 1531 
6662.. 6700, 6794.. 6949, 6794.. 6961, 7018 
7025. .7234, 7389. .7595, 7391. .7594 



OJ000303_21. 0419. C10 
+ 

9068 

TBLASTX: Maize 
7595 
36 

1125, 920. .1126, 

1596, 6605.. 6658, 
7224, 7019.. 7234, 



55722 Seq. ID 

116738 Strand 

4874 End 

OJ000303_21.0419.C10.ol.ts Method 

67 ~ End 

none Score 



OJ000303_21. 0419. C10 
+ 

9068 

TBLASTX : Soybean 

7240 

264 



67. .237, 83. .310, " 83. .295, 6791. .6949, 6793..694~5, 7018. .7203, 
7019. .7237, 7028. .7240 



55722 

116738 

4874 

OJ000303_21. 0419.C10.ol.tm 

1599 , 

none 

1599. .1691, 1600. .1692, 1608. 
1849. .1893, ■ 1851. .1895, 2013. 
2221. .2370, 2222. .2371, 2222. 
3161. .3274, 3166. .3276, 3166. 
7963. .8028, 7965. .8027, 8028. 
8158. .8202, 8377. .8526, 8378. 

55722 ' 

116738 

4874 

OJ000303__21.0419.C10.o2.gs 



Seq. ID OJ000303_21. 04 19. C10 

Strand + 

End 9068 

Method TBLASTX : Maize 

End 8727 

Score 156 
.1700, 17 90. .1858, 17 91. .1850, 
.2108, 2013. .2105, 2014. .2127,. 
.2371, '2223. .2381, 2223. .2384, 
.3273, 7809. .7913, 7810. .7905, 
.8072, 8029. .8073, 8156. .8206, 
.8527, 8634. .8726, 8635. .8727 

Seq. ID OJ000303_21.0419.C10 

Strand + 

End 9068 

Method GENSCAN 



56281 



Start 
GI 

Exons 



4874 End 9068 

none Score . 8 

4874. .5044, 5126. .5221, 5325. .5428, 5528. .5623, 6469. .6702, 

6799. .6937, 7019. .7231, 7389. .7594, 7701. .7901, 7971. .8070, 

8159. .8280, 8380. .8526, 8921. .9068 



Seq. No.- 55722 

Gene No. 116738 

Start 4874 

Name OJ000303_21 .0419. C10 . o2 . np 

Start 4886 

GI 7378639 
Exons 



Seq. ID OJ000303_21. 0419. C10 

Strand + ' 

End 9068 

Method AAT/NAP 

End 8748 

Score 1003 



4886. .5063, 5145. .5221, 6162. .6369, 6469. .6702, 6799. .6937, 
7019. .7231, 7389. .7594, 7701. .7901, 7971. .8070, 8159. .8280, 
8380. .8526, 8634. .8748 
GI Descrip. (AL162751) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55722 

116738 

4874 

OJ000303_21.0419.C10.o3.np 

5448 

7378639 



Seq. ID OJ000303_21. 0419. C10 

Strand + ■ 

End 9068 

Method AAT/NAP 

End ■ 8748 

Score 928 „ 



5448.. 5534, 6138. .6369, 6469.. 6702, 6799.. 6937, 7019. 
7389. .7594, 7701. .7901, 7971. .8070, 8159 .. 8280,. 8380 . 
8634. .8748 



,7231," 
,8526, 



fjj GI Descrip. (AL162751) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55722 
.116738 
4874 

OJ000303_21.0419.C10.o4 .np 

5517 

7378639 



Seq. ID OJ000303_21. 0419. C10 

Strand + 

End 9068 

Method AAT/NAP 

End 8748 

Score 935 



5517. .5553, 6178. .6369, 6469. .6702, 6799. .6937, 7019. .7231, 
7389.-7594, 7701. .7901, 7971. .8070, '8159. .8280, 8380. .8526, 
8634. .8748 



GI Descrip. (AL162751) putative protein [Arabidopsis thaliana] 



Seq. No. 55722 
Gene No. 116738 
Start 4874 

Name OJ000303_2 1.0419. C10 . o5 . np 

Start 6799 
GI 7486380 
Exons 6799.. 6937, 7019. 

8313.. 8526, 8634. 
GI Descrip. hypothetical protein F3L17.110- Arabidopsis thaliana 

gi|5262765|emb|CAB45913.1| (AL080283) putative protein 

[Arabidopsis thaliana] gi | 7270057 | emb | CAB79872 . 1 1 (AL161579) 

putative protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,7231, 7389. .7582, 7661. .7901, 
8734 



OJ000303_21. 0419. C10 
+ 

9068 
AAT/NAP 
8734 
259 

7971. .8083, 



Seq. No. 55722 Seq. ID 

Gene No. 116738 Strand 

Start 4874 End 

Name OJ000303_21 . 04 19 . C10 . o3 . gp Method 

Start 8219 End 



OJ000303_21.0419.C10 

+ ; '* 
9068 
AAT/GAP 
8659 



562'82 



GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



286510 - Score 430 

8219.. 8280, 8380.. 8526, 8634.. 8659 

5262765/emb | CAB4 5913 . 1 | 8.0e-13 (AL080283) putative protein 
[Arabidopsis thaliana] 



55723 

116739 

1544 

OJ000303_21.0-419.Cll.ol.gs 

1544 

none 

1544. .1759 



Seq. ID OJ000303_21.0419.C11 

Strand + . - 

End' 2024 

Method GENSCAN 

End 1759 

Score .84 



Seq. No. 55723 

Gene No. 116739 

Start 1544 

Name OJ000303_21 . 04 19 . Cll . ol . 

Start 1570 

GI 3760791 

Exons 1570.. 1661, 1763.. 2024 



gp 



Seq. No. 

lf s Gene No. 

l & Start 

= Name 

£3 Start 

G GI 

1 2 Exons 

! I GI Descrip. 



55723 
116740 
2765 

OJ000303_21.0419.Cll.ol.np 

3585 
7486002 

3S85..4238 - 
r hypothetical protein 
gi | 4886280 | emb | CAB4 34 30 . 1 | 
[Arabidopsis thaliana] 



Seq. ID OJ000303_21. 0419. Cll 

Strand + 

End 2024 

Method AAT/GAP 

End 2024 

Score 600 



Seq. No. 55723 Seq. ID 

Gene No. 1.16740 Strand 

Start 2765. , End 
Name - OJ000303_21 . 04 19 . Cll . o2 . gs Method 

Start 2765 End 

GI none Score 

Exons.- 2765. .2836, 3546. .4241 



OJ000303_21. 0419. Cll 
+ 

4241 
GENSCAN 
4241 
.99 



Seq. ID OJ000303_21. 0419. Cll 

Strand + 

End 4241 

Method AAT/NAP 

End 4 238 

Score 392 

F22O6.150 - Arabidopsis thaliana 
(AL050300) putative protein 



Seq. No. 


55723 








Seq. ID 


OJ000303_21. 0419. Cll 


Gene No. 


116741 








Strand 




Start 


4714 








End 


5834 


Name 


OJ000303 21 


0419. 


Cll.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


3575 








End 


4001 


GI 


none 








Score 


110 


Exons 


3575. .4000, 


357 6. 


.3647, 


371*4. 


.4001 




Seq. No. 


55723 








Seq. ID 


OJ000303_21. 0419. Cll 


Gene No. 


116741 








Strand 




Start 


4714 








End 


5834 


Name 


OJ000303 21 


0419. 


Cll.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


3714 








End 


4144 


GI 


none 








Score 


62 


Exons 


3714 . .3776, 


3780. 


.3965, 


3905. 


.3964, 3987. .4142, 4025. .4144 


Seq. No. 


55723 








Seq. ID 


OJ000303_21.0419.C11 



56283 




Gene No. 


116741 






Strand 






Start 


a n i a 
4/14 






End 


C O O A 

5834 




Name 


/~\ T A A A O A O A 1 

OJ000303 21. 


0419. Cll ,ol 


. tc 


Method 


m t~» t Ti rim vr _ n _ _ 

TBLASTX : Cress 




Start 


Jo 10 






End 


4142 




GI 


none 






Score 


14 3 




Exons 


JolU. .4004, 


398 / . .4142 










Seq. No. 


55723 






Seq. ID 


OJ000303 21.0419 


.Cll 


Gene No. 


116741 






Strand 


- 




Start 


4714 






End 


5834 




Name 


/-\ T A A A O A O 

OJ000303 21 . 


0419. Cll . o2 


. tm 


Method 


TBLASTX : Maize - 




Start 


4 004 






End 


4214 




GI 


none 






Score 


224 




Exons 


A C\C\ A A 1 A A 

4 004 . .4144, 


/I AA c /ioi yi 

4 005. .4214 










Seq. No. 


55723 






Seq. ID 


OJ000303_21.0419 


.Cll 


Gene No. 


116741 






Strand 






Start 


A H 1 A 

4/14 






hnd 


coo / 

bo 34 




Name 


/'"NTAAAOA'D 01 

OJ 000303 21 . 


04 1 9 . Cll . o3 


.gs 


Method 


1~ 1 It 7 O /"I TV XT 

GENSCAN 




Start 


4 /14 






End 


5834 




GI 


none 






Score 


. 75 




Exons 


4 / 14 . . 4 8 o 9 , 


CTOC COO/I 

o / 95 . . 5834 










Seq. No. 


55724 






Seq. ID 


OJ000303 21.0419 


. C12 


Gene No. 


I 1 CI A ^ 

I I o / 4 2 






Strand 


" + 




Start 


1 






End ' 


255 




Name 


OJ000303 21. 


0419.C12.ol 


np 


Method 


AAT/NAP 




Start-.-' 


1 






End 


249 




GI 


7486004 






Score 


219 




Exons 


1. .249 












GI Descrip. 


hypothetical 


protein F2206. 


17 0 - Arabidopsis thaliana 






gi | 4 88 6282 | emb|CAB4 34 34 


11 


(AL050300) 


putative protein 






[Arabidopsis 


thaliana] 










Seq. No. 


557,24 






Seq. ID 


OJ000303_2l.04l9 


.C12 


Gene No. 


116742 






Strand 


+ 




Start . 


1 






End 


255 




Name 


OJ000303 21. 


0419.C12.ol 


gs 


Method 


GENSCAN 




Start 


88 






End 


255 




GI 


none 






Score 


.87 




Exons 


88. .255 












Seq. No. 


55725 . 






Seq. ID 


OJ000303_2l.04l9 


.C13 


Gene No. 


116743 






Strand 






Start 


653 






End 


877 ' 




Name 


OJ000303 21. 


0419.C13.ol 


gs 


Method 


GENSCAN 




Start 


653 






End 


877 




GI 


none 






Score 


.56 




Exons 


653. .877 












beq. no. 


55726 






Seq. ID 


OJ000303_2l.04l9 


O 1 A 

. C14 


Gene No. 


116744 






Strand 


+ 




Start 


6 






End 


1354 




Name 


OJ000303 21. 


0419.C14 .ol. 


np 


Method 


AAT/NAP 




Start 


6 






End 


1354 




GI 


6815109 






Score 


161 




Exons 


6. .48, 1186. 


.1354 











56284 



GT Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 55726 
Gene No. " 116745 

Start 537 

Name OJ000303_21 . 04 19 . C14 . ol . gs 
Start ' 537 

GI none 

Exons 537 . . 647 



Seq. ID OJ000303_21.0419.C14 

Strand 

End 647 

Method GENS CAN 

End 64 7 

Score .73 . 



Seq. No. 55727 Seq. ID 

Gene No. 116746 Strand 

Start 922 End 

Name OJ000303_21 . 04 19 . C15 . ol . gs Method 

Start 922 End 

GI none Score 

Exons 922.. 974, 1108.. 1189 



OJ000303_21.0419.C15 
+ 

1189 
GENSCAN 
1189 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ000303_21.0419.C16 
Strand 

167 

AAT/GAP 
167 
263 



End 

Method 
End 
.Score 



55728 
116747 
1 

OJ000303_21.0419.C16.ol.gp 
1 

LIB3434-008-P1-K1-E6 
1..167 

'3880399/ emb | CAA9 5 853.11 9.0e-ll (Z71267) predicted using • 
Genefinder; cDNA EST yk275h2.3 comes from this gene; cDNA EST 
yk309gll.3 comes from this gene; cDNA EST yk309gll.5 comes from 
this ? . gene; cDNA EST yk275h2.5 comes from this gene 
[Caenorhabditis ' elegans] 1 

55728 Seq. ID OJ000303_21 . 04 19 . C16 

116748 Strand 

849 End 1086 

OJ000303_21.0419.C16.ol.np Method AAT/NAP 

849 End- 1086 

6006885 Score 180 

84 9. .1086 

(AC008153) hypothetical protein [Arabidopsis thaliana] 



55729 Seq. ID 

116749 Strand 

1 End 

OJ000303_21.0419.C17.ol.np Method 

1 End 

6899894 Score 



OJ000303_21.0419.C17 

2199 
AAT/NAP 
2187 
397 



1...24, 549. .613, 694. .805, 885. .965, 1050 .. 114 3 , -1270 .. 1334 , 
1437. .1495, 1756. .1873, 1954. .-2187 

(AL138642) serine/threonine-protein kinase-like protein 
[Arabidopsis thaliana] 



55729 Seq. ID 

116749 Strand 

1 End 

OJ000303_21.0419.C17 .ol.gs Method 

694 End 

none Score 



OJ000303_21.0419.C17 

2199 
GENSCAN 
2199 
.71 



56285' 




Exons 


694 . .805, 1050. . 


1143, 1270.. 


1334, 1796. 


•10-70 O A IT OIO.O. 

.1873, 2065. .2199 


Seq. No. 


55729 








Seq. ID 


OJ000303_21.0419.C17 


Gene No. 


116750 








Strand 




Start 


3148 








hnd 


0 boU 


Name 


OJ000303 21 


.0419 


.C17.o3 


.tm 


Method 


TBLASTX : Mai ze 


Start' 


555 








End 


a 0 n 
939 


GI 


none 








Score 


69 


Exons 


555. .617, 556. .639, 695 


. .814 




000 n 0 0 000 0. *d ri 
ooz. .93o, ob9. .939 


Seq. No. 


55729 








Seq. ID 


OJ000303_21.0419.C17 


Gene No. 


116750 








Strand 




Start 


3148 








End 


0 f* c 0 

0 650 


Name 


OJ000303 21 


.0419 


.C17.o2 


.tc 


Method 


TBLASTX : Cress 


Start 


906 








End 


1 0 0 c 

1825 


GI 


none 








Score 


O "3 


Exons 


906. .968, 1056.. 


1151, 1269.. 


1340, 143 / . 


.14 99, 1 /54 . . 1825 


Seq. No. 


55729 








Seq. ID 


OJ000303_21.0419.C17 


Gene No. 


116750 








Strand 




Start 


3148 








End 


8650 


Name 


OJ000303 21 


.0419 


. C17 . o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


1086 








End 


2091 


GI 


none 








Score 


66 


Exons 


. 1086. .1151, 


1443 


. . 1499, 


1751 


..1861, 1760. .1894, 1966. .2091, 




1967. .2038, 


2064 


. .2081 








Seq. No. 


55729 








Seq. ID 


OJ000303_21.0419.C17 


Gene No. 


116750 








Strand 




Start 


3148 








End 


8650 


Name 


OJ000303 21 


.0419 


.C17 ,o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1443 








End 


2166 


GI 


none 








Score 


84 


Exons 


1443. . 1499, 


1444 


. .1497, 


1754 


..1876, 1754. .1873, 1809. .1874, 




1963. .2130, 


1964 


. .2122, 


2056 


..2166, 20^ 


)8. .2159 


Seq. No. 


55729 








Seq. ID 


OJ000303_21.0419.C17 


Gene No. 


116750 








Strand 




Start. 


3148 








End : 


8650 


Name 


OJ000303 21 


.0419 


.C17.o2 


.gs 


Method 


GENSCAN 


Start 


3148 








End 


8583 


GI 


none 








Score 


.8 


Exons 


3148. .3153, 


3182 


. .3322, 


3455 


..3505, 3615. .3695, 4087. .4182, 




4251. .4426, 


5945 


. .6033, 


6186 


..6274, 7125. .7171, 7338. .7405, 




8022. .8123, 


8405 


. .8583 








Seq. No. 


55729 • 








Seq. ID 


OJ000303_21.0419.C17 


Gene No. 


116750 








Strand 




b tar t 


3148 








End 


8650 


Name • 


OJ000303 21 


.0419 


.C17.o2 


.np 


Method 


AAT/NAP 


Start 


3173 








End 


8650 


GI 


6598802 








Score 


689 


Exons 


3173. .3322, 


3452 


. .3505, 


3615 


..3695, 4087. .4182, 4251. .4426, 




5945. . 6018, 


"6112 


. .6222, 


6533 


..6618, '6996.. 7235, 7333.. 7419, 




8071. .8223, 


8470 


. .8650 









GI Descrip. (AF024504) putative protein kinase [Arabidopsis thaliana] 



56286 



Seq. No. "■ 55729 

Gene No. 116750 

Start 3148 

Name OJ000303_21 . 04 19 . C17 . ol . ts 

Start 3185 

GI none 

Exons V 3185.". 3322, 3213. .3323, 3455. 

4081. .4182, 4085. .418.3, 4248. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 21.0419.C17 



8650 

TBLASTX : Soybean 
4413 
66 

3505, 3612. .3698, 3622.-3696, 
4412, 4264 .'. 4413 



Seq. No. 55729 
Gene No. 116750 
Start 3148 

Name OJ000303_21 . 0419. C17 . ol . tm 

Start 3203 
GI none 

Exons 3203.. 3322, 3204.. 3323, 3205. 

3455. .3508, 3612. .3740, 3612, 
4085. .4183, 4248.-4427, 4249, 
4267. .4443 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ0003O3 21.0419.C17 



8650 

TBLASTX: Maize 
4443 
112 

3333, 3453. .3512, 3454. 
3698, 4080.. 4181, 4081. 
4428, 4253. .4441, 4253. 



,3513, 
,4182, 
,4429, 



Seq. No. 55729 

Gene No. 116750 

Start 314.8 

Name OJ000303_21 . 0419 . C17 . ol . tw 

Start 3224 

GI none 
Exons 



Seq. ID OJ000303_21.0419.C17 
Strand 
End 

Method 
End 
Score 



8650 

TBLASTX: Wheat' 

4278- 

95 



3224. .3322, 3225. .3323, 3444. .3488, 3451. .3489, 3455. .3505, 
3456. .3509, 3612. .3698, 3613. .3696, 3621. .3785, 4050. .4181, 
4081. .4182, 4084. .4185, 4086. .4184, 4249.-4278, 4249. .4278 



Seq. No. 55729 
Gene No. 116750 
Start 3148 

Name OJ000303_21 . 04 19 . C17 . ol . tc 

Start 3612 
GI none 

Exons 3612.. 3695, 4081.. 4182, 4085, 

4263..4421, 4264.. 4428, 5946. 
7124;. 7243, 7125. .7247, 7339. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 21.0419.C17 



8650 

TBLASTX: Cress 
7383 
77 

4183, 4096.. 4194, 4248. 
6020, 7123.. 7230, 7123. 
7383, 7340-. .7378 



.4427, 
.7212, 



Seq. No. 55729 
Gene No. 116750 
Start 3148 

Name OJ000303_21 . 04 19 . C17 . o2 . tw 

Start 4281 
GI none 
Exons 4281. 

5939. 

6115. 



•4427, 4281. .4427, 4282. 
6010, 5939.. 6019, 5946. 
6183, 6204.. .6230, 6205. 



Seq. ID OJ000303_21.0419.C17 
Strand 

End 8650 
Method TBLASTX: Wheat 
End 6643 
Score 171 

.4428, 4283. .4441, 4463. .4495, 
.6020, 5947. .6021, 6111. .6185, 
.6231, 6510.. 6635, 6511.. 6603, 



6530.. 6643, 6532.. 6642 



Seq. No. 55729 Seq. ID 

Gene No. 116750 Strand 

Start- 3148 , End 

Name * OJ000303_21 . 04 19 . C17 . o5 . tm Method 

Start 5940 End 

GI none Score 



OJ000303_21.0419.C17 
8650 

TBLASTX: Maize 

6582 

74 



56287 





Exons 


5940 . . 6017, 


5946. . 6029, 


5947 


..6018, 6111. .6185, 6111. .6185, 






6112 . . 6186, 


6532 . . 6582, 


6533 


. . 6580 






Seq. No. 


55729 






Seq. ID 


OJ000303_21.0419.C17 




Gene No . 


116750 






Strand 






Start 


3148 






End 


8650 




Name 


OJ000303_21 


. 0419. C17 . o4 


. tm . 


Method 


. TBLASTX: Maize 




Start 


7117 






End 


7407 




GI 


none 






• Score 


126 




Exons 


7117 . .7239, 


7122 7238, 


7122 


..72.92, 7124.. 7261, 7333.. 7401, 






7333 . . 7407 












Seq. No: 


55729 






Seq. ID 


OJ000303_21.0419.C17 




Gene No. 


116750 






Strand 






Start 


3148 






End 


8650 




Name 


OJ000303 21 


.0419.C17.ol 


.gp 


Method 


AAT/GAP 




Start 


8297 






End 


8381 




GI 


LIB3477-003 


-P1-K1-E9 




Score 


112 




Exons 


8297. .8381 ' 












GI Descri'p. 


, 24 9858 6/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 1 [Oryza 






sativa] ' 












Seq. No. 


55730 






Seq. ID 


OJ000303_21. 0419.C18 


4 


Gene No. 


116751 






"Strand 






Start 


2174 






End 


3782 


y 


Name 


OJ000303 21 


.0419.C18.ol 


.gs 


Method 


GENS CAN 


3 


Start 


2174 






End 


3782 


j 


GI 


none 






Score 


.44 


=r 


Exons 


2174 . .2309, 


2546. .2612, 


2796 


. .2937, 3555. .3782 


tt? 


Seq. No. 


55731 






Seq. ID 


OJ000303_21.0419.C20 




Gene No. 


116752 






Strand 






Start 


1353 






End 


2783 


. 3 


Name 


OJ000303 21 


.0419.C20.o2 


.gs 


Method 


GENSCAN 




Start 


1353 






End 


2618 




GI 


none 






Score 


.84 




Exons 


1353. .1978, 


1983. .2618 









Seq. No. 55731 
Gene No. 116752 
Start 1353 

Name OJ000303_21 . 0419. C20 . ol . np 

Start 1362 
GI 7486000 

Exons 1362.. 1529, 1557.. 2300, 2331 

GI Descrip. hypothetical protein -F22O6.120 
gi | 4886277 | emb | CAB43423 . 1 1 
[Arabidopsis thaliana] 



Seq. ID OJ000303_21. 0419.C20 
Strand 

End 2783 
Method AAT/NAP 
End 2783 
Score 722 
2783 

Arabidopsis thaliana 
(AL050300) putative protein 



Seq. No. 55731 Seq. ID 

Gene No. 116752 Strand 

Start 1353 End 

Name 0 JO 0030 3_2 1.0419.C20.o3.tm Method 

Start 1647 End 

GI none Score 
Exons 



OJ000303_21. 0419.C20 
2783 

TBLASTX: Maize 

2023 

115 



1647. .1814, 1660. .1815, 1722. .1823, 1809. .1880, 1842. .1913, 



56288 






1 ft 4 ^ 1 Q90 1 QRi 


1 cm 


1 QQO 

1 y OZ ; 


. zUzo 






Seq. No. 


55731 






Seq. ID 


OJ000303_21.0419 


.C20 


Gene No. 


116752 






Strand 






Of- ar f 








End 


2783 




Name 




po n a1 


. tw 


Method 


TBLASTX: Wheat 




0 tar r. 


9 0 1 /I - ' 

Z U 1 H 






End 


2280 






none 






Score 


205 




Exons 


9ni a 91 pzi 9m s 


. .ZioO, 


9 1 "7 Q 

z 1 / y . 


.2280, 2180. .2278 




Seq. No. 


55731 






Seq. ID 


OJ000303_21.0419 


.C20 


Gene No. 


116752 






Strand 






O Lai L 


1 

JL J 3 O 






End 


2783 




Name 




P 9 O r\'\ 

. LZ u . 01 




Method 


TBLASTX: Maize 




C +- 0 v~+- 


909 ^ 






End 


2446 






none 






Score 


337 




LAUI lo 


90 9^ 9977 9094 


9 97 R 
. . Z Z / 0 , 


z oz y . 


.2445, 2333. .2446 




Seq. No. 


55731 






Seq. ID 


OJ000303_21.0419 


.C20 . 


Gene No. 


116752 






Strand 






Of- 2 r -)- 

0 Lai i_ 


1 R "3 






End 


2783 




Name 


PiTOOO^O^ 91 0/11Q 


P9 O ^1 

, LZU . 01 


. ts 


Method 


TBLASTX : Soybean 




Q-h a r*+- 
otari. 


910c ~~ 






End 


2566 




PT 


none 






Score 


69 




Exons 


01 oc ' 997/1 0000 


9/1t^1 
. . Z4 Ol, 


9 / 

Z4 J / . 


.2565, 2438. .2566 




Seq. No. 


55731 






Seq. ID 


OJ000303_21.0419 


.C20 


Gene No. 


116752 






Strand 








1 Jo 0 






End 


2783 




Name 


UJUUUJUo z±.U4±y, 


. LzU . OZ , 


. tm 


Method 


TBLASTX: Maize 




oLall 


9/17/1 






End 


2766 




P T 


none 






Score 


120 






z4 / 4 . .ZjoI, Z4 / 0 , 


. .zbiy, 


z /zo. 


.2766 






0 e q . in 0 . 


c c -7 9 0 






Seq. ID 


OJ000303_21.0419, 


. C2 1 


belle LNO . 


116753 






Strand 


+ 




Start 


2071 






End 


2479 




Name 


OJ000303- 21.0419. 


C21.ol, 


.gp 


Method 


AAT/GAP, 




OLdl t 


2071 






End 


2464 




PT 


24374 1.R1084 






Score 


585 




Exons 


2071. .2235, 2314. 


.2464 












1 4895185/gb|AAD32772.1 |AC007 661_9 l.Oe- 


-39 (AC007661) unknown 




protein [Arabidopsis thaliana] 1 






O c q . LN 0 • 


55732 






Seq. ID 


OJ000303_21.0419, 


,C21 


Gene No. 


116753 






Strand 


+ 




Start 


2071 






End 


247 9 -v 




Name 


OJ000303 21.0419. 


C21.ol. 


, tm 


Method 


TBLASTX: Maize 






2112 






End 


2467 




P*T 


none 






Score 


34 




Exons 


2112.. 2129, 2159. 


.2215, 


2161. , 


.2226, 211 


32. .2226, 2332. .2463, 




2342. .2467 












Seq. No. 


55732 






Seq. ID 


OJ000303 ^ : lv0419. 


C21 


Gene No. 


116753 






Strand 


+ 




Start 


2071 






End 


2479 




Name 


OJ000303 21.0419. 


C21.ol. 


gs 


Method 


GEN SCAN 





56289 





91 9fl 
Z 1ZU 




9 /I £ /I 
Z 4 d4 




P T 
bl 


none 


Score 


Q Q 




Exons 


9 1 9 H 9 /l £/1 
Z 1 Z U . . Z ft 04 








beq. no. 


DO / OZ 


beq. iu 


UJUUUoUj Zl . U4 iy 


P 9 1 
. bZ 1 


Gene No. 


116753 


Strand 


+ 




Start 


2071 


End 


2479 




Name 


nTflfin^n^ 91 041Q P91 rsl nn 

uuuuu ju j z i . u fi i y . bz i . oi . np 


Method 


AAT/NAP 




Of -i -y~\- 

btar t 


9 1 ^ 
Z 1 jj 


End 


2479 




P T 

bl 


fi o y o i o o 


Score 


172 




Exons 


9 1 ^ R 99^Ci 9^1/1 9/I7Q 








GI Descrip. 


vAbUU/boij unKnown protein 


[Arabidopsis thaliana] 




beq . mo . 


c> c: n o -2 


Seq. ID 


OJ000303_21.0419 


P 9 9 
. bZZ 


bene lno . 


116754 


Strand 


+ 




Start 


1 


End . 


1719 




Name 


OJ000303 21.0419.C22.ol.gp 


Method 


AAT/GAP 




b Lai L 


1 - 


End 


266 




P T • 


24374 1.R1084 


Score 


258 




Exons 


1..39, 159.. 266 








P X c "v i r~\ 

bi uescnp . 


' 4 895185/gb|AAD32772.1 |AC007 661_9 1 . Oe 


-39 (AC007 661) unknown 




protein [Arabidopsis thaliana] ' 






beq . NO . 


55733 


Seq,. ID 


OJ000303_21.0419 


.C22 


Gene No. 


116754 


Strand 


+ 




Start 


1 


End 


1719 




Name 


OJ000303 21.0419.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1508 




P T 

bl • 


4895185 


Score 


570 




Exons 


1. .39, 159. .390, 604. .724, 


880. .1066, 


1160. .1273, 1386. 


.1508 


GI Descrip. 


(AC007661) unknown protein 


[Arabidopsi 


s thaliana] 




Seq. No. 


55733 


Seq. ID 


OJ000303_21.0419 


.C22 


Gene No. 


116754 


• Strand 


+ 






1 


End 


1719 




Name 


OJ000303 21.0419.C22.ol.gs 


Method 


GENSCAN 




Of 3 yf 


33 


End 


1511 




lal 


none 


Score 


.96 




Exons 


33. .39, 159. .287, 607. .724, 


880. .1066, 


1160. .1273, 1386 


. .1511 


beq . no . 


55733 


Seq. ID 


OJ000303_21.0419 


.C22 


bene inu ■ 


116754 


Strand 


+ 




Start 


1 


End 


1719 




Name 


OJ000303 21.0419.C22.o2.gp 


Method 


AAT/GAP 






646 


End 


1719 




P T 
bl 


25493 1.R1084 


Score 


1347 




Exons 


646. .724, 880. .1066, 1160.. 


1273, 1386: 


.1719 




bi uescrip . 


, 4 895185/gb|AAD32772.1 |AC007 661_9 2.0e 


-35 (AC007 661) unknown 




protein [Arabidopsis thaliana] ' 








55733 


Seq. ID 


OJ000303_21.0419 


.C22 


Gene No. 


116755 


Strand 


+ 




Start 


3993 


End 


4367 




Name 


OJ000303 21.0419.C22.o3.gp 


Method 


AAT/GAP 




Start 


3993 ' 


End 


4367 




GI 


63352 1.R1084 


Score 


617 




Exons 


3993. .4281, 4311. .4367 









56290 



GI Descrip. 1 4886273/ emb | CAB4 34 15 . 1 1 6.0e-ll (AL050300) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 


55733 




Seq. ID 


OJ000303 


_21.0419 


.C22 


Gene No. 


116756 




Strand 








Of 3 r +- 


3064 




. End 


4748 






Name 


OJ000303 21.0419.C22.ol 


. tm 


Method 


TBLASTX: 


Maize 




C-t- -a r +- 


2 




End . 


1668 






PT 
UX 


none 




Score 


63 








2. .40, 3. .41, 156. .281, 


157.', 


.285, 158 


..286, 569 


..628, 576'.. 




607. .666, 870. .1064, 878. .1066, 878.. 


1072, 1157 


. .1291, 






1157 1270 1158 1277 


1159 , 


. .1290, .1385. .1513, 


1466. .1504, 




1560. .1664, 1561.. 1668 












cpn No 


SR7 ^ 




Seq. ID 


OJ000303 


_21.0419 


COO 




X X U f J O 




Strand 










O U U *i 




End 


4748 






Name 


o.Tnnn^n^ ?1 041 q r?9 oi 


. ts 


Method 


TBLASTX: 


Soybean 




O LQi L- 


1 1 ~~ 

X X *j z> 




End 


1531 






O J. 






Score 


141 






Exons 


1159, .1290, 1160.. 1291, 


1385. 


, .1504, 1385. .1531 






O C q . LN <J . 


SS7 ^ 




Seq. ID 


OJ000303 


_21.0419 


COO 


^ £i n £a Ma 


11D / JO 




Strand 








Of a 
OlalL 


^fi 64 




End 


4748 






Name 


n.Tnnn^rn ?i n4iQ coo n? 


. np 


Method 


AAT/NAP 






oLdlu 


3064 ~~ 




End 


4728 






PT 
ox 


4 SI D ^64 




Score 


165 






Exons 


3064. .3286, 4047.. 4421, 


4536. 


, .4728 








GI Descrip. 


(AC007017) hypothetical 


protein [Arabidopsis thaliana] 






55733 




Seq. ID 


OJ000303 


_21.0419 


coo 




116756 




Strand 








C-l- a r -|- 


3064 




End 


4748 






Name 


OJ000303 21 0419 C22 o2 


.gs 


Method 


' GENS CAN 






^f- a rt- 
0 Lai L 


4013 ~~ 




End 


~4748 






GI 


none 




. Score 


.76 






Exons 


4013. .4041, 4160. .4748 












Q pr KJ^s 


R S7 ^4 




Seq. ID 


OJ000303 


_21.0419 


.C23 


Pfsno KTo 
Otiil t; in l> • 


116757 




Strand 








O Lai L 


360 




End 


788 






Name 


OJ000303 21.0419.C23.ol 


. gs 


Method 


GENSCAN 








360 




End 


788 






GI 


none 




Score 


.73 






Exons 


360. .788 












0 e q . ln 0 . 


55735 




Seq. ID 


OJ000303 


_21.0419 


.C25 


Gene No. 


116758 




Strand 


+ 






Start 


347 




End 


605 






Name 


OJ000303 21.0419.C25.ol 


.gs 


Method 


GENSCAN 






Start 


347 




End 


605 






GI 


none 




Score 


.68 






Exons 


347;. 396, 525. .605' 












Seq. No. 


55736 




Seq. ID 


OJ000303_ 


_21.0419 


.C27 


Gene No. 


116759 




Strand 









56291 




Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



825 End 831 

OJ0Qfi303_21 . 04 19 . C27 . ol . gs Method GENSCAN 

825 End 8 '31 

none Score .51 
825. .831 



Seq. ID OJ00030'3_21.0419.C28 
Strand + 

302 

AAT/NAP 
299 
501 



55737 
116760 
1 

OJ000303_21.0419.C28.ol.np 
1 

7489482 
1. .299 

hinl protein homolog - rice gi I 2801538 | gb | AAB97367 . 1 1 (AF039532) 
harpin induced gene 1 homolog [Oryza sativa] 



End - 
Method 
End 
Score 



Seq. No. 55737 

Gene No. 116760 

Start 1 

Name OJ000303_21 . 0419. C28 . ol . gs 

Start 78 

GI none 

Exons 78.. 302 



Seq. ID OJ000303_21.0419.C28 

Strand + 

End 302 

Method GENSCAN 

End 302 

Score .96 



Seq, No. 55737 

Gene No. 116761 

Start ' 1 

Name OJ000303_2 1.0419. C28 . ol . gp 

Start 1 

GI 821_1.R1084 

Exons 1 . . 641 

GI Descrip. '2801538 1.0e-96 (AF039532) harpin induced gene 1 homolog [Oryza 
sativa] 1 



Seq. ID OJ000303_21.0419.C28 
Strand 

641 

AAT/GAP 
641 ■:• 
1247 



End 

Method 

End 

Score 



Seq. No. 
.Gene No. 
: Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55737 

116761 

1 

OJ000303_21r0419.C28.ol.tm 
2 



Seq. ID OJ000303_21.0419.C28 
Strand 

End 64 1*- - „ . 

Method TBLASTX : Mai ze 

End 399 

none Score 319 
2. .247, 3. .248, 251. .304, 251. .352, 252. .335, 352. .399 



Seq. ID OJ000303_22.0419.C2 

Strand + 

End 9368 

Method AAT/NAP 

End 501 

Score 77 



55738 
116762 
1 

OJ000303_22.0419.C2.ol.np 
1 

2494119 
1..107, 150. .501 

(AC002376) EST gb|T04104 comes from this gene. [Arabidopsis 
thaliana] 



Seq. No. 55738 

Gene NoT 116762 

Start ■ 1 

Name OJ000303_22 . 04 19 . C2 . o3 . np 

Start 1 



Seq. ID OJ000303_22.0419.C2 

Strand + 

End 9368 

Method AAT/NAP 

End 9368 



56292 



bl 


5257279 


Score 


1 

IJD 


Exons 


1..21, 9108. .9368 






bi' uescrip. 


(AP000364) Similar to Transposon MAGGY 


gag ana 




homologues . (L35053) [Oryza 


sativa] 




Seq. No. 


CCTOQ 
JJ / JO 


Con t n 
oeq. iu 


OJ000303 


Gene No. 


1 1 C7 £9 

lib/ 


Strand 


+ 


otarl 


1 


£jna 


" jDO 


Name 


nTHnmn^ 9 9 n41 Q P9 nl rrn> 
UuUUUjU J . U 4 1 :? . L,Z .O-L . yp 


t\J\ a 4— Vi /~\ /~i 




btart 


ICQ 

i o y 


tiUCX 


4 19 
fi 1 Z 


bl 


2797196 


Score 


/I /I Q 
4 4 




169. .412 






Seq. No. 


DO/ JO 


Cart in 
oeq . i u 


OJ000303 


Gene No. 


lit) / 


Strand. 


+ 




1 




_7 O D O 


Name 


uuuuujUj . ufi-L^? . . oz . gs 


fuT r"\ \r% /-\ /-4 


r» U 1 NT o p 7\ M 


bLait 


/icon 

4 DO U 


tna 


ci of) 


bl 


none 


Score 




Exons 


4680. .5120 






oeq . no . 


55738 


Seq. ID 


UJ UUUjUj 


Gene No. 


116763 


Strand 


+ 


Start 


9290 


End 


13547 


Name 


OJ000303 22.0419.C2.o4.gs 


Method 


lal!!jNOL,MlN 


Start 


9290 


End 


lo04 / 


bl 


none 


Score 


. o 4 


Exons 


9290.. 9367, 11586. . 11612, 11953 .. 12028 , 


IzooU . . 




13164 .. 13238, 13273. .13547 






oeq. no. 


55738 


Seq. ID 


r\ th n n ^ ri *5 
U J UUUjU j 


Gene No . 


116763 


Strand 


+ 


Start 


9290 


End 


13547 


Name 


OJ000303 22.0419.C2.o2.gp 


Method 


AAT/GAP 


C H > -k~+- 

bcart 


10842 


..End 


11363 


r* t 

bl 


LIB34 34-038-P1-K1-F1 


Score 


780 


Exons 


10842. .11363 






oi uescnp. 


■5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza 




DNA, chromosome 8, clone : P0026F07 1 




oeq. in o . 


55738 


Seq. ID 


OJ000303 


Gene No. 


116764 


Strand 




Start 


3701 


End 


4156 


Name 


OJ000303 22.0419.C2.o2.np 


Method 


AAT/NAP 


otiar u 


3701 


End 


4156 


bl 


7523502 


Score 


125 


HiXons 


3701. .3773, 4063. .4156 






ui uescrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Can Mn 


55738 


Seq. ID 


OJ000303_ 


Gene No. 


116765 


Strand 




Start 


6949 


End 


8695 


Name 


OJ000303 22.0419.C2.o3.gs 


Method 


GENSCAN 


Start 


6949 . 


End 


8695 


GI 


none 


Score 


.46 


Exons 


6949. .7001, 7160. .7329, 8586 


. .8695 





56293 



Seq. No. 55739 ~ ..... Seq. ID 

Gene No. 116766 Strand 

Start 751 End 

Name OJ000303_22 . 04 19 . C4 . ol . gs - .Method _ 

Start 751 End' 

GI none Score 

Exons 751. .860, 1449. .1605, 17 15 .. 17 67 ,. 2521 
2977. .3334, 3416. .3945 



OJ000303_22.0419.C4 
+ 

3953 
GENSCAN 
3945 
.55 

..2596, 2629. .2809, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55739 Seq. ID 

116766 Strand 

751 End 

OJ000303_22 . 04 19 . C4 . ol . np Method 

2543 End 

3786007 Score 



OJ000303_22.0419.C4 

+■ 

3953 
AAT/NAP 
3953 
903 



2543. .2809, 2977. .3334, 3416. .3953 

(AC005499) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 55739 

Gene No. 116766 

Start 751 

Name OJ000303_22 . 04 19 . C4 . ol . ts 

Q Start ^ • 264 9" . 

GI none 

]J Exons 2649.. 2690, 2697.. 2801, 2987. 

3638.. 3862, 3643.. 3816, 3857. 



Seq. ID OJ000303__22.0419.C4 

Strand + 

End 3953 

Method TBLASTX : Soybean 

End 3949 

Score ;37 

.3199, "3236., 3334, 3413.. 3550, 
.3949 



U Seq. No. 55739 

[J Gene No. 116766 

Start 751 

=rj Name OJ000303_22 . 04 19 . C4 . ol . tc 

Start 2975 

5 GI none 

£3 Exons 2975.. 3334, 3431.. 3535, 3620. 



Seq. ID OJ000303_22.0419.C4 

Strand + 

End 3953 

Method TBLASTX: Cress 

End 38 62 

Score 250 
.3862, 3646. .3804 



Seq. No. 55739 . 

Gene No. 1167 66 . 

Start 751 ■.' 

Name OJ000303_22 . 04 19 . C4 . ol . tm 

Start 2998 

GI none 

Exons 2998.. 3045, 3043.. 3204, 3045. 

3047.. 3220, 3239.. 3334, 3268. 
3643. .3840, 3647. .3949, 3746. 



Seq. ID OJ000303__22.0419.C4- 

Strand + . 

End 3953 

Method TBLASTX: Maize 

End 394 9 

Score 101 

.3203, 3046.. 3204, 3047.. 3229,. 
.3336, 3413.. 3532, 3415.. 3522, 
.3937 



Seq. No. 55739 

Gene No. 116766 

Start • 751 

Name OJ0Q0303_22 . 04 19 . C4 . ol . gp 

Start 3088 

GI 2312480 

Exons 3088.. 3334, 3416.. 3626 

GI Descrip.. 3786007 2.0e-32 (AC005499) 
thaliana] 



Seq. ID OJ000303_22.0419.C4 

Strand + 

End 3953 

Method AAT/GAP 

End 3626 

Score 848 

hypothetical protein [Arabidopsis 



Seq. No. 
Gene No. 



55739 
116766 



Seq. ID OJ000303_22.0419.C4 
Strand + 



56294 





7 R 1 




£jnci 




Name 


UJUUUjUj ZZ 


HA1Q CA ^ 1 -1-t.T 
, U^1j.L4 .Ol . iw 


hA +- Vi rA 

lyjetnou 


i -D-Ltrto i a . wned t 


C* +- -v- 

otart 


^^^^ 




EjLKJL 


^ QA Q 

«J _7 fi .7 


Ol 


none 




Score 


1 Jl 


Exons 


jDjj. . jOI / , 


^67^ ^nc.Q 

JO / J . . J / JJ; JODD 


• . -J -?4 -? 




Seq. No. 


55740 ^ • 




Seq. ID 


OJ000303_22.0419.C5 


Gene No. 


116767 




Strand 






386 




' FnH 


O <£ D 


Name 


OJ000303 22 


.0419.C5.ol.gs 


LYie inou 




Start 


386 






OZ D 


GI 


none 




Score 


. Dj 


Exons 


386. .514, 682.-825 






Seq. No. 


55740 




Seq. ID 


OJ000303_22.0419.C5 


Gene No. 


116768 




Strand . 


+ 


o tart 


14884 




End 


15730 


Name 


OJ000303 22 


.0419.C5.o3.gs 


Method 


GEN SCAN 


b tar t 


' 14884 




End 


15730 




none 




Score 


.51 


Exons 


14884. .15098, 15130 15225, 


15634 . .15730 


beq. no. 


55740 




Seq. ID 


OJ000303_22.0419.C5 


Gene No . 


116769 




Strand 




Start 


1880 




End 


10750 


Name 


OJ000303 22 


.0419.C5.o2.gs 


Method 


GENSCAN 


btart 


1880 




End 


10750 




none 




Score 


.4 


Exons 


1880. .2246, 


2293.. 2369, 3100 


..3584, 3809. .4589, 4697. .4891, 




5506. .6308, 


6334. .7236, 7250 


..7372, 7664. .7779, 7959. .8103, 




8779. .8932, 


9519.. 9864, 9985 


..10087, : 


10119. .10222, 10617.. 10750 


Seq. No. 


55740 




Seq. ID 


OJ000303_22.0419.C5 


Gene No. 


116770 




Strand 




o t arc 


16974 




End 


17598 


Name 


OJ000303 22 


.0419.C5.o3.tm 


Method 


TBLASTX: Maize 


o tar t 


5113 : ' 




End 


5580 


ol 


none 




Score 


- 141 


Exons 


5113. .5265, 


5335. .5580^ 






Seq. No. 


55740 




Seq. ID 


OJ000303_22.0419.C5 


Gene No. 


116770 




Strand 






16974 




End 


17598 


Name 


OJ000303 22 


.0419.C5.o2.tm 


Method 


TBLASTX: Maize 


C -1- v~ 4- 

otart 


6145 




End 


7063 




none 




Score 


116 


Exons 


6145. .6285, 


6329.-. 6583, 6638 


..7063, 6657.. 6881, 69§ : 6. .7039 


oeq . wo . 


55740 




Seq. ID 


OJ0.00303_22.0419.C5 


uCUC LNU • 


116770 




Strand 




Start 


16974 




End 


17598 


Name 


OJ000303 22 


.0419.C5.o2.np 


Method 


AAT/NAP 


Start 


16776 




End 


17598 


GI . 


3482932 




■ Score 


484 


Exons 


16776. . 1681: 


8, 16997. .17429, 


17536. .17598 


GI Descrip. 


(AC003970) 1 


Hypothetical protein [Arabidopsis thaliana] 



*56295 




Seq. No. 


55740 




Seq. ID 


OJ000303_22.0419. 


C5 


Gene No. 


116770- 




Strand 






otart 


1 £ Q7 A 
1 0 y 1 4 




r nr ] 


1 7 S Qft 

X / D .7 O 




Name 


UJUUU«3Uj ZZ. U4Xy.V^3. 


o4 . gs 


rietnou 


vjIMN DOMINI 




C> 4- v 4- 

btart 


T £ Q"7 >1 

x o y / 4 




Hjna 


1 7 RQC 
X / D y D 






none 




Score 


. yo 




Exons 


1£Q74 IT/IOQ 1"7S^^ 
X 0 y / 4 . . 1 / IZj/ 1 / jjD. 


1 7CQC 
. X / DyD 








Seq. No. 


55740 




Seq. ID 


OJ000303_22.0419. 


C5 


Gene No. 


116770 




Strand 






bt art 








1 7 R QR 

1 / J JO 




Name 


^Tnnmn^ 99 n/iiQ pr 
UJUUUoUj ZZ. U4Xy.bD. 


ol . tw 


7\A 4— W /—J 


i r3Xtj-ib ia . wneat 




S t a rt 


1 / U 1 4 




Hjna 


1 / jUI 




bl 


none 




S core 


1 97 
X z / 




Exons 


1701 /I 17^04 1 701 Q 
X / U X 4 . . 1 / jU4/ X / U X 37 . 


1 7 ^n^ 








Seq. No. 


55740 




Seq. ID- 


OJ000303_22.0419. 


C5 


Gene No. 


116770 




Strand 






Of a -w~4- 

oiart 


1 £Q7 4 




End 


17598 




Name 




OX . t C 


Method 


TBLASTX: Cress 




n -t- -i- 

btarc 


i 7 m £ 




End 


17330 




x 


none 




Score 


143 




Exons 


nm c i Tone i7n9R 

1 / UlD. . 1 / jUO, 1 /UZ j . 


■ i 7 *^^n 


17035.. 17310 




Seq ; . No . 


C C T yl' n 

03 / 4 U 




Seq. ID 


OJ000303_22.0419. 


PC 

bo 


Gene No. 


116770 




Strand 






Start 


16974 




End 


17598 




Name 


UJUUU jUj zz.U4iy.b3. 


« 1 f- c 

ox . t s 


Method 


TBLASTX: Soybean 




btart- 


1 / 1 U 1 




End 


17330 




GI 


none 




Score 


118 




Exons 


mm i T5i q i Tin'? 

1/1U1. . 1 / jiy, 1/1UJ. 


i Toon 
. X / jjU / 


17106. .17297, 17110. .17316, 






1717/1 17^9Q 

1/1/4. . x / jz y 










Seq. No. 


55740 




Seq. ID 


OJ000303_22.0419. 


C5 


Gene No. 


116770 




Strand 






0 4- >- f- 

btart 


1 £ Q7 A 

i o y / 4 




. End 


17598 




Name 


UJUUU jUj ZZ. U4Xy.O0. 


ol . tm 


Method 


TBLASTX: Maize 




btart 


17 119 
X / 1 X Z 




End 


17423 




C T 


none 




Score 


323 






17119 17 4 9^- 1711^ 
X/XXZ. • X f *i £ O f 1 / 11 J. 


i 7^1 c 








Seq. No. 


55741 




Seq. ID 


OJ000303_22.0419. 


C6 


Gene No. 


116771 




Strand 


+ 




b t art 


R90 
o z u 




End 


623 




Name 


UJUUU jUj ZZ. U4Xy.bD. 


ol . qs 


Method 


GENS CAN 




btart 


con 

oz u 




End 


623 




bl 


none 




Score 


.57 ' 




Exons 


son ^9^ 
o z u . . oz o 










beq . no . 


CC7 yi 1 
3 0 / 4 X 




Seq. ID 


OJ000303_22.0419. 


bo 


Gene No. 


116772 




Strand 






Start 


19t)l 




End 


2257 




Name 


OJ000303 22. 0419. C6. 


o2 . gs 


Method 


GENSCAN 




Start 


1901 




End 


2257 




GI 


none 




Score 


.87 




Exons 


1901. .2257 











56296 



Seq. No. 


OD /4Z 


beq. id 


UJUUUJUj ZZ . 


u 4 i y 




Gene No. 


116773 


Strand 








Start ■ 


1 


End 


631 






Name 


OJ000303 22.0419.C8.ol.np 


Method 


A7\T / M TV D 






Start 


1 


End 


D J i 






GI 


7340868 


Score 


Dl 






Exons 


1..20, 519. .631 










GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sat iva ] 






Seq. No. 


55742 


Seq. ID 


OJ000303_22. 


0419 


C8 


Gene No. 


116774 


Strand 


+ 






Start 


1134 


End 


1 ^ c c 






Name 


OJ000303 22.0419.C8.ol.gs 


Method 








Start 


1134 


End 


1 o c c 






GI 


none 


Score 


A Q 

. 4 o 






Exons 


1134. .1355 










Seq. No. • 


55743 


Seq. ID 


UJUUUjU j zz . 


n a i q 
U 4 x y 




Gene No.-' 


116775 


Strand 








Start 


494 


End 


4575 






Name 


OJ000303 22.0419.C9.ol.gp 


Method 


AAT/GAP 






Start 


335 


End 


y f D 






GI . 


4715163 


Score 


o y b 






Exons 


335. .630; 787. .975 . 










GI Descrip. 


60026317 gb | AAF00071. 1 IAF093604 1 1 . Oe- 


Z3 (AFUyoDU4) 


* apyrase 




[Arabidopsis thaliana] 










Seq. No. 


55743 


Seq. ID 


OJ000303_22. 


0419 


C9 


Gene No. 


il6775 


Strand 








Ot-dll 


494 


End 


4575 






Name 


OJ000303 22.0419.C9.ol.np 


Method 


AAT/NAP 






Start 


491 


End 


3268 






GI 


1709358 


Score 


829 






Exons 


491. .630, 787. .970, 1182.. 


1395, 1540.. 


1631, 1910.. 2208, 






2341. .2397, 2640 .. 2768 ,.. 3035 .. 3268 








GI Descrip. 


NUCLEOSIDE-TRIPHOSPHATASE 


(NUCLEOSIDE 


TRIPHOSPHATE 







PHOSPHOHYDROLASE) (NTPASE) gi | 629638 l.pir | | S48859 nucleoside 
triphosphatase - garden pea gi | 2129890 I pir | | S65147 nucleoside 
triphosphatase precursor, chromatin-associated - garden pea 
gi|563612|emb|CAA83655| (Z32743) nucleoside triphosphatase 
[Pisum sativum] gi | 4519173 i dbj | BAA75506. 1 | (AB022319) apyrase 
[Pisum sativum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55743 

116775 

494 

OJ000303_22.0419.C9.ol.gs 

494 

none 



Seq. ID OJ000303_22. 0419.C9 

Strand' - 

End 4575 

Method GENSCAN 

End 4575 

Score .74 



494. .630, 787. .970, 1298 .. 1395, . 1540 1631, 1910. .2208, 
2341. .2397, 2640. .2768, 3035. .3283, 4038. .4242, 4271. .4575 



Seq. No. 55743 Seq. ID 

Gene No. 116775 Strand 

Start 494 End 

Name OJ000303_22 . 04 19 . C9 . ol . ts Method 

Start 503 End 



OJ000303_22.0419.C9 
4575 

TBLASTX: Soybean 
3146 



56297 



GI 

Exons 



none Score 187 

503. .631, 785. .838, 839. .976, 1191. .1235, 1247. .1396,- 
1535. .1633, 1912. .2220, 1916. .2209, 2335.-2397, 2625. .2768, 
2641. .2763, 3035. .3145, 3096. .3146 



Seq. No. ' 55743 
Gene No.. 116775 - 
Start 494 

Name OJ000303_22 . 04 19 . C9 . ol . tm 

Start 506 
GI none 
Exons 506 . . 

1179. 

1539. 

1912. 



631, 510. .632, 785. .847, 
.1229, 1230. .1391, 1247. 
.1580, 1586. .1633, 1590. 
.2220, 1919. .2209, 2026. 



Seq. ID OJ000303_22.0419.C9 
Strand 
End 

Method 
End 
Score 
786. .863, 



4575 

TBLASTX: Maize 

2728 

123 

845. .973, 846. 



.1396, 1278. .1397, 1538, 
.1634, 1907. .2029, 1911, 
.2214, 2335. .2397, 2339. 



. 971, 
1579, 
2195, 
2398, 



2625. .2723, 2641. .2724, 2681. .2728 



Seq. No. 
. Gene No. 
Start 
Name 
Start 
GI 

Exoris - 

GI Descrip. 



55743 

116775 

494 

OJ000303__22.0419.C9.o2.gp 
1000 

29619 1.R1084 



OJ000303- 22. 0419. C9 



Seq. ID _ 
Strand 

End 4575 
Method AAT/GAP 
End ' 3268 
_ Score 1493 

1000.. 1395, 1540.. 1631, 2341.. 2397, 2640.. 2768, 3035.. 3268 
'5257279/dbj |BAA81778.1| 0.0e+00 (AP000364) Similar. to 
Transposon -MAGGY gag and pol gene homologues. (L35053) [Oryza 
sativa] 1 



Seq. No. 55743 

Gene No. 116775 

Start 494 

Name OJ000303_22 . 04 19 . C9 . ol . tw 

Start 2347 

GI none 

Exons 2347.. '2397, 
2641. .2790, 



2348.. 2398, 2625, 
3033.. 3248, 3038, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 22.0419.C9 



4575 • 

TBLASTX: Wheat 
3248 
54 

.2768, 2639. .2770, 2639.. 2770, 
.3199 



Seq. No. 55744 

Gene No. 116776 

Start 157 

Name OJ000303_22 . 04 19 . C10 . ol . gs 

Start 157 

GI none 

Exons 157.. 384, 952.. 1036, 2702.. 2949, 3017. 
4358. .4511 



Seq. I'D OJ000303_22/0419.C10 



Strand 
End 

Method 

End 

Score 



+ 

5001 
GENSCAN 
4511 
.4 

.3696, 3833. .3924, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55744 Seq. ID 
116776 Strand 

157 ... End 

OJ000303_22.0419.C10.ol.np Method 

2732 End 

4678924 Score 



OJ000303_22. 0419. C10 
+ 

5001 
AAT/NAP 
5001 
248 



2732. .2774, 3271. .3411, 3529. .3717, 4964. .5001 
(AL049711) putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



55744 
116776 



Seq. ID OJ000303_22. 0419. C10 
Strand + 



56298 



otart 


1 CTT 








bna 


OUU1 


Name 


UJUUUJ-U'J ZZ 


. U4 1 y . 


LIU . OZ 


. tm 


Metnoa 


l bLiAb 1 x : Maize 


bt art 


on aa 

Z 1 DO 








hna 


z y oZ 


bl 


none 








Score 


1 QQ 

i y o 


Exons 


z / oo . . zy O 1 , 


Z / O / . 


O QQ O 

. z yoz 








beq. no. 










beq. lu 


UJUUUoUj zZ.U4iy.blU 


Gene No. 


116776 








Strand 


+ 


Start 


157 








End 


5001 


Name 


UJUUUjUj Zz 


.0419. 


C10.o2 


.np 


Method 


AAT/NAP 


otart 










End 


5001 


bl 


4 0/ o yz 4 








Score 


251 


Exons 


T5Qf; "3/111 

j^yo. . .34 ± i , 


3529. 


.3717, 


4964 


. .5001 




GI Descrip. 


/ tit n / on 1 \ 
\ Alt U 4 y / 1 1 ; 


putative protein 


[Arabidopsis thaliana] 


beq . no . 


R c.n A A 
0 0/44 








Seq. ID 


OJ000303_22. 0419. C10 


Gene No. 


116776 








Strand 


+ 


Start 


157 








End 


5001 


Name 




.0419. 


ClO.ol 


.tm 


Method 


TBLASTX: Maize 


otart 










End 


4253 




none 








Score 


115 


Exons 


o^yy. . J4 u y , 


3307. 


.3411, 


3496 


..3708, 3527. .3703, 3694. .3726, 




oo4 y . . jyz Of 


4001. 


.4177, 


4003 


..4155, 4013.. 4159, ' 4209 4253 


Seq. No. 


55744 








Seq; ID 


OJ000303_22. 0419. C10 


Gene No. 


116776 








Strand 


+ 


Start 


lo / 








End 


5001 


Name 


QJUUUJUo ZZ 


.0419. 


ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


"3 O O O 








End 


3708 


GI 


none 








Score 


95 


Exons 


J jjz . . o4 u y , 


3346. 


.3429, 


3526 


..3708, 3527.. 3703 


o e q . IN O . 


0 O / ft 








Seq. ID 


OJ000303_22. 0419. C10 


Gene No. 


116776 








Strand 


+ 


Start 


157 








End 


5001 


Name 


OJ000303 22 


.0419. 


ClO.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3338 - 








End 


3708 


GI 


none 








Score 


90 . 


Exons 


3338. .3409, 


3346. 


.3411, 


3526 


. .3708, 3527. .3703 



Seq. No. 55745 
Gene No.. 116777 
Start 219 

Name OJ000303_22 . 04 19 . Cll . ol . np 

Start 219 

GI 416649 

Exons 219.. 575, 647.. 964 

GI Descrip. PROBABLE GLUTATHIONE S-TRANS 
PGNT1/PCNT110) gi | 100303 Ipir 
(clones pGNTl and pCNTHO) - 
gi | 1978 9 | emb | CAA39709 . 1 | (X5 
[Nicotiana tabacum] gi 119795 
auxin-induced protein [Nicot 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_22. 0419. Cll 

1001 
AAT/NAP 
964 
460 



FERASE (AUXIN-INDUCED PROTEIN 
I IS16267 auxin-induced protein 
common tobacco 
6268) auxin-induced protein 
I emb | CAA397 05 . 1 | (X56264) 
iana tabacum] 



Seq. No. 
Gene No. 
Start 



55745 

116777 

219 



Seq. ID 

Strand 

End 



OJ000303 22. 0419. Cll 



1001 



56299 




Name 


n.Tonn^rn 99 D4iq pti 






1 DLtrxO 1A. DUyjJcail 


Of a >-+- 

o tart 


94 6 
Z H O 






Q61 

y o i 


P T 


none 




Score 


ft Q 
o y 


Exons 


946 ^S7 ^01 46P 647 


71 R 


DJl . . /ID, 


664 7^S 664 790 

OD4 . . / JJ , DDI . . /ZU, 




798 961 789 844 








Seq. No. 


55745 




Seq. ID 


OJ000303_22.0419.C11 ' 


Gene No. 


116777 




Strand 




o t ar t 


91 Q 






i nm 


Name 


nTfinn^n^ 99 ri4iQ pi 1 r^i 


gs 


ixie t no a 


PFMQPZiKi 


C 4- s v>f 


9 6R 
Z DO 




r nr i 

LjIICI 


qi n 
y i u 


P T 


none 




Score 


ftp 




9 68 S81 6SD Q1 fi 








Seq. No. 


55745 " 




Seq. ID 


OJ000303_22.0419.C11 


Gene No. 


116777 




Strand 




Otdl L 


91 Q 

i J- -7 




FnH 

Jul 1U 


i nm 




n.innn^m 99 n4iQ pit ni 


f n 


M o "t~ Vi /"\ H 


TRT QQTY • Pyooo 


Of -a rt- 


97 Q ~~ 

Z f y 




EjIIU. 


Q64 ' 


PT 


none 




Score 


7ft 


Exons 


97Q ^4^ 669 71^ 798 


8Q9 


798 Q64 




Seq. No. 


55745 




Seq. ID 


OJ000303_22.0419.C11 


Gene No. 


116777 




Strand 




O'f v-+- 


9 1 Q 
Z 1 y 




T7t-\H 

iLnQ 


1 U U 1 


Name 


pi Tfi n n ^ n 09 n/iio pi 1 r\~\ 


f TYt 

tm 


Method 


i jdIjAo i a . iYiai ze 


b tart 








y di 


C T 

bl 


none 




Score 


01 


Exons 


^/ic Tin 6RH 791 794 


P 9fl 

. o z o , 


7 9 Q Q R ^ 
/ z y . . yjj, 


7^1 Q61 7^1 QRR 


Seq. No. 


55745 




Seq. ID 


OJ000303_22.0419.C11 


Gene No. 


116777 




Strand 




Of 3 vf 

o t art 


91 Q 
z 1 y 




End 


1001 


Name 


Pi Tf! 0 fl "5 Pl "3 OO H41Q PI 1 ^1 
UJUUU jUj zz . U H i y . Ll 1 . O 1 . 


f T.I 

tw 


Method 


TBLASTX: Wheat 


Of -l -w-f- 

otart 


6 £9 ~~ 
O DZ 




End 


1001 


P T 


none 




Score 


141 . 


Exons 


£69 Q67 66P PQR 744 


Q7 4 
. y / 41 , 


897.. 1001 


O c q . IM O . 


J J / 4 D 




Seq. ID 


OJ000303_22.0419.C12 


flpno Ma 


116778 




Strand 




Start 


1 • 




End ' 


1973 


Name 


OJ000303 22.0419.C12;ol. 


np 


Method 


AAT/NAP 


Of -a r f 


1 




End 


1973 


PT 


6223650 




Score 


488 


Exons 


1..171, 1273. .1467, 1513 


..1661, 1778. .1973 


bi uescrip. 


(AC011698) NAM-like protein (no apical 


meristem) [Arabidopsis 




thaliana] 










55746 




Seq. ID 


OJ000303_22.0419.C12 


Gene No. 


116778 




Strand 




Start 


1 




End 


1973 


Name 


OJ000303 22.0419.C12.ol. 


gs 


Method 


GENSCAN 


Start 


667 




End 


1973 


GI 


none 




Score 


.79 


Exons 


667. .1661, 1778. .1973 









Seq. No. 55746 Seq. ID OJ000303_22 . 04 19 . C12 



56300 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



116778 Strand' 
1 End 

OJ000303_22 . 04 1 9 . C12 . ol . tm ' Method 
1288 End 
none Score 



1973 

TBLASTX: Maize 

1931 

57 



1288. .1332, 1289. .1330/ 1384.. . 1467, 1388. .1468, 1510:. 1659, 
1511.. 1660, 1526.. 1660, 1599.. 1664, 1603.. 1662, 17&4 . .1931, 
1773.. 1931 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55746 

116778 

1 

OJ000303_22.0419.C12.ol.tw 

1291 

none 



Seq. ID OJ000303_22.04I9.C12 
Strand 

End 1973 

Method TBLASTX : Wheat 

End 1648 

Score 83 



1291. .1329, 1384. .1464, 1388. .1465, 1531. .1647, 1538. .1648 



55746 

116778 

1 

OJ000303_22.0419.C12.ol.tc 

1297 

none 



Seq. ID OJ000303_22.0419.C12 
Strand 

End 1973 
Method TBLASTX : Cress 
End , 1923 
Score 45 

129,7.. 1332, 1'301..1330, 1384.. 1485, 1388.. 1468, 1526.. 1669, 
1528. .1662, 1529. .1663, 1764. .1922, 1774. .1920, 1780. .1923 



Seq. No. 55746 

Gene No. 116778 

Start 1 

Name OJ000303_22 . 04 19 . C12 . ol . ts 

Start 1297 

GI none 
Exons 



Seq. ID. OJ000303_22.0419.C12 
Strand 

End 1973 

Method TBLASTX : Soybean 

End 1940 

Score 95 



1297. .1332, 1384. .1473, 1388. .1474, 1510. .1659, 1526. .1657, 
1526. .1660, 1764. .1940, 1780. .1923 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55747 

116779 

1 

OJ000303_22.0419.C14 .ol.np 
1 

7021736 



Seq. ID OJ000303_22.0419.C14 

Strand - 

End 1259 

Method AAT/NAP 

End 1259 

Score 547 



1..32, 336. .378, 644. .951, 1079. .1259 

(AC024081) putative jasmonic acid regulatory .protein 

[Arabidopsis thaliana] 



Seq. No. 55747 

Gene No. 116779 

Start 1 

Name OJ000303_22 . 04 19 . C14 . ol . gs 

Start 167 

GI none 

Exons 167.. 378, 644.. 951, 1079.. 1250 



Seq. ID OJ000303_22.0419.C14 
Strand 

End 1259 

Method" GENSCAN 

End 1250 

Score .76 



Seq. No. 55747 

Gene No. 116780 

Start 2982 

Name OJ000303_22 . 04 19 . C14 . o3 . gs 



Seq. ID OJ000303_22.0419.C14 

Strand - " 

End 3681 

Method GENSCAN 



56301 



Start 2982 

GI none 

Exons 2982.. 3144, 3497.. 3681 

Seq. No. * 55747 

Gene No. 116781 

Start 4280 

Name . OJ000303_22 . 04 19 . C14 . ol , 

Start 337 

GI none 

Exons 337.. 381, 710.. 964, 711, 

Seq. No. 55747 

Gene No. 116781 

Start 4280 

Name OJ000303_22 . 04 19 . C14 . ol . 

Start 710 

GI . none 

Exons ' 710. .808/'"-712. .789, 821. 
1090. . 1266 



tc 



End 
Score 



3681 
.7 



Seg. ID OJ000303_22.0419.C14 
Strand 

End 9568 

Method TBLASTX : Cress ■ 

End 1227 

Score 4 9 



,740, 780. .965, 1075. .1227, 1080. .1226 

Seq. ID OJ000303_22.0419.C14 
Strand 

End 9568 

tm Method TBLASTX : Maize 

End 1266 

Score 71 
.964, 828.. 965, 1080. .1244, 1083:. 1220, 



- S3. 

u 



?i S 



Seq. No. 55747 

Gene No. 116781 

Start 4280 

Name OJ000303_22 . 0419 . C14 . ol . ts 

Start 710 

GI none 

Exons 710. .802, 711. .803, 812. .964, 



Seq. ID OJ000303_22.0419.C14 
Strand 

-End 9568 

Method TBLASTX : Soybean 

End 1260 

Score 62 

822.. 965, 1075.. 1260, 1080.. 1220 



*Z Seq. No. 55747 

]f Gene No. 116781 

f LJ Start 4280 

a Name OJ000303_22 . 04 19 . C14 . ol . tw 

□ Start 710 

;i GI none 

Exons 710./.796, 714.. 794, 718.. 795, 



Seq. ID OJ000303_22.0419.C14 
Strand 

End 9568 

Method TBLASTX : Wheat 

End 94 4 

Score 52 

790., 855, 818.. 943, 828.. 944 



Seq. No. 55747 

Gene No. 116781 

Start 4280 

Name OJ000303_22 . 04 19 . C14 . o2 . tw 

Start 1080 

GI none 

Exons 1080.. 1220, 1081.. 1254, 1087. 



Seq. ID OJ000303_22.0419.C14 
Strand 

End 9568 

Method TBLASTX : Wheat 

End 3410 

Score 132 

.1260, 1166.. 1261, 3336.. 3410 



Seq. No. 55747 

Gene No. 116781 

Start 4280 

Name OJ000303_22 . 04 19 . CI 4 . o4 . 

Start 4280 

GI none 

Exons 4280.. 4412, 6002.. '6027, 
8224. .8403, 8603. .8659 



Seq. ID OJ000303_22.0419.C14 
Strand 

End 9568 

gs Method GENSCAN 

End 8 659 

Score .67 
6076. .6129, 7256. .7419, 7884. .7975, 



Seq. No. 
Gene No. 
Start 



55747 

116781 

4280 



Seq. ID OJ000303_22.0419.C14 
Strand 

End 9568 



, 56302 



Name OJ000303_22 . 0419 . C14 . o2 . np Method AAT./NAP 

Start 5288 * End 9565 

GI 6683666 Score 571 

Exons 5288.. 5315, 7252.. 7469, 7884.-7975, 8224.. 8522, 8603.. 8659, 

9437.. 9565 

GI Descrip. (AB027616) apyrase. [Pisum sativum] 



Seq. No. 55747 

Gene No. 116781 

Start 4280 

Name OJ000303_22 . 04 19 . C14 . o2 . tm 

Start 7262 

GI none 

Exons 7262. 

7915. 



,7429, 7262.. 7429, 7429. 
7977, 8204. .8509, 8206. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 22.0419.C14 



9568 

TBLASTX: Maize 
9521 
127 

7470, 7430. .7501, 7864. 
8508, 8226.. 8522, 8239. 



8598. ..8660, 8598.-8657, 8600. .8659, 9437. .9520, 9438. 



,7923, 
,8523, 
, 9521 



Seq. No. 55747 

Gene No. 116781*' 

Start 4280 

Name OJ000303_22 . 04 19 . C14 . o2 . ts 

Start 7265 

GI none 

Exons 7265.. 7420, 7879.. 7977, 8221. 

8230.. 8523, 8600.. '8659, 9437-, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8463, 8226 
."9568 



OJ000303 22.0419.C14 



9568 

TBLASTX: Soybean 
9568 
66 

8378, 8226.. 8522, 



Seq. No. 55748 

Gene No. 116782- 

Start 224 

Name OJ000303_22 . 04 19 . C15 . ol . gs 

Start 224 

GI none 
Exons 



Seq. ID OJ000303_22.0419.C15 



Strand 
End 

Method 

End 

Score 



+ 

1213 
GENSCAN 
1213 
. 96 



224..397, 492. .602, 686. .758, 853. .951, 1031. .1213 



Seq. No. 55748 Seq. ID 

Gene No. 116783 JJ * Strand 

Start 1386 End 

Name OJ000303_22 . 04 19 . C15 . ol . gp • Method 

Start 1386 ' End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 1386.. 1461, 1560.. 1596 

GI Descrip. ? 2498586/sp | Q40638 | MP01JDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' . - 



OJ000303_22.0419.C15 
+ 

1596 
AAT/GAP 
1596 
127 



Seq. No. 55748 
Gene No. ' ,116784 

Start 3121 

Name OJ000303_22 . 04 19 . C15 . o2 . gs 

Start 3121 

GI none 
Exons 



Seq. ID OJ000303_22.0419.C15 

Strand + * 

End 7923 

Method GENSCAN 

End 7895 

Score .46 



3121. .3183, 3421. .3627, 3684. .4011, 4130. .4279, 4303. .4500, 
4654. .5509, 5527. .6064, 6128. .6977, 7542. .7895 



Seq. No. 
Gene No. 
Start 



55748 

116784 

3121 



Seq. ID OJ000303_22.0419.C15 
Strand + 
End 7 923 



56303 



Name OJ000303_22 .0419. C15 . ol . np Method AAT/NAP 

Start 3702 ■ End 7923 

GI 7228457 Score 6208 

Exons 3702.. 4068, 4130.. 6064, 6128.. 6962, 7085.. 7923 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806L [Oryza 

sativa] 



Seq. No. 55748 

Gene No. 116784 

Start 3121 

Name OJ000303_22 . 04 1 9 . C15 . o3 . tm 

Start 4362 

GI none 

Exons 4362.. 4634, 4398.. 4646, 4400. 



Seq. ID OJ000303_22.0419.C15 
Strand 
End 

Method 
End 
Score 
.4645 



+ 

7923 

TBLASTX: Maize 

4646 

193 



Seq. No. 55748 

Gene No. 116784 

Start 3121 

Name OJ000303_22 . 04 19 . C15 . o4 

Start 4410 

GI none 

^ Exons "4410.. 4508, 4415.. 4507, 

Q Seq. No. 55748 

if! Gene No. 116784 

fit Start 3121 

Name OJ000303_22 . 04 19 . C15 . o3 

^ Start , 5536 

^ GI none 

%2 Exons 5536. .5658, 5537. .5971, 

l~ Seq. No. 55748 

Gene No. 116784 

'ri Start 3121 

y Name OJ000303_22 . 04 19 . C15 . ol 

M Start 6135 

^3 GI ' none 

£3 Exons 6135. .6578, 6136. .6591, 

Seq. No. 55748 

Gene No. 116784 

Start 3121 

Name OJ000303_22 . 0419.C15 .o2 

Start 6176 

GI none 

Exons 6176. .6400, 64 07. .6541 

Seq. No. 55748 

Gene No. 116784 

Start 3121 

Name OJ000303_22 . 04 19 . C15 . ol 

Start 6266 

GI none 

Exons 6266. .6622, 6301. .6612, 





Seq. ID 


OJ000303_22.0419. 


C15 




Strand 


+ 






End 


7923 ' 




tw 


Method 


TBLASTX: Wheat 






End 


4748 






Score 


116 




4 475. 


.4714, 4491. .4748 






Seq. ID 


" OJ000303_22.0419. 


Clo 




Strand 


+ 






End 


7923 




tw 


Method 


TBLASTX: Wheat- - : , 






End 


5971 






Score 


387 




c r o n 


.5940, 5750. .5944 






Seq. ID 


OJ000303_22.0419. 


Clo 




Strand 


+ 






End 


- 7923 




tw 


Method 


TBLASTX: Wheat 






End 


6598 






Score 


197 




6137. 


.6598, 6137. .6592 






Seq. ID 


OJ000303_22.0419. 


C15 




Strand 


+ 






End 


7923 




ts 


Method 


TBLASTX: Soybean 






End 


6541 






Score 


113 






Seq. ID 


OJ000303_22.0419. 


C15 




Strand 


+ 






End 


7923 




tm 


Method 


TBLASTX: Maize 






End 


6622 






Score 


392 




6317. 


.6622 







Seq. No. 



55748 



Seq. ID OJ000303_22.0419.C15 



56304 



Gene No. 116784 Strand 

Start 3121 End 

Name OJ000303_22 .0419. CIS. o2.tm Method 

Start 6649 End 

GI none Score 

Exons 6649.. 7002, 6650.. 6994 



+ 

7923 

TBLASTX: Maize 

7002 

320 



Seq. No. 55748 Seq. ID 

Gene No. 116784 Strand 

Start 3121 End 

Name OJ000303_22 . 04 19 . C15 . o2 . tw Method 

Start 6706 End 

GI none Score 

Exons 6706.. 7101, 6707-. .7126 



OJ000303_22.0419.C15 

+~ 

7923 

TBLASTX: Wheat 

7126 

429 



Seq. No. 55748 Seq. ID 

Gene No. 116784 Strand 

Start 3121 End 

Name OJ000303_22 . 04 19 . C15 . ol . ts • Method 

Start 6785 End 

GI none Score 

Exons 6785.. 7156, 6802.. 6945 



OJ000303_22.0419.C15 
+ 

7923 

TBLASTX : Soybean 

7156 

235 



Seq. No. 55748 Seq. ID 

Gene No. 116784 Strand 

Start 3121 "* End 

Name OJ000303_22 . 04 19 . C15 . o5 . tw Method 

Start 7676 - End 

GI none Score 

Exons 7676.. 7918, 7711.. 7917 



OJ000303_22.0419.C15 
+ 

7923 

TBLASTX: Wheat 

7918 

245 



Seq. No. 55749 Seq. ID 

Gene No. 116785 Strand 

Start 1 End 

Name O J000303_22 . 04 1 9 . CI 6 . ol . np Method 

Start 1 End 

GI . 7228457 Score 

Exons . 1..29, 96.. 1645 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000303_22.0419.C16 
+ 

1645 
AAT/NAP 
1645 
2584 



Seq. No. 55749 Seq. ID 

Gene No. 116785 Strand 

Start 1 End 

Name OJ000303_22 . 04 19 . C16 . ol . gs Method 

...Start 70 End 

GI none Score 

Exons 70.. 1508 



OJ000303_22.0419.C16 
+ 

1645 
GENSCAN 
1508 
.81 



Seq. No. 55749 Seq. ID 

Gene No. 116786 Strand 

Start 1805 End 

Name OJ000303_22 . 04 19 . CI 6 . ol . gp Method 

Start 1805 End 

GI 2428323 Score 

Exons 1805.. 2274 



OJ000303_22.0419.C16 
+ 

2274 

AAT/GAP ■ * 

2274 

834 



56.305 




GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



beq. NO. 


jj / 4 y 




Seq. ID 


OJuUUouo zz. U419. 


C16 


Gene No. 


1 1 D / 0 / 




Strand 






a +- -i -v- +- 

otarc 


/.cod. 




bna 


034 1 




Name 


u j uuujuj -zz.u4iy.Lib.oz, 


gs 


Metnoa 


bhNbbAN 




Start 


9 9 Q 9 

ZZoZ 




End 


C C A 1 

3o4 1 




bl 


none 




Score 


. 98 




Exons 


2282. .4184, 4280. .5541 










oeq . vio . 


jj / 4 y 




Seq. ID 


OJUUUJUo ZZ. U419. 


CI o 


Gene No . 


lit) / o / 




Strand 






otart 


9 9 Q 9 
ZZ oZ 




End 


334 1 




Name 


ATnnmm 99 n / i q pi c ^9 
UJUUU jUj , U4iy .lid .0^ . 


np 


Method 


AAT / NAP 




btari. 


ZZ 0 3 




End 


c c ^ 1 
034 1 




bl 


R Q n o o c q 

3 0 u jz 3 y 




Score 


ci 

oly 0 




Exons 


2285.. 4184, 4280.. 5541 










GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 




beg. no. 


33 /4 y 




Seq. ID 


OJ000303 22.0419. 


C16 


Gene No . 


1 1 CTOQ 

lib /do 




Strand. 






otart 


oyzz 




End 


6037 




Name 


Oo U U U 0 U J\ ZZ. U4ly.blo.Oo. 


tw 


Method 


-TBLASTX : Wheat 




Start 


Z 




End 


323 




GI 


none 




Score 


197 




Exons 


2. .187, . 3. .323 










Seq. No. 


55749 




Seq. ID 


OJ000303 22.0419. 


C16 


Gene No . 


lib / oo 




Strand 






OA 1 ■>- -t- 

btart: 


oyzz 




End 


6037 




Name 


ujuuuou j z z . u 4 1 y . bl b . 01 . 


tm 


Method 


TBLASTX : Maize 




btiarr 


CI £■ 

0 1 0 




End 


o o n 




GI 


none ' 




Score 


360 




Exons 


516. .839, 545. .826 










beq . no . 


C C 1 A Q 

0 0 / 4 y 




Seq. ID 


OJ000303_22.0419. 


C16 


Gene No . 


lib / 0 0 




Strand 






brarti 


oyzz 




End 


6037 




Name 


ujuuu juj zz . u 4 1 y . bi b . 01 . 


tw 


Method 


TBLASTX: Wheat 




bnar u 


ceo 

bjj 




End 


1034 




GI 


none 




Score 


365 




Exons 


653. .709, 654. .1034, 750 


. .995 


, 755. .1003 




beq. no. 


R R n A Q 

oo / 4 y 




Seq. ID , 


OJ000303_22.0419. 


C16 


Gene No . 


lib /oo 




Strand 






, Of av .f 

vb tart 


R Q 9 9 

oyzz 




End 


6037 




Name 


OJUUUJUO ZZ.U41y.Clo.OZ. 


tw 


Method 


TBLASTX: Wheat 




Start 


1035 




End 


1636 




GI 


none 




Score 


267 




Exons 


1035. .1331, 1035. .1451, 


1510. 


.1632, 1511. .1636 




Seq. No. 


55749 




Seq. ID 


OJ000303_22.0419. 


C16 


Gene No. 


116788 




Strand 






Start 


5922 




End 


6037 




Name 


OJ000303 22.0419.C16.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1505 




End 


1648 





56306 



GI none 

Exons 1505.. 1648, 1510.. 1644 

Seq. No. 55749 

Gene No. 116788 

Start 5922 

Name OJ000303_22 . 04 1 9 . C16 . o3 . gs 

Start 5922 

GI none 

Exons 5922.. 6037 



Score 180 



Seq. ID OJ000303_22.0419.C16 
Strand 

End 6037 
Method „ GENSCAN 
End '6037 
Score .53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start * 
■GI 

Exons 

GI Descrip. 



55750 Seq. ID 

116789 Strand 

366 End 
OJ000303_22 .0419.C17.ol.gs Method 

366 End 

none Score 

366. .422, 660. .83.0 



OJ000303_22 . 0419*.C17 
+ 

830 

GENSCAN 

830 

.48 



55750 
116790 
1 

OJ000303_22.0419.C17.ol.np 
1 

5922623 
1..79, 247. .401, 779. .863 

.(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ000303_22.0419.C17 
Strand 
End 8 63 

Method AAT/NAP 
End' - 8 63 
Score 238 



fej Seq. No. 
f!| Gene No. 

Start 
]L Name 
^ Start 
NGI 

Exons 
t V GI Descrip. 



U Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. ID OJ000303_22.0419.C20 

Strand + 

End 2022 

Method AAT/GAP 

End 2022 

Score 225 



55751 
116791 
1890 

OJ000303_22.0419.C20.o2.gp 
1890 

LIB3474-009-P1-K1-F11 
1890. .2022 

'4 45524 4/emb | CAB3674 3.il 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] 1 



55751 
116792 
432 

OJ000303_22.0419;C20.ol.gp 
432 

16838_1.R1084 
432.. 1003 

'1497987 5.0e-33 (U62798) SCARECROW [Arabidopsis thaliana] 1 



Seq. ID OJ000303_22.0419.C20. 
Strand 

End 2735 

Method AAT/GAP 

End 1003 

Score 1004 



55751 

116792 

432 

OJ000303_22.0419.C20.ol.gs 

675 

none 

675. . 1094 



Seq. ID OJ000303_22.0419.C20 
Strand 

End 2735 

Method GENSCAN 

End 1094 

Score .56 



56307 




Seq. No. 


55751 


Seq. ID 


OJ000303_22 . 04 19 


.C20 


Gene No. 


116792 


Strand 






Start 


432 


End 


2735 "• 




Name 


OJ000303 22.0419.C20.ol.np 


Method 


AAT/NAP 




Start 


690 


End 


2735 




GI 


6822068 


Score 


1234 




Exons 


690. .1116, 2227. .2735 








GI Descrip. 


(AL132957) SCARECROW1 [Arabidopsis thaliana] 




Seq. No. 


55751 


Seq. ID 


OJ000303_22.0419, 


.C20 


Gene No. 


116792 


Strand 






Start 


432 


End 


2735 




Name 


OJ000303 22.0419.C20.o2.tm 


Method 


TBLASTX: Maize 




Start 


690 


End 


965 




GI 


none 


Score 


317 




Exons 


690. .965, 694. .963 








Seq. No. 


55751 


Seq. ID 


OJ000303_22.0419, 




Gene No. . 


116792 


Strand 






Start 


432 


" End 


2735 




Name 


OJ000303 22.0419.C20.ol.tc 


Method 


TBLASTX: Cress 




Start 


696 


End 


2735 




G.I 


none 


Score 


235 




Exons 


696. .1118, 697.1972, 703. .1125, 876..: 


1103, 1036. .1119, 






2226. .2651, 2227 .. 2640, ' 2697 . 


, .2735 






Seq. No. 


55751 


Seq. ID 


OJ000303 22.0419, 


.C20 


Gene . No . 


116792 


Strand 






Start 


432 


End 


2735 




Name 


OJ000303 22.0419.C20.o3.ts 


Method 


TBLASTX: Soybean 




Start 


696 


End 


900 




GI 


none 


Score 


102 




Exons 


696. .890, 696. .899, 697 .. 900 








Seq. No. 


55751 


Seq. ID 


OJ000303_22.0419, 


X20 


Gene No. 


116792 


Strand 






Start 


432 


End 


2735 




Name 


OJ000303 22.0419.C20.o2.ts 


Method 


TBLASTX: Soybean 




Start 


927 


End 


1120 




GI 


none 


Score 


139 




Exons 


927. .1118, 927. .1118, 929. .1120, 1036 


. .1119 




Seq. No. 


55751 


Seq. ID 


OJ000303_22.0419. 


, C20 


Gene No. 


116792 


Strand 






Start 


432 


End 


2735 




Name 


OJ000303 22.0419.C20.o3.tm 


Method 


TBLASTX: Maize 




Start 


978 ■ , 


End 


2388 




GI 


none 


Score 


96 




Exons 


978. .1118, 979. .1119, 980. .1078, 981. 


.1118, 1033. .1119, 






2226. .2387, 2226.. 2387, 2227. 


.2388 






Seq. No. 


55751 


Seq. ID 


OJ000303_22.0419. 


C20 


Gene No. 


116792 


Strand 






Start 


' 432 


End 


2735 




Name 


OJ000303 22.0419.C20.o2.gs 


Method 


GENSCAN 




Start 


2130 


End 


2645 




GI 


none 


Score 


.98 





56308 




Exons 












Seq. No. 


55751 


Seq. ID 


OJ000303_22 


.0419 


.C20 


Gene No. 


116792 


Strand 










432 


End 


2735 






Name 


OJ000303 22.0419.C20.ol.ts 


Method 


TBLASTX : Soybean 




C 4- -i -v~ +- 

otart 


2223 


End 


2735 






bl 


none 


Score 


126 






Exons 


2223. .2375, 2224. .2640, 2226. .2651, 2700. .2735 






Seq. No. 


55751 


Seq. ID 


OJ000303_22 


.0419 


.C20 


Gene No. 


116792 


Strand 








btart 


432 


End 


2735 






Name 


OJ000303 22.0419.C20.ol.tm 


Method 


TBLASTX: Maize 




btart 


2388 


End 


2735 






bl 


none 


Score 


380 






Exons 


2388.-2735, 2389. .2733 










-Seq. No. 


55752 


Seq. ID 


OJ00 l 030.3_22 


.0419 


.C21 


'Gene No". 


116793 


Strand 


+ 






o tart 


205 


End 


558 






Name 


OJ000303 22.0419.C21.ol.gs 


Method 


GEN SCAN 






n4.-v.i- 

btart 


205 


End 


558 








none - 


Score 


..71 : - 






Exons 


205. .348, 514. .558 










Seq. No. 


55753 


Seq. ID 


OJ000303_22 


0419 


. czz 


Gene No . 


116794 


Strand 


+ 








1 


End 


4022 






Name 


OJ000303 22.0419.C22.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1303 






bl 


7228457 


Score 


1873 






Exons 


'1.-160, 283. .1303 










,GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, 


polyprotein 


. (AF098806) 


[Oryza 




sativa] 










Seq. No. 


55753 


Seq. ID 


OJ000303__22 


0419 


.C22 


Gene No. 


116794 


Strand 


+ 






bt ar t 


1 


End 


4022 






Name 


OJ000303 22.0419.C22.ol.gs 


Method 


GENSCAN 






btart 


163 


. End 


4022 






bl 


none 


Score 


.41 






Exons 


163. .546, 564. .1277, 1964.. 


2053, 2301. 


.2507, 3915.. 


4022 




beq . no . 


55753 


Seq. ID 


OJ000303_22. 


0419 


.C22 


Gene No. « 


,. 1167 94 


Strand 


+ 






Start 


1 


End 


4 022 






Name 


OJ000303 22.0419.C22.o3.np 


Method 


AAT/NAP 






Of 1 y-l- 

btart 


896 


End 


2354 






bl 


5042454 


Score 


367 






Exons 


896. .1040, 1625. .1652, 187€ 


..2053, 2301. .2354 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


55753 


Seq. ID 


OJ000303_22, 


0419 


C22 


Gene No. 


116795 


Strand 








Start 


1459 


End 


1582 







56309 




Name 


n.Tonn^n^ 99 04iq 099 ni -He 


we Tznoa 


TT3T aCTY • CnuKaan 

1 ULtPio 1 a . ooyoean 






9 ~ 


t»na 


"3 R4 






none 


Score 


1 94 

1Z 4 






9 197 194 ^4 








Seq. No. 


55753 


Seq. ID 


OJ000303_22.0419. 


C22 


Gene No. 


116795 


" Strand 






Of 3 v- f- 
O L-Cli- l_ 


1 4 

-L h 0 y 




1 3 0 Z 




Name 


OTnnn^n^ 99 04iQ r*9 9 r%i -t-™ 


rJctnou 


1 Db/io 1 a . wnea t_ 




O Lai L 


0 — 




JZ 4 






none 


Score 


1 

1 DO 




EjAUIIo 


9 1 1 fl 1 ^ R lift ^94 


14 4 "51 1 
±H H . . Jl / 






Seq. No. 


55753 


Seq. ID 


OJ000303_22.0419. 


C22 


Gene No. 


116795 


Strand 






q+- 0 r+- 

O Lai U 


1 

IUj 


EjIICI 


1582 




IN dint; 


n.Tonrnn? 99 04iQ r99 ai +-m 




TBLASTX: Maize 




O Lai U 


4 Q ~ 




408 






none 


Score 


72 




P 1 von c; 

ill AUI iO 


4 Q 19 6 S ^ 1 ^ 1 '9 4 ^ H 


14 1 ^rm 


325. .408, 369. . 407 


Seq. No. 


55753 


Seq. ID 


OJ000303_22.0419. 


C22 


Gene No v 


116795 


Strand 


- 






1 4 




1582 




Name 


ninnn^n^ 99 04iq r*9 9 r\0 -hm 

UJUUUjUj . U4 1 3 . v^ZZ . OZ . tW 


Method 


TBLASTX : Wheat 




olait 


0 / y 




1145 






none 


Score 


254 




Exons 


07Q 1 1 a c ana 1 nc;o on 


11/11 

114 1 






0 e q ■ in 0 . 


c c 7 c 0 


beq. iu 


OJ000303_22.0419. 


C22 


Gene No. 


116795 


Strand 






Start 


1459 


End 


1582 




Name 


OJ000303 22.0419.C22.o2.np 


Method 


AAT/NAP 




O Lai L 


1459 


End 


1582 






7523512 


Score 


.149 




Exons 


1459. .1582 






-XT' 




(AP001633) hypothetical protein -[Oryza 


sativa] 




Seq. No. 


55754 


Seq. ID 


" OJ000303_22.0419. 


C25 


Gene No. 


116796 


Strand 


+ 




0 Lai L 


672 


End 


1000 




Name 


OJ000303 22.0419.C25.ol.gs 


Method 


GENSCAN 




OLdl L 


672 


End 


1000 




GI 


none 


Score 


.93 




IT vatic 


672. .857, '896. .1000 








OCl|t IN LJ . 


55755 


Seq. ID 


OJ000323_22.0418. 


C2 




116797 


Strand 


+ 




Start 


1 


End 


10511 




Name 


OJ000323 22.0418.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


10511 




GI 


5305335 


Score 


148 




Exons 


1..19, 1050. .150.6, 5465. .5494, 6362. .6577, 7315. .7405, 






10327.. 10511 








GI Descrip. 


(AF071081) proline-rich mucin homolog 


[Mycobacterium 





tuberculosis] 



56310 



Seq. No. 55755 Seq. ID 

Gene No. 116797 Strand 

Start 1 End 

Name OJ000323__22 . 04 18 . C2 . ol . gs Method 

Start 1174 End 

GI none Score 

Exons 1174.. 1624. 



OJ000323_22.0418.C2 
+ 

10511 
GENSCAN 
1624 
.4 



Seq. No. 


55755 




Seq. ID 


OJ000323_ 


22.041 


Gene No. 


116798 




Strand 


+ 




Start 


14125 




End 


16677 




Name 


OJ000323 22. 0418. C2 . 


o4 . gs 


Method 


GENSCAN 




Start 


14125 




End 


16677 




GI 


none 




Score 


.76 




Exons 


14125. . 14236, 14921. 


.14961, 


16319. .16500, 16554. 


. 16677 



Seq. No. 55755 

Gene No: 116799 

Start ^ 4168 

Name OJ000323_22 . 0418 . C2 . o2 . gs 

Start 4168 

GI none 

Exons . .4168.. 4263, 4268.. 4345, 4492. 

6390. .6690," 6704. .6873 



Seq. ID OJ000323_22.0418.C2 
Strand 

End 6873 

Method GENSCAN 

End 6873 

Score .56 

.4590, 5138... 5545, 6012. .6299, 



Seq. No. 
Gene ...No . 
Start' ' 
Name 
Start 
GI 

Exons 



55755 

116800 

7772 

OJ000323_22 .0418. C2 . o3 . gs 



Seq. ID OJ000323_22.0418..C2 
Strand 

End 11962 

Method GENSCAN 

End 11962 

Score .44 



7772 
none 

7772. .7813, 7917. .8069, 8179. .8317, 8890. .9286, 114 4 4 .. 11659, 
11929. .11962 



Seq. No. 55755 Seq. ID 

Gene No. 116800 Strand 

Start ■ 7772 End 

Name OJ000323_22 . 04 18 . C2 . o2 . np Method 

Start 11408 End 

GI 6539588 Score 

Exons 11408. .11718 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ000323_22.0418.C2 

11962. 
AAT/NAP 
11718 
233 



Seq. No. 


55755 








Seq. ID 


OJ000323 


Gene No. 


116801 








Strand 




Start 


11894 








End 


12349 


Name 


OJ000323 22.0418 


.C2. 


.ol, 


.gp 


Method 


AAT/GAP 


Start 


11894 








End 


12349 


GI 


4968598 








Score 


783 


Exons 


11894 . .12349 












Seq. No. 


55755 ;- 








Seq. ID 


OJ000323 


Gene No. 


1168.01 . 








Strand 




Start 


11894 








End 


12349 


Name 


OJ000323 22.0418, 


.C2. 


.o2, 


.gp 


Method 


AAT/GAP 


Start 


12104 








End 


12349 


GI 


4968598 








Score 


416 



56311 




Exons 


12104 . . 1234 9 








Seq. No. 


55755 


Seq. ID 


OJ000323_22.0418 


.C2 


Gene No. 


116802 


Strand 






Start 


1 *7 A A A 

1/444 


End 


17984 




Name 


/^TAAAOAO AO A JJ 1 O OA — 1 i .„., 

OJ000J23 22 . 04 lo . CZ . ol . tm 


Method 


TBLASTX: Maize 




Start 


.174 44 


End 


17792 




GI 


none 


Score 


197 




Exons , 


174 4 4 .. 17530, 1 /o34 .. 17770 , 


17535. .17735, 17556.. 17792 




Seq. No. 


55755 


Seq. ID 


OJ000323_22.0418 


.C2 


Gene No. 


116802 


Strand 






Start 


17444 


End 


17984 




Name 


OJ000323 22 . 04 lo . C2 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


17564 


End 


17984 




GI 


none 


Score 


93 




Exons 


17564 .. 1774 9, 1 /bo o . . 17 /2 9 , 


17738. .17974, 17739. .17984 




Seq,. No. 


55755 


Seq. ID 


OJ000323_22.0418 


.C2 


Gene No. 


116802 . 


Strand 






Start 


1 1 A A A 

17444 


End 


17984 




Name 


/"\TAAAOAO A A ' A Vl "1 A -i i . . 

OJ000323 22 . 04 18 . C2 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


17567 


End . 


17941 




GI ' 


none 


Score 


98 




Exons 


17567 .. 1794 1, 17583. .17696 








Seq. No. 


55756 


Seq. ID 


OJ000323_22.0418 


,C3 


Gene No. 


116803 


Strand 


+ 




Start 


105 


End 


1899 




Name 


OJ000323 22 . 0418 . C3 . ol . gs 


Method 


GENSCAN 




Start 


105 


End 


1899 




GI 


none 


Score 


.48 




Exons 


1 A C 1 1 O 1 A O A 1 O A A 

105. .113, 1882. .1899 








Seq. No. 


55756 


^iSeq. ID 


OJ000323_22.0418 


. C3 


Gene No . 


116804 


Strand 






Start 


797 • 


End 


1130 




Name 


OJ000323 22.0418.C3.ol.gp 


Method 


AAT/GAP 




Start 


797 


End 


1130 




GI 


92678 1.R1084 


Score 


359 




Exons 


797. .914, 987. .1130 








GI Descrip. 


' 6069643/dbj | AP000616 . 1 | AP000616 9.0e- 


67 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


55757 


Seq. ID 


OJ000323_22.0418 


-C4 


Gene No. 


116805 


Strand 


+ 




Start 


34 , 


End 


186 




Name 


OJ000323 22.0418.C4.ol.gs 


Method 


GENSCAN 




Start 


34 


End 


186 




GI 


none 


Score 


.59 




Exons 


34. .186 








Seq. No. 


55757 


Seq. ID 


OJ000323_22.'0418 


.C4 


Gene No. 


116806 


Strand 


+ 




Start 


4893 


End 


8117 




Name 


OJ000323 22.0418.C4 .o3.gs 


Method 


GENSCAN 




Start 


4893 


End 


8117 





56312 




GI 


none 


Score 


. DO 


Exons 


4893.. 5028, 5782.. 6578, 8010.. 8117 




Seq. No. 


55757 


Seq. ID 


r\ TAAH TOO 


Gene No. 


116807 


Strand 


+ 


Start 


9189 


End 


13225 


Name 


OJ000323 22.0418.C4.o3.np 


Method 




Start 


9189 


End 


JLUblb 


GI 


7242910 


Score 


i r\ a 
1U4 


Exons 


9189. .9616, 10130. .10416, 10503. .10616 




GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sativa ] 


beq. No. 


55757 


Seq. ID 


OJ000323 


Gene No. 


116807 


Strand 


+ 


Start 


9189 


End 


13225 


Name 


OJ000323 22.0418.C4 ,o5.gs 


Method 


GEN SCAN 


Start 


10167 


End 


13225 


GI 


none 


Score 


. 6. 


Exons 


10167. .10465, 11.535. .11589, 


11998. .12093, 12564 




13041.. 13225 






Seq. No. 


55757 


Seq. ID 


OJ000323 




116808 


. Strand 




Start • 


1442 V- * 


End 


2972 


Name 


OJ000323 22.0418.C4.ol.gp 


Method 


AAT/GAP 


Start 


849 


End 


1011 


GI 


5455363 


Score 


104 


Exons 


849. .874, 938. .1011 






GI Descrip. 


3176667 1.0e-17 (AC004393) 


Similar to 


hypotheti 



.12742; 



,0418. C4 



protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64006. [Arabidopsis thaliana] 



Seq. No. 
Gene No; 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55757 Seq. ID 

116808 Strand 
1442 End 
OJ000323_22 . 0418 . C4 . o2 . gs Method 
1442 ' End 
none Score 
1442. .1705, 2353. .2557, 2926. .2972 

55757 . Seq.. ID 

116809 Strand 
77 92 End 
OJ000323_22. 0418.C4 .o4 .tm Method 
5873 End 
none - Score 
5873.. 5968, 5874 . .6047, 5886.. 6041 * 



OJ000323_22.0418.C4 

2972 
GENSCAN 
2972 
.84 



OJ000323_22.0418.C4 
13329 

TBLASTX: Maize 

604 7 

191 



Seq. No. 55757 

Gene No. 116809 

Start 7792 

Name OJ000323_22 . 04 18 . C4 . ol . tm 

Start 6132 

GI none. . 

Exons 6132.. 6362, 6155.. 6358, 6264, 
6620.. 6700, 6825.-6977 



Seq. ID OJ000323_22.0418.C4 
Strand 

End 13329 

Method TBLASTX: Maize 

End 7049 

Score 232 

.6362, 6374. .6577, 6375. .7049, 



56313 





Seq. No. 


55757 


Seq. ID 


OJ000323_22.0418 


.C4 




Gene No. 


116809 


Strand 








O Lai L 


77Q9 


End 


13329 






Name 


n.Tonrn?^ 99 0418 r4 ni tw 


Method 


TBLASTX: Wheat 








£18 6 ~~ 

O X O V 


End 


6494 






ox 


none 


Score 


224 








6186 6?68 6918 6^67 6^69 


.6494, 6374. .6460 






Seq. No. 


55757 ^ • 


Seq. ID 


OJ000323_22.0418 


.C4 




Gene No . 


116809 


Strand 








q+- o rt 


7792 


End 


13329 






Name 


n.Tnnn^9^ 99 0418 P4 n9 tm 

UUUUU J Z, Z. • \J X O . ^ *i ■ L>Z. . Lill 


Method 


TBLASTX: Maize 






o Lai L 


79Q9 _ 

/ Z, .7 .? 


End 


7770 






o X 


none 
iiui it; 


Score 


305 . 








7999 7S17 7300 7671 7689 


.7766, 7738. .7770 






Seq. No. 


55757 


Seq. ID 


OJ000323_22.0418 


.C4 




Gene No. 


116809 


Strand 








o Lai l 


7799 


End 


13329 






Name 


DJOOn^?? 9? 0418 P4 tw 

WUUWUJ^.J Z. Z ■ \J t X O • O ■ L/ Z. ■ L W 


Method 


TBLASTX: Wheat 






Q-h a -r t* 
jLal L 


7 4 9^ _ 

/ 4 1/ J 


End 


7857 






O X 


1 1 lh 1 1 


Score 


122 




a cs. 


Exons 


749^ 7686 76*^9 78S? 7676 


.7828, 7702. .7854, 7738.-7857 


\J 


Qq/-t NT o 

oeq. in o . 


^ S7 R7 


Seq. ID 


OJ000323_22.0418 


.C4 




uCilC • 


116809 


Strand 






f II 


O Lai L 


7792 . 


End 


13329 




?5 


Name 


OJ000323 22.0418.C4.o2.np 


Method 


AAT/NAP 






Start 


7792 


End 


13329 






GI 


7486567 


Score 


69 




f ! 1 


TJ 1 v /"^ t~* o 


7792..7826, 9729.. 9925, 10011 


. .10164, 


13290. .13329 






ol L'fcroL.xXLJ. 


hypothetical protein F7H19.150 - Arabidopsis thaliana 




_ 




. gi| 3292822 |emb ICAA19812.il (AL031018) 


putative protein 








[Arabidopsis thaliana] gi | 7269144 | emb | CAB79252 . 1 | (AL161558) 






putative protein [Arabidopsis 


thaliana] 






Seq. No. 


55757 


Seq. ID 


-OJ000323_22.0418 


.C4 




Gene No. 


116809 


Strand 






f ^ 


q+- o rt 

o Lai L 


7792 


End 


13329 




f i 


Ncime 


OJ000323 22.0418.C4.o4.gs 


Method 


GEN SCAN 






Cf art 
O Lai L 


9213 


End 


9912 






(IT 
ox 


none 


Score 


.81 








9213. .9447, 9470. . 9912 










Seq. No. 


55757 


Seq. ID 


OJ000323_22.0418 


,C4 




Gene No. 


116809 


Strand 








O L d -L u 


7792' : 


End 


* 13329 






Mama 


OJ000323 22.0418.C4.o3.tm 


Method 


TBLASTX: Maize 






O L a X L 


10777 


End 


11070 






OX 


none 


Score 


156 






Exons 


10777. .10947, 10812. .10937, 10821. .10964, 10969. .11070 






Seq. No. 


55758 


Seq. ID 


OJ000323_22.0418 


.C5 




Gene No. 


116810 


Strand 


+ 






Start 


1 


End 


8581 • 






Name 


OJ000323 22.0418.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1782 





56314 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6688926 Score 104 

1..147, 1133. .1205, 1675. .1782 

(AJ251365) VAP27 [Nicotiana plumbaginif olia] 



55758'' Seq.. ID 

116810 Strand 

1 - End 

OJ000323_22 . 04 18 . C5 . ol . gs Method 

7 6 . End 

none • Score 
76. .190, 1118. .1205, 3178. .3554, 3708. 
5110. .5199, 8277. .8581 



OJ000323_22.0418.C5 
+ 

858.1 • 
GEN SCAN 
8581 - 
.42 

.3846, 4741. .4790, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. ■ 

Start 
. Name 
: Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ? 

GI Descrip. 



[3 Seq. No.. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



55759 

116811 

1069 

OJ000323_22. 04 18 . C6 . ol . gs 

1069 

none 

1069. .1118, 1686. .1926 

55759 

116812 

16766 

OJ000323_22. 04 18 . C6 '. o3 . np 

16766 

5777617 

16766. .16864, 17171 172 60, 



Seq. ID OJ000323_22.0418.C6 

Strand + 

End 1926 

Method GENSCAN 

End 1926 

Score . 93 



Seq. ID OJ000323_22.0418.C6 

Strand + 

End**.. 19572 

Method AAT/NAP 

End 17920 

Score 125 



17803. .17920 



(AJ245900) CAA30375.1 protein [Oryza sativa] 



55759 

116812 

16766 

OJ000323_22.0418.C6.o4.np 

17341 

7340909 



Seq. ID OJ000323_22. 0418.C6 

Strand + 

End 19572 

Method AAT/NAP 

End 19572 

Score 144 



17341. .17390, 18574. .18865, 19308.. 19572 
(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323 22. 0418. C6 



55759 
116813 
2495. 

OJ000323_22. 04 18 . C6 . o2 . gs 
2495 
none 

2495. .2629, 2747. .3466, 5470. .5598, 6637. .6658, 6855. .7042, 
9678.. 9840, 10778 .. 10972 , 11032.. . 11236, 11550 .. 12373, 
12388. .12866, 12879 .. 13112, 13125 .. 13373, 134 90 .. 13963, 
14068. .14254, 14289. .15880 



15880 
GENSCAN 
15880 
.53 



Seq. No. 55759 Seq. ID 

Gene No. 116813 Strand 

Start 2495 ^ End 

Name OJ000323_22 . 04 18 . C6 . ol . np " - Method- 11 

Start 2498 ■ End 

GI 7486198 Score 

Exons 2498.. 2604, 2755.. 2883 



OJ000323_22.0418.C6 

15880 
AAT/NAP 
2883 
108 



56315 



GI Descrip. hypothetical protein F26K10.170 - Arabidopsis thaliana 



si 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi | 7269683 | emb | CAB79631 . 1 
[Arabidopsis thaliana] 



55759 

116813 

2495 

OJ000323_22.0418iC6 

11551 

7228446 

11551. .12420, 12507 



(AL161572) putative protein 



OJ000323 22. 0418. C6 



Seq. ID 
Strand 

End 15880 
o2.np Method AAT/NAP 

End 15691 ' y.. . ■ 

Score 3362 
.14778, 14810. .15691 
(AP001366) Similar to Arabidopsis thaliana chromosome II BAC 
F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 



55759 Seq. ID 

116814 Strand 
18071 End 
OJ000323_22.0418 .C6.ol.tc Method 
11545 , End 

none Score 

11545. .11820, 11570. .11776, 11818 

11935. .12024, 11951. .12010,.. 1205.5 

55759 Seq. ID 

116814 • Strand 

18071 End 
OJ000323_22 . 04 18 . C6 . o2 . ts Method 
11560 End 
none Score 



11943, 
12246 



OJ000323_22.0418.C6 
24435 

TBLASTX: Cress 

12246 

79 

11840. .11944, 



OJ000323_22.0418.C6 
24435 

TBLASTX: Soybean 

12216 

80 



11560. .12024, 11612. .1174 9, 11840. .12025, 12085. .12216 



Seq. No. 55759 Seq. ID 

Gene No. 116814 Strand 

'Start 18071 End 

Name OJ000323_22 . 04 18 . C6 . o7 . tm * Method 

Start H572. . End 

GI none - Score 

Exons 11572. .11817, 11690.. 11812 



OJ000323_22.0418.C6 
24435 

TBLASTX: Maize 

11817 

93 



Seq. No. 55759 

Gene No.. 116814 

Start 18071 

Name OJ000323_22 . 04 18 . C6 . ol . tm 

Start 11818 

GI none 

Exons 11818. .12024, 11873 .. 12037 , 
12302.. 12343 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_22.0418.C6 
24435 

TBLASTX: Maize 

12343 

125 



1207 6. .1227 6, 12082. .12273, 



Seq. No. 55759 

Gene No. 116814 

Start 18071 

Name OJ000323_22 . 04 18 . C6 . o4 . tw 

Start 11971 

GI none 
Exons 



Seq. ID OJ000323_22.0418.C6 
Strand 
End 

Method 
End 
Score 



24435 

TBLASTX: Wheat 

12411 

106 



11971. .12024, 12049. . 12237, 12265. .12411 



56316 






Seq. No. 


c C T-C Q 
00 fDy 




Seq. ID 


OJ000323_22.0418 


. CO 




Gene No. 


116814 




Strand 








Start 


18071 




End 


24435 






Name 


UJUUU 3Zo ZZ.U4±o.Lo 


rt. 1 -4- 


Method 


TBLASTX : Soybean 






Start 


i o c n i 

12591 




End 


13070 






GI. 


55Uy2oU 




Score 


:51 






Exons 


12591. .130/0, 12595 


. 12 ooU , 


12694. .12768, 12850. .1304 4 






GI Descrip. 














Seq. No. 


55759 




Seq. ID 


OJ000323_22.0418 


.C6 




Gene No. 


116814 




Strand 








Start 


18 U / 1 




End 


24435 






Name 


OJUUUo2 J 22. U4±o.Lo 


oz . tw 


Method 


TBLASTX: Wheat 






Start 


t ^ r c\ (Z 
12o0o 




End 


13052 






GI 


none 




Score 


96 






Exons 


±Z oU 0 . . 1 Z y 4 // lZblU 


. 1Z /Oo, 


12981. .13052 






Seq. No. 


55759' 




Seq. ID 


OJ000323_22.0418 


.C6 




Gene No. 


116814 




Strand 








Start 


lo U / 1 




End 


24435 






Name 


/ OJU0U32J 22. U41o. Co 


rt O -4- rt 

, 02 . tC 


Method 


TBLASTX: Cress 






Start 


i o o r\ c 

12705 




End 


12969 






GI 


none 




Score 


99 






Exons 


12705. .12968/ 1284 4 


1 O O. /T O ■ 

iz_yby 








s- | § 


Seq. No. 


55759 




. Seq/' ID 


OJ000323_22.0418 


,C6 




Gene No. 


116814 




Strand 






f * 


Start 


18071 




End 


24435 






Name 


Art o o o oo n ji i o r* /~ 

OJ000323 22. 0418. C6 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


1274 4 




End 


13061 






GI 


none 




Score 


220 






Exons 


12/44..1JUol, 12/45 


... 1JU53, 


12792. . 13061 






Seq. No. 


55759 




Seq. ID 


OJ000323_22.0418 


.C6 




Gene No. 


116814 




Strand 






•a 


Start 


loU / l 




End 


24435 




r ~ ■ 


Name 


OJU0U323 22. 041o. Co 


. o3 . ts 


Method 


TBLASTX: Soybean 




W 


Start 


-i o ji o O 

1 34 2 o 




End 


13903 






GI 


none 




Score 


142 






Exons 


1 j4ZO . . 104DD, lo4 OO 




13602. . 13898 






Seq. No. 


55759 




Seq. ID 


OJ000323_22.0418 


.C6 




Gene No. 


116814 




Strand 








Start 


lo U / 1 




End 


24435 






Name 


OJU0U 32 J 22. U41o. Co 


rt o V « 

,oj . tc 


Method 


TBLASTX: Cress 






Start 


134 OO 




End 


13912 






GI . ■ 


none 




Score 


213 






Exons 


lo4 bb. . loy 12 












beq. No. 


o d / o y 




Seq. ID 


OJ000323_22.0418 






Gene No. 


116814 




Strand 








Start 


18071 




• End 


24435 






Name 


OJ000323 22. 0418. .C6 


. o3 . tm 


Method 


TBLASTX: Maize 






Start . 


13505 * 




End 


13934 






GI 


none 




Score 


59 






Exons 


13505. . 13564, 13505 


. .13567, 


1358 9. . 13930, 13608. . 13934 





56317 




-Seq. No. 


55759 






Seq. ID 


OJ000323_22.0418 


.C6 


Gene No. 


116814 






Strand 






Start 


18071 






End 


24435 




Name 


OJ000323 22. 0418. C6 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13577 






End 


14137 




GI 


none 






Score 


119 




Exohs 


13577. 


.13666, 13673 




13683. .13922 




Seq. No. 


55759 






Seq. ID 


OJ000323_22.0418 


.C6 


Gene No. 


116814 






Strand 






Start 


18071 






End 


24435 




Name 


OJ000323 22. 0418. C6 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13943 






End 


14272 




GI 


none 






Score 


93 




Exons 


13943. 


.14272, 13947 


1 A o A a 
. . 14 ^4 o , 


14096. .14176 




Seq. No. 


55759 






Seq. ID 


OJ000323_22.0418 


.Co 


Gene No. 


116814 






Strand 






Start 


■ 18071 






End 


24435 




Name 


OJ000323 22. 0418. C6 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14216 






End 


14662 




GI 


none 






Score 


50 




Exons 


14216. 


.14296, 14295 


1 A "D c a 

. . 14 Job, 


14297. .14662, 14351 .. 14 620, 






14433. 


.14642 


- 








Seq. No. *■ 


• 55759 






Seq. ID 


OJ000323_22.0418 


.C6 


Gene No. 


116814 






Strand 






Start 


18071 






End 


24435 




Name 


OJ000323 22. 0418. C6 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


14276 






End 


14746 




GI 


none 






Score 


114 




Exons 


14276. 


.14683, 14351 


T A d "7 A 

. . 14 674 , 


14481. .14684, 14660. .14746 




Seq. No. 


55759 






Seq. ID 


OJ000323_22.0418 


.C6 


Gene No. 


116814- 






• Strand 






Start 


18071 






End 


24435 




Name 


OJ000323 22. 0418. C6 


.06. tm 


Method 


TBLASTX :.Mai ze 




Start 


15227 






End 


15539 




GI 


none 






Score 


158 




Exons 


15227. 


.15538, 15231 


i c a *d n 
. . loo 3 9 








Seq. No. 


55759 






Seq. ID 


OJ000323_22.0418 


.C6 


Gene No. 


116814 






Strand 






Start 


18071 






End 


24435 




Name 


OJ000323 22. 0418. C6 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


15233 






End 


15628 






none 






Score 


62 




Exons 


15233. 


.15628, 154-5.0 


. . 15578 








Seq. No. 


55759 






Seq. ID 


OJ000323_22.0418 


. C6 


oene lno . 


116814 






Strand 






Start 


18071 






End 


24435 




Name 


OJ000323 22. 0418. C6 


. o3 .gs 


Method 


GENSCAN 




Start 


18071 






' End 


24435 




GI 


none 






Score 


.55 




Exons 


18071. 


.18497, 18786 


. .18883, 


19012. .19239, 20147. .20183, 






20797. 


.20921, 21778 


. .22029, 


22429. .22494, 22770 .. 228 64 , 





56318 




22882. .22953, 24342.. 24435 



Seq. No. 


55759 




Seq. ID 


OJ000323_22.0418 


,C6 


bene no . 


116814 




Strand 






Start 


18071 




End 


24435 




Name 


OJ000323 22. 0418. C6 


o5.np 


Method 


AAT/NAP 




Start 


18921 




End 


19297 




GI 


6714421 ' 




Score 


332 




Exons 


18921. .19297 










GI Descrip. 


(AC012328) 'IThicnown protein 


[Arabidopsis thaliana] 




Seq. No. 


55759 




Seq. ID 


OJ000323_22.0418 


.C6 


Gene No. 


116814 




Strand 






btaru 


18071 




End 


24435 




Name 


OJ000323 22. 0418. C6 


65 . tm 


Method 


TBLASTX: Maize 




Start 


18939 




End 


19312 




GI 


none 




Score 


196 




Exons 


18939. . 18992, 18988 


.19143, 


18994. .19143, 19010 .. 19195, 






19106. .1-9195, 19195 


.19230, 


19198. .19215, 19226. .19276, 






19240. .19272, 19274 


.19312, 


19274. .19309, 19276.. 19311 




Seq. No. 


55759 




Seq. ID 


OJ000323_22.0418 


.C6 


Gene No. 


116814 




Strand 






Start 


18071 




JEnd 


24435 




Name 


OJ000323 22.0418 : .C6 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


18942 




End 


19225 




GI 


none 




Score 


93 




Exons 


18942. .18992, 18994. 


.19104, 


19010. .19090, 19111. .19224, 






19115. .19225 










Seq. No. 


55759 




Seq. ID 


OJ000323_22.0418 


.C6 


Gene No . 


116814 




Strand 






Start 


18071 




End 


24435 




Name 


OJ000323 22. 0418. C6. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


18942 




End 


19225 




GI 


none > 




Score 


39 




Exons 


18942. .18992, 18958. 


.18987, 


18988. .19092, 18994 .. 19092,. 






lyin . . iy^z4 , lyiiz. 


. 1 9zzb 








beq. no. 


55760 




Seq. ID 


OJ000323_22.0418 




Gene No. 


116815 




Strand 


+ 




Start 


568 




End 


1041 




Name 


OJ000323 .22. 0418. C9. 


ol .gs 


Method 


GENSCAN 




C _ „ -»_ 

otart 


568 




End 


888 




bl 


none 




Score 


.44 




Exons 


568. .888 










beq. No. 


55760 




Seq. ID 


OJ000323_22.0418 


. by 


Gene No. 


116815 




Strand 


+ 




Start 


568 




End 


1041 




Name 


OJ000323 22. 0418. C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


649 




End 


1041 




GI 


none 




Score • 


64 




Exons 


649.. 759, 805.. 1041 










Seq. No. 


55761 




Seq. ID 


OJ000313_23.0419 


.Cl 


Gene No. 


116816 




Strand 







56319 



Start. 
Name 
Start 
GI 

Exons 

GI , Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



493 



End 

Method 
End 
Score 



863 

AAT/NAP 
863 
327 



OJ000313_23.0419.Cl.ol.np 
493' 
6815062 
493. .635, 747. .863 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



55762 

116817 

703 

OJ000313_23.0419.C3.ol.tm 

690 

none 



Seq. ID OJ000313_23.0419.C3 



Strand 
End 

Method 

End 

Score 



+ - 
94 4 

TBLASTX: Maize 

944 

99 



690. .839, 691. .840, 702. .839, 905. .943, 912. .944, 914. .943 



Seq. No. 


55762 


Seq. ID 


OJ000313_23.0419. 


C3 


Gene No . 


116817 


Strand • 


+ 




Start 


703 


End 


944 




Name 


OJ000313 23.0419.C3.ol.gs 


Method 


GENSCAN 




Start 


703 


End 


837 




GI 


none 


Score 


.74 




Exons 


7G3.. 837 .' 








Seq. No. 


55763 


Seq. ID 


OJ000313__23.0419. 


C4 


Gene No. 


116818 


Strand 


+ 




Start 


103 


End 


810 




Name 


OJ000313 23.0419.C4.ol.np 


Method 


AAT/NAP 




Start 


103 


End 


648 




GI 


5103835 


Score 


241 




Exons 


103. .468, 580. .648 








GI Descrip. 


(AC007591) ESTs gb|T22508, gb 


H36196 and gb|AI100134 come from 




this gene. [Arabidopsis thaliana] 






Seq. No. 


55763 


Seq. ID 


OJ000313_23-. 0419. 


C4 


Gene No. 


116818 . 


Strand 


+ 




Start 


103 


End 


810 




Name 


OJ000313 23.0419.C4.ol.gp 


Method 


AAT/GAP 




Start 


344 


End 


810 




GI 


17190 1.R1084 


Score 


647 




Exons 


344. .468, 580. .810 








GI Descrip. 


1 5103835/gb|AAD39665. 1 IAC007591 30 4.0e-56 (AC007591) ESTs 




gb T22508, gb H36196 and gb AI100134 come from this gene. 




[Arabidopsis thaliana] 1 








Seq.. No. 


55763 


Seq. ID 


OJ000313_23.0419. 


C4 


Gene No. 


116819 


Strand 


+ 




Start 


828 


End 


2275" 




Name 


OJ000313 23.0419.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


327 


End 


654 




GI 


none 


Score 


192 




Exons - 


- 327. .467, 343. .465, -568. ,654, 


579. . 644 






Seq. No. 


55763 


Seq. ID 


OJ000313_23.0419. 


C4 


Gene No. 


116819 


Strand 






Start 


828 


End* 


2275 





56320 



ru 



Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000313_23.0419.C4 .ol.ts 

327 

none 

327. .461, 343.-468, 346. .477, 



Seq. No. 55763 

Gene No. 116819 

Start 828 

Name • OJ000313_23 . 04 19 . C4 . ol . tm 

Start 327 

GI . none 

Exons 327. .467, 338. .478, 343. .468, 



Method TBLASTX : Soybean 
End 653 
Score 206 
568.-645, 576.-653 

Seq. ID OJ000313_23.0419.C4 

Strand + 

.End 2275 

Method TBLASTX : Mai ze 

End 654 

Score 215 

568.-654, 579.-653 



Seq. No. 55763 - . Seq. ID 

Gene No. 116819 Strand 

Start 828 End 

Name ' OJ000313_23 . 04 19 . C4 . ol . gs Method 

Start 828 End 

GI none Score 

Exons 828.-898, 2134.. 2275 



55764 Seq. ID 

116820 Strand 
1246 End 
OJ000313_23.0419.C5.ol.gs Method 
124 6 End 
none Score 
1246. .1386, 1836. .2235, 2343. 
4144. .4311, 4396,-4725, 5089. 

55764 Seq. ID 

116821 Strand 
10297 End 
OJ000313_23 . 04 19 . C5 . o2 . gp Method 
10297 End 
5004748 Score 
10297 .' .10583 



OJ000313_23.0419.C4 
+ 

2275 
GEN SCAN 
2275 
...83 



OJ000313_23.0419.C5 
+ 

5190 
GENSCAN 
5190 
.7 



2586, 3324.. 3574, 
5190 



3669. .3875, 



OJ000313_23.0419.C5 
+ 

10583 
AAT/GAP 
10583 
570 



Seq. No. ■ 55764 
Gene No. 116822 
Start 5717 

Name OJ000313_23 . 04 19 . C5 . ol . gp 

Start 5630 

GI LIB3433-050-P1-K1-A8 
Exons 5630. . 5845, - 6345. . 6468 

GI Descrip. 1 113172/sp I P15543 | AGP3_HORVU 1 
PRECURSOR (ACP ITI ) >gi_100561 
3 - barley >gi_166971 (M58754) 
vulgare] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_23.0419.C5 

7744 
AAT/GAP 
6468 
606 



, 0e-30 ACYL CARRIER PROTEIN III 
pir ' S17928 acyl carrier protein 
acyl' carrier protein III [Hordeum 



Seq. No. 55764 Seq. ID 

Gene No. 116822 Strand 

Start 5717 ' End 

Name OJ000313_23 . 04 19 . C5 . o2 . gs , Method 

Start 5717 End 

GI none Score 

Exons 5717. .5845, 6345.. 6467, 7688. .7744 



OJ000313_23.0419.C5 
7744 

GENSCAN * 
7744 
. 97 



56321 



Seq. No. 55764 Seq. ID 

Gene No. 116822 Strand 

Start 5717 End 

Name OJ000313_23 . 0419 ,C5 . ol . np Method 

Start 5720 End 

GI 113172 Score 

Exons 5720.. 5845, 6345.. 6467, 7371.. 7515 
GI Descrip. 



OJ000313_23.0419.C5 

7744 
AAT/NAP 
7515 
261" 



ACYL CARRIER PROTEIN III PRECURSOR (ACP III) 
gi 1 100561 Ipir | IS17928 acyl carrier protein 3 



(M58754) acyl carrier protein III [Hordeum vulgare] 



barley gi 1166971 



Seq. No. 55764 
Gene No. - 116823 

Start 10214 

Name OJ000313_23 . 0419 .C5 . ol . ts 

Start 1909 

GI hone 
Exons 



Seq. ID OJ000313_23.0419.C5 
Strand 
End 

Method 
End 
Score 



10420 ~ 

TBLASTX: Soybean 

2480 

120 



1909. .2040, .1910. . 1948, 2056. .2238, 2056. .2211, 2058. .2237, 
2328. .2480, 2341. .2460 





Seq. No. 


55764 






Seq. ID 


OJ000313_23.0419.C5 




Gene No. 


116823 > 






Strand 




f T 


Start 


10214 






End 


10420 


w 


Name 


OJUUOJlo 15, 


04 19 . Co . ol . 


tm 


.Method 


TBLASTX: Maize 




Start 


3667 






End 


4728 


rl a 


GI 


none 






Score 


214 




Exons 


3667 . . 3840, 


3673 . . 3828, 


3764 . 


.3835, 3771. .3875, 4119. .4226 






4120. .4233, 


4138. .4230, 


4142. 


.4234, '4231. .4311, 4232. .4309 






4266. .4340, 


4393. .4467, 


4393. 


.4452, 4395. .4481, 4488. .4727 






4489. .4725, 


4489. .4728 










Seq. No. 


55764 






Seq. ID 


OJ000313_23.0419.C5 




Gene No. 


. 116823 






Strand 






Start 


10214 






End 


10420 




Name 


OJ000313 23. 


0419.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


s - 


Start. 


4431 






End ■ 


4908 




GI 


none 






Score 


205 


i H 
•s er 


Exons 


4431. .4652, 


4432. .4725, 


4438. 


.4725, 4' 


139. .4726, 4843. .4908 


^ J 


Seq. No. 


55764 






Seq. ID 


OJ000313_23.0419.C5 




Gene No. 


116823 






Strand 






Start 


10214 






End 


10420 




Name 


OJ000313 23. 


0419.C5.o3. 


gs 


Method 


GENSCAN 




Start 


10214 






End 


10420 




GI 


none . 






Score 


. 93 




Exons 


10214. .10420 












Seq. No. 


55765 






Seq. ID 


OJ000313_23.0419.C6 




Gene No. 


116824 






Strand 






Start 


1 






End 


554 




Name 


OJ000313 23. 


0419.C6.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


554 




GI 


6815062 






Score 


932 




Exons 


1. .554 











GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 . genomic sequence ;mudrA like protein (AC004561) [Oryza 

56322 



sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55765 

116824 

1 

OJ000313 23.0419.C6.ol.tm 
3 

none 



Seq. ID OJ000313_23.0419.C6 
Strand 
End 

Method 
End 
Score 



554 

TBLASTX: Maize 

513 

188 



3. .335, 46. .336, 354. .500, 354. .509, 388. .513 



55766 

116825 

1 

OJ000313_23.0419.C7.ol 
1 

2342682 

1..31, 458. .595, 1116. 



Seq. ID 
Strand 
End 

,np Method 
End 
Score 

,1230, 1332.. 1550, 1740.. 1803, 1889.. 195£ 
(AC000106) Contains similarity to Rattus AMP-activated protein 
kinase (gb|X95577). [Arabidopsis thaliana] 



OJ000313_23.0419.C7 
+ 

1960 
AAT/NAP 
1958 
420 



Seq. No. 55766 
Gene No. . 116825 

Start"'"' * 1 ' 

Name OJ000313_23 . 0419 .C7 . o2 . tm 

Start 459 

GI none 
Exons 



Seq. ID OJ000313_23.0419.C7 
Strand 
End 

Method 
End - t 
Score 



+ 

1960 

TBLASTX: Maize 

1401 

216 



459. .614, 476. .604, 480. .608, 1117. .1230, 1125. .1259, 
1134. .1259, 1378. -.1401 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55766 

116825 

1 

OJ000313_23.0419.C7.ol.gs 

477 

none 



Seq. ID OJ000313_23.0419.C7 

Strand + 

End 1960 

Method GENSCAN 

End 1958 

Score .91 



-477. .608, 1132. .1294, 1377. .1550, 1740. .1803, 1889. .., 1958 



55766 Seq. id 

116825 Strand 

1 End 

OJ000313_23.0419.C7 .ol .gp Method 

1120 End 

36420_1.R1084 Score 

1120. .1294, 1377. .1550, 1740. .1803, 



OJ000313_23.0419.C7 
+ 

1960 
AAT/GAP 
1960 
747 
1889. .1960 



'2342682 4.0e-79 (AC000106) Contains similarity to Rattus 
AMP-activated protein kinase (gb_X95577) . [Arabidopsis 
.thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



55766 

116825 

1 

OJ000313_23.0419.C7.ol.ts 

1153 

none 



Seq. ID OJ000313_23.0419.C7 

Strand + 

End 1960 

Method TBLASTX : Soybean 

End 1554 

Score " " 8 9 



1153. .1230, 1155. .1229, 1375. .1554, 1376. .1549 

55766 Seq. ID OJ000313_23 . 04 19 . C7 



56323 



Gene No. 116825 
Start' 1 

Name OJ000313_23 . 04 19 . C7 . ol . tm 

Start 14Q5 
GI none 

Exons 1405.. 1548, 1406.. 1561, 1406. 

1710. .1790, 1713. .1802, 1715. 
1889. . 1960 



Strand + 

End 1960 
''■Method ' TBLASTX: Maize 

End 1960 

Score 217 
.1552, 1554.. 1583, 1555. 
.1801, 1885. .1959, 1887. 



,1584, 
,1958, 



Seq. No. . 55767 " Seq. ID 

Gene No. 116826 Strand 

Start 112 End 

Name OJ000313_23 . 04 19 . C8 . ol . gp Method 

Start 112 End 

GI 36420_1.R1084 Score 

Exons 112.. 223 

GI Descrip. '2342682 4.0e-79 (AC000106) Contains similarity to Rattus 
AMP-activated protein kinase (gb_X95577) . [Arabidopsis 
thaliana] 1 



OJ000313_23.0419.C8 
+ 

223 

AAT/GAP 
223 
241 



Seq. No. 

Gene No. 

Start 
kJ Name ^. .. 
□ Start 

tn gi 

?I3 Exons 



55767 

116827 

972 

0 JO 0 0 3 1 3_2 3 ; 0 4 1 9 . C 8 . o 1'; gs 

972 

none 



Seq. ID OJ000313_23.0419.C8 



Strand 
End 

Method 
End • 
Score 



+ 

3354 
GENSCAN 
3137 
.96 



972. .1073, 1533. .1640, 2405. .2824, 2901. .3137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De.scrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55767 

116827 

972 

OJ000313_23.0419.C8 .ol.np 

1207 

170131 



Seq. ID OJ000313_23.0419.C8 

Strand ' + 

End 3354 

Method AAT/NAP 

End 3134 

Score 614 



1207. .1357, 1537. .1640, 2405. .2821, 2901. .3134 

(M55322) ribosomal protein 30S subunit [Spinacia oleracea] 



55767 Seq. ID 

116827 Strand 
972 End 
OJ000313_23.0419.C8.o2.gp Method 
1458 End 
1312_1.R1084 Score 
1458. .1640, 2405. .2824, 2901. .3354 

1 170131 3.0e-65 (M55322) ribosomal protein 30S subunit [Spinacia 
oleracea] ' 



OJ000313_23.0419.C8 
+ 

3354 
AAT/GAP 
3354 
1956 



Seq. No. 55767 

Gene No. 116828 

Start 4435 

Name OJ000313_23 . 04 19 . C8 . ol . tm 

Start 1481 

GI none 

Exons 1481.. 1504, 
2443. .2637 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_2'3.0419.C8 
4743 

TBLASTX: Maize 

2637 

36 



1485. .1505, 1553. .1624, 1587. .1643, 2402. .2635, 



Seq. No. 



55767 



Seq. ID OJ000313_23.0419.C8 



56324 




Gene No. 


116828 








Strand 




otart 


A A "3 R 
41 41 JJ 








End 


4743. 


Name 


UJUUUjI j Zj 


C\ A 1 Q 


L,o . Ol . 


ts 


Method 


TBLASTX : Soybean 


C-f- a v~+- 

btart 


1 JO / 








End 


2605 




none 








Score 


79 


Exons 


1CQ7 1 £/1 ^ 


Z ,3041 . 


9^19 
. ZD1Z , 


O /I >l o 
Z 41 41 .3 . 


.2517, 2506. .2601, 2507. .2605 


Seq. No. 


55767 








Seq. ID 


OJ000313_23.0419.C8 


Gene No. 


116828 








Strand 






A A "3 R 
4 41 -30 








End 


4743 


Name 


Tnnn tit 9 ^ 


n A 1 Q 

u 4i l y . 


r*Q a1 

to . OX . 


tc 


Method 


TBLASTX: Cress 


btart 


9 A Q7 

Z 41 y / 








End 


3091 


C T 


none 








Score 


167 


Ij" 1 /"\ <rt O 




9 A QP, 

z f± y o . 


9 £ ^ ^ 


9ft QP 
z o y o . 


.3089, 2903. .3076, 2978. .3091 


Seq. No. 


55767 








Seq. ID 


OJ000313_23.0419.C8 


Gene No. 


116828 








Strand 




olail. 


4 ^ r 

H H J D 








End 


4743 


Name 


UJUUU JlO ^-.-3. 


u 4i i y . 


10 . OZ , 


•4- ,-, 

IS 


, Method 


TBLASTX: Soybean 


o car z 


z o y o 








End 


3089 


H T 


none 








Score 


191 


Exons 


zo y o . . oU4i / , 


z yuu . 


. OU4i D, 


9 Q Q1 

z y y i . 


.3089 




o e q . ln u . 


RC7 (T7 








Seq. ID 


OJ000313_23.0419.C8 


Gene No. 


116828 








Strand 




Start 


* 4435 ■ 








End 


4743 


Name 


OJ000313 23 


0419. 


C8,o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2906 








End 


3077 


GI 


none 








Score 


252 


Exons 


2906. .3076, 


2907. 


.3077 









. Seq. No. 55767 Seq. ID 

L Gene No. 116828 Strand 

u j Start 4435 End 

"J Name OJ000313._23 . 04 19 . C8 . o2 . gs Method 

U Start 4435 End 

;3 GI none Score 

= ^ Exons' 4435. .4743 



OJ000313_23.0419.C8 

4743 
GENSCAN 
4743 
.47 



Seq. No. 55768 Seq. ID 

Gene No. 116829 Strand 

Start 11 End 

Name OJ000313_23 . 0419 . C9 . ol . gs Method 

Start 11 End 

GI none * Score 

Exons 11.. 402 



OJ000313_23.0419.C9 
402 

GENSCAN 

402 

.56 



Seq. No. 55768 

Gene No. 116829 

Start 11 

Name 0 JO 00 3 1 3_2 3.0419.C9.ol.tm 

Start 124 

GI none 

Exons 124. .276, 194. .376, 331. .378 



Seq. ID OJ000313_23.0419.C9 

Strand 

End 4 02 

Method TBLASTX : Mai ze 

End 378 

Score 177 



Seq. No. 
Gene No. 



55769 
116830 



Seq. ID OJ000313_23. 0419. C10 
Strand + 



56325 






279' 

/LIZ/ 




FnH 


821 


Name 


n.Tfinrm ^ 9^ ndiQ nn ni 


■ gS 




* O Lj Vi O 


otalL 


97Q ~ 




FnH 


ft 21 

O X 




none 






• *i -J 


XT' vr»n q 


279 402 711 821 








Qpn Mo 

nj C \wi ■ i**\J m 


55769 




Seq. .ID 


OJ000313 

X#/ \mT \J V J- ^ 


Gene No. 


116831 




Strand 


+ 


Start 


2856 




End 


5780 


Name 


OJ000313 23. 0419. CIO. o2 


. gs 


Method 


GENSCAN 


Start 


2856 




End 


5780 


GI 


none 




Score 


.92 


Exons 


2856. .3071, 5685. .5780 









Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55769 Seq. ID OJ000313_23 . 04 19 . C10 

116832 Strand + 

12645 End 13291 

OJ000313_23. 0419.C10.ol.gp Method AAT/GAP 

12468 * End 13291 • 

1016_1.R1084 ' Score 1615 : ' 

12468. .13291 

1 1854637 0..0e+00 (U50333) gibberellin C-20 oxidase [Oryza 
sativa] ' 



55769 Seq. ID 

116832 - Strand 

12645 End 
OJ000313_23.0419.C10.ol.np Method 
12639 End 
7433224 Score 
12639. . 13291 

probable gibberellin C-20 oxidase (EC 1.14.11.-) - rice 
gi|1854637|gb|AAB48239.1| (U50333) gibberellin C-20 oxidase 
[Oryza sativa] 



OJ00031-3__23. 0419. C10 
+ 

13291 
AAT/NAP 
13291 
1073 



Seq. No. 55769 . Seq. ID 

Gene No. '116832 Strand 

Start * 12645 End 

Name OJ000313_23 . 0419 . C10 . o5 . gs Method 

Start 12645 End 

GI none Score 

Exons 12645. . 13199 



OJ000313_23. 0419. C10 
+ 

13291 
GENSCAN 
13199 
.56 



Seq. No. 55769 Seq. ID 

Gene No. 116832 Strand 

Start 12645 End 

Name OJ000313_23 .0419. C10 . ol . tc Method 

Start 12675 End 

GI none Score 

Exons 12675. .12746, 12735 .. 13061 , 12833 .. 13045, 13x34 .. 13232, 
13224.. 13289 



OJ000313_23. 0419. C10 
+ 

13291 

TBLASTX: Cress 
13289 
77 



Seq. No. 55769 Seq. ID OJ000313_23 . 04 19 . C10 

Gene -No. 116832 Strand + 

Start 12645 End 13291 

Name OJ000313_23 .0419. C10 . ol . tm Method TBLASTX : Maize 

Start 12675 End 13058 



56326 



GI none Score 127 

Exons .12675. .12803, 12675 12788 , 12771 13058, 12815.. 13051 





J J / 


Seq. ID 


OJ000313_23. 0419. C10 




1 1 fift ^9 


Strand 


+ 


Qt- a r-t- 
O Ldl U 




End 


13291 


Name 


UuUUUJiJ c. 3 • U fi ± y . u 1 u . 0 J. . T_ s 


Method 


TBLASTX : Soybean 


OLdl L 


1 9ft 0 Q — 


End 


13289 




none 


Score 


300 


Exons 


12809. .1304 5, 12810. .13061, 


13131. .13223, 13224.. 13289 


Seq. No. 


55770 


Seq. ID 


OJ000313_23.0419.C11 


Gene No. 


116833 


Strand 


.+ 


Start 


1 


End 


176 


Name 


OJ000313 23.0419.Cll.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


176 


GI 


1016 1.R1084 


Score 


348 


Exons 


1. .176 






GI Descrip. 


.'1854637 0.0e+00 (U50333) gibberellin 


C-20 oxidase [Oryza 



sativa] 1 



Seq. No. 55770 Seq. ID 

Gene No. 116834 Strand 

Start* 575 , End 1 

Name OJ000313_23. 0419.C11 .ol.np Method?-* 

Start 575 End 

GI 6069646 Score 

Exons 575.. 1435 

GI Descrip. (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 



OJ000313_23.0419.C11 
+ 

1435 

AAT/NAP - 
1435 
308 



(AC005315) 
Similar to 
sequence, 





putative non-LTR 


retroelement 


reverse 


transcriptase . (AC006248 ) 




[Oryza sativa] 








Seq. No. 


55770 




Seq. ID 


OJ000313_23. 0419. Cll 


Gene No. 


116834 




Strand 


+ 


Start 


575 




End 


1435 


Name 


OJ000313 23.0419. 


Cll .ol .gs 


Method 


GENSCAN 


Start 


675 




End 


1298 


GI 


none 




Score 


.42 


Exons 


• 675. .1298 








Seq. No. 


55770 




Seq. ID 


OJ000313_23. 0419. Cll 


Gene No. 


116835 




Strand 


+ 


Start ' 


3995 




End 


4050 


Name 


OJ000313 23.0419. 


Cll.o2.gp 


Method 


AAT/GAP 


Start 


3995 




End 


4050 


GI 


3759960 




Score 


•60 


Exons 


3995. .4050 ' 









Seq. No. 55770 

Gene No. 116836 
Start . 6227 

Name _OJ000313_23 . 04 1 9 . Cll'. ol . tw 

Start 621 

GI none 

Exons 621. .800, 848. .991, 849. .1010 



Seq. ID OJ000313_23. 0419. Cll 



Strand 
End 

Method 

End 

Score 



6347 

TBLASTX: Wheat 

1010 

80 



56327 



Seq. No. 55770 

Gene No. 116836 
Start ' 6227 

Name ■ OJ000313_23 . 04 19 . Cll . ol . tm 

Start 949 

GI none 

Exons 949.. 1074, 950. 



Seq. ID 
Strand 
End 

Method 
. End - 
Score 
1147, 954?; f 1229 



OJ000313_23. 0419. Cll 
6347 

TBLASTX: Maize 

1229' 

68 



Seq. No. 55770 Seq. ID 

Gene No. 116836 Strand 

Start 6227 End 

Name 0 JO 0031 3_2 3.0419.Cll.o2.gs Method 

Start 6227 End 

GI none Score 

Exons 6227.. 6347 



OJ000313_23. 0419. Cll 

6347 
GENSCAN 
6347 
.86 



Seq. No. 55771 • Seq. ID 

Gene' No. 116837 " Strand 

Start 2016 End 

Name 0 JO 0031 3_2 3.0419.C12.o2.gs Me t hod 

Start 2016 End 

GI none Score 

Exons "2016.. 2078, 2349.. 2501 



OJ000313_23.0419.C12 
+ 

2501 
GENSCAN 
2501 
.5 



Seq. No. 55771 Seq. ID 

Gene No. 116838 Strand 

Start 180 ■ ' End 

Name OJ000313_23 . 04 19 . C12 . ol . gs Method 

Start 180 End 

GI none Score 

Exons 180.. 311, 961.. 972 



OJ000313_23.0419.C12 
972 

GENSCAN 

972 

.88 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55772 Seq. ID 

116839 Strand 
1 End 
OJ000313_23.0419.C13.ol.np Method " 
1 End 
7511819 Score 
1..38, 1381. .1689 

cappuccino gene protein - fruit fly (Drosophila melanogaster ) 
gi|1061334 | gb | AAC4 6925 . 1 | (U34258) cappuccino [Drosophila 
melanogaster] gi 1 1584 652 | prf | | 21233J20A cappuccino gene 
[Drosophila melanogaster] 



OJ000313_23.0419.C13 
+ 

1689 

AAT/NAP " . 

1689 

44 



55772 Seq. ID 

116840. Strand 

1095 . End 
OJ000313_23. 0419.C13.ol.gs Method 

1095 End 

none Score 

1095. .1161, 1490. .1720 



OJ000313_23.0419.C13 

1720 
GENSCAN 
1720 
. 65 



Seq. No. 55773 Seq. ID 

Gene No. 116841 Strand 

Start 87 End 

Name OJ000313_23 . 04 1 9 . C14 . ol . gs Method 



OJ000313_23.0419.C14 
+ 

431 

GENSCAN 



56328 




Start 


O 1 

o / 


End 


A O 1 

4 Ol 


GI 


none 


Score 


. oy 


Exons 


o / . . _ 4 Z , ± . . 4 o± 






Seq. No. 


55774 . 


Seq. ID 


OJ000313__23.0419.C16 


Gene No. 


116842 


Strand 


+ 


btart 








Name 


ujuuujIo zo.U4iy.Lio.oi.gs 


Method 


GEN SCAN 


Start 


O A 

o4 


End 


d y y 




none 


Score 


. o 


Exons 


O/l lOO O/TA COO 






beq. no. 


C C "7 "7 A 

30 1 1 4 


Seq. ID 


OJUUUolo zo.0419.C1d 


Gene No. 


116842 


Strand 


+ 




84 


End 


599 


Name 


OJ000313 23.0419.C16.ol.np 


Method 


AAT/NAP 


Start 


84 


End 


599 




6815062 


Score 


696 


Exons 


84. . 182, 260. .599 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence ;mudrA 


like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


55775 


• Seq. ID 


OJ000313_23. 0419.C18 


Gene No. 


116843 


Strand 


.+ 


Start 


1047 


End 


114 6 


Name 


OJ000313 23.0419.C18.ol.gp 


Method 


AAT/GAP 


Start 


1047 


End 


1146 


GI 


LIB3477-003-P1-K1-E9 


Score 


99 


Exons 


1047. .1146 







Q GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
fjj S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 

1" sativa] ' 



Seq. No. 55775 Seq. ID 

Gene No. 116844 Strand 

Start 219 End 

Name OJ000313_23 . 0419. C18 . ol . gs Method 

Start 219 End 

GI none Score 

Exons 219.. 552, 1183.. 1243, 1833. .1904 



OJ000313_23.0419.C18 

1904 ■ 
GENSCAN 
1904 
.83 



Seq. No. 55776 Seq. ID 

Gene No. 116845 Strand 

Start 609 End 

Name OJ000313_23 . 0419 . C19 . ol . gs Method 

Start 609 End 

GI none Score 

Exons 609.. 776 . 



OJ000313_23.0419.C19 
+ 

776 

GENSCAN 
7.76 
.84 • 



Seq. No. 55777 Seq. ID 

Gene No. 116846 Strand 

Start 241 • . End 

Name OJ000313_23 . 04 19 . C21 . ol . gp Method 

Start 241 End 

GI 1791_1.R1084 Score' 
Exons 



OJ000313_23.0419.C21 

1460 
AAT/GAP 
14 60 
1230 



241. .581, 721. .818, 929. .1039, 1130. .1178, 1367. .1460 



56329 



GI Deserip. 1 3292814 /emb | CAA19804 . 1 | 1.0e-71 (AL031018) putative protein 
[Arabidopsis thaliana] ' > 



Seq. No. 55777 Seq. ID 

Gene No. 116846 Strand 

Start 241 End 

Name OJ000313_23 . 04 19 . C21 . ol . tm- Method 

Start 426 End 

GI none Score 
Exons 



OJ000313_23.0419.C21 
1460 

TBLASTX: Maize 

1446 

54 



426. .494, 498. .605, 521. .583, 562. .606, 718. .819, 723. .824, 
724. .819, 891. .1040, 927. .1010, 929. .1042, 944. .1042, 
1127. .1177, 1128. .1178, 1358. .1444, 1364. .1444, 1381. .1446, 
1404 . .1445 



Seq. No. 55777 Seq. ID 

Gene No. 116846 Strand 

Start 241 End 

Name. OJ000313_23 . 04 19 . C21 . ol . gs Method 

Start 451 End 

GI none Score 

Exons 451. .528, 929. .1178, 1367. .1410 



OJ000313_23.0419.C21 

1460 
GEN SCAN 
1410 
.81 



Seq. No. 55777 Seq. ID 

C3 Gene No. 116846 Strand 

Q Start 241 End 

f rl Name - OJ000313_23. 04 19 . C21 . ol . tc Method 

fjj Start 500 End 

l ? t GI none Score 

==f Exons 



OJ000313_23.0419.C21 
1460 

TBLASTX: Cress 

1446 

63 



500. '.568, 518. .583, 726. .824, 727. .852, 933. .1040, 944. .1045, 
1142. .1177, 1355. .144,4, 1384. .1446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Deserip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55777 

116846 

241 

OJ000313_23.0419.C21.ol.np 
515 

7486582 . - ■ 



OJ000313_23.0419.C21 

1460 
AAT/NAP 
1460 
393 

515. .581, 721. .818, 929. .1046, 1134. .1178, 1367. .1460 * : ^ 

hypothetical protein F7H19.70 - Arabidopsis thaliana 
gi|3292814 | emb I CAA19804 . 1 | (AL031018) putative protein 
[Arabidopsis thaliana] gi I 7269136 | emb | CAB79244 . 1 1 (AL161558) 
putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



55777 
116846 
241 

OJ000313_23.0419.C21.ol.ts 

.521 
none 



Seq. ID OJ000313_23.0419.C21 
Strand 

1460 

TBLASTX : Soybean 
1446 
113 



End 

Method 
End 
Score 

521. .583, 724. .822, 726.-824, 933. .1037, 944. .1045, 1139. .1177, 
1142. .1177, 1354. .1446, 1365. .1445, 1384. .1446 



Seq. No. 55778 . . Seq. ID 

Gene No. 116847 Strand 

Start 1 End 

Name OJ000313_23 . 04 19 . C22 . ol . gp Method 

Start 1 End 



OJ000313_23.0419.C22 

3599 

AAT/GAP 

611 



56330 



GI 1791_2.R1084 Score 1030 

Exons 1. .28, 115. .611 

GI Descrip. 1 2911040/emb | CAA17550 | 1.0e-08 (AL02'l961) receptor protein 
kinase - like protein [Arabidopsis thaliana] 1 

Seq. No. 55778 Seq. ID OJ000313_23 . 04 19 . C22 

,Gene No. 116847 . Strand 

Start 1 End 3599 

Name OJ000313_23 . 0419 . C22 . ol . np Method AAT/NAP 

Start 1 End 503 

GI ■ 7485578 Score 243 

Exons 1..28, 115.. 503 

GI Descrip. hypothetical protein F16J13.30 - Arabidopsis thaliana 
gi I 4586101 1 emb| CAB40937.il (AL049638) putative protein 
[Arabidopsis thaliana] gi | 7267897 | emb | CAB7 8239 . 1 | (AL161533) 
putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
' Start 
Name 
Start 
GI 

C3 Exons 

in Seq. No. 

Ill Gene No. 

Start 

O Name 

Ly Start 

i] GI 

="s Exons 



55778 

116847 

1 

OJ000313_23.0419.C22.o2.tm 
53 

none 



Seq. ID OJ000.313_23.0419.C22 

Strand - - 

End 3599 

Method TBLASTX : Mai ze 

End 307 

Score 155 



53, .14'5, 110-/268, 115.. 213, 117.. 260, 122.. 205, 266.. 307 



55778 

116847 

1 

OJ000313_23.0419.C22.ol.tc 

113 

none 

113. .268, 114. .266, 266. .316 



Seq. ID OJ0t)0313_23.0419.C22 
Strand 

End 3599 

Method TBLASTX : Cress 

End 316 

Score 76 



Seq. No. 55778 

Gene No. 116847 

Start 1 

Name OJ0003.13_23 . 0419 . C22 . ol . ts 

Start 113 

GI none 

Exons 113.. 268, 114.. 263, 263.. 319 



Seq. ID OJ000313_23.0419.C22 
Strand 

End 3599 

Method TBLASTX : Soybean 

End ' 319 

Score 87 



Seq. No. 55778 

Gene No. 116847 

Start 1 

Name OJ000313_23 . 0419 . C22 . ol . gs 

Start 115 

GI . . none 

Exons 115.. 568, 938.. 972, 1831.. 1958, 2361. .2401, 2609.. 2683, 
3436.. 3549 



Seq. ID OJ000313_23.0419.C22 
Strand 

3599 
GENSCAN 
3549 
.71 



End 

Method 

End 

Score 



Seq. No. 55778 

Gene No. .116847 

Start 1 

Name OJ000313_23 . 04 19 . C22 . o2 . gp 

Start 1300 

GI 427813 

Exons 1300. . 1640 



Seq. ID OJ000313_23.0419.C22 
Strand 

End 3599 

Method AAT/GAP 

End 1640 

Score 623 



56331 



O /-\ /-t K7 /-\ 

oeq . wo . 


CC770 

00 / / 0 




Seq. ID 


OJ000313_23.0419 


.C22 


Gene No. 


116847 




Strand 






Start 


1 




End 


3599 




Name 


OJ000313 23 


.0419.C22.o3.gp 


Method 


AAT/GAP 




b tart 


2339 




End 


3588 






3763862 


• w " Sqpre, 


932 




Exons 


2339. .2683, 


3436. .3588 








LfI uescrip. 


2911040/emb 


ICAA17550I l.Oe- 


08 (AL021961) receptor protein k. 




- like protein [Arabidopsis 


thaliana] 






Seq. No. 


55778 * 




Seq. ID 


OJ000313_23.0419 


.C22 


Gene No. 


116847 




Strand 






o tare 


1 




End 


3599 




Name 


OJ000313 23 


.0419.C22.ol.tm 


Method 


TBLASTX: Maize 




btart 


2479 




End 


3576 




P T 


none 




Score 


167 




Exons 


2479. .2622, 


2480. .2695, 248 


1..2699, 2481. .2687, 2495. .2695, 




• 3434. .3559, 


3435. .3548, 3436. .3576, 3451. .3576 




Ca/v VT 
OcQ. IN O . 


55778 




Seq. ID 


OJ000313_23.0419 




bcilc INO . 


116847 




Strand 






0 tart 


1 




End 


3599 




Name 


OJ000313 23 


.0419.C22.o2.np 


Method 


AAT/NAP 




Start 


3409 




End 


3599 




GI 


• 7488258 




Score 


118 




Exons 


3409. .3599 










GI Descrip. 


protein kinase homolog F28A23.20 - Arabidopsis thaliana 






gi|2911040| 


emb ICAA17550.il 


(AL021961) 


receptor protein 






kinase-like 


protein [Arabidopsis thaliana] 






gi|7270372| 


emb ICAB80139.il 


(AL161585) 


receptor protein 






kinase-like 


protein [Arabidopsis thaliana] 




Seq. No. 


55779 




Seq. ID 


OJ000313_23.0419 


,C23 


Gene No. 


116848 




Strand 


+ 




btart 


326 




End 


2218 




Name 


OJ000313 23 


.0419.C23.ol.gs 


Method 


GENSCAN 




Q+- a >-+- 


326 




End 


2218 




bl 


none 




Score 


.65 




Exons 


326. .524, 936. .1087, 1755.. 


1910, 2025. 


.2218 




Seq. No. 


55779 




Seq. ID 


OJ000313_23.0419 


.C23 


bene ino . 


116849 




Strand 


+ 




Of 1 vf 


. 3071 




End 


4058 




Name 


OJ000313 23 


.0419.C23.o2.gp 


Method 


AAT/GAP 




otart 


2937 




End 


3248 




t 
bl 


701261 




Score 


533^-.- 




Exons 


2937. .3248' 










Seq. No. 


55779 




Seq. ID 


OJ000313_23.0419 


.C23 


Gene No. 


116849 




Strand 


+ 




Start 


3071 




End 


4058 




Name 


OJ000313 23 


.0419.C23.o2.gs 


Method 


GENSCAN 




Start 


3071 




End 


3871 




GI 


none 




Score 


.98- 




Exons 


3071. .3871 











56332 



OJ000313_23.0419.C23 
+ 

4058 
AAT/NAP 
3703 
398 



Seq. No. 557-79 Seq. ID 

Gene No. 116849 Strand 

Start 3071 End 

Name OJ000313_23 . 04 19 . C23 . ol . np Method 

Start 3153 End 

GI 7488258 Score 

Exons 3153. .3703 . 

GI Descrip. protein kinase homolog F28A23.20 - Arabidopsis thaliana 
gi|2911040|emb|CAA17550.1| (AL021961) receptor protein 
kinase-Iike protein [Arabidopsis thaliana] 
gi I 7270372 | emb | CAB80139.il (AL161585) receptor protein 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55779 Seq. ID 

116849 Strand 
3071 End 
OJ000313_23 . 0419. C23 . o3 . gp Method 
3433 End 
42443_1.R1084 Score 
3433. .4058 * 

, 2911040/emb|CAA17550| 1.0e-08 (AL021961) receptor protein 
kinase - like protein [Arabidopsis thaliana] 1 



OJ000313_23.0419.C23 
+ 

4058 
AAT/GAP 
4058 
■1185 



55779 
116850 
1 

OJ000313_23.0419.C23.ol.gp 
1 

4968847 
1. .74 

2 91104 0 /emb | CAA17550 | 2.0e-23 (AL021961) receptor protein kinase 
- like protein [Arabidopsis thaliana] 



Seq.' ID OJ000313_23.0419.C23 

Strand 

End 74 

Method AAT/GAP 

End 7 4 

Score ■ 144 



Seq. No. 55779 

Gene No. 116851 

Start 3163 

Name OJ000313_23 . 0419 .C23 . ol . tc 

Start 3163 

GI none 

Exons 3163. .3216, 3164. .3208, 3223. 

3401. .3481, 3551. .3703, 3554. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3378, 3224 
.3682, 3700 



OJ000313 23.0419.C23 



3816 

TBLASTX: Cress 
3814 
65 

3382, 3400, 
3783, 3701. 



.3489, 
.3814 



Seq. No. 55779 

Gene No. 116851 

Start '3163 

Name OJ000313_23 . 04 19 . C23 . ol . ts 

Start 3164 

GI none 

Exons 3164.. 3208, 
3707. .3751 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_23.0419.C23 
3816 

TBLASTX : Soybean 

3751 

65 



3223. .3489, 3224. .3481, 3550. .3696, 3551. .3697, 



Seq. No. 55779 

Gene No. 116851 

Start - 3163 

Name OJ000313_23 . 04 19 . C23 . o2 . 

Start 3203 

GI none 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_23.0419.C23 
3816 

TBLASTX: Maize 

3382 

278 



56333 




Exons 


O A "3 QTOO 

jzUj. .ojoz, 






"3 O A C 

3z U5 . 


O "3 "7 O 






Seq. No. 


55779 








Seq. ID 


OJ000313_23.0419. 


.C23 


Gene No. 


116851 








Strand 






Start 


01 CO 

JloJ 








End 


3816 




Name 


OJUUUolo Zo, 


A A 1 Q 


OZ3 . 01 


. tw 


Method 


TBLASTX: Wheat 




Start 


0 a a c 








End 


3796 * 




GI 


none 








Score 


88 




Exons 


o4Uo . . j4oy / 


O /l A "7 


. 34 0 1 , 




.3783, 3551.. 3796 




Seq. No. 


55779 








Seq. ID 


OJ000313_23.0419. 


,C23 


Gene No. 


116851 • 








Strand 






Start 


316 3 








End 


3816 




Name 


OJ00031 J_z J . 


A ^ 1 A 


C23 . Ol 


. tm 


Method 


TBLASTX : Maize 




Start 


3550 








End 


3816 




GI 


none 








Score 


341 




Exons 


3obU . . jo 1 0, 




. jo 14 










Seq. No. 


. 55780 








Seq. ID 


OJ00.0313_23.0419. 


, C2 4 


Gene No. 


116852 








Strand 






Start 


2123 








End 


2431 




Name 


OJ000313 23, 


.0419. 


C24.ol 


.gs 


Method 


GENSCAN 




Start 


2123 








End 


2431 




GI 


. .none ■ 








Score 


.75 




Exons 


2123! .2431 















Seq. No. 55780 

Gene No. 116852 

Start 2123 

Name OJ000313_23 . 04 19 . C24 . ol . tw 

Start 2129 

GI _ none 

Exons 2129.. 2359, 2208.. 2336, 2301. 

Seq. No. 55780 

Gene No. 116852 

Start 2123 

Name OJ000313_23 . 04 19 . C24 . ol . tm 
Start ' 2132 

GI none 

Exons 2132.. 2356, 2208.. 2342 



OJ000313_23.0419.C24 
2431 

TBLASTX: Wheat 
2379 
173 

2378, 2317.. 2379 

OJ000313 23.0419.C24 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



2431 . 

TBLASTX: Maize 

2356 

178 



Seq. No. 55780 Seq. ID 

Gene No. 116852 Strand 

Start 2123 End ' 

Name OJ000313_23 . 04 19 . C24 . ol . ts Method 

Start 214.1 * End 

GI none Score 

Exons 2141.. 2359, 2208.. 2333 



OJ000313_23.0419.C24 
2431 

TBLASTX : Soybean 

2359 

89 



Seq. No. 55781 Seq. ID OJ000313 

Gene No. 116853 Strand + 

Start 4650 End 8264 

Name OJ000313_23 . 0419 . C25 . o2 . gs Method GENSCAN 

Start 4650 End 7425 

GI none Score . 63 

Exons 4650.. 4739, 5010.. 5120, 6949.. 7425 



23.0419.C25 



56334 



Seq. No. 55781- Seq. ID 

Gene No. 116853 Strand 

Start 4650 End 

Name OJ000313_23 . 04 19 . C25 . o2 . gp Method 

Start 6382 End 

GI 5667165 ' Score 

Exons 6382.. 6573 

GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza satiya subsp 
japonica- BAG clone 34K24, complete sequence 



OJ000313_23.0419.C25 
+ 

8264 
AAT/GAP 
6573 
356 . 





Seq. No. 


55781 






Seq. ID 


OJUUU 313 


z3 . 0419 . Czo 




Gene No. 


116853 






Strand 


+ 






Start 


4650 






End 


8264 






Name 


OJ000313 23. 


0419.C25.ol 


.np 


Method 


AAT/NAP 






Start 


6652 






End 


8264 






GI 


6907086 






Score 


134 4 






Exons 


6652. .7419/ 


7478. .7716, 


7941. 


.7984,. 80S 


39. .8264 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


satiya].; 






Seq. No. 


55781 






Seq. ID 


OJ000313 


23.0419. C25 




Gene No. 


116854 






Strand 






fa 


Start 


1049 






End 


2013 






Name 


OJ000313 23. 


0419.C25.ol 


..gs 


Method 


GENSCAN 




i _J 


Start 


1049 " • 






End 


2013 




-Ft 

2. . 


GI 


none 






Score ' 


.45 




i y 


Exons 


1049. .1227, 


1713.. .1795, 


1916. 


.2013 








Seq. No. 


55781 






Seq. ID 


OJ000313 


_23.0419.C25 


, ^ 


Gene No. 


116855 






Strand 








Start 


4726 






End 


5223 






Name 


OJ000313 23. 


0419.C25.ol 


.tm 


Method 


TBLASTX: 


Ylaize 




Start 


1304 






End 


1793 






OI 


none 






Score 


47 






Exons 


1304. .1381, 


1309. .1380, 


1427. 


.1612, 1428. .>. 1*634, 


14_o . . 161 J, 






. 1606. .1788, 


1607. .1699, 


1614. 


.1793 








Seq. No. 


55781 






Seq. ID 


OJ000313 


_23.0419.C25 




Gene No. 


116855 ■ 






Strand 








Start 


4726 






End 


5223 






Name 


OJ000313 23. 


0419.C25.ol 


• gp 


Method 


AAT/GAP 






Start 


4726 






End 


5223 






GI 


38782 1.R108 


4 




Score 


793 






Exons 


4726. .5223 














GI Descrip. 


f 6069643/dbj 


IAP000616.1 


IAP000616 0.0e+00 Oryza 


sativa genorru 






DNA, chromosome 6, clone : P0.5.14G12 1 








Seq. No. 


55782 






Seq. ID 


OJ000313 


_23.0419.C26 




Gene No. 


116856 






Strand 


+ 






Start 


619 






End 


1362 






Name 


OJ000313 23. 


0419.C26.ol 


.gs 


Method 


GENSCAN 






Start 


619 






End 


1362 






GI 


none • 






Score 


.67 






Exons 


619. :i362 














Seq. No. 


55782 






Seq. ID 


OJ000313 


_23.0419.C26 




Gene No. 


116856 






Strand 


+ 





56335 




Start 


619 


End 


1362 




Name 


uuuuujio z o . U4 i y . d . oi . np 


Method 


AAT/NAP 




Start 


an c\ 
b / U 


End 


1321 




bl 


an o d a a a 
b / z y 4 y b 


Score 


717 




Exons 


b / U . . 1 JZ 1 








GI Descrip. 


^AijiJ^ybbj putative protein 


[Arabidopsis thaliana] 




Seq. No. 


55782 ■ 


Seq. ID 


OJ000313_23.0419. 


C26 


Gene No. 


116857 


Strand" 






otart 


1 1 / b 


End 


1593 




Name 


uuuuuju z o . U4 1 y . b . oi . gp 


Method 


■-AAT/GAP 




O 4- -> -v-4- 

btart 


1 1 / b 


End 


1593 




bl 


none 


Score 


723 




Exons 


11 /b. . id j o 








Seq. No. 


55782 


Seq. ID 


OJ000313_23.0419. 


C26 


Gene No. 


116858 


Strand 






otan 


1729 


End 


6590 




Name 


OJ000313 23.0419.C26.ol.ts 


Method 


TBLASTX : Soybean 




Start 


699 


End 


1242 




bl 


none 


Score 


105 




Exons 


699. .845, 700. .810, 898. .1242, 945. .1241 




OcCj. IN U . 


5'5782 - < • ■ 


Seq. ID 


OJ600313_23.0419. 


no 
uz b 


Gene No. 


.116858 


Strand.: 






Start 


1729 


End 


6590 




Name 


OJ000313 23.0419.C26.ol.tw 


Method 


TBLASTX: Wheat 




Start 


783 


End 


1188 




GI 


none 


Score 


89 




Exons 


783. .860, 832. .936, 836. .910 


, 943.. 1146, 943.. 1071, 945. 


.1145, 



1147. . 1188 



Seq. No. 


55782 








Seq. ID 


OJ000313_23.0419.C26 


Gene No. 


116858 








Strand 




Start 


1729 








End 


6590 


Name 


OJ000313 23 


.0419 


,C26.o2 


.tm . 


Method 


TBLASTX: Maize 


Start.,- 


* 838 








End 


1293 


GI 


none 








Score 


407 


Exons 


838. .1071, 


898. . 


1293, 945. .1241 




Seq. No. 


55782 








Seq. ID 


OJ000313_23.0419.C26 


Gene No. . 


116858 








Strand 




Start 


1729 








End 


6590 


Name 


OJ000313 23 


.0419 


.C26.o2 


tc 


Method 


TBLASTX: Cress 


Start 


987 








End 


1269 


GI 


none 








Score 


359 


Exons 


987. .1265, 


988. . 


1269 








Seq. No. 


55782 








Seq. ID 


OJ000313_23.0419.C26 


Gene No. 


116858 








Strand 




Start 


1729 








End 


6590 


Name 


OJ000313 23 


.0419 


.C26.o2 


gs 


Method 


GENSCAN 


Start 


1729 








End 


6550 


GI 


none 








Score 


.7 


Exons 


* 1729. .1842, 


5601 


. .5756, 


5777. 


.5908, 598 


6. .6123, 6204. .6311, 




6440. .6550 













56336 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
y Start 
, =v Name 
•lZ Start 

i;; GI 

= ~" Exons 

Ly GI Descrip. 

Seq. No. 

Gene No. 
: a Start 
tj Name 
VI Start 
U GI 

*^ Exons * v ' 



55782 

116858 

1729 

OJ000313_23.0419.C26.o3.tm 

4759 

none 



-Seq. ID OJ000313__23.0419.C26 
Strand 

End 6590 

Method TBLASTX : Mai ze 

End""' 5282 

Score 4 5 



4759.. 4887, 4864.. 4914, 4980.. 5075.,. 4981.. 5076, 4985.. 5077, 
4992. .5093, 4994. .5089, 5153. .5230, 5156. .5281, 5163. .5282 



55782 

116858 

1729 

OJ000313_23.0419.C26.o3.gp 
5030 

8515 1.R1084 



Seq. ID OJ000313_23.0419.C26 
Strand 

End 6590 ■ 

Method AAT/GAP 

End 6590 

Score 1482 



5030. .5280, 5601. .5705, 5777. .5908, 5986. .6123, 6204. .6311, 
6440. . 6590 

t 5931694/emb | CAB56597.il 1.0e-93 (Y18470) Exportinl (XPOl) 
protein [Arabidopsis thaliana] ' ■ 



55782 

116858 

1729 

OJ000313_23.0419.C26.o2.np 
5161 , . 

5931694 



Seq, ID OJ000313_23.0419.C26 
Strand 

End 6590 
Method : AAT/NAP 
End 6590 
Score 828 



5161. .5280, 5601. .5705, 5777. .5908, 5980 .. 6123, 6204 6311, 
6440. . 6590 

(Y18470) Exportinl (XPOl) protein [Arabidopsis thaliana] 



55782 

116858 

1729 

OJ000313_23.0419.C26.o2.ts 

5596 

none 



Seq. ID OJ000313_23.0419.C26 

Strand - - 

End 6590 

Method TBLASTX : Soybean 

End 6302 

Score 100 



5596. .5706, 5601. .5711, 5765. .5839, 5775 .. 58 61 , .5837 .. 58 99, 
5841. .5900, 5982. .6125, 5986^.6126, 5990. .6.124, 6204. .6302, 
6205.. 6300 ■ 



Seq. No. 55782 
Gene No. 116858 
Start 1729 

Name ' OJ000313_23 . 04 19 . C26 . ol . tm 

Start .5601 
GI none 

Exons 5601.. 5708, 5602.. 5706, 5602. 

5775.. 5909, ,5776.. 5910, 5784. 
5984. .6124, 5984..6136, 5985. 
6211. .6318, 6440. .6505, 6441. 
6492.. 6551, 6494.. 6559, 6500. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 23.0419.C26 



6590 

TBLASTX: Maize 
6568 
158 

5715, 5603. .5707, ' 5765. .5908, 
5909, 5979.. 6125, 5983.. 6126, 
6125, 5986.' -'6174, 6204. .6314, 
6503, 6441. .6509, 6442. .6504, 
6568 



Seq. No. 55782 

Gene No. 116858 'T.* 

Start 1729 

Name OJ000313_23 . 04 19 . C26 . ol . tc 

Start 5765 ■ 



Seq. ID OJ000313_23.0419.C26 
Strand 

End 6590 

Method TBLASTX : Cress 

End 6312 



56337 



GI 

Exons 



none Score 96 

5765.. 5899, 5775.. 5900, 5986. .6132, 5990 .. 6130, 5990 .. 6136, 
6204.. 6311, 6204.. 6311, 6205.. 6312, 6205.. 6312 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55783 
116859 
1 

OJ000313_23.0419.C27.ol.np 
1 

7444451 
1. .2144 ' 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 2586082 | gb I AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. ID OJ000313_23.0419.C27 
Strand 

2144 
AAT/NAP 
2144 
2339 ' 



End 

Method 

End 

Score 



55783 

116859 

1 

OJ000313_23.0419.C27.o2.ts 
3 

none 



Seq. ID OJ000313_23.0419.C27 
Strand 

End 2144 

Method TBLASTX : Soybean ' 

End 308 

Score 87 



3. .101, 4. .102, 87. .308,' 97. .279 



"Seq. ,No. 55783 

Gene No. 116859 

Start 1 

Name OJ000313_23 . 0419 . C27 . ol . tw 

Start 4.8 

GI none 

Exons 48..485, 49.. 480 



Seq. ID OJ000313_23.0419.C27 
Strand 

End 2144 

Method TBLASTX : Wheat 

End . ' 485 

Score 216 



= 5r Seq. No. 55783 

I, Gene No. 116859 

□ Start 1 

% 4 , Name OJ000313_23 . 04 19 . C27 . o2 . tm 

U * Start 90 * * 

[ « GI * none 

H Exons 90.. 350, 157.. 351 



Seq. ID OJ000313_23.0419.C27 
Strand 

End 2144 

Method TBLASTX : Maize 

End 351 

Score 167 - 



Seq. No. 55783 

Gene No. 116859 

Start 1 

Name OJ000313_23 . 0419 . C27 . ol . gs 

Start 222 

GI none 
Exons 



222. .346, 761. .1035, 1191. .1369, 1390 



Seq. ID OJ000313_23.0419.C27 
Strand 

End 2144 

Method GENSCAN 

End 2052 

Score . 64 
2052 



Seq. No. 55783 

Gene No. 116859 

Start 1 

Name OJ000313_23 . 0419 . C27 . o3 . tc 

Start 351 . 

GI none 

Exons -a 351.. 599, 354.. 599 



Seq. ID OJ000313_23.0419.C27 
Strand 

End 2144 

Method TBLASTX : Cress 

End 599 

Score 81 



Seq. No. 
Gene No. 



55783 
116859 



Seq. ID OJ000313_23.0419.C27 
Strand 



56338 



Start 
Name 
Start 
GI 

Exons 



OiT000313_23.0419.C27.ol.tm 

420 

none 

420. .866 



End 

Method 

End 

Score 



2144 

TBLASTX: Maize 

866 

407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55783 

116859 

1 

OJ000313_23. 0419.C27.o2.tw 

4'86 
none 



Seq. ID OJ000313_23.0419.C27 
Strand 

End 2144 

Method TBLASTX : Wheat 

End 999 

Score 69 



486. .662, 654. .998, 775. .840, 871. .999 



55783 Seq. ID 

116859 Strand 

1 End 

OJ000313_23 . 0419. C27 . ol . ts Method 

666 End 

5509260 Score 



OJ000313_23.0419.C27 
2144 

TBLASTX : Soybean 

11-65 

45 



666. .1019, 691. .729, 775. .840, 880. .1023, 1016. .1165 



55783 Seq. ID 

116859 v ' Strand 

1 • End 

OJ000313_23 . 04 19 . C27 . o2 . tc Method 

780 End 

none Score 
780.. 1013, 781.. 1008, 1010.. 1048, 1021 

55783 Seq. ID 

116859 Strand 

1 End 

0 JO 00313_23.0419.C27.o4.tm Me t hod 

867 End 

none Score 
867. .1019, 868. .1002, 1016. .1117 

55783 Seq. ID 

116859 Strand 

1 End 

OJ000313_23.0419.C27.o3.tw Method 

1688 End 

none Score 
1688. .1993, 1735. .2070, 1738. .2073 

55783 . Seq. ID 

116859 Strand 

1 End 

OJ000313_23. 0419.C27.ol.tc Method 

17.26 End 

none Score 
1726. .2142- 



OJ000313_23.0419.C27 
2144 

TBLASTX: Cress 
1056 
120 
. .1056 

OJ000313_23.0419.C27 
2144 

TBLASTX: Maize 

1117 

105 



OJ000313_23.0419.C27 
2144 

TBLASTX: Wheat 

2073 

100 



OJ000313_23.0419.C27 
2144 

TBLASTX: Cress 

2142 

312 



Seq. No. 
Gene No. 



55783 
116859 



Seq. ID 
Strand 



OJ000313 2310419. C27 



56339 



Start 
Name 
Start 
GI 

Exons 



1 End 
OJ000313_23. 0419.C27.o3.ts ■ Method 
1744 End 
none Score 
1744. .2136, 1747. .1872, 1811. .1993 



2144 

TBLASTX : Soybean 

2136 

57 



Seq. No. 55783 Seq. 'ID 

Gene. No. 116859 Strand 

Start 1 End 

Name 0 JO 0031 3_2 3.0419.C27.o3.tm Method 

Start 1747 End 

GI none Score 

Exons 1747.. 2070, 1796.. 1969 



OJ000313_23.0419.C27 
2144 

TBLASTX: Maize 

2070 

58 



Seq. No. 


55784 


Seq. ID 


OJ000313_23.0419 


C28 


Gene No. 


116860 


Strand 


+ 




Start 


1146 


End 


2468 




Name 


OJ000313 23.0419.C28.ol.np 


Method 


AAT/NAP 




Start 


1143 


End ^ 


2468 ' • 




GI 


5931694 


Score" 


235 




Exons 


1143. .1241, 1675. .1795, 2411. 


.2468 






GI Descrip. 


(Y18470) Exportinl (XPOl) protein [Arabidopsis thaliana] 




Seq. No. 


55784 


Seq. ID i 


. OJ000313_23.0419 


C28 


Gene No. 


1168 60 


Strand 


~ + 




Start 


1146 ' 


End 


2468 




Name 


OJ000313 23.0419.C28.o2.gs 


Method 


GEN SCAN 




Start 


1146 


End 


2236 




GI 


none 


Score 


.99 




Exons 


1146. .1241, 1675. .1791, 2231. 


.2236 







Seq. No. 55784 Seq. ID 

Gene No. 116861 Strand 

Start 107 End 

Name OJ000313_23 . 0419. C28 . ol . gs Method 

Start 107 J End 

GI none Score 
Exons * 107. .189 



OJ000313__23.0419.C28 
189 

GENSCAN 
18 9 
.96 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55785 

116862 

1 

OJ000313_23.0419.C29.ol.np 
1 

5931694 



Seq. ID OJ000313_23.0419.C29 



Strand 
End 

Method 

End 

Score 



+ 

3741 
AAT/NAP 
3741 
1609 



1..175, 243. .325, 466. .604, 694. .762, 991. .1068, 1179. .1238, 
1350. .1394,' 1673. .1780, 1863. .1975, 2144. .2327, 2459. .2518, 
2907.. 3017, 3154. .3251, 3328.. 3436, 3693.. 3741 



GI Descrip. (Y18470) Exportinl (XPOl) protein [Arabidopsis thaliana] 



Seq. No. 55785 Seq. ID 

Gene No. 116862 Strand 

Start -1 ... End 

Name OJ000313_23 . 0419 . C29 . ol . gs Method 

Start 243 End 

GI none Score 
Exons 



OJ000313_23.0419.C29 
+ 

3741 
GENSCAN 
3436 
.87 



243. .325, 466. .604, 694. .762, 991. .1068, 1179. .1238, 1673. .1780 



56340 



2127.. 2327, 2459.. 2518, 3154.. 3251, 3328.. 3436 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55785 

116862 

1 

OJ000313_23.0419.C29.ol.tc 

29.0 
none 

290. .'328, 438.. 602, 454.. 603, 
4 61. .619, 693. . 7 64 , . 694 . . 765, 

55785 

116862 

1 

OJ000313_23.0419.C2 9.ol.gp 
484 

uC-osflM202077d02bl 
484. .604, 694. .765 



Seq. ID OJ000313_23.0419.C29 

Strand + 

End 37 41 

Method TBLASTX : Cress 

End 1068 

Score 101 

454. .618, 458. .607, 459. .617, 
978. .1067, 988. .1068 

Seq. ID OJ000313_23.0419.C29 

Strand + 

End 3741 

Method AAT/GAP 

End 7 65 

Score 339 



1 5931694/embl, CAB56597.il 2.0e-18 (Y18470) Exportinl (X'POl) 
protein [Arahidopsis thaliana] 1 



55785 
116862 
1 ■ 

OJ000313_23.0419.C29.ol. ts 

2904 

none 

2904. .3017, 2904. .3017, 2905. 
3151. .3252, 3153. .3254, 3323. 
3690. .3740 



Seq. ID OJ000313_23.0419.C2 9 

Strand + 

End . 3741 

Method ' TBLASTX: Soybean 

End 3740 

Score 192 

.3018, 2906. .3019, 2906. .3019, 
.3436, 3325.. 3429, 3329.. 3436, 



Seq. No. 55786 Seq. ID 

Gene No. 116863 Strand 

Start 1 End 

Name OJ000313_23 . 0419. C30 . ol . np Method 

Start 1 End 

GI 6815062 .. ■ '"'Score 

Exons 1 . . 731 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



OJ000313_23.0419.C30 
+ 

731 

AAT/NAP 

731 

1059 



Seq. No. 55787 Seq. ID 

Gene No. 116864 . Strand 

Start 604 End 

Name OJ000303_28 . 04 19 . C2 . ol . gs Method 

Start 604 End 

GI none. Score 

Exons 604.. 741, 880.. 2475 



OJ000303_28.0419.C2 
+ 

2475 
GENSCAN 
2475 
.79 ■ ■ 



Seq. No. 55787 Seq. ID 

Gene No. 116864. Strand 

Start 604 End ■ 

Name OJ000303_28 . 04 19 . C2 . ol . gp Method v 

Start 1172 End 

GI none Score 

Exons 1172. .1618 



OJ000303_28, 
+ 

2475 
AAT/GAP 
'1618 
817 



0419. C2 



56341 



Seq. No. 


55787 








Seq. ID 


OJ000303_28.0419.C2 


Gene No. 


llOOOJ 








otrano 




Start 


4 oZU 








bna 


4 o JU 


Name 


UJUUUjUj zo 


. U4 1 y 




gp 


Method 


A 7\ T / r*7\ D 

1 / kd Pi c 


Start 


4 JzU 








bna 


A Q T n 

4 ooU 




* none 








Score 


o / D 


Exons 


4 ozU . . 4 ooU 












Seq. No. 


55787 








Seq. ID 


OJ000303_28.0419.C2 


Gene No. 


116866 








Strand 




Start 


oy 4 4 








End 


7369 


Name 


a Tnnmno oo 
OJUUUJUo Zo 


r\ a i ft 

U4 iy 


. . OX . 


tm 


* Method 


TBLASTX: Maize 


Start 


1 DO D 








End 


2280 




none 








Score 


50 


Exons 


loo b . . 1 / by, 


i byj 


. .1/41), 


1 TOO 


.1770, It 


316. .1989, 1818. .1991, 




1990. .2109, 


1998 


o i n q 
. . zXUo , 


z U 14 . 


.2109, 2170. .2280, 2190. .2279 


Seq. No. 


55787 








Seq: ID 


OJ000303_28.0419.C2 


Gene No. 


116866 








Strand 




Start 


6944 








End 


7369 


Name 


OJ000303 28 


0419 


.C2.o3. 


gp 


Method 


AAT/GAP 


Start 


6944 • 








End ■ 


7369 


GI 


33332*' 1.R1084 






Score 


826 


Exons 


6944. .7369 













GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'2624325/emb|AJ002893|OSAJ2893. 1.0e-121 Oryza sativa mRNA for 
glycine-rich RNA-binding protein (OsGRPl) ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ00.0303 28. 0419. C3 



55788 
116867 
1 

OJ000303_28.0419.C3.ol.gp 

1 

33332_1.R1084 
1..137, 355. .434, 657. .769, 1388 .. 1503, ^ 1590 1 659 
'2624325/emb|AJ002893|OSAJ2893 1 . Oe-121 ' Oryza sativa mRNA for 
glycine-rich RNA-binding protein (OsGRPl) 1 



3181 
AAT/GAP 
1659 
898 



55788 

116867 

1 

OJ000303_28 
1 

7500725 
1..140, 361 
2139. .2270, 
hypothetica 
gi | 2749982 | 
desaturase; 
C. elegans 
yk257d4.3; 
C. elegans 



0419.C3.ol.np 



.434, 654. .769 
2571. .2653, 27 

1 protein F37C4 

gb|AAB95172. 1| 
coded for by C 

cDNA yk303f4 .3; 

coded for by C. 

cDNA yk257d4.5; 



Seq. ID OJ000303_28.0419.C3 
Strand 
End 

Method 
End 
Score 
1388. . 1503, 



3181 
AAT/NAP 
2988 
401 

1590.. 1658, 1767. 



1836, 



38. .2788, 2931. .2988 

. 6 - Caenorhabditis elegans 

(AF036705) Similar to phytoene 

elegans cDNA CEESX74F; coded for by 
coded for by C. elegans cDNA 
elegans cDNA yk303f4.5; coded for by 
coded for > 



Seq. No. 
Gene No. 
Start 
Name 



55788 

116867 

1 

OJ000303_28.0419.C3.ol.gs 



Seq. ID 

Strand 

End 

Method 



OJ000303_28.0419.C3 

3181 
GENSCAN 



56342 



Start 
GI 

Exons 



17 End 3181 

none Score . 64 

17. .176, 355. .434, 657. .769, 1388. .1471, 1582. .1658, 1767. .1841, 
1919.. 1963, 2738..2788., 3104.. 3181 



Seq. No. 55788 Seq. ID 

Gene No. 116867 Strand 

Start 1 End 

Name OJ000303_28 . 04 19 . C3 . ol . tm Method 

Start 99 End 

GI none Score 

Exons 99. .140, 653. .772, 656. .772, 658. .777 

1389. .1445, 1390. .1446, 1390. .1452, 

1450. .1503, 1579. .1659, 1581. .1664, 

1892. .1966, 1913. .1963, 2180. .2269, 

2563. .2652, 2565. .2654, 2566. .2655, 

2730. .2786, 2907. .2984, 2919. .2987, 

3102. .3161, 3103. .3153 



OJ000303_28.0419.C3 
3181 

TBLASTX: Maize 
3161 
150 

1383. .1439, 1388.. 1441, 
1449. .1502, 1450. .1503, 
1759. .1842, 1766. .1843, 
2180.. 2269, 2181.. 2270, 
2567. .2653, 2729. .2791, 
2920. .2988, 3097. .3141, 



Seq. No'. 55789 Seq. "ID 

Gene No. 116868 Strand 

Start 165 End 

Name OJ000303_28 . 04 19 . C4 . ol . gs Method 

C3 Start . 165 : ' End 

n GI none ' ' Score 

Exons 165.. 575, 1563.. 1604, 3358.. 3387 



OJ000303_28.0419.C4 

3387 
GENSCAN 

3387 . • 

. 91 ' 



Seq. No. 55789 Seq. ID OJ000303_28 . 04 19 . C4 

Gene No. ~> 1168 68 Strand 

Start 165 End 3387 

Name OJ000303_28 . 04 19 . C4 .ol . np Method AAT/NAP 

Start 169 End 410 

GI 7500725 ^ Score 193 

Exons 169.. 410 

GI Descrip. hypothetical protein F37C4 . 6 - Caenorhabditis elegans 

gi|2749982|gb|AAB95172.1| (AF036705) Similar to phytoene 
desaturase; coded for by C. elegans cDNA CEESX74F; coded for by 
C. elegans cDNA yk303f4.3; coded for by C. elegans cDNA 
yk257d4.3; coded for by C. elegans cDNA yk303f4.5; coded for by 
C. elegans cDNA yk257d4.5; coded for > 



Seq. No. 


55790 




Seq. ID 


OJ000303_28 


0419. C5 


Gene No. 


116869 




Strand 


+ 




Start 


16 




End 


859 




Name 


OJ000303 28.0419.C5.ol 


.gs 


Method 


GENSCAN 




Start 


16 




End 


617 




GI . - ■ 


none 




Score 


1 




Exons 


16. .129, 243. .617 










Seq. No. 


55790 




Seq. ID 


OJ000303_28 


0419. C5 


Gene No. 


116869 




Strand 


+ 




Start 


16 




End 


859 




Name 


OJ000303 28.0419.C5.ol 


np 


Method 


AAT/NAP 




Start 


16 




End 


614 




GI 


7439984 




Score 


875 




Exons 


16. .614 










GI Descrip. 


glycine-rich protein - 


rice 


gi| 2196542 |.gb | AAB61213 


1 | (AF001894) 



56343 



glycine-rich protein [Oryza sativa] 



Seq. No. 55790 

Gene No. 116869 

Start 16 

Name OJ000303_28 . 04 19 . C5 . ol . gp 

Start . " 453 

GI 5900719 

Exons 453. .859 

GI Descrip. 2624325/emb | AJ002893 | OSAJ2893* 1 . Oe-121 Oryza sativa mRNA for 
glycine-rich RNA-binding' protein (OsGRPl) 



Seq. ID OJ000303_28.0419.C5 
Strand + 

859 

AAT/GAP 
859 . 
754 



End 

Method 
•End 
Score 





O /~> /t M/> 

oeq . wo . 


c c 7 on 
DO / y\J 










Seq. ID 


OJ000303_28.0419 


PR 




bene no . 


i i fiR i n 










Strand 










1 1 fin 

11DU 










End 


1529 






Name 


\Ju UUUjUj 


9ft 
Z O 


. u ft ± y . 


pr oi 


• uni 


Method 


TBLASTX: Maize 






Start 


4 










End 


379 






GI 


none 










Score 


187 




- 




A 1^9 


1 J • 


1 9fi 

■ X Z O , 


1 R9 


^7 Q 
J / y f 


240. .377, 242. .379 






oeq. no. 


do / y u 










Seq. ID 


OJ000303_28.0419 


P R 




uene no . 


1 X D o / u 










Strand 


- 






o tar r 


1 1 fin 










End 


1529 






Name 


p, Tonn^o^ 

vJJUUU jUj 


9 ft 
Z O 


. u ft x y . 


Lj . OX 


. tc 


Method 


TBLASTX: Cress 






Start 


13- • 










End 


386 






GI 


.none 










Q o o r*o 


1 SQ 
j. j _? 




fU 


Exons 


1 ^ 1 ^9 
X O . . IjZ, 


X Zj 


1 9ft 
. . x z o , 


91ft 
Z X 0 . 


^ft R 


240. .386 






f ~= 


oeq. ln o . 












Seq. ID 


OJ000303_28.0419 




s - s 
- ■=? 


Gene No . 


i i cfiin 

llOO / u 










Strand 


- 




w 




i i fin 










End 


1529 






Name 


KJu UUUjUj 


9ft 

Z O 




PR ol 


• Lo 


Method 


TBLASTX : Soybean 






Start 


13 










End 


386 






GI 


none 










Score 


150 




r ~ 

*- s 


P 1 von q 

Lj AUllO 


13. .132, 


15 


1 "31 


91 ft 


• JO Jf 


240, .386 






r ^ 


Q o Mo 

oeq. IN O . 


557 90 










Seq. ID 


OJ000303_28.0419 


PS 




bene ino . 


116870 










Strand 






i J 


o cam 


1160 










End 


1529 






Name 


OJ000303 


_28 


.0419. 


C5.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


27 










End 


386 






GI 


none 










Score 


136 






Exons 


27. .128, 


28 


. .132, 


218. 


.385, 


240. .386 








Seq. No. 


55790 










Seq. ID 


OJ000303_28 .0419 


.€5 




Gene No. 


116870 










Strand 








Start 


1160 










. End 


1529 






Name 


OJ000303 


_28 


.0419. 


C5.o2 


.gp 


Method 


AAT/GAP 






Start 


1160 










End 


1529 






GI 


3767004 










Score 


719 






Exons 


1160. .1529 
















Seq. No. 


55791 










Seq. ID 


OJ000303_28 .0419 


.C6 




Gene' No. 


116871 










Strand 








Start 


1 










End 


1188 






Name 


OJ000303 


_28 


.0419. 


C6.ol 


. np 


Method 


AAT/NAP 






Start 


1 










End 


1188 





56344 



GI 4309728 " - Score 159 

Exons 1..30, 726.-943, 1121.. 1188 

GI Descrip. (AC0064 39) putative ADP-ribosylation factor [Arabidopsis 
thaliana] 



Seq. No. 55791 Seq. ID 

Gene No. 116872 Strand 

Start - 3613 End 

Name OJ000303_28 . 04 19 . C6 . o2 . gs Method 

Start 3613 .. End 

GI none , Score • 

Exons 3613.. 3738 



OJ000303_28.0419.C6 

3738 
GENSCAN 
3738 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55791 Seq. ID OJ000303_28 . 04 19 . C6 

116873 Strand 

5499 End 5596 

OJ000303_28 . 04 19 .C6 . ol . gp Method AAT/GAP 

5499 End 5596 

•5867_1.R1084 Score 133 

5499.. 5596 

, 4 64 986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_2 97884_emb_CAA78714_ (214990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi__349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



55792 Seq. ID 

116874 Strand 

2510 End 

OJ000303_28 . 04 19 . C7 . ol . gs Method 

2510 End 

none Score 

2510. .3291, 3462. .3615, 4028. .4609 



Seq. No. . 55792. • Seq. ID' 

Gene No. 116875 Strand 

Start 5050 End 

Name OJ000303__28 . 04 19 . C7 . ol . gp Method 

Start 5050 End 

GI 4715999 Score 

Exons 5050.. 5364 



OJ000303_28.0419.C7 
+ 

4609 
GENSCAN" 
4609 
.83 



OJ000.303_28.0419.C7 
+ 

5364 
AAT/GAP 
5364 
577 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



55793 * Seq.. ID OJ000303_28 . 04 19 . C8 

116876 Strand + 

1 . End 2346 

OJ000303__28.0419.C8.ol.np Method AAT/NAP 

1 End 2346 

4539658 - Score 86 

1..122, 228. .384, 2307. .2346 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



55793 

116876 

1 



Seq. ID OJ000303_28.0419.C8 
Strand + 
End 2346 



56345 



f ^ 



Name 


ojuuuoUo Zo . U4 iy . Co . oi . gs 


Method 


/*"* 17 vr O f~* 7\ M 






Start 


1 ^ b 


hna 


1 Q1 C 

lyib' 






GI 


none 


Score 


.42 - 






Exons 


lZD..Zbb r I / j4. .lyib 










Seq. No. 


a c t n -a 


beq. id 


OJ000303_28 


.0419 




Gene No. 


116876 


Strand 


+ 






Start 


1 


End 


2346 






Name 


ujuuuoUo . U4 1 y . to . qi . tm 


Method 


TBLASTX: Maize 




Start 


TOT 




O 1 L 






GI 


none 


Score 


Q7 






Exons 




1 A n 0 a c 
±4 / . . zoo, 


1 cfi 0 (rn 
J.OU. .ZDU/ 


±01. . 


0 c n 
Z 0 / / 














Seq. No. 


55794 


Seq. ID 


OJ000303_28 


.0419 


.C9 


Gene No. 


116877 


Strand 


_L 
X 






otart 


o y z 




£ Ci 7 
00 / 






Name . . 


ojuuuoUo . u 4 1 y . . 01 . gs 


Method 


(ahjNbUAJN 






Start 


o y^ 




£ c: T 
DO / 






GI 


none 


Score 


Q 1 






Exons 


oy^ . . bo / 










Seq. No. 


55794 


Seq. ID 


OJ000303_28 


.0419 


.C9 


Gene No. 


116878 


Strand 








Start r 


t /Con 

IbUU 


T71 _ _i 


1 "7 CO 
1 / JO 






Name 


OJUUU0O0 zo . U4 1 y . cy . 01 . gp 


Metnoa 


7\ 7\ m / /** 7\ t-> 

AAT/GAr 






Start 


1 r r\ c\ 

1600 


End 


l/OO 






GI 


37 63456 


Score 


0 a a 






Exons 


1 bUU . . 1 / 00 










Seq. No. 


55794 


Seq. ID 


OJ000303_28 


.0419 


.C9 


Gene No. 


116879 


Strand 








Start 


1 bol 


bna 


_L O :? O 






Name 


ujuuujUj zo.U4iy.uy.oz.gs 


Method 


r* TT M C H T\ XI 






Start 


1 bol 


End 


1 d y 0 






GI 


none 


Score 


^ 1 
.0 1 






Exons 


1 bol . . 1 byo 










beq. no. 


C c; *7 q c 

00 / y O 


beq. lu 


OJ000303_28 


.0419 


r*i n 
. LIU 


Gene No. 


116880 


Strand 








Start 


6985 


End 


q ^ ^ n 

y OO U 






Name 


OJ000303 28.0419.C10.o3.np 


Method 








C4- y>4- 

o tart 


6985 


End 


9630 






GI 


5852093 


Score 


73 






Exons 


6985.. 7020, 8365. . 8515, . 9577 . 


.9630 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


55795 


Seq. ID 


OJ000303_28 


.0419 


.Cl% 


Gene No. 


116881 


Strand 








Start 


1877 


End 


6882 






Name 


OJ000303 28.0419.C10.ol.gs 


Method 


GENSCAN 






Start 


1877 


End 


4900 






GI 


none 


Score 


.83 






Exons 


1877. .4 900 










Seq. No. 


55795 


Seq. ID 


OJ000303_28 


.0419 


.CIO 


Gene No. 


116881 


Strand 









56346 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1877 End 6882 

OJ000303_28. 0419. CIO. ol.np Method AAT/NAP 

1880 End 5364 

2160189 Score 2046 

1880. .2164, 2243. .2732, 2766. .2926, 2954. .4649, 5205. .5364 

(AC000132) Similar to A. thaliana receptor-like protein kinase 

( gb | RLK5 jARATH ) . ESTs gb | ATTS04 75, gb | ATTS4 362 come, from this 

gene. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55795 Seq.. ID 

116881 Strand 

1877 End . 

OJ000303_28.0419.C10.o3.tm Method 

194 0 End 

none Score 



OJ000303_28. 0419. C10 
6882 

TBLASTX: Maize 

2365 

153 



1940. .2134, 1941. .2135, 2147. .2365, 2147. .2365 



55795 

116881 

1877 

OJ000303_28.0419.C10.o2.ts 

2048 

none 



Seq. ID OJ000303_28. 0419. C10 



Strand 
End 

Method 

End 

Score 



6882 

TBLASTX: Soybean 

2572 

105 



2048. .2197, 2192. .2287, 2193, .2276, 2285. .2479, 2322. .2462, 
2522. .2572,. 2540. .2572 



Seq. No. 55795 
Gene No. 116881 
Start 1877 

Name OJ000303_28 . 0419 . C10 .ol . tc 

Start 2130 
GI none 
Exons 2130. 

2768. 

3255. 

3494, 

3680. 



.2270, 2132.. 2272, 2318. 

.2908, 3131.. 4336, 3132. 

.3413, 3350.. 3523, 3396. 

.3673, 3546.. 3851, 3615. 

.3982, 3701. .3874," 3773. 

4049. .4348, 4067. .4249,- 4418. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 28. 0419. C10 



6882 

TBLASTX: Cress . 
4534 
90 

.2479, 2322. .2462, 2531. .2578, 
.3155, 3216. .3368, 3249. .3356, 
.3587, 3422. .3592, 3455. .3769, 
.3896, 3621. .3917, 3621.. 3932, 
.3943, 3876.. 3980, 3&99..4030, 
.4534 



IZ Seq. No. 55795 

u Gene No. 116881 

Start 1877 

Name OJ000303_28 . 0419 . C10 . ol . tw 

Start 2150 

GI none 
Exons ' 



Seq. ID OJ000303_28. 0419. C10 
Strand 
End 

Method 
End 
Score 



6882 

TBLASTX: Wheat 

2479 

75 



2150. .2272, 2163. .2276, 2315. .2479, 2322. .2462 



Seq. No. 55795 * . Seq. : ID OJ000303_28 . 04 1 9 . C10 

Gene No. 116881 Strand 

Start 1877 End 6882 

Name OJ000303_28 . 04 19 . C10 . ol . gp Method AAT/GAP 

Start 2492 End 2734 

GI 2317564 Score 456 

Exons 2492.. 2734 

GI Descrip. 2160189 4.0e-12 (AC000132) Similar to A. thaliana receptor-like 
protein kinase (gb_RLK5_ARATH) . ESTs gb_ATTS0475, gb_ATTS4362 
come from this gene. [Arabidopsis thaliana] 



56347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Starr 

Name 

Start 

GI .. 

Exons 



0419. CIO. ol.tm 



55795 
116881 
1877 

OJ000303_28. 
2522 
none 

2522. .2704, 
.2768. .2920, 

55795 

116881 

1877 

OJ000303_28 .-0419.C10.o3.ts 

2579 

none 



2536, 
2772, 



.2598, 2540. 
.2945 



Seq.- ID OJ000303_28. 0419. C10 
Strand 

End 6882 

Method TBLASTX : Maize 

End 2945 

Score 117 

.2662, 2556. .2693, 2762. .2920, 



Seq. ID OJ000303_28. 0419. C10 
Strand 
End 

Method 
End 
Score 



6882 

TBLASTX: Soybean 

3217 

36 



2579. .2653, 2604. .2663, 2768. .2920, 2774. .2920, 3131. .3217 



55795 

116881 

1877 

OJ000303_28, 

3100 

none 

3100. .3126, 
3272. .3583, 
3320. .3586, 
3401. .3871, 
3671. .3943, 
' 3992. .4096, 
4055. .4240, 



0419. C10. o2.tm 



3188.. 3721, 3218 

3311.. 3592, 3311 

3329.. 3448, 3329 

3455.. 3721, 3536 

3687.. 3917, 3755 

4032. .4082, 4043 

4118. .4336, 4118 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3469,' 3248 
.3451, 3317 
.3784, 3338 
.4018, 3608 
.4228, 3759 
.4228, 4049 



OJ000303 28. 0419. C10 



6882 

TBLASTX: Maize 
4546 
35 

3376, ' 3248 
3655, 3317 
3499, 3392 
4036, 3627 
4016, 3825 
4246, 



.4237, 4172. .4336, 



3424, 
3514, 
3664, 
3989, 
4016, 
4049. .4228, 
4484. .4546 



Seq. No. 55795 

Gene No. 116881 

Start 1877 

Name OJ000303_28 . 04 1 9 . C10 . o2 . np . 

Start 3133 

GI ' 3157926 

Exons 3133.. 3666, 3814.. 4087, 6845 
GI Descrip. 



OJ000303 28. 0419. C10 



Seq. ID 
Strand 

End 6882 

Method AAT/NAP 

End 6882 . 

Score 211 
6882 

(AC002131) Strong similarity to extensin-like protein gb|Z34465 
from Zea mays. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



55795 

116881 

1877 

OJ000303_28.0419.C10.ol.ts 

3305 

none 

3305.. 3547, 3317.. 3592, 3320. 
3537. .3749, 3545. .3688, 3554. 
3822. .4031, 3977. .4183, 4358. 

55795 
116881- 
1877 ' 

OJ000303_28 . 0419.C10.o2. tw 
3320 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 28. 0419. C10 



6882 

TBLASTX : Soybean 
4552 
67 

3673, 3392. .3742, 3464. .3808, 
3841, 3677. .4339, 3678. .4205, 
4552 



Seq. ID 

Strand 

End 

Method 
End 



OJ000303_28. 0419. C10 
6882 

TBLASTX: Wheat 
4327 



56348 



GI 

Exons 



none Score 81 

3320. .3466, 3404. .3625, 3404. .3556, 3447. .3626, 3620. .3772., 

3626. .3784, 3627. .3707, 3692. .3871, 3836. .4201, 4040. .4246, 
4121. .4327 



Seq. No. .55795 Seq. ID OJ000303_28 . 04 19 . CIO 

Gene No. "116881 . Strand 

Start 1877 End 6882 

Name OJ000303_28 . 04 19 . C10 . o2 . gp Method AAT/GAP 

Start 3333 End - 3781 

GI 700182 Score 858 

Exons 3333. . 3781 

GI Descrip. 2160189 '2.0e-29 (AC000132) Similar to A. thaliana receptor-like 
protein kinase (gb_RLK5_ARATH) . ESTs gb_ATTS0475, gb_ATTS4362 
come from this gene. [Arabidopsis thaliana] 



Seq. No. 55796 

Gene No. 116882 

Start 5069 

Name OJ000303_28 . 0419 . Cll . o2 . gp 

Start 5069 

GI 370_1.R1084 

Exons 5069. .5198, 
GI ; Descrip.. 



6136. .6351, 6911, 



Seq. ID OJ000303_28. 0419. Cll 

Strand + 

End 6949 

Method AAT/GAP 

End 694 9 

Score 730 
.6949 



. 1 318307 9/sp | Q42972 | MDHG_ORYSA 0.0e+00 MALATE- DEHYDROGENASE, 
GLYOXYSOMAL PRECURSOR >gi_1375075_dbj_BAA12870 . 1_ (D85763) 
glyoxysomal malate dehydrogenase [Oryza sativa] T 



28. 0419. Cll. 



Seq. No. 55796 Seq. ID OJ000303_ 

Gene No. 116882 Strand + 

Start 5069 End 6949 

Name OJ000303_28 . 04 19 . Cll . ol . np Method AAT/NAP 

Start 5127 End 6949 

GI 3183079 Score 490 

Exons 5127.. 5198, 6136.. 6351, 6911.. 6949 

GI Descrip. MALATE DEHYDROGENASE, GLYOXYSOMAL PRECURSOR 

gi I 1375075 |.dbj |BAA12870 .1| (D85763) glyoxysomal malate 
dehydrogenase [Oryza sativa] ' - 



Seq. No. 55796 

Gene No. 116883 

Start 2407 

Name OJ000303_28 . 0419 .Cll . ol . gs 

Start 2407 

GI none 
Exons 



Seq. ID OJ000303_28 .0419. Cll 
Strand 

End 4572 

Method GENSCAN 

End 4572 

Score .64 



2407.. 2655, 3204.. 3281, 3611.. 3847, 4219.. 4572 



Seq. No. 55796 

Gene No. 116884 

Start 6101 

Name OJ000303_28 . 04 19 . Cll . ol . tm 

Start 6101 

GI none 

Exons 6101.. 6358, 6133.. 6354, 6135, 
6911. .6949 



OJ000303_28.0419.-C11 
6949 

TBLASTX : Maize 

6949 

354 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6362, 6910. .6948, 6910. ..6948, 



Seq. No. 
Gene No. 



55796 
116884 



Seq. ID 
Strand 



OJ000303 28. 0419. Cll 



56349 





6i m 

D1U1 




Cjna 


6 CM Q 
D J *± ¥ 


Name 


OTnnn^n^ 9P ndiQ pi i ni 


. L W 


4- V» f\ 


TRT ZiQTY'Whoaf 


otart 


61 




rjna 


core 
DO Oj 


P T 


none 




Score 


jUU 


Exons 


61 ^ 6^R4 61^ 6^6*} 


61 ^ 


6^6^ 

. DjOj 




Seq. No. 


55796 




Seq. ID 


OJ000303_28.0419.C11 ' 


Gene No. 


116884 




Strand 




C-t- ^ v+- 
OLaiL 






End 


6949 


Name 


piTnnn^n^ 09. ndiQ pi i r^i 

UJUUU jU J .U11j.U11.01 




Method • 


TBLASTX: Cress 




61 ^ ~ 
Ol JJ 




End 


6949 


P T 


none 




Score 


72 


tT 1 v y~\ TO O 

litXOI lb 


61 ^ R 6^R^ 61 6fi 626^ 


61 6Q 

DID? . 


.6354, 6172. .6363, 6911. .6949 


Seq. No. 


55796 




Seq. ID 


OJ000303_28.0419.C11 


Gene No. 


116884 




Strand 




Q4- -j r-f- 


6i m 

D1U1 




End 


6949 


Name 


nTnnn^n^ or n4iQ pi i ^i 

UUUUU jU j £ O . U 4 1 y . bl 1 . Ol 


•f- c 


Method 


TBLASTX : Soybean 


OLdK 


61 Rfl _ 
Ol jU 




End 


6394 


pt 


none 




Score 


310 


Exons 


61 Rfl 6^69 61 M 6^R4 
Ol jU . . OjO^^ Oljl • . OjjI/ 


61 66 


.6363, 6170.. 6394 


oeq • lno . 


55797 




Seq. ID 


OJ000303_28.0419.C12 


uene ino . 


116885 




Strand 


- + 


Of ar f 


1 




£nd - 


2841 


Name 


OJ000303 28.0419.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2014 ' 


P T 


3183079 




Score 


474 


Exons 


1..40, 165. .248, 887. .922, 1012. .1101, 


1194. .1288, 1945. .2014 


bi uescnp. 


MALATE DEHYDROGENASE, GLY0XYS0MAL PRECURSOR 




gi | 1375075 Icibj IBAA12870 


.11 (D85763) glyoxysomal malate 




dehydrogenase [Oryza sativa] 






oeq . cmo . 


55797 




Seq. ID 


OJ000303_28.0419.C12 


bene lno . 


116885 




Strand 


+ 


Start 


1 




End 


2841 


Name 


OJ000303 28-.0419.C12.ol 


. tc 


Method 


TBLASTX: Cress 


C +- a v+- 
jldll 


132 




End 


2017 


PT 

ol 


none 




Score 


75 


Hi A\JI lO 


132. .212, 144. .209, 192 


. .248, 


206. .247 


, 886. .921, 887. .922, 




1011. .1118, 1012. .1119, 


1187. 


.1288, 1191. .128 9, 1194. .1289, 




1943. .2017 








Q /-» 

oeq. no. 


55797 




Seq. ID 


OJ000303_28.0419.C12 


bene lno . 


116885 




Strand 


+ 


Start 


1 




End 


2841 


Name 


OJ000303 28.0419.C12.ol 


. tm 


Method 


TBLASTX: Maize ■ 


O U ClX. L 


162 




End 


2202 


P T 


none 




Score 


129 


Exons 


162. .248, 165. .248, 182 


. .274, 


886. .921 


, 887. .922, 995. .1087, 




1002. .1118, 1011. .1103, 


1012. 


.1119, 1191. .1289, 1192. .1293, 




1193. .1291, 1935. .2009, 


1943. 


.2008, 2041.. 2082, 2164.. 2202 


Seq. No. 


55797 




Seq. ID 


' OJ000303_28.0419.C12 


Gene No. 


116885 




Strand 


+ 


Start 


1 




End 


2841 


Name 


OJ000303 28.0419.C12.ol 


. ts 


Method 


TBLASTX : Soybean 



56350 



Start 
GI 

Exons 



164 End 2068 

none ■ Score 104 

164. .247, 165. .248, 887. .922, 1011. .1106, 1011. .1118, 

1012. .1119, 1191. .1289, 1193. .1288, 1942. .2016, 1943. .2068 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55797 . Seq. ID 

116885 Strand 

1 ' End 
OJ000303_28 . 0419 . C12 . ol . gp Method 

165 End 

370_1.R1084 Score 

165. .248, 887. .922, 1012. .1101, 1194. 



OJ000303_28.0419.C12 

+ * 

2841 

AAT/GAP 

2233 

1084 

1288, 1945.. 2233 



' 318307 9/sp I Q42972 | MDHG_ORYSA 0.0e+00 MALATE DEHYDROGENASE, 
GLYOXYSOMAL PRECURSOR >gi_137507 5_dbj_BAA12870 . 1_ (D85763) 
glyoxysomal malate dehydrogenase [Oryza sativa] 1 



55797 
116885 
1 ■ 

OJ000303_28.0419.C12.ol.gs 

165 

none 



Seq. ID OJ000303_28.0419.C12 



Strand 
End 

Method 

End 

Score 



+ 

2841 
GENSCAN 
2841 
.65 



165. .248, 1194. .1288, 1945. .2013, 2421. .2517, 2734. .2841 



Seq. No. 55797 

Gene No. 116885 

Start 1 

Name OJ000303_28 . 0419 . C12 . ol . tw 

Start 887 . 

GI none 

Exons 887.. 922, 1002.. 1115, 1012. 
1949. .2011 



Seq. ID OJ000303_28.0419.C12 



Strand 
End 

Method 
End 
Score 
, 1119, 1172. 



+ 

2841 

TBLASTX: Wheat 

2011 

44 

.1252, 1194. .1289, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



55798 Seq. ID OJ000303_28 . 04 19 . C14 

116886 Strand 

400 End 1846 

OJ000303_28.0419.C14.ol.np Method AAT/NAP 

260 End 1351 

7488716 Score 263 

260. .331, 478. .831, 1262. .1351 

symbiotic ammonium transport protein SAT1 - soybean 

gi I 3399777 | gb | AAC32828.il (AF069738) symbiotic ammonium 

transporter; nodulin [Glycine max] 



55798 Seq. ID 

116886 . Strand 

4 00 ■ . ~' " End 
OJ000303_28.0419.C14 .ol.gs Method 

400 End 

none Score 
400. .831, • 1262. .1846 



OJ000303_28.0419.C14 

1846 
GENSCAN 
1846 
.97 



Seq. No. 55799 . - Seq. ID 

Gene No. 116887' Strand 

Start 444 End 

Name OJ000303_28 . 0419 . CI 6 . ol . gs Method 

Start 444 End 



OJ000303_28.0419.C16 
+ 

7456 " 
GENSCAN 
7456 



56351 



C T 


none 






Score 


-7 


Exons 


444.-. 498, 7296.-7456 








Seq. No. 


55799 






Seq. ID 


OJ000303 


Gene No. 


116888 






Strand 




OlaX C 


8603 








p a a q 
0 y 4 y 


Name 


. OJ000303 28 


.0419.C16.ol. 


9P 






o tart 


8375 






Lna 






1632596 






Score 


n a 9 
/ ft z 


IT 1 XT S~\ V\ 0 

tjXons 


8375. .8705, 


8806. .8928 








beq. no. 


55799 






Seq. ID 


OJ000303 


Gene No. 


116888 






Strand 




Start 


8603 






End 


8949 


Name 


OJ000303 28 


.0419.C16.ol. 


LIU 


Method 


TBLASTX: 


0 tart 


8596 






End 


8898 


r* t 

bi± 


none 






Score 


89 


Exons 


8596. .8700, 


8602. .8700, 


ft £f)A 
O OU fi . 


.8717, 8633.. 8707, 




^ apod ft a Qfi 

* 0 O U ft . . 0030 f 


ft ft RftQR 
oouo. • 0 0 _? 0 , 


ft ft Oft 


.8897 




Seq. No. 


55799 






Seq. ID 


OJ000303 


Gene No. 


116888 






Strand 




otart 


8603 






End 


8949 


Name 


OJ000303. 28 


.0419.C16.o2. 


gs 


. Method 


GENSCAN 


C 4- -1 v>f 

otart 


8603 






End' . 


8949 


bl 


none 






Score 


.9 


Exons 


8603. .8705, 


8806. .8949 








Seq. No. 


55800 






Seq. ID 


OJ000303 


Gene No. 


116889 






Strand 




Of -1 V-f 

otarc 


111 






End 


2135 


Name 


OJ000303 28 


.0419.C17.ol. 


gs 


Method 


GENSCAN 


Of ar f 

0 1 art 


111 






End 


2135 


C T 


none 






Score 


.48 


Exons 


' 111. .213, 665.-726, 1234 


..1302, 2090.. 


2135 




55801 






Seq. IET 


;'OJ000303_ 


Gene No. 


116890 






Strand 




Start 


1 






End 


1779 


Name 


OJ000303 28 


.0419.C18.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


1779 


GI 


3913236 






Score 


89 


Exons 


1..87, 1607 


. .1779 









GI Descrip. G2/MIT0TIC-SPECIFIC CYCLIN 2 (B-LIKE CYCLIN) (CYCOS2) 

gil 1694892 |emfo|CAA57556| (X82036) cyclin [Oryza sativa] 



Seq. No. 


55801 






Seq. ID 


OJ000303 


Gene No. 


116891 






Strand 




Start 


1699 






End 


2489 


Name 


OJ000303 28 


.0419 


C18.ol.gp 


Method 


AAT/GAP 


Start 


1699 






End 


2489 


GI 


286374 






Score 


618 


Exons 


1699. .1949, 


2410 


.2489 






Seq. No. 


55801 






Seq. ID 


OJ000303 


Gene No. 


116892 






Strand 




Start 


6024 






End 


8030 



56352 



Name OJ000303_28 . 04 19 . C18 . o2 . np Method AAT/NAP 

Start 6024 End 7982 

GI 4544462 Score 495 

Exons 6024. .6334, 6486. .6515, 6760. .6896, 6930. .7072, 7789. .7982 

GI Descrip. (AC006580) NAM (no apical meristem) -like protein [Arabidopsis 
thaliana] 



Seq. No. 55801 Seq. ID 

Gene No.- 116892 - Strand 

Start 6024 End 
Name ' OJ000303_28 .0419. C18 . o2 . gs Method 

Start 6670 End 

GI none Score 

Exons 6670.. 7127, 7790.. 8030 



OJ000303_28.0419.C18 

8030 
GENSCAN 
8030 
.69 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



55801 Seq. ID 

116893 Strand 

9299 End 

OJ000303_28 .0419.C18.ol.tm Method 

6745 End 

none Score 



OJ000303_28.0419.C18 
10842 

TBLASTX: Maize 

7044 

74 



6745. .6888, . 6775. .6897, 6940. .7044, 6950. .7015 



Seq. No. 55801 • 

W Gene No. 1168 93 

Start 9299 

fll Name OJ000303_28 . 04 19 . C18 . ol . tw 

f§ Start 6781 

=*7s GI none 

Exons 6781.. 6897, 6802.. 6888, 6940. 



Seq. No. 55801 

Gene No. 116893 

Start 9299 

Name OJ000303_28 . 04 19 . C18 . ol . tc 

Start 6793 

GI none 
Exons 



Seq. ID OJ000303_28.0419.C18 
Strand 

End 10842 

Method TBLASTX : Wheat 

End 7041 

Score 63 
.7041, 6944. .7039 

Seq. ID OJ000303_28.0419.C18 
Strand 

End 10842 

Method TBLASTX : Cress 

End 7925 

Score 72 

6793. .6888, 6928. .7041, 6929. .7039, 7114. .7212, 7785. .7925 



£3 Seq. No. 


55801 








Seq. ID 


OJ000303_28.0419. 


C18 


Gene No. 


116893 








Strand 






Start 


9299 








End 


10842 




Name 


OJ000303 28 


.0419 


.C18.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


6985 








End 


7946 




GI 


none 








Score 


102 




Exons 


6985: .7041, 


7789 


.7884, 


7790. 


.7942, 7791. .7946 




Seq. No. 


55801 








Seq. ID 


OJ000303_28.0419. 


C18 


Gene No. 


116893 








Strand 






Start 


9299 








End 


10842 




Name 


OJ000303 28 


.0419 


C18.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7798 








End 


7946 




GI 


none 








Score 


"95 




Exons ' 


7798. .7932, 


7798 


.7893, 


7800. 


. 7946 






Seq. No. 


55801 








Seq. ID 


OJ000303_28.0419. 


C18 


Gene No. 


116893 








Strand 







56353 




otart 


9299 


End 


i n Q A o 


Name 


OJ000303 28.0419.C18.o3 


.gs Method 


GENSCAN 


Start 


9299 


End 


i n Q A o 




none 


Score 


. o / 


Exons 


9299..9380/ 10133. .10265, 1074 9. . 10842 




beq. no. 


55802 


Seq T'lb 


ujuuuouj zw.u4iy.biy 


Gene No . 


116894 


Strand 


+ 


o tar t 


726 


End 


"5 n *5 0 


Name 


OJ000303" 28.0419.C19.ol 


. gp Method 


AAT/GAP 


Start 


506 


End 


3732 


GI 


10926 1.R1084 


Score 


O 1 1 A 

Z114 


Exons 


506. .767, 1031. .1108, 1204. .1371, 2231. 


ooiQ o/oi oclc;^ 




3089.. 3182, 3321.. 3732 






GI Descrip. 


*474184 4/gb|AAD28731.1|AF112964_l 4 . Oe- 


■ob tArllzyo4) small 




GTP-binding protein [Triticum aestivum] 


i 


Seq. No. 


55802 


Seq. ID 


ujuuuouj zo.u4iy.uiy 


Gene No . 


116894 


Strand 


t 

T 


Start 


726 


End 


3732 


Name 


OJ000303 28.0419.C19.ol 


. np Method 


AAT/NAP 


otart 


711 


End 


3427 


GI 


4741844 


Score 


741 


Exons v . 


711. .767, 1031. .1108, 1204. .1371, 2231. 


.2279, 2481. .2554, 




3089.. 3182, 3321.. 3427 






GI Descrip. 


(AF112964) small GTP-binding protein [Triticum aestivum] 


Seq. No. 


55802 


..Seq. ID 


OJ000303_28.0419.C19 


Gene No. 


116894 " 


Strand 


+ 


Start 


726 


End 


3732 


Name 


OJ000303 28.0419.C19.ol 


. gs Method 


GENSCAN 


Start 


726 


End 


3574 


bl 


none 


Score 


.68 


Exons 


726. .767, 881. .1108, 1204. .1371, 2231.. 


2279, 2481.. 2554, 




3089. .3182, 3213. .3400, 


3434. .3574 




Seq." No. 


55802 


Seq. ID 


OJ000303_28 . 04 19; C19 


Gene No. 


116895 


, Strand* 


+ 


C H i >-+- 

otart 


7486 


End 


8322 


Name 


OJ000303 28.0419.C19.o3 


. gs Method 


GENSCAN 


otart 


7486 


End 


8322 


bl 


none 


Score 


.71 


Exons 


7486. .7788, 7981. .8322 






Seq. No. 


55802 


Seq. ID 


OJ000303_28.0419.C19 


Gene No . 


116896 


Strand 




btart 


4157 


End 


8443 


Name 


OJ000303 28.0419.C19.o2 


. tm Method 


TBLASTX : Maize 


Start 


664 


End 


3545 


GI 


none 


Score 


37 


Exons 


664. .768, 673. .741, 730 


..768, 1024. .1110, 1031. .1108, 




1031. .1129, 1189. .1377, 


1203. .1370, 1263. .1385, 2229. .2279, 




2230. .2280, 2231. .2284, 


2240. .2284, 2478. .2552, 2479. .2556, 




2480. .2554, 2480. .2575, 


3,088.. 3180, 3089/. 3187, 3319.. 3426, 




3321. .3431, 3460. .3489, 


3528. .3545, 3529. .3543 


Seq. No. 


55802 


Seq. ID 


OJ000303_28.0419.C19 



56354 




Gene No. 


116896 






Strand 




C -|- a 


4 1 S7 






FnH 


ft 4 4 ^ 


Name 


o.tooo^o^ 9R 


04 1 Q n Q ni 






TRT.A^TY • Whpat- 

1 DxirtO 1 A . 1/vIlCClL 


Q-f- -a y--t- 

otait 


i ni Q ~~ 






FnH 


1 "377 




none 






Score 


67 




1 01 Q 1114 

J. \J ± Z? . • X X X *3 , 


1 90fi 1 99ft 


1207 . 


.1377 




O e • . IN (J . 


R RR09 






Seq. ID 


OJ000303_28.0419.C19 


bene ino . 


1 1 fiPQ £ 






Strand 




Start 


4157 






End 


8443 


Name 


OJ000303 28. 


0419.C19.ol 


. tc 


Method 


TBLASTX: Cress 


O L. a L L 


1 0^0 

1UJU 






End 


3187 










Score 


115 


Exons 


1 0^0 1104 


10^1 1 1 OR 


1040 


.1108, 1184. .1363, 1189. .1377, 




1 90^ 1 ^64 


9997 99 R 6 


994 ^ 


.2287, 2479. .2556, 2480. .2575, 




"30 ^R ^1 R 0 


^Oftfi "31 ft7 

O \J O V • • .J X O / 








Qan NI n 
JC(^ . LN(J ■ 


R SR09 






Seq. ID . 


OJ000303_28.0419.C19 


oene l\u . 








Strand '. 




Start 


4157 






End 


8443 


Name 


OJ000303 28. 


0419.C19.ol 


. ts 


Method 


TBLASTX : Soybean 


OLall. 


1 0^0 






End 


3187 




none 






Score 


116 


Exons 


1 0^0 1104 
J.UJU . . llUf! , 


10^1- 1 1 OR 


1 1 QQ 


.1:377,., 1203.. 1364, 1225 . :.-,r371, 






9940 9 9 R 7 
ZZ4U . . zzo / f 


9 4 7 Q 


.2556,. 24E 


SO. .2554, 3079. .3180, 




jUoD. . jlo / 










oeq . iNo . 


55802 






Seq. ID 


OJ000303_28 .0419.C19 




116896 






Strand 




Start 


4157 






End 


8443 


Name 


OJ000303 28. 


0419.C19.o2 


,gp 


Method 


AAT/GAP 




4157 






End 


5801 




32126 1.R1084 




Score 


1471 


Exons 


4157. .4575, 


5415. .5801 








a. x ^ o >~ t y~\ 
o X UcoLl ip • 


■ 1420932/gb | U61383 | 0RU6 


1 ^R ^ 7 

1 JO J / 


.Oe-21 Oryza rufipogon 




4-coumarate- 


CoA. ligase 


fro n d 
y cue , 


intron 1, 


partial sequence 1 . 


Seq. No. 


55802 






Seq. ID 


OJ000303_28.0419.C19 


Gene No. 


116896 






Strand 




O Lai L 


4157 






End 


8443 


Name 


OJ000303 28. 


0419.C19.o2 


. gs 


Method 


GENSCAN 


pLdl L 


4191 






End 


7228 


ox 


none 






Score 


. 6 


Exons 


4191. .4575, 


5415. .5787, 


JOUD • 


.6163, 6896.. 7228 


o e q . LN o . 


55802 






Seq. ID 


OJ000303_28.0419.C19 




116896 






Strand 




Start 


4157 






End 


8443 


Name 


OJ000303 28. 


0419.C19.o2 


.np 


Method 


AAT/NAP 


Start 


4191 






End 


8267 


GI 


7487075 






Score 


1171 


Exons 


4191. .4575, 


5415. .6163, 


6830. 


.7174, 82C 


8. .8267 


GI Descrip,. 


hypothetical 


protein T16H5.30 


- Arabidopsis thaliana 



gi I 3250676 | emb | CAA19684.il (AL024486) putative protein' 
[Arabidopsis thaliana] gi | 72 687 63 | emb | CAB78 969 . 1 | (AL161551) 
putative protein [Arabidopsis thaliana] 




oeq . jno . 










Seq. ID*r.. 


OJ000303_28 .0419.C19 


Gene No. 


116896 








Strand 




Start 


4157 








End 


8443 


Name 


n.Tnnn^n^ 9ft 

UUUUUjU J zo 


OA 1 Q 
■ u 4 x ;? . 


PI Q nl 




Method 


TBLASTX: Maize 


DLait 


4 d £ft 
4 4 DO 








End 


5801 


PT 


none . 








Score 


143 


Exons 


4 4 OO . t 4 JOl; 


d d Q7 


d R7 d 


Rd OA 

3 4 U 4 . 


.5796, 5410.. 5796, 5412.. 5801, 




c/qc conn 

3 4 :73 . . 3 0 U U , 


R7 9 d 
J / Z 4 . 


Rft m 

. JOUl 








Seq. No. 


55802 










UUUUU JUJ <£O.U'aX_7.V^X_7 


Gene No. 


116896 








Strand 






d 1 R7 
4 X 3 f 








End 


8443 


Name 


n too n ? 9ft 


n d i q 

. U 4 X 2/ . 


PI Q r\0 
X . OZ 


+- a 
• L. b 


Mot" H nH ■ 
lit; Liiuu 


1 OlinO X /\ ■ JU y Cull 


otait 


c /t tr n 
3 4 3 U 










O U / i 


P T 


none 








Score 


-7 O 


TP v /™\ c 1 


ucn R 6 R *3 


R d QD 

O 4 :7U • 


■ JDD3/ 


Rd QR 
3 4^3. 


Rfi7 1 




Seq. No. 


55802 








ot?q . x u 


n.Tnnn^n^ 9ft ndiQ pi q 

UUUUUjUJ ZO.U4X_?.V_/X!? 


Gene No. 


116896 . 












OL a. IT U 


d 1 R7 








End 


8443 


Name 


runnn^m 9ft 

UJUUUjUj zo 


Od 1 Q 

. u 4 X Z? ■ 


PI Q n 9 
Ul J . UZ 




Method 


TBLASTX: Cress 


OLdlL 


com 








End 


5986 


P T 


none 








Score 


72 


Exons 


COA1 CQQ (Z 


Rft 09 


R Q9 1 








beq. no. 










Seq. ID 


OJ000303__28.0419.C19 


Gene No. 


1 1 bo y o 








Strand 




Start 


4157 








End 


8443 


Name 


OJ000303_28 


.0419. 


C19.o3 


.tm 


Method 


TBLASTX: Maize 


o car l 


l U 4 u 








End 


7472 


P T 


none 








Score 


59 


Exons 


/ u ^ u . . / u y o , 


7 n /i i 


7 O G 7 

. /uy / / 


/ U33 . 


.7189, 70S 


14. .7188, 7088. .7192, 






7 9 Q £ 


7 ^ d n 

. / 0 4 U , 


7^7 0 
/ O / U . 


.7432, 7393. .7422, 7413. .7472, 




/ 4 O O . . / 4 / X 












Seq. No. 


55802 








Seq. ID 


OJ000303_28.0419.C19 


Gene No. 


116896 . .: 








Strand. 




O U dl L 


A 1 R7 

4 1 J / 








End 


8443 


Name 


ninnmn^ 9ft 

UUUUU jU J zo 


Od 1 Q 
. U 4 X . 


PI Q 

uiy . oo 


. gp 


Method 


AAT/GAP 


C4-3 

o uar u 


TCCA 








End 


8443 


PT 


7 n 1 C4Q 
/ U X 3 4 i7 








Score 


635 


Exons 


76R0 7ft07 


ft 9 ^R 


ft d d ^ 








oeq . ino . 


jjOUj 








Seq. ID 


OJ000303_28.0419.C20 


Gene No. 


116897 








Strand 


+ 


Start 


1867 








End 


5243 


Name 


DTonn^n^ 9ft 

UJUUUjUj ZO 


n d i q 

. U 4 X _/ . 


p on oil 
L/Z u .ox 


. gs 


Method 


GENSCAN 




1 Q £ 7 
X 0 O / 








End 


5243 


P T 


none 








Score 


.6 


IT* V /""X T^S 

HiXons 


1 ft £7 9 1 £ £ 
X 0 O / . . Z X 0 O , 


O U 4 3 . 


^ ^ R 1 
. JJJl f 


^^R7 
003 / . 


.4137, 414 


8. .4238, 4389. . 4470,- 




ci oo CO/1 ^ 
3 XZz . . 3Z4 O 












Seq. No. 


55803 








Seq.. . ID 


OJ000303_28.0419.C20 


Gene No. 


116897 








Strand 


+ 


Start 


18 67 








End 


5243 


Name 


OJ000303 28 


.0419. 


C20.ol 


.np 


Method 


AAT/NAP 


Start 


3396 








End 


4276 



56356 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6907106 Score 460 

3396.. 4012, 4085.. 4276 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



55803 

116897 

1867 

OJ000303_28.0419.C20.ol.tm 

3824 

none 

3824.. 3937, 3832.. 3945, 3835. 
3846. .4034, 3974. .4198, 3996. 



Seq. ID OJ000303_.28.0419.C20 

Strand + 

End 5243 

Method TBLASTX : Maize 

End 4198 

Score 95 

.3930, 3843. .4031, 3845. .4177, 
.4022, 4124. .4177, 4138. .4179 



55804 
116898 
1 

OJ000303_28.0419.C21.ol.np 
1 . 
7523517 
1..66, 294. .349, 502. .719 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



OJ000303 28.0419.C21 



719 

AAT/NAP 
719 
178 



55805 * Seq. ID 

116899 Strand 

79 End 
OJ000303_28 .0419.C24 .ol.gp Method 

7 9 End 

none Score 
79. .425 



OJ000303_28.0419.C24 
425 

AAT/GAP 

425 

625 



Seq. No. 55805 Seq. ID 

Gene No. 116900 Strand 

Start 868 End 

Name OJ000303_28 . 04 1 9 . C24 . ol . gs Method 

Start 868 End 

GI none v Score 

Exons- ' 868';. 1077 v " 



OJ000303_28.0419.C24 

1077 
GENSCAN 
1077 
.42- 



Seq. No. 55806 Seq. ID 

Gene No. 116901 Strand 

Start 246 End 

Name OJ000303_28 .0419. C25 . ol . gs Method 

Start 246 End . 

GI none Score 

Exons 246. .408 



OJ000303_28.0419.C25 
408 

GENSCAN 

408 

.43 



Seq. No. 55807 Seq. ID 

Gene No. 116902 Strand 

Start 665 End 

Name OJ000313_29 . 04 19 . C4 . ol . gs Method 

Start 665 , End 

GI none Score 

Exons 665.. 755 



OJ000313_29. 0419. C4 
+ 

755 

GENSCAN 

755 

.61 



Seq. No. 
Gene No. 



55807 
116903 



Seq. ID 
Strand 



OJ000313 29. 0419. C4 



56357 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47 



End 

Method 
End 
Score 



567 

AAT/GAP 
567 
765 



OJ000313_29. 0419.C4 .ol.gp 
47 

LIB34 34-038-P1-K1-F1 
47. .567 

'5257255/dbj IAP000364 .1 [AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



55808 

116904 

1 

OJ000313_29.0419.C5.o2.np 
1 

5852180 



Seq. ID OJ000313_29.0419.C5 

Strand + 

End 8191 

Method AAT/NAP 

End 8191 

Score 4 92 



1..60, 1423. .1476, 2460. .2578, 2630. .3042, 8089. .8191 
(AL117265) zhbOOOlO.l [Oryza sativa] 



55808 

116904 

1 

OJ000313__2 9.0419.C5.o2.gs 

2655 

none 

2655. .3092 



Seq. ID OJ000313_29.0419.C5 

Strand . + 

End 8191 

Method GENSCAN 

End 3092 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ■ ' * 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



55808 
116905 
33 

OJ000313_2 9.0419.C5.ol.np 
33 

4680183 

33. .122, 729. .799, 8167. .8251 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ000313_29.0419.C5 
Strand 

8251 
AAT/NAP 
8251 
201 



End 

: Method 
End 
Score 



Seq. ID OJ000313_29. 0419.C5 
Strand 

End . 8251 

Method AAT/GAP 

End 1706 

Score • 655 



55808 - 
116905 

33 ; • ■ . * 

OJ000313_2 9.0419.C5.ol.gp 
1325 

uC-osflcyp033a04bl 
1325. .1706 

*6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



55808 

116905 

33 

OJ000313_29.0419.C5.o3.np 

2635 

5732634 



Seq. ID OJ000313_29.0419.C5 

Strand - . 

End 8251 

Method AAT/NAP 

End. 4741' 

Score 277 



2635. .3279, 3760. .4045, 4611. .4741 

(AF121009) hypothetical protein Jv0534 [Mycobacterium 
tuberculpsis H37Rv] 



55808 

116905 

33 



Seq. ID OJ000313_29. 0419.C5 
Strand 

End 8251 



56358 




Name 


OJUUUolo Zy 


. U4 1 y . LO . Oo . 


gs 


Method 


GENS CAN 






Start 








End 


8096 






GI 


none 






Score 


.4 






Exons 


o/lo. . 4 1 , 


ylOOR A OCQ 
4 ZZD . . 4 OOJ , 


4 ODD . 


.4864, 6167. .6387, 


6427. . 6787, 






I bbz . . / y O / , 


Q C\~l A 
oU / 4 . 


.8096 








Seq. No. 


r r n AO 

55808 






Seq. ID 


OJ000313 


_29.0419 


.C5 


Gene No. 


116905 






Strand 








Start 


33 






End 


8251 






Name 


ojuouoij Z3 


.0419.C5.o4. 


np 


Method 


AAT/NAP 






Start 


5477 






End 


8251 






GI 


A £ O A O C\ n 

4 6b0z09 






Score 


469 






Exons 


54 /7 . . 5505, 


6647. .7108, 


7354. 


.7442, 7657. .7924, 


8228. .8251 


GI Descrip. 


/ 7\ rii t /i i Hi \ 

(AF114 1 / 1 ) 


unknown [Sorghum bicolor] 








Seq. No. 


C C O A O 

55808 






Seq. ID 


OJ000313 


_29.0419 


. Co 


Gene No. 


116905 






Strand 








Start 


33 






End 


8251 






Name 


OJUUlolo 


.0419.C5.o5. 


np 


Method 


AAT/NAP 






Start 


n o o 
oUo y 






End 


7973 






GI 


6 /^1515 






Score 


394 






Exons 


608 9 . . 65oo, 


7260. .7558, 


7716. 


.7973 








GI Descrip. 


/ t\ n n n i mo \ 
( APUU 1U / Z ) 


Similar to mudrA. 


(M76978) 


[Oryza sativa] 




Seq. No. 


55808. 






Seq. ID 


OJ000313 


_29.0419 


.C5 


Gene No. 


116905 






Strand 


- 






Start 


33 






End 


8251 






Name 


OJ000313 29 


.0419.C5.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


6138 






End 


64 67 , 






GI 


none 






Score 


100 






Exons 


ol Jo . . DjI ' / 


6345. . 6467 












Seq. No. 


55808 






Seq. ID 


OJ000313 


_29.0419 


.C5 


Gene No. 


116905 






Strand 








Start 


33 






End 


8251 






Name 


OJOOUolo zy 


.0419.C5.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


6595 






End . 


7229 






GI 


none 






Score 


71 






Exons 


6595 . .6/41, 


6660. .6857, 


6865. 


.6933, 6E 


567 . .6932, 


6928. .7209, 




/■Ann TOTT 

byo9. . / Zl / , 


7020. .7229 












Seq. No. 


55809 . 






Seq. ID 


OJ000313 


_29.0419 


.C6 


Gene No. 


116906 






Strand 








Start 


1 /-I A 

1 ol 9 






End 


2152 






Name 


ATAAA01 o on 

OJUOUolo Z3 


.0419.C6.ol. 


gs 


Method 


GENSCAN 






Start 


loiy 






End 


2152 






GI 


none 






Score 


.64 






Exons 


loiy. . zldz 














beq. no. 


55810 






Seq. ID 


OJ000313 


_29.0419 


.01 


Gene No. 


116907 






Strand - 








Start 


182 






End 


1496 






Name 


OJ000313 29 


.0419.C7.ol. 


gs 


Method 


GENSCAN 






Start 


182 






End 


1496 






GI 


none 






Score 


.65 






Exons 


182. .625, 800. .962, 1121. .1272, 1404.. 


1496 







56359 



Seq, No. 55810 Seq. ID OJ000313_29 . 04 19 . C7 

Gene No. 116907 Strand 

Start 182 End 1496 

Name OJ000313_29 . 0419 . C7 . ol . qp Method AAT/GAP 

Start 808 End 879 

GI 1036868 Score 93 

Exons 808. .879 . 

GI Descrip. 4680178/qb | AF111709 . 1 1 AF111709 4.0e-63 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes,. 



Seq. No. 55811 

Gene No. 116908 

Start 99 

Name OJ000313__29 . 0419 . C8 . ol . gs 

Start 99 

GI none 
Exons 



Seq. ID OJ000313_29.0419.C8 

Strand + 

End 8677 

Method GENSCAN 

End 8677 

Score • .79 



99. .337, 1347. .1584, 2194. .2386, 3525. .3785, 3800. .3921, 
4076. .4135, 4631. .4713, 5098 .. 5293, ' .5412 .. 554 1, 5802. .5873, 
6038. .6210, 6336. .6416, 7310. .7379, 8496. .8677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



55811 Seq. ID 

116908 Strand 

99 ■ End 

OJ000313_29.0419.C8.ol.np Method 

175 ' End 

4680190 Score 

175. .311, 1347. .1584, 2194. .2386, 2465 



OJ000313_29.0419.C8 
+ 

8677 
AAT/NAP 
8674 
2957 

. .2601, 3689. .3921, 



4076. .4135, 4631. .4713, 5098. .5293, 5412. .5541, 5802. .5873, 

6038. .6210, 6336. .6416, 7310. .7379, 8496.-8674 

(AF111710) putative dnaJ-like protein [Oryza sativa subsp. 

indica] 



Seq. No. 55811 

Gene No. 116908 

Start 99 

Name ■. ■ OJ000313_29 . 04 1 9 . C8 . ol . gp' 

Start f 934 

GI * 57512_1.R1084 

Exons 934.. 963, 1347.. 1584, 2194 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2386, 2465.. 2575 
, 4680190/gb|AAD27555.1|AF111710_l 1.0e-88 (AF111710) putative 
dnaJ-like protein [Oryza sativa subsp. indica] ' 



OJ000313_29.0419.C8 
+ 

8677 
•AAT/GAP 
2575 
1048 



Seq. No. 55811 Seq. ID 

Gene No. 116908 Strand 

Start 9.9 End 

Name . - — OJ000313_29 . 04 1 9 . C8 . o2 . gp - Method 

Start 3613 ;f< End 

GI 27353_1.R10B4 Score 

Exons 3613. .3709, ' 3800. .3921, 4076. .4135, 4631. .4713, 5131. .5289 

GI Descrip. ' 4 680190/gb | AAD27555 . 1 | AF111710_1 2.0e-51 (AF111710) putative 
dnaJ-like protein [Oryza sativa subsp. indica] 1 



OJ000313_29.0419.C8 
+ 

8677 
AAT/GAP 
5289 
921 



Seq. No. 55811 

Gene No. 116908 

Start 99 

Name OJ000313_29 . 04 19 . C8 . o3 . gp 



Seq. ID OJ000313_29. 0.419. C8 

Strand + 

End 8677 

Method AAT/GAP 



56360 



Start 
GI 

Exons 

GI De scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



6130 *. End 7277 

6519JL.R1084 Score.-,. 919 

6130.. 6210, 6336.. 6416, 6937.. 7277 

1 4680190/gb|AAD27555.1|AF111710_l 2.0e-16 (AF111710) putative 
dnaJ-like protein [Oryza sativa subsp. indica] \ 



55811- 

116909 

9727 

OJO00313_2 9 . 04 1 9 . C8 . ol . ts 

3831 . 
none 

3831.. 3920, 3832, 
5129.. 5263, 5132, 
5798. .5962, 5800, 
6335.. 6409, 6344, 



Seq. ID 

Strand 

End 

Method 

End 

Score- 



OJ000313__29.0419.C8 
10918 

TBLASTX : Soybean 

7017 

126 



,3921, 4628. .4714, 4632. .4703, 4633. .4710, 

,5287, 5142. .5288, 5411. .5521, 5418. .5540, 

,5961, 6034. .6213, 6137. .6208, 6138. .6212, 

,6397, 6934.. 7017 



55811 ■ 
116909 

'9727' 

OJ000313_29. 0419.C8.ol.tm 

4073 

none 

4073.. 4129, 4075.. 4131, 4626. 
4630.. 4710, 5129.. 5293, 5130. 
5409.. 5540, 5410.. 5541, 5411. 
6029. .6211, 6030. .6212, 6034. 
6336.. 6416, 6359.. 6439, 6934. 

55811 

116909 

9727 

OJ000313_29. 0419.C8.o2.tc 

5129 

none 

5129.. 5263, 5415.. 5555, 5788. 

55811 

116909 

9727 

OJ000313_29.0419.C8 .ol. tw 

5800 

none 

5800.. 5961, 5800.. 5961, 5801. 
6034.. 6213, 6088.. 6210, 6138. 

55811 

116909 

9727 

OJ000313_29.0419.C8.o2.gs 

9727 
none 

9727. .10396, 10522. .10774 

55811 

116909 

9727 



Seq. ID 
Strand 
End ' 
Method 
End 
Score 

.4709, 4628 
.5210, 5132 
.5539, 5798 
.6213, 6138 
.7017 



OJ000313 29. 0419. ca; 



10918 

TBLASTX: Maize 
7017 
91 

4714, 46.29. .4709, 

5293, 5245.. 5298, 

5962, 5800. .5961, 

6212, 6335. .6439, 



OJ000313_29.0419.C8 
10918 

TBLASTX: Cress 
6213 
129 

.5961, 5798. .5962, 6052. .6213 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5962, 6024 
.6212, 6335 



OJ000313 29. 0419. C8 



10918 

TBLASTX: Wheat 
6397 
203 

6212, 6029. 
6397, 6344. 



,6187, 
,6397 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand* 
End 



OJ000313_29.0419.C8 

10918 
GENSCAN 
10774 
.45 



OJ000313 29. 0419. C8 



10918 



56361 



Name OJ000313_29 . 0419 . C8 . o2 . np Method AAT/NAP 

Start 9730 End 10918 

GI 4680191 Score 1562 

Exons 9730.. 10396, 10522 .. 10784 , 10880.. 10918 

GI Descrip. (AF111710) putative myb-related protein [Oryza sativa subsp. 
indica] 

Seq. No. 55811 Seq. ID OJ000313_29 . 04 19 . C8 

Gene No. 116909 Strand 

Start 9727 End 10918 

Name OJ000313_29 . 04 19 . C8 . o4 . gp Method AAT/GAP 

Start 10180 End 10605 

GI LIB3434-054-P1-K1-G7 Score 509 

Exons 10180. .10396, 10522.. 10605 

GI Descrip. ' 4680191/gb | AAD27556 . 1 | AF111710_2 2.0e-45 (AF111710) putative 
myb-related protein [Oryza sativa subsp. indica] 1 



Seq. No. 55811 * . Seq. ID 

Gene No. 116909- Strand 

Start 9727 • End 

Name OJ000313_29 . 04 19 . C8 . o2 . tm Method 

Start 10282 End 

GI none Score 

Exons - 10282. .10323, 10288 .. 10398 , 10289 

10360. .10404, 10521. .10613, 10521 



OJ000313 29. 0419. C8 



10918 

TBLASTX: Maize 
10916 
138 

10399, 10349. . 10399, 
10655,-10522. .10656, 



10748. .10888, 107 60 .. 10879, 10761. .10916 



Seq. No. 55811 

Gene No. 116909 

Start 9727 

Name OJ000313_29 . 04 19 . C8 . o2 . tw 

Start • 10282 

GI none 

Exons 10282. .10398, 10283 .. 103.99, 
10521. .10655, 107 66. .1087 6, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 29. 0419. C8 



10918 

TBLASTX: Wheat 
10891 
115 

10349. .10399, 10504 .. 10656, 
10775. .10891 



OJ000313 29. 0419. C8 



Seq. No. ■ 55811 ■• Seq. ID 

Gene No. 116909 Strand 

Start 9727 ' * End 

Name OJ000313_29 . 04 1 9 . C8 . o2 . ts Method 

Start 10306 End 

GI none . , Score 

Exons 10306. .10410, 10307 .. 104 65, 10521 .. 10655 , 10522 .. 10656, 
10766.-. 10867 



10918 

TBLASTX : Soybean 

10867 

80 



Seq. No. 55811 Seq. ID 

Gene No,. 116909 Strand 

Start " 9727 End 

Name ' OJ000313_29. 0419. C8 .ol . tc Method 

Start 10312 End 

GI none Score 
Exons 



OJ000313_29.0419.C8 
10918 

TBLASTX: Cress 

10870 

133 



10312. .10371, 10360. .10398, 10521 .. 10658 , 10522 10659, 
10760. .10870, 10761. .10817 



Seq. No. 
Gene No. 
Start 



55812 

116910 

17145 



Seq. ID 

Strand 

End 



OJ000313_ 
+ 

18952 



29. 0419. C9 



56362 



Name OJ000313_29. 0419 .C9.o2 .np Method AAT/NAP 

Start 17145 End . 18952 

GI 4680193 Score 1123 

Exons 17145. .17189, 1724 8 .. 17795, 18433. .18952 

GI Descrip. (AF111710) putative farnesyl pyrophosphate synthase [Oryza 
sativa subsp. indica] 



Seq'."**No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI . 

Exons 



GI Descrip. 



55812 

116910 

17145 

OJ000313_29.0419.C9.ol.gp 
17312 

21028 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
17312. .17692, 18318 .. 18342, 18433. .18548 

f 4680193/gb|AAD27558.1|AF111710_4 6.0e-63 (AF111710) putative 
farnesyl pyrophosphate synthase [Oryza sativa subsp. indica] ' 



OJ000313_29.0419.C9 
+ 

18952 ' 
AAT/G&P 
18548 
951 



55812 

116911 

1 

OJ0003 
1 

468019 
1. .79, 
5952. . 
10826. 
14112. 
16297. 
(AF111 
indica 



Seq : . ID . OJ000313_ 
Strand 

End 16371 
Method AAT/NAP 
End 16371 
Score 4337 
.2972, 3366.. 3484, 4410..4450, 5345. 
7884.-. 7910, 8382.^.8528, 8744 .. 8834, 
12226. .12330, 12485 .. 12605, 12990. 
14349. .14480, 14614 .. 14707, 14759. 



29. 0419. C9 



13_29.0419.C9.ol.np 

1 

*2784 
6144, 
.10908, 
.14288, 
.16371 

710) putative myb-related protein 



.5513, . 
10123. .10547, 
. 13578, 
. 14819, 



[Oryza sativa subsp. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55812 
116911 
1 

OJ000313_29.0419.C9.ol.gs 
127 



none 
127. .2 
7884. . 
10826. 
13231. 
14759. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

63, 2784. .2972, 4410. .4467, 5345 



OJ000313__29.0419.C9 

16371 
GENSCAN 
16371 
.49 . 

. .5513, 5952.-. 6144, 



7910, 8382. -.8528, 8744. .8834, 9933. .10057, 10206. . 10547, 
.10908, 12226. .12330, 12485 .. 12608 , 12681 .. 13216, 
.13578, 14112. .14288, 1434 9 .. 14 480 , 14 614 . . 14 707, 
.14819, 16297. .16371 



Seq. No. 55812 Seq. ID 

Gene No. 116911 - Strand 

Start 1 End 

Name OJ000313_29 . 04 19 . C9 . ol . tm • Method 

Start 12486 End> 

GI none Score 

Exons 1248 6. .12632, 124 87. .12708 



OJ000313_29-.0419.C9 
16371 

TBLASTX : Maize 
12708 ■ - 
205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



55812 

116912 

17654 

OJ000313 

17654 

none 



29.0419.C9.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_29.0419.C9 
18587 

'TBLASTX: Maize 
18587 
64 



56363 





Exons 


1*7£Q/1 1 TCQQ 1 QOl Q 1Q"3/JO 
1 / DDft . . 1 / by O / lOjl y . . XO Jfl £. , 


18320. .18343, 18431 


1 occn 
. . loooU, 






1 Q / "3 O 1 QCC1 i Q/1 OC 1 ncnn 










oeq . NO . 


CCQ1 o 


Seq. ID 


OJ000313_ 


OQ rtyi 1 n 01 1 

.u^iy .Lii 




Gene No. 


116913 


Strand 








Start 


608 


End 


/ H O 






Name 


'OJ000313 29.0419.Cll.ol.np 


Method 


7\ 7\ T /MZi P 
£\f\ 1 / lN.tt.ir 








608 


End 


T/O 






p t 


6907088 


Score 


1 nn 
1 uu 






Exons 


608. .743 










bi uescnp. 


(AP001129) hypothetical protein [Ofyza 


sat iva J 






Seq. No. 


55814 


Seq. ID 


OJ000313_ 


_29.0419.C12 




Gene No. 


116914 


Strand 










75 


End 








Name 


OJ000313 29.0419.C12.ol.gs 


Method 








otan 


75 


End 








P T 


none 


Score 








Exons 


ID, .14 3, jjl . . 391 










Seq. No. 


55815 


Seq. ID 


OJ000313_ 


_29.0419.C13 




Gene No. 


116915 


Strand 


T 






Cf 3 -y-+- 


4235 


End 


1 b 0 0 b 






Name 


OJ000313 29.0419.C13.ol.gp 


Method 


7\ 7\ IP f C A "D 






otart 


4189 


End 


A CC\H 

4 OU / 




i H 


O T 

bi 


5002833 


Score 


by/ 






Exons 


4189. .4607 










beq. no. 


55815 


Seq. ID 


OJ000313_ 


_z9.U41y.ClJ 




Gene No. 


116915 


Strand 


+ 




3 


Start 


4235 


End 


16886 




LJ 


Name 


OJ000313 29.0419.C13.o2.gs 


Method 


GEN SCAN 






otart 


4235 


End 


7713 






P T 


none 


Score 


.75 




i 


-» s~\ ir\ 

i_xons 


4235.. 5440, 5903.. 6026, 6028 


..6262, 6337. .6487, 


7035. .7246, " 


1 




7563. .7713 








& ■ 

3 


oeq. no. 


55815 


Seq. ID 


OJ000313 


_29.0419.C13 




uene no . 


116915 


Strand 


+ 




_i 


Start 


4235 


End 


16886 






Name 


OJ000313 29.0419.C13.ol.tw 


Method 


TBLASTX: Wheat 






4267 


End 


11936 






P T 


none 


Score 


210 






Exons 


4267. .4464, 4268. .4465, 4471 


..4608, 4472. .4609, 


11605. .11637, 






11633. .11785, 117 41. .11842, 


11788. .11868, 11789. 


.11935, 






11810. .11935, 11823.. 11936 










oeq . no . 


55815 ' : " 


Seq. ID 


OJ000313_ 


_29.0419.C13 






116915 


Strand 


+ 






Start 


4235 


End 


16886 






Name 


OJ000313 29.0419.C13.ol.np 


Method 


AAT/NAP 






Start 


4271 


End 


16886 






GI 


7487976 


Score 


593 






Exons 


4271. .4495, 11810 .. 12518 , 16837. .16886 








GI Descrip. 


NPK1— related protein kinase 


homolog T26B15.7 - Arabidopsis 



thaliana gi | 3298539 | gb | AAC25933 . 1 | (AC004681) putative protein 
kinase [Arabidopsis thaliana] 



56364 



Seq. No. 55815 

Gene No. 116915 

Start 4235 

Name OJ000313_29 . 04 19 .C13 . ol . tc 

.Start 4322 

GI none 
Exohs 



Seq. ID OJ000313_29.0419.C13 



Strand 
End 

Method 

End 

Score 



16886 

TBLASTX: Cress 

12349 

39 



4322. .4375, 4459. .4545, 4460. .4546/ 4546. .4737, 4547. .4708, 
4735. .5022, 4736. .5023, 11816. . 11872, 11821 .. 1184 4 , 
11873. . 12064, 11932. .12063, 12061 .. 12342 , 12062. .12349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55815 

116915 

4235 

OJ000313_29.0419.C13.ol.tm 
4451 
none 
4451. , 
4715. , 
11861. 
12184. 



4471, 
4855, 



4510.. 4716, 4512 
4832.. 4954, 4856 
12040, 11864. .12040, 12028 
12279, 12185. .12280 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4553, 4532. 
4954, 11788 
12213, 



OJ000313_29.0419.C13 

+ 

16886 

TBLASTX: Maize 
12280 
38 

4714, 4702. .4887, 
. 11862, 11837. . 11875, 
12041. . 12181, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55815 
116915 
4235 

OJ000313_29.0419.C13.ol.'ts 
4547 
none 
4547. 
4871. 

12190. .12354, 12197.. 12349 

55815 
116915 
4235 

O J 0 0 0 3 1 3_2 9-. 0 4 1 9 . C 1 3 . o 2 . t w 
5027 , ,.. 
none 



Seq. ; ID OJ000313_29.0419.C13 
Strand + 
End 16886- 
Method TBLASTX : Soybean 
End 12354 
Score 126 

4720, 4736. .4765, 4783. .4875, 4796. .4876, 4864. .5016, 
5023, 11840. .12049, 12062 12091, 12122 12214 , 



Seq. ID OJ000313_29.0419.C13 
Strand 
End 

Method 
End 
Score 

5027. .5107, 5029. .5103, 5066. .5107, 5067. .5147, 5109. .5228, 
5162. .5236, 5162. .5236, 12394 .. 124 17, 12395 .. 1242 1 , 
12487. .12558, 12488.. 12577 



+ 

16886 

TBLASTX: Wheat 

12577 

102 



Seq. No. 55815 

Gene No. 116915 

Start 4235 

Name . OJ000313_29 . 0419 .C13. o3 .gs 

Start 11573 

GI none 
Exons 



Seq. ID OJ000313_29.0419.C13 

Strand + 

End 16886 

Method GENSCAN 

End 14848 

Score .7 



11573. .12862, 14 500 .. 14 64 4 , 14682. .14848 



Seq. No. . 55816 

Gene No. 116916 

Start 1 - r ■ 

Name OJ000313_29 . 04 l3'/Cl4 : ol . np 

Start 1 

GI 7488217 
Exons 



Seq. ID OJ000313_29.0419.C14 

Strand ■+ 

End 4 694 

Method AAT/NAP 

End 4694 

Score 2161 



1..239, 669. .755, 854 .. 1066, 1439. .1676, 1728. .2712, 2758. .3410, 



56365 




3491. .3637, 3929. .4172, 4203. .4329, 4584. .4694 
GI Descrip. probable TMV resistance protein - Arabidopsis thaliana 

gi I 2244793 | emb | CAB10216 . 1 1 (Z97336) disease resistance N like 
protein [Arabidopsis thaliana] gi | 7268 142 | emb I CAB7847 9 . 1 | 
(AL161538) disease resistance N like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55816 

116916 

1 

OJ000313_29.0419.C14 .ol.gs 

323 

none 



Seq. ID OJ000313_29.0419.C14 

Strand + 

End 4694 

Method GENSCAN 

End 4384 

Score .97 



323. .412, 854. .970, 1347. .3410, 3491. .3637, 3929. ,4384 



55816 

116916 

1 

OJ000313_29.0419.C14 .ol.tc 

1665 

none 

1665. .1817, 1719. .1820, 1773, 
2037.. 2075, 2070.. 2237, 2193. 
2570.. 2686, 2571.. 2735 

55816 . '/~ 

116916 

1 

OJ000313_29.0419.C14.ol.tm 

1665 

none 

1665. .2246, 1670. .1774, 1686. 
2057. .2221, 2280.. 2423, 2282. 
2538. .2741, 2538. .2735, 2553. 



Seq. ID OJ000313_29.0419.C14 

Strand + 

End 4694 

Method TBLASTX : Cress 

End 2735 

Score 73 

.1946, 1875. .1955, 2001. .2141, 
,2639, 2201. .2638, ' 2544 . .2720,. 



Seq. ID OJ000313_29.0419.C14 

Strand + 

End 4694 

Method TBLASTX : Mai ze 

End . 2741 

Score 716 

.1913, 1818. .1955, 1841. .2248, 
.2359, 2325. .2480, 2517. .2615, 
.2735 



Seq. No. ' 55816 . 
Gene No. 116916 
Start ' 1 

Name OJ000313_29 . 04 19 . CI 4 . ol . ts 

Start 1719 
GI none 

Exons 1719.. 1916, 1725.. 1817, 1770. 

2042. .2236, 2091. .2216, 2274. 
2282. .2770 



Seq. ID OJ000313_29.0419.C14 
.Strand + 
End 4694 
Method TBLASTX : Soybean 
End 2771 
Score 164 

.1958, 1854. .1955, 2001. .2237, 
.2579, 2277. .2570, 2280. .2771, 



Seq. No. 55816 

Gene No. 116916 

Start 1 

Name OJ000313_29 . 04 19 . C14 . o2 . tm 

Start 2742 

GI none 
Exons 



Seq. ID OJ000313_29.0419.C14 

Strand + 

End 4694 

Method TBLASTX: Maize 

End 2953 

Score 336 



2742. .2951, 2742. .2942, 2744. .2953 



Seq. No. 55816 

Gene No. 116916 

Start 1 

Name OJ000313 29 . 04 19 . C14 . o2 . ts 



Seq. ID OJ000313_29.0419.C14 

Strand + 

End 4694 

Method TBLASTX: Soybean 



56366 



Start 
GI 

Exons 



2775 
none 

2775.. 2942, 2775.. 2942, 2777, 



End 3122 
Score 276 

.2968, 2798. .2944, 2964. .3122 



Seq. No. 55816 
Gene No.. 116916 
Start 1 

Name OJ000313_29 . 04 19 . C14 . o3 . tm 

Start 3075 
GI - none 

Exons 3075.. 3125, 3078.. 3125, 3120. 

3130. .3210, 3198. .324 5,. 324 8. 
3330.. 3434, 3484.. 3633, 3488. 



Seq. ID OJ000313_29.0419.C14 

Strand + 

End 4 694 

Method TBLASTX : Mai ze 

End 3635 

Score 54 

.3209, 3129.. 3209, 3130.. 3210, 
.3274, 3321. .3410, 3329. .3412, 
.3634, 3489. .3635 



Seq. No. 55817 Seq. ID 

Gene No. 116917 Strand 

Start 27 End 

Name OJ000313_29 . 04 19 . C15 . ol . gs Method 

Start 27 End 

GI none Score 

Exons 27.. 178, 415.. 439 



OJ000313_29.0419.C15 
439 

GENSCAN 

439. 

.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55818 Seq... ID 

116918 , Strand 

501 End 

OJ000313_2 9. 0419.C16.bl.gs Method 

501 End 

none Score 



OJ000313_29.0419.C16 
+ 

1128 
GENSCAN 
1128 
.63 



501. .550, 654. .750, 848. .944, 977. .1128 



55819 Seq. ID 

116919 Strand 

1145 End 
OJ000313_2 9. 0419.C17.ol.gs Method 

1145 End 

none Score 
1145. .1361 



OJ000313_29.0419.C17 
+ 

4475 
GENSCAN 
1361 
.91 



Seq. No. 55819 

Gene No. 116919 

Start 1145 

Name OJ000313_2 9. 0419.C17 .ol .np 

Start 1145 

GI 4680190 

Exons 1145.. 1369, 1765.. 1935, 4452. 
GI Descrip. 



Seq. ID OJ000313_29.0419.C17 

Strand + 

End 4475 

Method AAT/NAP 

End 4475 

Score 111 
.4475 



(AF111710) putative dnaJ-like protein [Oryza sativa subsp. 
indica] 



Seq. No. 55819 Seq. ID 

Gene No. 116919 Strand 

Start 1145 End 

Name OJ000313_29 . 04 19 . C17 . o2 . gs Method 

Start 2615 t End 

GI'- none Score 

Exons 2615. .2923 ' 



OJ000313_29.0419.C17 
+ 

4475 
GENSCAN 
2923 
.74 



Seq. No. 



55819 



Seq. ID OJ000313_29.0419.C17 



56367 




Gene No. 


116919 




Strand 


+ 




1 1 A^ 
± L f± D 




Hi 1 1 \JL- 


4 4 75 


Name 


UuUUU j1 J Z j , 1" . ^1 ' . 


. gs 






C 4 1 v- f- 


A 1 T ft 
fl X X 0 








bl 


none 




Score 




Exons 


/111ft 4 9 ^ 9 
4 X X 0 . . ft Z 

> • ■ • 








Seq. No. 


c coon 




Seq. ID 


OJ000313_29.0419.C18 


bene wo . 


i i coon 




Strand 




Start 


1 




End 


3105" 


Name 


OJ000313 29.0419.C18.ol 


.gp 


Method 


AAT/GAP 


Of 3 v+- 

b L.arr 


1 




End 


1274 


bl 


4591 1.R1084 




Score 


1548 


Exons 


1..289, 382. .456, 607.. 


1010, 


1235. .1274 


GI Descrip. 


'4567283/gb|AAD23696. 1 i 


AC006841 24 l.Oe 


-35 (AC006841) unknown 




protein [Arabidopsis thaliana] 1 




beg . no . 


55820 




Seq". ID 


OJ000313_29.0419.C18 


Gene No . 


116920 




Strand 




btart 


1 




End 


3105 


Name 


OJ000313 29.0419.C18.ol 


. tm 


Method 


TBLASTX: Maize 


btart 


245 




End 


3103 


bl 


none 




Score 


82 


Exons 


245. .292, 379. .462, 382 


. .462, 


599. .817, 


607. .876, 608. .82-9, 




797. .1012, 808. .1011, 8 


66. .1012, 1209. . 


1346, 1219. .1-344, 




1221. .1346, 1705. .1821, 


1706. 


.1822, 1709. .1822, 1914. .2018, 




1919. .2026, 1922. .2020, 


2180. 


.2248, 2181. .2249, 2182. .2250, 




2243.. 2278, 2246.. 2281, 


2325. 


.2480, 2364. .2414, 2365. .2415,- 




2539. .2655, 2540. .2644, 


2541. 


.2657, 2752. .2823, 2753. .2830, 




2754. .2831, 2754. .2834, 


2755. 


.2832, 2916. .3101, 2918. .3103, 




2919. .3101 








Seq. No. 


55820 




Seq. ID 


OJ000313_29.0419.C18 


Gene No. 


116920 




Strand" 




b xzarr 


1 




End • 


3105 


Name 


OJ000313 29.0419.C18.o2 


. tc 


Method 


TBLASTX: Cress 


btiart 


328. 




End-.*,. . 


775 - 


bl 


none 




Score 


58 


Exons 


328. .477, 397. .462, 607 


. .774, 


608 . .775 




beq. no. 


55820 




Seq. ID 


OJ000313_29.0419.C18 


Gene No . 


116920 




Strand 




Cf 3 V--I- 

O tul L 


1 




End 


3105 


Name 


OJ000313 29.0419.C18.ol 


.np 


Method 


AAT/NAP 


Start 


343 




End 


3105 


C T 
b± 


4567283 




Score 


939 


Exons 


343. .456, 607. .1010, 1214. .1362, 1745. . 


1818, 1915. .2017, 




2180. .2279, 2362. .2411, 


2542. 


.2643, 2753. .2830, 2918. .3105 


GI Descrip . 


(AC006841) putative phosphatidyl inositol /phosphatidylcholine 




transfer protein [Arabidopsis 


thaliana] 




Seq. No. 


55820 




Seq. ID 


OJ000313_29.0419.C18 


: Sene No. 


116920 




Strand 




Start f 


1 




End 


3105 


Name 


OJ000313 29.0419.C18.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


373 




End 


3103 


GI 


none 




Score 


59 



56368 



Exons 



373.-462, 400. .459, 599. .787, 607. .864, 608. .838, 1706. .1819, 
1748. .1906, 1916. .2026, 1917. .2018, 2174. .2281, 2177. .2281, 
2193. .2306, 2325. .2411, 2365. .2412, 2539 2655/ 2540 2644, 
2753. .2830, 2754. .2831, 2897. .3103, 2919. .3101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000313_29.0419.C18 
Strand 

End 3105 

Method GENSCAN 

End 3005 

: Score .84 

382. .522, 607. .1010, 1235. .1343, 1919. .2017, 2542. .2643, 
27S3..2877, 2918.. 3005 



-55820 
116920 
1 

OJ000313_2 9.0419.C18.ol.gs 
382 
none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55820 

116920 

1 

OJ000313_29. 0419.C18.ol.tc 

2177 

none 



Seq. ID OJ000313_29.0419.C18 
Strand 

End 3105 

Method TBLASTX : Cress 

End • 2830 

Score 72 



2177. .2215, 2204. .2281, 2205. .2312, 2365. .2412, 2539. .2655, 
2753. .2830 



Seq. No. 
*5 Gene No. 
H Start 
Name 
Start 
GI 

Exons 



r r a 

ru 



FLJ 

£ Seq. No. 
O . Gene No. 
Start 
Name 
Start 
W GI 
tl Exons 
O GI Descrip. 



55820 
116920 
1 - 

OJ000313_29.0419.C18.ol.tw 

2363 

none 



Seq. ID OJ000313_29.0419.C18 
Strand 

End 3105 

Method TBLASTX : Wheat 

End 3103 

Score 67 



2363. .2410, 23.63. .2404, 2364. .2411, 2365. .2412, 2539. .2655, 
2540.. 2644, 2752.. 2826, 2753. .2830, 2754.. 2831, 2894.. 3103, 
2914. .3039, 2919. .3095 



55820 ' 
116920 
1 

OJ000313_29.0419.C18.o2.gp 
2558 

24125 1.R1084 



Seq. ID OJ000313_29.0419.C18 
Strand 

End 3105 

Method AAT/GAP 

End 3105 

_ Score 648 

2558. .2643, 2753. .2830, 2918. .3105 

'4914429/emb|CAB43632.1| 1.0e-118 (AL050351) SEC14-like protein 
[Arabidopsis thaliana] ' 



Seq. No. 


55820 








Seq. ID 


OJ000313_29.0419 


.C18 


Gene No. 


■ 116920 








Strand 






Start 


1 








End 


3105 




Name 


OJ000313 29. 


0419, 


,C18.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


2945 








End • 


3103 




GI 


- none 








Score 


98 




Exons 


2945. .3103, 


2949, 


. .3101 










Seq. No. 


55821 








Seq. ID 


OJ000313_29.0419 


.C19 


Gene No. 


116921 








Strand 






Start 


1 








End 


4634 




Name 


OJ000313 29. 


0419. 


.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1635 




GI 


7487350 








Score 


407 





56369 



Exons 1..172, 490.. 781, 1602.. 1635 

GI Descrip. hypothetical protein T22F8.70 - Arabidopsis thaliana 

gi|4914429|emb|CAB43632.1| (AL050351) SEC14-like protein 
[Arabidopsis thaliana] gi | 7270900 | emb | CAB80580 . 1 | (AL161594) 
SEC14-like protein .[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55821 

116921 

1 

OJ000313_29.0419.C19.ol.ts 
53 

none 



Seq; ID OJ000313_29.0419.C19 

Strand - 

End 4 634 

Method TBLASTX : Soybean 

End 1635 : 

Score 114 

53. .175, 79. .174, 485. .565, 486. .605, 619. .699, 621. .800, 
667.. 780, 1600.. 1635 



Seq. No. 55821 

Gene No. - 116921 

Start 1 

Name ' OJ000313_29 . 04 19 . C19 . ol . gp 

Start 64 

GI 24125_1.R1084 

Exons 64. .172, 490. .781, 1602. .1700 

GI Descrip. ' 4 914 429/emb | CAB4 3632 . 1 | 1.0e-118 (AL050351) SEC14-like protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000313_29.0419.C19 

Strand - ■ 

End 4634 

Method AAT/GAP 

End ' 1700 

Score 864 



Seq. No. 55821 

Gene No. 116921 

Start 1 

Name OJ000313_29 . 0419 . C19 . ol . tm 

Start 72 

GI none 
Exons 



Seq. ID OJ000313_29.0419.C19 
Strand 

End 4 634 

Method TBLASTX : Mai ze 

End 1704 

Score 93 



72. .173, 74. .181, 74 . . 172 , ■ 7 6 . . 174 , 486. .800, 489. .800, 
1586. .1675, 1600. .1635, 1602. .1673, 1603. .1704 



Seq. No. 55821 

Gene No. 116921 

Start 1 

Name OJ000313_29 . 0419 . C19 . ol . gs 

Start 76 

GI none 
Exons 



Seq. ID OJ000313_29.0419.C19 
Strand 

End 1 4 634 - 

Method GENSCAN 

End 4 634 

Score .54 



76. .172, 490. .781, 834. .902, 1602. .1681, 1864. .2029, 2062. .2251, 
4221. .4356, 4600. .4634 



Seq. No. 55821 

Gene No. 116921 

Start 1 

Name OJ000313_29 . 04 19 . C19 . ol . tc 

Start 109 

GI none 
Exons 



Seq. ID OJ000313_29.0419.C19 
Strand 

End 4 634 

Method . TBLASTX : Cress 

End 1635 

Score 68 



109. .171, 109. .174, 486. .605, 492. .605, 621. .692, 678. .800, 
685. .780, 1600. .1635 



Seq. No. 55822 

Gene No. 116922 

Start 648 

Name OJ000313_29 . 04 19 . C20 . ol . gs 

Start 648 



Seq. ID OJ000313_29.0419.C20 
Strand 

End 1271 

Method GENSCAN 

End 1271 



56370 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

648. .715, 720. .1271 

55823 
116923 
1 

OJ000313_29. 0419.C21.ol.np 

1 

4680190 



Score 



.4 



Seq. ID OJ000313_29.0419.C21 

Strand + 

End 4 029 

Method AAT/NAP 

End' 4 02 9 

Score 338 

1..23, 228. .427, 599- -819., 908. .1016, 4006. .4029 

(AF111710) putative dnaJ-like protein [Oryza sativa subsp. 
indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
[-3 Start 

Name 
it Start 
l\\ GI 
\ LI Exons 

f "| Seq. No. 

Gene No. 
li- Start 
= Name 
s Start- 

C3 GI 

vf . Exons 

i2 GI Descrip. 

'^3 Seq. No. 
ij Gene No. 
O Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI -Descrip. 



55823 
116923 
1 

OJ000313_29.0419.C21.ol.gs 
211 
none 

211.. 427, 599.. 791, 886. .-1049 

55823 
116924 
399.7 ' 

OJ000313_29. 0419.C21.o2.gs 
3997 
none ■ 

3997. .4842, 4940. .5449 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_29.0419.C21 
+ 

4029 
GENSCAN 
1049 
.9 



OJ000313_29.0419.C21 
+ 

.5449 ■ 
GENSCAN " "' 

5449 
. 63 



Seq. ID OJ000313_29.0419.C21 



55823 
116925- 
11011 

OJ000313_29. 0419.C21.o5. np 
11011 
4680182 
11011. .13223 

(AF111709) unknown [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

13223 
AAT/NAP 
13223 
3840 



55823 
116926 
17817 

OJ000313_2 9. 0419.C21.o6.np 
17817 
4680186 

17817. .17886-, 18 121 .. 18260, 
(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000313_2'9~ 0419.C21 

Strand + 
End 18535 

Method AAT/NAP 
. End 18535 

Score . 542 
18349. .18535 



55823 
116927 
3717 

OJ000313_2 9.0419.C21.o2.np 
3717 
4680184 
3717. .5639 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313 29.0419.C21 



5639 
AAT/NAP 
5639 
3020 



Seq. No. 



55823 



Seq. ID OJ000313_29.0419.C21 



56371 




Gene No; 


116928 


Strand 








Start 


7636 


End 


7926 






Name 


OJ000313 29.0419.C21.o3.np 


Method 


7\ 7\ T / KT Zi D 






o tar l 


6902 


End 


/ / 1Z 






P T 
ol 


4680186 


Score 


J3Z 






Exons 


6902. .7076, 7578. .7712 










T r*\ /~\ ei r* v* i 

ol UcSCiip . 


(AF111709) unknown [Oryza sativa subsp. 


lnaicaj 






Seq. No. 


55823- 


Seq. ID 


OJ000313_29, 


.0419 


.C21 


Gene No. 


116928 


Strand 








Q-t- -a v--j- 
OLaiL 




Eino. 


7 QO £ 
/ y Z D 






Name 


OJ000313 29.0419.C21.o3.gs 


Method 










7636 


End 








PT 


none 


Score 








Exons 


7636. .7724, 7866. .7926 










Oeq . LNO . 


55823 


Seq. ID 


piTonn^i^ OQ 
uu uuuji j , 


. u Q i y 


P9 1 
. Lil 


Gene No. 


116929 


Strand 








Start 


y loo 


bna 


9244 






Name 


OJ000313 29.0419.C21.o4 . np 


Method 








otart 


9168 


End 


QO A A 

yZ 4 h 






PT 


5852084 


Score 


7 7 






Exons 


9168. .9244 










GI Descrip . 


(AL117264) zwh0007.1 [Oryza 


sativa] 








Seq. No. 


55823 


Seq. ID 


OJ000313_29. 


.041^ 


.C21 


Gene No. 


i loyou 


Strand 








otart 


11038 


End 


11493 






Name 


OJ000313 29.0419.C21.ol.tc 


Method 


TBLASTX: Cress 




otart 


11038 


End 


11391 






PT 


none 


Score 


116 






Exons 


11038. .11241, 11302. .11391 










Seq. No. 


55823 


Seq. ID 


OJ000313_29, 


,0419 


,C21 


Gene No. 


116930 


Strand 










11038" 


End 


11493 






Name 


OJ000313 29.0419.C21.ol.tm 


Method 


TBLASTX: Maize 




otart 


11116 


End 


11493 






PT 

ol 


none 


Score 


77 






LjXons 


11116. .11208, 11290. .114 93 












55824 


Seq. ID 


OJ000313_29, 


,0419 


poo 
. K^ZZ 


Gene No. 


116931 


Strand 


+ 






Start 


1 


End 


1069 






Name 


OJ000313 29.0419.C22.ol.np 


Method 


AAT/NAP 






o tar u 


1 


End 


1069 






PT 


4680186 


Score 


465 






Exons 


1. .34, 154. .310, 913.". 1069 










ui uescrip ■ 


(AF111709) unknown [Oryza sativa subsp. 


indica] 








55824 


Seq. ID 


OJ000313_29. 


0419 


COO 
• \^Z.Z. 


Gene No. 


116931 


Strand 


+ 






Start 


1 


End ^ 


1069 






Name 


OJ000313 29.0419.C22.ol.gs 


Method 


GENSCAN 






Start 


154 


End 


700 






GI 


none 


Score 


.69 






Exons 


154. .310, 594. .700 











56372 



Seq. No. 


55825 


Seq. ID 


OJ000323_25. 


0420 


.C4 




1 1 6Q^9 
x x o y o£. 


Of r^nH 








C f a f 


4 "37 


FnH 


7Dfi 
/ u 0 






N3IUS 






PFN^PAN 






OLdlL 


4^7 ~~ 


FnH " 


7Dft 

f \J o 








r> (~\ r-\ & 




5^ 






IT" v /~\ r™i c? 


4^7 5^4 5ftfi 7DP 

4 J / . • JJ4 / JO U . . / U O 










Seq. No. 


55826 


Seq. ID 


OJ000323_25. 


0420 


.C6 






Of r a nr J 
Oil ClilVU 








Qf a r-f 


597 




571 

*J / X 






N3.ITIS 


runnn^9? 95 n49n pfi r»i n-^ 




\J Cj IN O ^rtLN 






jlal L 


597 _ 


FnH 


571 






P T 


none 


OL> tJ-L c 


4 4 






Exons 


597 571 










Seq. No. 


55827 


Seq. ID 


OJ000323_25. 


0420 


.C10 


bene lno . 


1 1 fiQ^4 


c f- i-anH 


+ • 






otaiL 


19 4 4 




1 fifi9 

X D D 






Name 


n.Tnnn^9? 95 0d9n pin oi nn 


Mo hhnH 
Lit: L. ilwLl 


AAT /PtAP 






Of a v+- 

o L. air U 


1 9 4 4 ~~ 


FnH 


1 fi^9 






P T 


none 


Score 


fi9 4 






Exons* 


1944 145R 1 5"30 1 fi£9 
X Z 4 fl . . X ft D O , IjjU. . iOD^ 










Seq. No. 


55827 


Seq. ID 


OJ000323_25. 


0420 


.CIO 


Gene No. 


116935 


Strand 








Of o r-f- 


23 


End 


1 Q9 5 






Name 


OJ000323 25.0420.C10.ol.np 


Method 


Art. I / INiriir 






C +- o >- f 


23 


End 


1 Q 9 5 
x Z O 






PT 


6539571 


Score 


i nn 

X u u 






Exons 


23. .107, 895. .1016, 1902.. 


1925 








ox uescxxp. 


(AP000836) hypothetical protein [Oryza 


C 2 f "! TT3 1 

bdllva J 






Seq. No. 


55827 


Seq. ID 


OJ000323_25. 


0420 


.CIO 


P O O \7 /"V 


116935 ' 


Strand 








Cf a »-f 


23 


End 


1 Q95 
x y z. *j 






Name 


OJ000323 25.0420.C10.ol;.gs 


Method 








O +- -a yf 


873 


End 


1 5RR 






pT 


none 


Score 


56 








873. .1051, 1342. .1588 










Seq. No. 


55828 


Seq. ID 


OJ000323_25. 


0420 


.Cll 


Gene No. 


116936 


Strand 








Cf a yf 


1 


End 


1615 






Name 


OJ000323 25.0420.Cll.ol.np 


Method 


AAT/NAP 








1 


End 


1615 






p T 
oX 


4234953 


Score 


153 






IT 1 v An o 


1..23, 1196. .1615 










vji uescrip. 


(AF098970) NBS-LRR-like protein cD7 [Phaseolus vulgaris 


J 


Seq. No. 


55828 


Seq. ID 


OJ000323_25. 


0420 


.Cll 


Gene No. 


116936 


Strand 








Start 


1 


End 


1615 






Name 


OJ000323 25.0420.Cll.ol.gs 


Method 


GENSCAN 






Start 


720 


End 


1523 






GI 


none 


Score 


.53 







5637 3 



Exons 


720. .824, 104b. .11/4 


1 O "7 f 

, 12 7 6.. 


1523 




Seq. No. 


55829 




Seq. ID 


0 JO 0-0 3 2 3^2 5. 04-2 


Gene No. 


116937 




Strand 


+ 


Start 


„ 8 9 




End 


24 6 


Name 


-OJ00.0323 25.0420.C12 


. ol . gs 


Method 


/— * nil fl TV VT 

GENSCAN 


Start 


89 




End 


24 6 


GI 


none 




Score 


A O 

. 42 


Exgns 


8 9. .246 








Seq. No. 


55830 




Seq. ID 


OJ000323 25.042 


Gene No. 


116938 




Strand 


+ 


Start 


1 




End 


737 


Name 


OJ000323 25.0420.C14 


.ol .np 


Method 


AAT/NAP 


Start 


1 




End 


737 


GI 


2388577 




Score 


640 


Exons 


1. .737 








GI Descrip. 


(AC000098) Similar to Arabidopsis putative ion-channel 




PID:g2262157 (gb | AC002329) . 


[Arabidopsis thaliana] 


Seq. No. 


55830 




Seq. ID 


OJ000323__25.042 


Gene No. 


116938 




Strand 


+ 


Start 


1 




End 


737 


Name 


OJ000323 25.0420.C14 


. ol . tc - 


Method 


TBLASTX: Cress 


Start 


2 




End 


721 


GI 


none 




Score 


43 


Exons 


2. .37, 95. .292, 112. 


.273, 119. .274, 302. .721 


Seq. No. 


55830 




Seq. ID 


OJ000323_25.042 


Gene No. 


.116938 




Strand 


+ 


Start 


1 




End 


7 37 


Name 


OJ000323 25.0420.C14 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2 




End 


304 


GI 


none 




Score 


200 


Exons 


2. .304, 7. .270 








Seq. No. 


55830 ■ , 




Seq. ID 


OJ000323_25.042 


Gene No. 


116938 




Strand 


+ 


Start 


1 




End 


737 


Name 


OJ000323 25.0420.C14 


. ol . gp 


Method 


AAT/GAP 


Start 


28 




End 


225 


GI 


none 




Score 


328 


Exons 


28. .225 








Seq. No. 


55830 




Seq. ID 


OJ000323_25.042 


Gene No. . 


116938 ' 




Strand 


+ 


Start 


1 




End 


737 - 


Name 


OJ000323 25.0420.C14 


.ol. ts 


Method 


TBLASTX : Soybean 


Start 


311 




End 


709 


GI 


none 




Score 


68 


Exons 


311. .394, 313. .384, 


401. .709 


, 436. .702 




Seq. No. 


55830 




Seq. ID 


OJ000323_25.042 


Gene No. 


. 116938 




Strand 


+ 


Start 


1 




End 


737 


Name 


OJ000323 25.0420.C14 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


323 




End 


658 



56374 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 67 

323.-397, 407. .658, '410. .493, 436. .651 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000323_25.0420.C16 
+ 

2394 
AAT/NAP 
2394 
27 



55831 Seq. ID 

116939 Strand 
1 End 
OJ000323_25.0420.C16.ol.np Method 
1 End 
7228445 Score. 
1..42, 515. .616, 2334. .2394 

(AP001366) Similar to Arabidopsis thaliana chromosome 1 YAC 
YUP8H12R sequence, C2-HC type zinc finqer protein C.e-MyTl. 
(AC002986) [Oryza sativa] gi | 722844 9 | dbj | BAA92409 . 1 | (AP001366) 
Similar to Arabidopsis thaliana chromosome 1 YAC YUP8H12R 
sequence, C2-HC type zinc finger protein C.e-MyTl. (AC002986) 
[Oryza sativa] 



55831 Seq. ID 

116940 ■ Strand 

928 End 
OJ000323_25 . 0420 . C16 . ol . gs Method 

928 End 

none Score 

928..1041, 1127. .1446 



OJ000323_25.0420.C16 

1446 
GENSCAN 
1446 
.88 ■ 



55832 • 
116941 
278 

OJ000323_25.0420.C17.ol.gp 
278 

381JL.R1084 

278. .345, 1497. .1676, 1864 



OJ000323_25.0420.C17 
+ 

2341 
AAT/GAP 
2341 
1116 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1938, 2039.. 2341 
T 2500380/sp|Q96499|RL44_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4 923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium. hirsutum] 1 



Seq. No. 


55832 


Seq. ID 


OJ000323_25 


.0420 


.C17 


Gene No. 


116941 


Strand 


+ 






Start 


278 


End 


2341 






Name 


OJ000323 25.0420.C17 


. ol.gs Method 


GENSCAN 






Start 


343 


End 


2098 






GI 


none 


Score 


.92 






Exons 


343. .407, 931. .1060, 


1497. .1676, 1864. 


.1938,- 2039. 


2098 




Seq. .No. 


55832 


Seq. ID 


OJ000323_25 


0420 


,C17 


Gene No. 


116942 


Strand 


+ 






Start 


7348 


End 


7807 






Name 


OJ000323 25.0420.C17 


. o5.gp Method 


AAT/GAP 






Start 


7348 


End 


7807 






GI 


381 1.R1084 


Score 


557 







Exons 7348.. 7432, 7529.. 7807 

GI Descrip. ' 2500380/sp | Q964 99 | RL4 4_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4 923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 



56375 



[Gossypium hirsutum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55832 

116942 

7348 

OJ000323_25. 
7350 

381__1.R1084 
7350. .7432, 



0420.C17.o4.gp 



7529. .7802 



Seq. ID 

Strand 

End 

Method 
End 
, Score 



OJ000323_ 
+ 

7807 
AAT/GAP 
7802 
579 



25.0420.C17 



? 2500380/sp|Q96499 |RL44_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein \L44 isoform b 
[Gossypium hirsutum] 1 



55832 . Seq. ID OJ000323 

116943 Strand + 

10604 End 13307 

OJ000323_25.0420.C17.o4 . gs Method GENSCAN 

10604'"', - End 13095 

none Score .57 

10604. .10718, 11416. . 11555, 

12863. .12937, 13036. . 13095 



25.0420.C17 



11957. .12073, 12486. .12665, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55832 
116943 .- 
10604 

OJ000323_25.0420.C17.o3.np 

12483 

2500380 

12483. .12665, 12863. .12937, 



"Seq. ID 
Strand 
End 

Method 
End 
Score 
13036.. 13092 

60S RIBOSOMAL PROTEIN L44 gi | 2 1 1 9128 | pir | | JC4 923 ribosomal 
protein RL44 - upland cotton gi 11553129 (U64677) ribosomal 
protein L44 isoform a [Gossypium hirsutum] gi | 1553131 (U64678) 
ribosomal protein L44 isoform b [Gossypium hirsutum] 



OJ000323_25.0420.C17 
+ 

13307 
AAT/NAP 
130-92 
483 



55832. 
116943 
10604 

OJ000323_25.0420.C17.o6.gp 
12486 

381 1.R1084 



OJ00032'3_25 . 0420 . C17 
+ 

13307 
AAT/GAP 
13110 
565 



Seq. _ ID 
Strand 
End 

Method 
End 

_ Score 
12486. .12665,. 128 63 .. 12 937 , 13036.. 13110 

T 2500380/sp|Q96499|RL44_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64 677) ribosomal protein L4 4 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b . 
[Gossypium hirsutum] 1 



55832 

116943 

10604 

OJ000323_25.0420.C17.o7.gp 
12565 

381_1.R1084 

12565. .12665, 128 63 .. 12937 , 



Seq. ID OJ000323_25.0420.C17 

Strand + 

End 13307 

Method AAT/GAP 

End 13307 

Score 740 
13036. .13307 



'2500380/sp|Q96499|RL44 GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 



56376 



L J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 



>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein- L4 4 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] f 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



OJ000323 25.0420.C17 



55832 
116944 
4062 

OJ000323_25.0420.C17.o2.gp 
4062 

2214_1.R1084 

4062.. 4321, 4429.. 4642, 5016, 
f 2997591 1.0e-68 (AF020814) 

glucose- 6-phosphate /phosphate- trans locator precursor [Pi sum 
sativum] T 



7284 
AAT/GAP 
5566 
1399 



,5238, 5515.. 5566 



55832 

116944 

4062 

OJ000323__25.0420.C17.o2.gs 

4164 

none 

4164. .4169, 
7135. .7284 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_25.0420.C17 

7284 
GENSCAN 
7284 
.95 



4429. .4642, 5016. .5238, 5515. .5854, 5860. .6516, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55832 Seq. ID 

116944 Strand 

4062 End 
OJ000323_25 . 04 20 . C17 . ol . np Method 

4362 End 

7484980 Score 

4362. .4642, 5016. .5238, 5515. .5740, 



OJ000323_25.0420.C17 

7284 
AAT/NAP 
6354 
1271 
5860. . 6354 



glucose-6-phosphate/phosphate translocator precursor - 
Arabidopsis thaliana gi | 3367515 | gb | AAC28500 . 1 | (AC004392) 
Similar to glucose-6-phosphate/phosphate-translocator (GPT) 
gb|AF020814 from Pisum sativum. [Arabidopsis tHaliana] 



55832 Seq. ID 

116944 Strand 

4062 End 
OJ000323_25 . 0420 . C17 . o3 . gp Method 

6160 End 

none Score 
6160. . 6485 



OJ000323_25.0420.C17 

7284 
AAT/GAP 
6485 
612 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 25.0420.C17 



Seq. No. 55832 
Gene No. 116945 
Start 9190' 

Name OJ000'323_25 . 04 20 . C17 . o2 . tc 

Start 1496 
GI none 

Exons 1496.. 1675, 1497.. 1676, 1540 

2033.. 2098, 2037.. 2102, 2037 
7357. .7449, 7505. .7588, 7527 
7528. .7587, 12485. .12664, 124 86. .12665, 12529. .12666, 
128 60. .1294 9, 128 62. .12936, 13012. .13098, 13034. .13102, 
13035. .13094 



13108 

TBLASTX: Cress 
13102 
320 

.1677, 1861. .1950, 1863. 
.2096, 2038.. 2103, 7355. 
.7592, 7527.. 7586, 7528. 



1937, 
7432, 
7593, 



56377 



Seq. No. 55832 
Gene No. 116945 
Start 9190 

Name OJ000323_25 . 0420 . C17 . o2 . ts 

Start 1496 
GI none 
Exons 1496. , 

2027. . 

7505. . 

12538, 

13035. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_25.0420.C17 
13108 

TBLASTX : Soybean 

13095 

319 



1675, 1497. .1676/ 1549. .1677, 1861 .. 1950, ■ 1863 1937, 
2128, 2037. .2096, -7355. .7432,. 7357..... 74 4 9, 7357.. 7449, 
7618, 7528. .7587, 1247 6 .. 12664 , 12486 .. 12665 , 
.12666, 12860. .12949, 12862 12936, 13012 .. 130 95, - 
.13094 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55832 
116945 
9190 

OJ000323_25.0420.C17.o2.tw 
1496 



none 
1496. . 
1863. . 
7357. , 
12529. 
13012. 



Seq. ID OJ000323_25.0420.C17 
Strand 

End 13108 
Method TBLASTX : Wheat 
End 13108 
Score ' 326 

1677, 1549.. 1677, 1861.. 1950, 
2096, 7355.. 7432, 7357.. 7449, 
7587, 12485. .12664, 124 8 6 .. 12665, 
12666, 12538. .12666, 12860 .. 12949, 12862 .. 12936, 
13095, 13034... 131GB, 13035, -.13094 



1675, 1497.. 1676, 1540 
1937, 2030.. 2101, 2037 
7449, 7505.. 7591, 7528 



Seq. No. 55832 
Gene No. 116945 
Start 9190 

Name OJ000323_25 . 0420 . C17 . o2 . tm 

Start 1496 
GI none 
Exons 1496., 

1863. . 

7357. . 

12486. 

12862. 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



OJ000323_25.0420.C17 
13108 

TBLASTX: Maize 

13097 

329 



1675, 1497. .1676, 1540 
1952, 1863.. 1937, 2027 
7449, 7357. .7449, 7505 



1677, 1549. .1680, 1861. .1950, 
2143, 2037. .2096, 7355. .7432, 
7726, 7S28..7587, 12485 .. 12664 
12665,. 12529. .12666, 12538 .. 12669, 12860 .. 12949, 
12936, 13012. .13095, 13035 .. 13097 , 13035. .13094 



Seq. No. 55832 

Gene No. 116945 

Start 9190 

Name OJ000323_25 . 0420 . C17 . ol . tm 

Start 4425 

GI none 

Exons 4425.. 4511,. 4429.. 4 641, 
5015.. 5239, 5511.. 5741, 



Seq. ID OJ000323_25.-0420.C17 
Strand 

End .13108 
Method TBLASTX : Mai ze 
End 60 66 

Score 48 
4 430. .4 642, 4587. .4 643, 5013. .524 0, 
5513. .5740, 5857. .6066, 5858. .6064 



Seq. No. 55832 

Gene No. 116945 

Start 9190 

Name OJ000323_25 . 0420 . C17 . ol . ts 

Start 4429 

GI none 

Exons 4429. .4650, 4442.. 4651, 5010. 

5513. .5740, 5514. .5741, 5857. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 25.0420.C17 



13108 

TBLASTX : Soybean 
6066 
247 

5240, 5015. .5239, 5513. .5674, 
6066, 5858. .6064 



Seq. No. 
Gene No. 



55832 
116945 



Seq. ID 
Strand 



OJ000323 25.0420.C17 



56378 




O L Q l L 


Ql QO 










1 nR 
UlUO 


Name 


UUUUUjZj i j 




PI 7 

bl / . Oj 


. lC . 




rpDT 7\ C TV • P v-ei c o 


Q+- a t-+- 
OLdl U 


4 4 9 Q ~ 










A £ SO 
4DJU 




none 








Score 


1 1 fi 


Exons 


//oq 4 RO 


44^0 


4 694 








O S q . IN O • 


c, c p 0 9 
JJOJ6 








Seq. ,ID 


OJ000323_25.0420.C17 


Gene No. 


116945 








Strand 




Start 


9190 








End 


13108 


Name . 


n,Tnnn^9 ^ 9 r 

UuUuU J j£ J 


OA 90 


Ul / .ox 


■ LL 


Method 


TBLASTX: Cress 


otari. 


jIjO 


- 






End 


6066 


CXI 


none 








Score 


127 


TP v r\ t~\ a 


R1 ^.fi R940 


SI *3R 


S9 ^Q 


1 

J Oil • 


.5741, 5513. .5740, 5857. .6066, 




6064 

JOJO • . 0U04 












Qcn NT r\ 
O64. IN O . 


J Jo 








Seq. ID 


OJ000323_25.0420.C17 


Gene No. 


116945 








Strand 




Start 


9190 








End 


13108 ■ 


Name 


o.tooo^9 ^. 9 s 


. U4 ZU ■ 


n 7 n1 

u X / ■ kJ X 


. LW 


Method 


TBLASTX: Wheat 


Olal L 


SI QO ~~ 








End 


6058 


pr 

V?X 


none 








Score 


84 




SI QO S 9 4 0 


SI QO 

Ji"U . 


S9 ^.7 

• JZ J 1 > 


SS1 1 


.5741, 5513. .5740, 5857. .6057, 




JO JO • 1 OU JO 












Seq. No. 


55832 








- Seq. .ID 


ATnnn'39'3 or n / on pit 
UJUUUjz j zj . U4ZU .bl / 


Gene No. 


116945 








Strand 




Q+- a -r +- 
OlalL 


Ql QO 








End r 


1 ns 

1 JlUO 


Name 


UJUUUJZJ zo 


n a 0 n 


bl / . O J 


. gs 


Method ' 


GENSCAN 




Ql QO 








End 


9422 


PT 


none 








Score 


.77 


Exons 


qi an Q9 9 9 


Q97Q 


Q4 9 9 
. !?t ZZ 








Seq. No. 


55833 








Seq. ID 


OJ000323_25.0420.C18 


Gene No. 


116946 








Strand 


+ 


OLalL 


150 








End 


2592 


Name 


OJ000323 25 


.0420. 


C18.01 


.gs 


Method 


GENSCAN 


O Ud X L 


150 








End 


2533 ; i 


PT 


none 








Score 


. 69 


JjAUUo 


150. .261, 321. .506, 1873. .1989, 2404.. 


2533 


Seq. No. 


55833 








Seq. ID 


OJ000323_25.0420.C18 


Gene No. 


116946 








Strand 


+ 




150 








End 


2592 


Name 


OJ000323 25 


.0420. 


C18.01 


. tc 


Method 


TBLASTX: Cress 


u Ldl L 


2367 








End 


2592 




none 








Score 


137 


F vrin q 


2367... .2591, 


2403. 


.2591, 


2404. 


.2592 




O ~ ^ • LN ^ . 


55833 








Seq. ID 


OJ000323_25.0420.C18 


Gene No. 


116946 








Strand 


+ 


Start 


150 








End 


2592 


Name 


OJ000323 25 


.0420. 


CI8.0I 


ts 


Method 


TBLASTX: Soybean 


Start 


2394 








End 


2592 


GI 


none 








Score 


144 


Exons 


2394 . .2591, 


2403. 


.2552, 


2404. 


.2592 





Seq. No. 55833 Seq. ID OJ000323_25 . 0420 . C18 



56379 



Gene No. 116946 ,: Strand + 

Start 150 End 2592 

Name OJ000323_25 . 0420 . C18 . ol . np Method AAT/NAP 

Start 2401 End 2592 

GI 2500380 Score 292 

Exons 24 01. .2592- 

GI Descrip. 60S RIBOSOMAL PROTEIN L44 gi | 2119128 | pir | IJC4923 ribosomal 
protein RL44 - upland cotton gi | 1553129 (U64677) ribosomal 
• protein L44 isoform a [Gossypium hirsutum] gi 11553131 (U64678] 
ribosomal protein L4 4 isoform b [Gossypium hirsutum] 



Seq. No. 55833 Seq. ID 

Gene No. 116946 Strand 

Start 150 End 

Name OJ000323_25 . 0420 . C18 . ol . tm Method 

Start 2403 End 

GI none Score 

Exons 2403. .2585, 2403. .2591, 2404. .2592 



OJ0O0323_25.0420.C18 

-f 

2592 

TBLASTX: Maize 

2592 

179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55833 Seq. ID 

116946 Strand 

150 End 
OJ000323_25.0420.C18 .ol.tw Method 

2403 End 

none Score 

24 03. .2591, 2403. .2591," 24 04 . .2592 



OJ000323_25.0420.C1£ 
+ 

2592 

. TBLASTX : Wheat 
2592 
. 218 



OJ000323_25.0420.C18 
+ 

2592 
AAT/GAP 
2592 
323 



55833 Seq: ID 

116946 Strand 
150 End 
OJ000323_25.0420.C18.ol.gp Method 
2404 End 
381JL.R1084 Score 
2404.. 2592 

'2500380/sp|Q96499|RL44_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir -JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 .isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b" 
[Gossypium hirsutum] 1 



Seq. No. 


55834 






Seq. ID 


OJ000323_25.0420 


Gene No. 


116947 






Strand 


+ 


Start 


1 






End 


725 


Name 


OJ000323 25 


.0420 


.C20.ol.np 


Method 


AAT/NAP 


Start 


1 






. End 


725 


GI 


5702196 






Score 


221 


Exons 


l..,725 










GI Descrip. 


(AF107293) 


rust 


resistance 


protein [Zea mays] 


Seq. No. 


55834 






Seq. ID 


OJ000323_25.0420 


Gene No. 


116948 






Strand 


+ 


Start 


628 






End 


725 


Name 


OJ000323 25 


.0420 


■C20.ol.ts 


Method 


TBLASTX: Soybean 


Start 


240 






End 


647 


GI 


none 






Score 


101 



Exons 



240. .353, 255. .338, 417. .647 



56380 



beq. iNo. 


jOO Dfi 


oeq. id 


C\ TC\C\C\ O 1 0 R 
UJUUUjZj ZD, 


. U 4 z u 


. bZ U 


bene ino . 


1 lO -/ fi O 


C f- *- -a nH 
u LI dllvj. 


+ _ 






Start 


628 


• End 


725 






Name 


OJ000323_25.0420.C20.ol.gp 


Method 


AAT/GAP 






btart 


bZ O 


JjilU 


725 






GI 


tilriofl / j-UUd rl-M-cll 


Score 


196 






Exons 


OQ TOE 

bzo . . / zo 










GI Descrip. 


i O O R Q o 1 n n Ha_1 i; / 7i TTfi n /l Q "7 Q 1 

zzdodi / / . ue - ij (Aruu^o/yj 


i resistance 


complex protein 


TOP 

1 Zb _ 




[ jjycopersicon escuientumj 










beq. jno . 


R RQ O R 

0 Do jj 


oeq . i u 


OJ000323_25. 


n a o n 
. U4 ZU 


CO! 
. bZ 1 


Gene No. 


116949 


Strand 


+ 






Start 


1 


End 


807 






Name 


ujuuujz j z d . u 4 z u . lz i . oi . np 


Method 


AAT/NAP 






bt art 


1 


End 


807 






bl 


i / uyzu 


Score 


83 






Exons 


1 . . o 4 / boo . . o U / 










oi ue scrip . 


liyiozDyoj riDosomai protein 


L41 [Candida maltosa] 






Seq. No. 


55835 


Seq. ID 


OJ000323 '25, 


,0420 


.C21 


Gene No. 


116950 


Strand 


- 






C -1 1 v-4- 

otart 




End 


611 






Name 


UJUUUjZ o ZD . U<IZU . LZ 1 . oi . gs 


Method 


GENSCAN 






Start 


O A Q 


. End 


611 






C T 

bl 


none 


Score 


.78 






Exons 












Seq. No. 


55836 


Seq. ID 


OJ000323_25, 


,0420 


.C22 


Gene No. 


116951 ' 


Strand 


+ 






Start 


a 

D 


End 


307 






Name 


UuUUUJZo zd . U4 zu . bzz . oi . gp 


Method 


AAT/GAP 






otart 


/- 
D 


End 


307 






bl 


none 


Score 


553 






Exons 












Seq. No. 


55836 


Seq. ID 


OJ000323_2.5. 


c\ a o n 
, U4 ZU 


.C22 


Gene No. 


116952 


Strand 








otdrt 


i o 


End 


285 






Name 


UJUUUdZd zd . U4 zu . bzz . oi . gs 


Method 


GENSCAN 






btart 


1 J 


End 


285 






C T 
bl 


none 


Score 


.55 






Exons 


1 "3 0 Q R 
1 J . . Zo J 










beq . iNO . 


DDo D / 


Seq. ID 


OJ000323__25. 


.0420 


CO A 
. bZ 4 


Gene No. 


116953 


Strand 








Start 


1 


End 


709 






Name 


HTfinn^oo or n /i o n no a nr^ 
ujuuudzd z d . u 4 z u . bz y . oi . np 


Method 


AAT/NAP 






Of -, vf 

bt art 


l 


End 


709 






C T 
bl 


D D U D Z D D 


Score 


239 






Exons 


i . . iou, z oo . . i u y 










GI Descrip. 


(AF1dooJ4) Vrgal [Triticum 


ventricosum] 








Seq. No. 


55837 .. 


Seq. ID 


OJ000323_25. 


0420 


.C24 


Gene No. 


116953 


Strand 








Start 


1 


End 


709 






Name 


OJ000323 25.0420.C24.ol.gs 


Method 


GENSCAN 






Start 


33 


End 


540 







56381 



• 



GI none 

Exons 33 . . 540 

Seq. No. 55838 

Gene No. 116954 

Start 60 

Name OJ000323_25 . 0420 . C25 . ol . gs 

Start' 60 

GI none 

Exons 60.. 888 



Score .52 



Seq. ID OJ000323_25.0420.C25 
Strand 

End 888 . 

Method GENSCAN 

End 888 - 

Score .55 



Seq. No. 55839 Seq. ID 

Gene No. 116955 Strand 

Start 423 End 

Name OJ000323_25 . 0420 . C27 . ol . np Method 

Start 423 End 

GI 7489501 . Score 

Exons 423. .826 

GI- Descrip. NBS-LRR type resistance protein.- rice (fragment) 

gii 2792220 | gb | AAB96985 . 1| (AF032688) NBS-LRR type resistance 
protein [Oryza sativa] 



OJ000323_25.0420.C27 
+ 

826 

AAT/NAP 

826 

131 



Seq. No. 55840 Seq. ID 

Gene No. 116956 Strand 

Start 276 End 

Name OJ000323_25v0420.C29.ol.gs Method 

Start 276 *' End 

GI none Score 

Exons 276.. 424, 650.. 730 



OJ000323_25 . 0420 . C29 

•+ 

730 

GENSCAN 

730 

.98 



Seq. No. 


55840 




Seq. ID 


OJ000323_25.0420.C29 


Gene No. 


116957 




Strand 




Start 


2193 




End 


4500 


Name 


OJ000323 25 


.0420 


.C29.o2.gs Method 


GENSCAN 


Start 


2193 




End 


4500 


GI 


none 




Score 


.76 


Exons 


2193. .2477, 


2512 


..2664, 3571. .3638, 4279. .4336, 4435. .4500 


Seq. No. 


55841 




Seq. ID 


OJ000323_25.0420.C34 


Gene No. 


116958 




Strand 


+ 


Start 


1 




End 


766 


Name 


OJ000323 25 


.0420 


.C34.ol.np Method 


AAT/NAP 


Start 


1 




End 


766 


GI 


5824341 




Score 


57 


Exons 


1..27, 200. 


.293, 


681. .766 




GI Descrip. 


(AJ238846) 


SGP1 monomeric G-protein [Arabidopsis thaliana] 


Seq. No. 


55841 




Seq. ID 


OJ000323_25.0420.C34 


Gene No. 


116958 




Strand 


-f 


Start 


1 




End 


766 


Name 


OJ000323 25 


.0420 


.C34.ol.gs Method 


GENSCAN 


Start 


206 




End 


289 


GI. 


none 




Score 


.92 


Exons 


206. .289 








Seq. No. 


55842 




Seq. ID 


OJ000323_25.0420.C36 


Gene No. 


116959 




Strand 





56382 






Of a >-+" 

O La. IT t 


"39 9 


Cjno. 


67 £ 
D / D 




Name 


Pi TO HO "3 9 "3 9 R 0490 P"3fi r*l rrr>> 


Method 






Q f- -s v-4- 

o tar t 


"399 _ 




£7 £ 
D / O 




P T 


4 71 £R R ^ 
4 / X DO 0 D 


Score 


£R 
Do D 




Exons 


-300 an a 

Z> ■ . D / D 








Seq. No. 


55842 


Seq. ID 


OJ000323_25.0420.C36 




Gene No. 


116960 


Strand 








Dot 


■l-illd 






Name 


oTnnn^9^ 9^ n^9n p^^ ni -t-m 




I D lirio I A . ria 1 z e 




otdlL 


. Dj / 




R R 9 




P T 


none 


Score 


1 OO 
It j 




L 1 V /"> 

HiXOilo 


fi^7 fl^9 fiftl 767 fiRfi ft^fl 

DJ/. . O JZ/ DO J. . • /Off DOD. . OJU, 


p 99 p C. 1 






o e q . in o • 










Gene No. 


116960 


Strand 






Start 


682 


End 


1539 




Name 


OJ000323 25.0420.C36.ol.np 


Method 


AAT/NAP 




Of a v+- 


682 


End . ■ 


1539 . 




p t 


5824341 


Score 


210 




Exons 


682. .849, 1512. .1539 








P T Hi^ f n V i 

\j± UcbOlip. 


(AJ23884 6) SGP1 monomeric G-protein [Arabidopsis thaliana] 




Seq. No. 


55842 


Seq. ID 


OJ000323_25.0420.C36 


J 


Gene No. 


116960 


Strand 






Qf 2 

o t art 


682 


End 


1539 




Name 


OJ000323 25.0420.C36.ol.ts 


Method 


TBLASTX ; Soybean 


j | 


C -1 1 v- f- 


685 


End 


852 


S3" 


p t 


none 


Score 


192 




Exons 


685. .852, 689. .850 








o e q . in o . 


55843 


Seq. ID 


OJ000323_25.0420.C37 


y 


Gene No. 


116961 


Strand 






Start 


1 


End 


3924 


as. 


Name 


OJ000323 25.0420.C37.ol.np 


Method 


AAT/NAP 




Of a v-f- 

o tart 


1 


End 


741. 




P T 


5824341 


Score 


178 




Exons 


1..223, 383. .741 






1 


P. T noQpvi n 


(AJ23884 6) SGP1 monomeric G-protein [Arabidopsis thaliana] 


~: 

si 


Qprr Mo 

k~/ v.^ • IMU • 


55843 


Seq. ID 


OJ000323_25.0420.C37 




Gene No. 


116961 . 


Strand 






Start 


1 


End 


3924 




Name 


OJ000323 25.0420.C37.ol.gs 


Method 


GENSCAN 




Start 


103 


End 


3900 




GI 


none 


Score 


.49 




Exons 


103. .223, 383. .837,. 1447. .1563, 1915.. 


2072, 3105.. 3279, - 



3852. .3900 



Seq. No. 55843 Seq. ID 
Gene No. 116961 Strand 
Start 1 End- 
Name OJ000323_25 . 0420 . C37 . ol . gp Method 
Start 553 . End 
GI 5038577 ' : " r " Score 
Exons 553.. 1073 



OJ000323_25.0420.C37 

3924 
AAT/GAP 
1073 
912 



56383 



beq. no. 








beq. ID 


UJUUU jZ j ZD. 


n a 9 n 
U4 Z U 


. b j / 


Gene No. 


116961 






Strand 








Start 


1 






End 


3924 






Name 


UU UUU j ZD 


.0420.C37.o2 


.np 


Method 


Art 1 / lNrt.iT 






Start 


"3 9 9 C 






End 


9 Q 9 ^ 

j y z 4 - 






GI 


jU 4 Z 4 D4 






Score 


9 A 1 
Z 4 1 






Exons 


dzz o . . jz / y , 


3529. .3704, 


3896. 


.3924 








GI Descrip. 


(Abuu / / o y ; 


putative polyprotein [Oryza 


sat iva J 






beq. no. 


R C: Q yl /I 

D DO 4 4 






Seq. ID 


UJUUU jZ j ZD. 


n a 9 n 
U 4 z u . 


r9fl 

. LOO 


Gene No. 


116962 






Strand 








Start 


1 






End 


1925 






Name 


UJ U UU jz J Zj 


.0420.C38.ol 


.np 


Method 


rtrt I / LNrt.iT 






otart 


i 
i 






End 


i y zd 






bl 


Cfl/I 9/1 C /I 

OU 4 Z 4 0 4 






Score 


iooi 






Exons 


i . . joo, y do 


. .1925 












GI Descrip. 


\ rtb u u / / o y ; 


putative polyprotein [Oryza 


sativa] 






Seq. No.. 


55844 






Seq'. ID 


OJ000323_25. 


0420. 


.C38 


Gene No. 


116962 






Strand 








b tar c 


1 
X 






' End 


1925 






Name 


Pi TH n n *3 9 9 O Q 


.0420.C38.ol 


.tm 


Method 


TBLASTX: Maize 




C 4- t 4- 

btart 


Q £ A 

y o4 






End 


1108 






bl 


none 






Score 


128 






Exons 


Q C A 1 1 m 

y d4 . . i iu / , 


968. .1108 












Seq. No. 


55844 






Seq.. ID 


OJ000323_25. 


0420. 


X38 


Gene No. 


116962 






Strand 








Start 


l 






End 


1925 






Name 


UJUUUJ/o zj 


.0420.C38.o2 


.gs 


Method 


GEN SCAN 






Start 


y o4 






End 


1735 






bl 


none 






Score 


.64 






Exons 


yo4 . . uz / , 


1371. .1735 












Seq. No. 


55844 






Seq. ID 


OJ000323_25. 


0420. 


.C38 


Gene No. 


116962 






Strand 








b tar u 


i 
i 






End 


1925 






Name 


UJUUUJZo ZD 


.0420.C38.ol 


• tw 


Method 


TBLASTX: Wheat 




btart 


iDlU 






End 


1915 








none 






Score 


72 






Exons 


1 CI n 1QC7 

i biu . .loo// 


1644. .1850, 


1850. 


. 1915 








beq . no * 


DDo 4 D 






Seq. ID 


OJ000323_25. 


0420, 


> Lj y 


Gene No. 


116963 






Strand 


+ 






Start 


1742 






End 


1866 






Name 


r\ Tnnn 9 9 9 o ^ 

UJ UUU DZ D ZD 


.0420.C39.o2 


.np 


Method 


AAT/NAP 






otart 


1 / 4 z 






End 


1866 






C T 

bl 


"7 c O 9 C". 1 O 






Score 


126 






Exons 


l/4Z..loOo 














GI Descrip. 


( ArUU 1 0 jj) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


55845 






Seq. ID 


OJ000323_25. 


0420. 


,C39 


Gene No. 


116964 






Strand 








Start 


1 






End 


1642 






Name 


OJ000323 25 


.0420.C39.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


1417 






GI 


5042454 






Score 


1398 







56384 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..779, 835. .942, 1267. .1417 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323 25.0420.C39 



55845 
116964 
1 

OJ000323_25.0420..C39.o3.np 
1 

7228457 
1..333, 395. .761 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



1642- - 
AAT/NAP 
761 
900 



Seq. No. 55845 Seq. ID 

Gene No. 116964 Strand 

Start 1 End 

Name OJ000323_25. 0 : 420 .C39.ol .gs Method 

Start 31 ' /' ' End 

GI none Score 

Exons 31.. 765, 872.. 1046, 1594.. 1642 



OJ000323_25.0420.C39 

1642 
GEN SCAN 

164 2 ■ 
.49 



Seq. No. 55845 Seq. ID 

Gene No. 11-6965 Strand 

Start *. 2108- End 

Name OJ000323_25 . 0420 . C39 . ol . tw Method ■ 

Start . 2108 End 

GI none Score 

Exons 2108.. 2281, 2122.. 2289 



OJ000323_25.0420.C39 
2289 

TBLASTX: Wheat 

2289 

127 



Seq. No. 55846 Seq. ID OJ000323_25 . 0420 . C4 0 

Gene No. 116966 Strand + 

Start 1 End 758 

Name OJ000323_25 . 0420 . C40 . ol . gp Method AAT/GAP 

Start 1 End 187 

GI 342_1.R1084 Score 318 

Exons . 1 . . 187 

GI Descrip. ' 4 574 4 06/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 


55846 






. Seq. ID 


OJ000323_25.0420, 


.C40 


Gene No. 


116966 






Strand 


+ 




Start 


1 






End 


758 




Name 


OJ000323 25.0420 


.C40 


.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


758 




GI 


4680203 






Score 


271 




Exons ■ 


t 1. .347, 727. .758 












GI Descrip. 


(AF114171) TNP2- 


like 


protein 


[Sorghum 


bicolor] 




Seq. No. 


55846 






Seq. ID 


OJ000323_25.0420. 


.C40 


Gene No. 


116966 






Strand 


+ 




Start 


1 






End 


758 




Name 


OJ000323 25.0420 


.C40 


.ol.tw ' 


Method 


TBLASTX: Wheat 




Start 


1 






End 


183 




GI 


none 






Score 


73 




Exons 


1..63, 2. .64, 2. 


.70, 


3. .71, 


64. .159, 64. .183, 65. .163 





56385 



Seq. No. 55846 

Gene No. 116966 

Start 1 

Name OJ000323_25 . 0420 . C4 0 . o2 . gp 

Start 201 

GI 21474_1.R1084 

Exons 201 . . 342 

GI Descrip. , 3894159 2.0e-10 (AC005312) 
thaliana] ' 



Seq. ID OJ000323_25.0420.C40 

Strand + 

End 758 

Method AAT/GAP 

End 342 

Score 24 3 

hypothetical protein [Arabidopsis 



Seq. No. 55847 Seq. ID 

Gene No. 116967 Strand 

Start 504 End 

Name OJ000323_25 . 0420 . C4 1 . ol . gs Method 

Start 504 End 

GI none Score 

Exons 504 . . 561 



OJ000323_25.0420.C41 
561 

GENSCAN 

561 

.71 



Seq. No. 55848 Seq. ID 

Gene No. 116968 Strand 

Start 515 End 

Name OJ000323_25 . 0420 .C4 3 . ol . gs Method 

Start * 515 End 

GI none - Score 

Exons 515.. 637 ■. ; 



OJ000323_25.0420.C43 
637 

GENSCAN 

637 

.7 



;: Seq. No. 55849 . . Seq. ID 

* Gene No. 116969 Strand 

3 Start 585 End 

y Name OJ000323_25 . 0420 .C44 . ol . gs Method 

3 Start 585 End 

~t GI none Score 

~ Exons 



1 



OJ000323_25.0420.C44 

2374 
GENSCAN 
2374 
.74 



585. .738, 793. .925, 1616. .1720, 1966. .2374 



Seq. No. 55849 Seq. ID 

Gene- No. 116970 Strand 

Start 4410 End ■.. 

Name " OJ000323_25 . 0420 . C4 4 . o2 . gs Method 

Start 4410 End 

GI none Score 

Exons 4410.. 4627 



OJ000323_25.0420.C44 

4627 
GENSCAN 
4 6*27 
.63 



Seq. No. 55849 Seq. ID 

Gene No. 116971 Strand 

Start 4599 End 

Name OJ000323_25 . 0420 . C4 4 . ol . tm Method 

Start 4599 End 

GI none Score 

Exons 4599.. 4736, 4740.. 4844 



OJ000323_25.0420.C44 
4844 

TBLASTX: Maize 
4844 

137 -"' 



Seq. No. 55850 Seq. ID OJ000323_ 

Gene No. 116972 Strand + 

Start 1 End 3293 

Name OJ000323_25 . 0420 . C45 . ol . np Method" AAT/NAP 

Start 1 End 2049 

GI 6069646 Score 973 

Exons 1..761, 1061.. 2049 



25.0420.C45 



56386 




GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





beg. Vi O . 


55850 


Seq. ID 




CA R 




ucllc NO . 


116972 


Strand 


T 






b LaiT. 


1 


End 








Name 


OJ000323 25.0420.C45.o3.np 


Method 


AAT/NAP 






Start 


1759 


End 


3293 








4680186 


Score 


1 CO 

1 J J 






Exons 


1759. .1866, 3142. .3293 










ui uescrip. 


(AF111709) unknown [Oryza sativa subsp. 


lnuiod j 






oeq. • in o . 


55850 


Seq. ID 




CA R 




Gene No . 


116973 . 


Strand 








Start 




IT W 


3892 






Name 


OJ000323 25.0420.C45.o3.tm . 


Method 


TBLASTX: Maize 






otan 


1 


End 


1 






GI 


none 


Score 








Exons 


1..294, 2. .301 










beg . no . 


55850., 


Seq. ID 


U J UUU jZ J Z 0 . U 4 Z U 


CA R 




Gene No. 


.116973 


Strand 






?3 


Start 




End 


3892 




II 


Name 


OJ000323 25.0420.C45.o4.tw 


Method 


TBLASTX: Wheat 






b rare 


197 


End 


jUZ 




s? 


bl 


none 


Score 


III 






Exons 


197. .502, 388. .492 








3 


beg . no . 


55850 


Seq. ID 






y 


Gene No . 


116973 


Strand 








Start 


0 o ^ c 


End 


3892 




3 


Name 


OJ000323 25.0420.C45.ol.tm 


Method 


TBLASTX: Maize 






Of 


302 


End 


993 






bl 


none 


Score 


360 




~% 


Exons 


302. .802, 340. .444, 523. .627,. 


. 880. . 993 






j 


beg. no. 


55850 


Seq. ID 


OJ000323_25.0420 


rM r 




bene no . 


116973 


Strand 








Start 


2365 


End 


3892 






Name 


OJ000323 25.0420.C45.ol.tw 


Method 


TBLASTX: Wheat 






oLdlL 


617 


End 


1074 






bl 


none 


Score 


156 






Exons 


617. .802, 619. .801, 880. .936, 


916. . 1074 






Seg. No. 


55850 


Ssq. ID 


OJ000323_25.0420 


.C45 




Gene No. 


116973 


Strand 








Start 


2365 


End 


3892 






Name 


OJ000323 25.0420.C45.o4.tm 


Method 


TBLASTX: Maize 






Start 


1005 


End 


1230 






GI - 


none 


Score 


228 






Exons 


1005.. 1229, 1006.. 1230 










Seg. No. 


55850 


Seq. ID 


OJ000323_25.0420 


.C45 




Gene No. 


116973 


Strand 







56387 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons , 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



2365 

OJ000323_25. 

1234 

none 

1234. .1413, 

55850 

116973 

2365 

OJ000323_25. 

1562 

none 

1562. .1687, 

55850 

116973 

2365 

OJ000323_25. 

1630 

none" 

1630. .1779, 

55850 

116973 

2365 

OJ000323_25. 

2365 

none 

2365. .2458, 

55851 

116974 

1117 

OJ000323_25. 

1117 

none 

1117. . 1794 

55852 

116975 

5787 

OJ000323_25. 

5787 

none 

5787. .5923, 

55852 

116976 

4906 

OJ000323_25. 

4906 

none 

4906. .5021, 

55853 

116977 

1 



.0420.C45.o2.tw 
1461. .1604, 1462, 

0420.C45.o2.tm 
1563. .1760, 1567, 

0420.C45.o3.tw 
1858. .2031 

0420.C45.o2.gs 
2503.. 2733, 3120. 

0420.C47.ol.gs 



0420.C48.o3.gs 
6056. .6329 

0420.C48.o2.gs 
5055. .5142 



End - 
Method 
End 
Score 
.1623 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.1842 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3892 

TBLASTX: Wheat 

1623 

95 



OJ000323_25.0420.C45 
3892 

TBLASTX: Maize 

1842 

68 



OJ000323_25.0420.C45 
3892 

TBLASTX: Wheat 

2'031 ■ 

118 



OJ000323_25.0420.C45 

3892 
GENSCAN 
3892 
.43 



.3147, 3842.. 3892 

Seq. ID OJ000323_25.0420.C47 

Strand * - 

End 1794 

Method GENSCAN 

End 1794 

Score .44 



Seq. ID OJ000323_25.0420.C48 

Strand + 

End 6329 

Method GENSCAN 

End 6329 

Score .72 



Seq. ID OJ000323_25.0420.C48 
Strand 

End 5142 

Method GENSCAN 

End 5142 

Score .46 



Seq. ID OJ000323_25. 0420.C49 
Strand + 
End 963 



56388 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000323_25 . 0420 . C4 9 . ol . np Method AAT/NAP 
1 End 963 *. - - 

4581139 Score 256 

1..73, 169. .503, 843..963 

(AC006919) putative ABC transporter [Arabidopsis thaliana] 



55853 " r " Seq. ID 

116977 Strand 

1 End 
OJ000323_25.0420.C4 9.ol.gs Method 

115 End 

none Score 

115. .503, 843..963 



OJ000323_25.0420.C49 
+ 

963 

GENSCAN 

963 

.96 



Seq. No. 55854 Seq. ID 

Gene No. 116978 Strand 

Start 440 End 

Name • OJ000323_25 . 0420 . C50 . ol . gs ' Method 

Start . 440 End 

GI none Score 

Exons 440. . 527 



OJ000323_25.0420.C50 
+ 

527 

GENSCAN 

527 

.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55855 ' Seq. ID 

116979 Strand 

1 End 
OJ000323_25 . 0420 . C52 . ol . np Method 

1 End 

6606266 Score 
1. .1252 

(AF158634) Vrgal [Triticum ventricosum] 



OJ000323_25.0420.C52 
-f 

1252 
AAT/NAP 
1252 
391 



55855 

116979 

1 

OJ000323_25.0420.C52.ol.ts 

335 

none 



Seq. ID OJ000323_25.0420.C52 

Strand + 

End 1252 

Method TBLASTX : Soybean 

End 789 

Score 102 



335. .487, 367. . 489, 49.7. .541, 571. .789, 578. .784 



i Seq. No. 


55855 




Seq. ID 


OJ000323_25.0420 


.C52 


Gene No. 


116979 




Strand 


+ 




Start 


1 




End 


1252 




Name 


OJ000323 25.0420.C52 


• oLtrn 


Method 


TBLASTX: Maize 




Start 


419 




End 


940 




GI 


none 




Score 


47 




Exons 


419. .475, 542. .781, i 


324. .940 








Seq. No. 


55856 




Seq. ID 


OJ000323_25.0420 


.C53 


Gene No. 


116980 




Strand . 


+ 




Start 


1 




End 


1182 




Name 


OJ000323 25.0420.C53 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1182 




GI 


7510076 




Score 


107 




Exons 


1..182, 1008. .1182 










GI Descrip. 


hypothetical protein 


Y50E8'A.i 


- Caenorhabditis elegans 




Seq. No. 


55857 




Seq. ID 


OJ000323_25.0420 


.C54 



56389 




Gene No. 


116981 


Strand 




Start 


1 


bna 


K A 1 


Name 


(JJUUUJ^J ZD . . CO 4 . oi . gp 


Method- 




Start 


1 

1 






GI 


none 


Score 


T O C 

f ZD 


Exons 


1 . . , ^Z^: ..DHL 






oeq. NO. 


JJOJO 


beg. iu 




Gene No . 


1 1 CQQO 


Strand 


+ ~ 


o L.dl L 


1 

X 


End 


375 


Name 


OJ000323 25.0420.C55.ol.np 


Method 


AAT/NAP 


Start • 


1 


End 


375 


GI 


7489454 


Score 


149 


Exons 


1..375 






GI Descrip. 


bacterial blight-resistance 


protein Xal - rice 




gi | 2943742 |dbj IBAA25068.1 | 


(AB002266) 


XA1 [Oryza sativa 



Seq. No. 


55859 


Seq. ID 


OJ000313_26.0420 


Gene No; 


116983 


Strand 


+ 


start 


778 


End 


4416 


Name 


OJ000313 26.0420.C3.ol.np 


Method 


AAT/NAP 


start 


778 


End 


2973 


GI 


3935185 


Score 


623 


Exons 


778. .1142, 2044 r.2973 . 






GI Descrip. 


(AC004557) F17L21.28 [Arabidopsis thaliana] 


Seq. No. 


55859 


Seq. ID 


OJ000313_26.0420 


Gene No. 


116983 


Strand 


+ 


Start 


778 


End 


4416 


Name 


OJ000313 26.0420.C3.ol.gs 


Method 


GENSCAN 


Start 


783 


End 


4416 


GI 


none 


Score 


.83 


Exons 


783. .1147, 2082. .2946, 4216.. 


4416 




Seq. No. 


55859 


Seq. ID 


OJ000313_26.0420 


Gene No. 


116984 


Strand 




Start 


5289 


End 


6512 


Name 


OJ000313 26.0420.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


870 


End 


1141 


GI 


none 


Score 


97 


Exons 


870. .974, 925. .981, 980. .1141 


, 981.. 1133 


Seq. No. 


55859 


Seq. ID 


OJ000313_26.0420 


Gene No. 


116984 


Strand 




Start 


5289 


End 


6512 


Name 


OJ000313 26.0420.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


2598 


End* 


2808 


GI 


none 


Score 


216 


Exons 


2598. .2807, 2599. .2808 







Seq. No. 55859 

Gene No. 116984 

Start 5289 

Name OJ000313_26\ 0420 . C3 . o2 . gs 

Start 5289 

GI none 
Exons 



Seq. ID OJ000313_26.0420.C3 
Strand 

End 6512 . 

Method GENSCAN 

End 6512 

Score .87 



5289. .5426, 5528. .5675, 6281. .6380, 6456. .6512 



56390' 



Seq. No. 55860 . r Seq. ID 

Gene No. 116985 ' Strand 

Start 970 End 

Name . OJ000313_26 . 0420 . C4 . ol . gs Method 

Start 970 End 

GI none Score 

Exons 970. .1098 



OJ000313_26.0420.C4 
+ 

1098 
GENSCAN 
1098 
.95 



Seq. No. 55860 Seq. ID 

Gene No. 116986 Strand 

Start 2164 End 

Name OJ000313_26 . 0420 . C4 . o2 . gs Method 

Start 2164 End 

GI none Score 

Exons 2164.. 2265 



OJ000313_26.0420.C4 

2265 
GENSCAN 
2265 
.53 



Seq. No. 55861 
Gene No. 116987 
Start 4816. 

Name OJ000313_26. 0420 .C5 .ol .np 

Start 4816 
GI 7486518 

Exons 4816.. 4883, 6244.. 7567, 9339. 

GI Descrip. hypothetical protein F6H11.10 
gi I 2827 699 | emb ICAA16672.il 
[Arabidopsis thaliana] 



Seq. ID OJ000313_26.0420.C5 
Strand + 
End 10026 
Method AAT/NAP 
End 10026 
Score 1108 
9394, 10000.. 10026 
- Arabidopsis thaliana 
(AL021684) predicted protein 



■Seq. No. 


55861 




Seq. ID 


OJ000313__26.0420 


.C5 


Gene No. 


116987 




Strand 


+ 




Start 


4816 




End 


10026 




Name 


OJ000313 26. 0420. C5. 


ol.gp 


Method 


AAT/GAP 




Start 


5793 




End 


6189 




GI 


none 




Score 


750 




Exons 


5793. . 6189 










Seq. No. 


55861 




Seq. ID 


OJ000313_26.0420 


.C5 


Gene No. 


116988 




Strand 


' + 




Start 


11257 




End 


11676 




Name 


OJ000313 26. 0420. C5. 


o2.gp 


Method 


AAT/GAP 




Start 


11257 


End 


11676 




GI 


uC-osflM202074dllal 




Score 


427 




Exons 


11257. .11395, 11481. 


.11676 








GI Descrip. 


' 6041855/gb|AAF02164 


.1IAC009853 24 3. 


Oe-22 (AC009853) unknown 




protein [Arabidopsis 


thaliana; 








Seq. No. 


55861 




Seq. ID 


OJ000313_26.0420 


.C5 


Gene No. 


116989 




Strand 






Start 


8725 




End 


14431 




Name 


OJ000313 26. 0420. C5 . 


o3 . gs 


Method 


GENSCAN 




Start 


8725 




End 


14431 




GI 


none 




Score 


.73 




Exons 


8725. .8794, 8941. .9345, 10169 


.10332, 


10940. .11025, 






11781. .11916, 12029. 


.12191, 12913. .13002, 13065 .. 13134 , 






13936. .14431 










Seq. No. 


55861 




Seq. ID 


OJ000313_26.0420 


.C5 



56391 



Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



116989 Strand 
8725 End 
OJ000313_26.0420.C5.o3.gp Method 
11613 End 
LIB34 32-014 -P1-K1-C4 Score 
11613. .11916, 12029.. 12161 
1 34 45204/gb | AAC32434 . 1 | 2.0e-45 
protein [Arabidopsis thaliana] ' 



14431 
AAT/GAP 
12161 
822 



(AC004786) putative GTP-binding 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55861 Seq. ID OJ000313_26 . 0420 . C5 

116989 Strand 

8725 End 14431 

OJ000313_2 6 . 0420 . C5 . o2 . np Method AAT/NAP 

11710 End 14152 

6226480 Score 843 

11710. .11916, 12029. .12191, 13065. .13134, 13936. .14152 

HYPOTHETIC GTP-BINDING PROTEIN T20K9.8 gi | 3445204 | gb | AAC32434 . 1 | 

(AC00478.6.) putative nucleotide-binding protein [Arabidopsis 

thaliana] ... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. J 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



55861 Seq. ID OJ000313_26 . 0420 . C5 

116989 Strand 

8725 End 14431 

OJ000313_26.0420.C5.o4 . gp Method AAT/GAP 

12641 ■ End 13173 

uC-osflM202123a09bl Score 1017 

12641. .13173 

/3445196/gb|AC004786.1 IATAC004786 6.0e-10 Arabidopsis thaliana 
chromosome II BAC T20K9 genomic sequence, complete sequence 1 



55861 

116990 

15964 

OJ000313_26.0420.C5.ol.tw 

5954 
none 

5954.. 6001, 5955.. 6065, 5957, 
6054.. 6095, 6094.. 6132, 6104. 
6208.. 6291, 6211.. 6291, 6212. 

55861 
116990 
15964 

OJ000313_2 6.0420.C5.o3.tm 
6039 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5998, 



OJ000313 26. 0420. C5 



18921 

TBLASTX: Wheat 
6292 
63 

6020. .6088, ■ 6021. .6098, 



6130, 6111. 
6292 



6131, 6207., 6269, 



Seq. ID OJ000313_26.0420.C5 
Strand 

End 18921 

Method TBLASTX : Mai ze 

End 6381 

Score 78 

6039.. 6107, 6051.. 6107, 6106.. 6132, 6208. .6381, 6208.. 6381 



55861' 
116990 
15964 

OJ000313_26.0420.C5.ol.tc 

6244 

none 



Seq. ID OJ000313_26.0420.C5 
Strand 

End 18921 

Method TBLASTX : Cress 

End 6582 

Score 79 



6244. .6294, 6406. .6582, 6408. .6581 

55861 Seq. ID OJ000313 26.0420..C5 



56392 




Gene No. 


116990 








Strand 




Start 


1j y b4 








End 


1 O G O 1 

loyzl 


Name 


OJUUUolo ZD. 


n a o n 
U4 ZU . 


, Co . oo . 


ts 


Method 


TBLASTX : Soybean 


btart 


bZ4 4 








hna 


bolb 


GI 


none 








Score 


■ n o 

78 


Exons 


CO Q A 
bZ4 4 . . bZy4 , 


boo / . 


. bo / 0 , 


b4 UO . 


/TCI C /- yl 

. bolo , b4 


f\C CC1 c 

Ub . .bolb 


Seq.. No. 


55861 








Seq. ID 


OJ000313_26.0420.C5 


Gene No. 


116990 








Strand 




btart 


i o y D4 








End 


18921 


Name 


OJUUUolo Zb. 


rt/i Oft 

U4ZU . 


Co . OZ . 


tm 


Method 


TBLASTX: Maize 


Start 


DOOO 








End 


6729 


bl 


none 








Score 


483 


Exons 


booo . . boy / , 


b4 UO . 


. b /zz , 


C A C\C 

. b4 Ub . 


.6726, 6661. .6729 


Seq. No. 


ooo bl 








Seq. ID 


OJ000313_26.0420.C5 


Gene No. 


116990 








Strand 




Start 


15964 








End 


18921 


Name 


UJUUUolO ZD. 


C\ A O C\ 

U4ZU . 


Co . ol . 


ts 


Method 


TBLASTX : Soybean 


Start ■ 


boZZ 








End 


7038 


bl 


none 








Score 


176 


Exons 


/•COO CC71 

boZZ . . bb / 1 , 


boZ b . 


c con 
. boo / , 


cn n o 
b / /Z . 


.6888, 6786. .6905, 6897. .7037, 




bo y O . . /UJO 












§eq. No. 


55861 








Seq. • ID 


OJ000313^26.0420.C5 


dene No. 


116990 








Strand 




Start 


lo y b4 








End 


18921 


Name 


OJ000313 26. 


0420 . 


C5 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


o / /z 








End 


7295 


GI 


none 








Score 


625 


Exons 


b / / z . . / 1 y 4 , 


D/oU. 


n i o o 

. /lyo, 


/"Oft r 

bo Uo . 


.7293, 6968. .7195, 7140. -.7295 


Seq. No. 


55861 








Seq. ID 


OJ000313_26.0420.C5 


Gene No. 


116990 








Strand 




btart 


ioy b4 








End 


18921 


Name 


OJUUUolo zo. 


U4ZU . 


Co . 04 . 


ts 


Method 


TBLASTX : Soybean 


Start 


/Z4 y 








End 


7481 




none 








Score 


205 


Exons 


/ z 4 y . . / 4 / y , 


/ Zo / . 


. / 4 o 1 








Seq. No. 


55861 








Seq. ID 


OJ000313_26.0420.C5 


Gene No. 


116990 








Strand 




btart 


l o y b4 








End 


18921 


Name 


OJUUUolo zb. 


ftyl Oft 

U4ZU . 


o rr _ o 

Cd.oo. 


tc 


Method 


TBLASTX: Cress 


btart 


/zoo 








End 


7593 


bl 


none 








Score 


252 


Exons 


TOCO TCQ'5 

/zoo . . / o yj 












o c q . LN o . 


O O 0 D 1 








Seq. ID 


OJ000313_26.0420.C5 


Gene No. 


116990 








Strand 




Start 


15964 








End 


18921 


Name 


OJ000313 26. 


0420. 


C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


11711 








End 


14048 


GI 


none 








Score 


109 


Exons 


11711. .11857 


, 11716. .11 


877, 11716. V11883, 11860 11919, 



11873. .11899, 12026. . 12067, 12077 12142, 13061 13135 , 
13062. .13136, 13934. .14044, . 13935 1404 8 



56393 




Seq. No. 


- 55861 




Seq. ID 


OJ000313 


_26.0420 


.C5 


Gene No. 


116990 




Strand 








Start 


ioyb4 




0 _j 


lo yz i 






Name 


UJUUUolo Zb.U4zU.L,0 


. o3 . t s 


Metnoa 


i bLAb i a : 


Soybean 




Start 


I 1 ^ O O 

I I /zz 




TP -n y-J 

bna 


i o n q i 

izuy 1 






GI 


none 




Score 


ob 






Exons 


1 i TOO i i T/TO 1 1 *7 0 "3 


. . 11 / b ./ , 


i i inn 11C 
11/ / U. .lit 


soo, 11/ / I 


. . llo ob, 






lioou . . iiyiy, izuzo 


. . lzuyi 










Seq. No. 


ooo ol 




""■■Seq. ID 


OJ000313 


o c c\ a on 
z b . U4zU 


. Co 


Gene No. 


116990 




Strand 








Start 


15964 




End 


18921 






Name 


UJUUUolo zb.U4ZU.LO 


— . A 4- -m 

.04. tm 


Method 


TBLASTX: 


Maize 




Start 


1 lo oU 




End 


14167 






GI 


none 




Score 


47 






Exons 


1 1 Q/;n 1 1 Q1 Q 1 1 Q^1 

iioou . . iiy iy / iiooi 


. . iiyuz , 


12026. .12190, 12027 


. . Iz 1 b / , 






1 omn i oi Qi i onci 
Iz U JU . . Iz iy 1 , IjUDI 


. . 1 O 1 00 , 


13062. .13136, 13912 


i a n t; o 
. . 1 4 UOz , 






ioyo4 . ,141b/, . uyjD 


. . 14111 










Seq. No. 


55861 




Seq. ID 


OJ000313 


_26.0420 


.C5 


Gene No. 


116990 




Strand 








Start 


ioy d4 




End - 


18921 






Name 


OJ000313 26. 0420. Co 


. o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


13925 




End .'" 


14218 






GI 


none 




Score 


92 






Exons 


ioooc lyirvcn iono/i 

loyzo . . 14 059, 13934 


i a r\ o o 

. . 140o9, 


13935. .14090, 14063 


"1 A 1 A C\ 

. . 14 14 y , 






14064 .. 14 138 , 14171 


. . 14218 










Seq. No. 


55861 




Seq. ID 


OJ000313 


_26.0420 


.C5 


Gene No. 


116990 




Strand 








Start 


ioy d4 




End 


18921 






Name 


OJUUUolo zo.U4zU.Co 


. o4 . gs 


Method 


GEN SCAN 






Start 


i c n CL A 

ioyb4 




End 


18921 






GI 


none 




Score 


.85 






Exons 


lo 964 . . 1 oUyz , loooz 


. . l by / u , 


18105-. .18165, 18627 


1 O C O 1 

. . lo Ool,. 






i q o n c 1 O 0 O 1 

lo ouo . . lo yz 1 












Seq. No. 


55861 




Seq. ID 


OJ000313 


_26.0420 


C5 


Gene No. 


116990 




Strand 








Start 


15964 




End 


18921 






Name 


OJ000313 26. 0420. C5 


. o3 . np 


Method 


AAT/NAP 






Start 


18493 




End 


18912 






GI 


3445203 




Score 


96 






Exons 


18493. .18590, 18748 


. .18912 










GI Descrip. 


(AC004786) unknown protein 


[Arabidopsis thaliana] 




Seq. No. , 


55862 - 




Seq. ID 


OJ000313 


_26.0420 


C6 


Gene No . 


116991 




Strand 








Start 


1598 




End 


2008 






Name 


OJ000313 26. 0420. C6 


.ol.gs 


Method 


GENSCAN 






Start 


1598 




End 


2008 






GI 


none 




Score 


.43 






Exons 


1598.. 2008 












Seq. No. 


55863 




Seq. ID 


OJ000313 


_26.0420 


C7 


Gene No. 


116992 




Strand 


+ 







56394 



btart 


4 1 y 








1 C £ £ 


Naiue 


r\ m^mi "3 n /i o a r*T 
UJUUUolJ Z b . Ufl . L / . 


. Ol 


. gs 


Method 




Start 


/I 1 Q 

4 1 y 






bna 


1 1 yu 




none 






Score 


Q 1 


Exons 












beq. No. 


c c o c o 

JJODj 






beq. ID 


/"\ Trt n ri o i "3 
OJUUUol J 


Gene No. 


116992 






Strand 


+ 


Start 


419 






End 


1566 


Name 


OJ000313 "26-0420. C7. 


,ol 


,np 


Method 


AAT/NAP 


Start 


583 






End 


1566 


GI 


6069646 






Score 


459 


Exons 


583. .1566 











GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 





[Oryza sativa] 






Seq. No. 


55863 


Seq. ID 


OJ000313_26.0420.C7 


Gene No . 


l l by y_ 


Strand 


+ 


Start 


A 1 A 

4 1 y 


End 


1566 


Name 


ojuuujij zb . U4zu . c / . ol . tm 


Method 


TBLASTX: Maize 


Start 


C\ O A 


End 


1473 


,GI 


none 


Score 


102 


Exons 


no/i imo t a a o i "3 o a i a a -7 

yz4..iu/o, iuy^..iozz / iuy/. 


.1219, 1098.. 1250, 1372.. 1473 


Seq. No. 




Seq. ID 


OJ000313_26.0420.C7 


Gene No. 


116992 


Strand 


+ 


Start 


419 


End 


1566 


Name 


OJ000313 26.0420.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1101 


End 


1289 




none 


Score 


186 


Exons 


1101. .1289 






Seq. No. 


55864 


Seq. ID 


OJ000313_26.0420.C8 


Gene No. 


116993 


. Strand 


+ 


Start 


492 


End 


1274 


Name 


OJ000313 26.0420.C8.ol.gs 


Method 


GENSCAN 


Start 


492 


End 


1274 ' 


GI 


none 


Score 


.89 


Exons 


492. .640, 1169. .1274 






Seq. No. 


55864 


Seq. ID 


OJ000313_26.0420.C8 


Gene No. 


116994 


Strand 


+ 


Start 


3067 


End 


17735 


Name 


' OJ000313 26.0420.C8.o2.gs 


Method 


GENSCAN 


Start 


3067 


End 


17735 


GI 


none 


Score 


.67 


Exons 


3067.. 3211, 3406.. 3489, 3873 


..4037, 5236. .5370, 5771. .5794, 




6380.. 6449, 6710.. 6853, 7332 


..7448, 8323. .8396, 9215. .9372, 




9699. .9802, 12421 .. 12505, 13844 .. 14042, 


14225. .14362, 




14444. .14984, 154 65 15508 , 


15955. .16043, 16139 1 6212 , 




16495. .16571, 17080. .17735 






Seq. No. 


55864 


Seq. ID 


OJ000313__26.0420.C8 


Gene No. 


116994 


Strand 


+ 



56395 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



3067 End 17735 

OJ0003r3_26 . 0420 . C8 . ol . np Method AAT/NAP 

13993' End 17732 

1171429 Score 766 

13993. .14140, 14230. . 14362, 144 19 .. 14 984 , 15644 1572 6, 

1594 6. .16043, 16139. .16212, 16334. .16384, 164 95. .16571, 

1708-0. .17309, 17540.. 17732 

(U44028) CKC [Arabidopsis thaliana] 





Seq. No. 


C C O f A 




Seq. ID 


OJ000313 


ZD. U4 ZU 


. Co 




Gene No. 


116994 




Strand 


+ 








Start 


3067 




End 


17735 








Name 


OJ000313 26. 0420. Co 


. ol . tc 


Method 


TBLASTX: 


Cress 






Start 


14296 




End 


17228 








GI 


none 




Score 


87 








Exons 


14296 .. 14361, 14458 


1 A A O T 

. .14 487, 


14916. .14984, 14923 


. . 14 985, 








15 638 ..15724, 15639 


. . 15725, 


15951. . 16040, 16142 


.-. 16222 , 








16.180 . . 16212, 16331 


...16384, 


16332. .16385, 16492 


. . 16581, 








164 93. . 16582, 17058 


. . 17228, 


17078.. 17227 








Seq. No. 


55864 




Seq. ID 


OJ000313 


_26 . 04 20 


. C8 




Gene No. 


116994 




Strand 


+ 








Start 


3067 




End 


17735 






o 


Name 


• OJ000313_26.0420.C8 


.ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


"14920 




End 


17213 






cn 


GI 


none 




Score 


85 






TLJ 


Exons 


14920. . 14985, 15639 


. . 15725, 


15644 . . 15724, 15951 


. . 1604 6, 




f i 




i n rt rt i rt rt -i j~ rt rt ^ 

16139.. 16222, 16331 


. . 16384 , 


16332. . 16385, 16492 


. . 16581, 








-1 y~ yi rt rt -i y~ r— rt rt 1 ^"t rt r rt 

164 93 .. 16582, 17058 


. . 17213, 


17079. . 17213 








Seq. No. 


55864 




Seq. ID 


OJ000313 


2 6.0420 


C8 


f Li 


Gene No. 


116994 




Strand 


+ 






5 


Start 


3067 




End 


17735 






f 1 


Name 


OJ000313 26. 0420. C8 


. ol . tm 


Method 


TBLASTX : 


yiaize 






Start 


15951 




End 


17171 








GI 


none 




Score 


129 






r 


Exons 


15951. .16046, 15951 


. .16046, 


•16139. . 16222, 16332 


. . 16385, 




W 




,16492. .16566, 16493 


. .16582, 


17061. .17171 






f ^ 


Seq. No. 


55865 




Seq. ID 


OJ000313 


_26.0420 


C9 




Gene No. 


116995 




Strand 










art 


1 




End 


1159 








Name 


OJ000313 26. 0420. C9 


.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


1159 








GI 


6006359 




Score . 


66 








Exons 


1..19, 695. .791, 1129. .1159 












GI Deserip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








Seq. No. 


55865 




Seq. ID 


OJ000313 


_26.0420 


C9 




Gene No. 


116995 




Strand 










Start 


1 




End 


1159 








Name 


OJ000313 26. 0420. C9 


. ol . gs 


Method 


GENSCAN 








Start 


20 




End 


865 








GI 


none 




Score 


•:53- 








Exons 


20. .151, 529. .586, 642. .865 












Seq. No. 


55866 




Seq. ID 


OJ000313 


_26.0420, 


C10 



56396 



Gene No. 116996 Strand + 

Start 1 . End 1577 

Name OJ000313_2 6 . 0420 . CIO . ol . np Method AAT/NAP 

Start 1 End 1565 

GI 7487298 Score 112 

Exons . U.212, 926 . . 973, • 14 75 . . 1565 

GI Descrip. hypothetical protein T21L14. 22 - Arabidopsis thaliana 

gi | 2702278 | gb | AAB91981.il (AC003033) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 55866 Seq. ID 

Gene No. 116996 Strand 

Start 1 End 

Name OJ000313_2 6 . 04 20 . CIO . ol . gs Method 

Start 135 End 

GI none Score 

Exons 135. .186, 900. .973, 1475. .1577' 

Seq. No. 55866 Seq.' ID 

Gene No. 116997 Strand 

Start 3938 End 

Name OJ000313_26 . 0420 . C10 . o2 . gs Method 

Start ^ 3938 End 

GI none ■ Score . 

Exons 3938.. 4072 



OJ000313_26. 0420. C10 
+ 

1577 
GENSCAN 
1577 
.82 



OJ000313_26. "0420. C10 
+ 

4072 

GENSCAN 

4072 

.73 ' .: 



Seq. No. 55866 

Gene No. 116998 

Start 7911 

Name OJ000313_26 . 04 20 . C10 . ol , 

Start 7911 

GI 598_2.R1084 

Exons 7911. .7943, 
GI Descrip. 



gp 



8146.. 8323, 8415, 



Seq. ID OJ000313_26. 0420. C10 

Strand + 

End 10683 

Method AAT/GAP 

End 10683 

Score 1203 
.8604, 10113. .10179, 



10455. . 10683 



'485518/pirl IS33633 6.0e-70 ubiquitin / ribosomal protein CEP52 
- rice >gi_303857_dbj_BAA02154_ (D12629) ubiquitin/ribosomal 
polyprotein [Oryza sativa] 1 



Seq. No. 55866 

Gene No. 116998 

Start 7911 

Name OJ000313_26 . 0420 . C10 . o3 . np 

Start 8221 

GI 485518 

Exons 8221 . . 8323, 
GI Descrip. ubiquitin / 



8415. .8604, 10113 
ribosomal protein 
gi | 303857 | dbj | BAA02154 . 1 | (D12629) 
polyprotein [Oryza sativa] 



Seq. ID OJ000313_26.04 20.C10 
Strand + 
End 10683 
Method AAT/NAP 
End 10481 
Score 577 
.10179, 10455. .10481 . 
CEP52 - rice 



ubiquitin/ribosomal 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55866 Seq. ID 

116998 Strand 

7911 End 

OJ000313_2 6.0420.C10.o4.gs Method 

8221 End 

none Score 



OJ000313_26. 0420. C10 
+ 

10683 
GENSCAN 
10484 
.9 



8221. .8323, 8415. .8604, 8886. .9011, 10113 .. 10179, 10455. .10484 



Seq. No. 



55866 



Seq. ID OJ000313_26. 0420. C10 



56397 



Gene No. 

Start 

Name 

Start 

GI 

Exons .., 



116999 Strand 

4399 End 7780 

OJ000313_26. 0420. CIO. o3.gs Method GENSCAN 

4399 End 7780 

none Score .81 

4399.. 4992, 5090.. 5281, 5359.. 5404, 5663..5987, 7193.. 7689, 
7779. .7780 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. . 

Start 

Name 

Start 
□ GI 
;l Exons 



55866 Seq. ID 

116999 Strand' 
4399 End 
OJ000313_2 6.0420. C10 . o2 . np Method 
4 4 02 - End 

1491617 Score 
4402. .4992, 5090. .5281, 5368. .5601 
(X99952) peroxidase [Arabidopsis thaliana] 



OJ000313^.26. 0420. C10 

7780 
AAT/NAP 
5601 
789 



55866 
117000 
11630 

OJ000313_2 6. 0420.C10.o4 ,tw 
4391 
none 

4391. .4501, 4408. .4566, 4412... 4540 



Seq. ID OJ000313_26. 0420. C10 
Strand 

End 13163 

Method TBLASTX : Wheat 

End 4566 

Score 115 



Seq. No. 55866 
Gene No. 117000 
Start 11630 

Name OJ000313_26. 04 20 . C10 . ol . tc 

Start 4397 
GI none 
Exons 4397.. 4555, 

4924. .5001, 

5369. .5476" 



4408. .4554, 4558, 
4925.. 5029, 5090, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 26. 0420. C10 



13163 

TBLASTX: Cress 
5505 
110 

4686, 4684. .4878, 4712. 
5287, 5097.. 5288, 5368. 



,4876, 
,5505, 



Seq. No. . 55866 
Gene No. . 117000 
Start ' 11630 

Name OJ000313_26. 0420 . C10 . ol . ts 

Start 4405 
GI none 

Exons 4405.. 4548, 4409.. 4549, 4564. 

4934. .4990, 4936. .4989, 5099. 
5372. .5566 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 26. 0420. C10 



13163 

TBLASTX : Soybean 
5566' 
108 

4677, 4684. .4875, 4715. .4861, 
5287, 5100. .5288, 5371. .5505, 



Seq. No. 55866 
Gene No. 117000 
Start 11630 

Name OJ000313_2 6. 04 20 . C10 . ol . tm 

Start 4408 
GI none 

Exons 4408.. 4557, 4409.. 4549, 4552, 

4918. .4977, 4924. .4989, 5087. 
,5371. .5514 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 26. 0420. C10 



13163 

TBLASTX: Maize 
5514 
88 

,4668, 4696. .4878, 4712. .4861, 
,5287, 5088.. 5288, 5369.. 5500, 



Seq. No. 
Gene No. 



55866 
117000 



Seq. ID 
Strand 



OJ000313 26. 0420. C10 



56398 




Start 


llboU 








End 


13163 




Name 


(JJUUU JlO Z 0 . 


U 4 z u . 


L-1U . oz 


. tw 


Method 


TBLASTX : 


wnea l 


Start 


A C T A 








End 


4989 




GI 


none 








Score 


68 




Exons 


4 o / y . . 4 / OZ , 


4 I D 3 . 


A Q O t; 
. 4 oZO , 


a n nn 
4 / / / . 


.4875, 4802. .4852, 


4 yob . . 4 yo y 


Seq. No. 


55866 - 








Seq. ID 


OJ000313 


_26. 0420. C10 


Gene No. 


117000 








Strand 






Start 


1 1 D JU 








End 


13163 




Name 


OJUUUolo Zb. 


U4 zu . 


LIU . OJ 


. tw 


Method 


TBLASTX : 


wneati 


Start 


c a n c — 
O 0 9 O 








End 


5493 




GI 


none 








Score 


79 




Exons 


O09o . . 01^4 , 


CI f\Q 

jiuy . 


CI OQ 

. oicty , 


OZ 1 J . 


.5287, 5369.. 5482, 


COll C/1 

do 1 1 . .o4 y 0 


Seq. No. 


r roc/: 








Seq. ID 


OJ000313 


0 a A/ion r^in 
Z b . U4ZU . U1U 


Gene No. 


117000 








Strand 






Start 


11630 








End 


13163 




Name 


UJUUlMlo Zb. 


0420. 


CIO.02 


.tc 


Method 


TBLASTX: 


Cress 


Start 


O O 1 A 

ozl4 








End 


10184 




GI 


none 








Score 


137 




Exons 


001/ C31 O 

oZ14 . . oolo , 


8214. 


.8336, 


8215. 


.8325, 8410. .8607, 


Q A ~\ A ocne 
0 4 1 4 • .0 DUO , 




t a *i 1 a 1 n 1 o / 
1U11U . . 1U1o4 


, 10111.. 10182 








Seq. No. 


55866 








Seq. ID 


OJ000313 


O/T A /I O A p 1 A 

ZD.U4zU.ClU 


Gene No. 


117000. 








Strand 






Start 


11630 








End 


13163 . 




Name 


OJ000313 26. 


0420. 


C10.o2 


tm 


Method 


TBLASTX: 


Maize 


Start 


8214 








End 


^ 10190 




GI 


none 








Score 


"173 




Exons 


8214. .8321, 


8214 . 


.8336, 


8218. 


.8325, 8410. .8607, 


8414 . . 8605, 




10064 .. 10177, 10110. .10190, 10111. .10182 




Seq. No. 


55866 








Seq. ID 


OJ000313 


OrfT A /I O A O 1 A 

Z D . U4ZU . C1U 


Gene No . 


117000 








Strand 






Start 


11630 








End 


13163 




Name 


OJ000313 26. 


0420. 


ClO.ol 


tw 


Method 


TBLASTX : 


Wheat 


Start 


8217 








End 


8607 




GI 


none 








Score 


175 




Exons 


8217. .8336, 


8218- . 


.8325, 


8220. 


.8327, 8220. .8336, 


OZZ 1 . . 0 0Z0 , 




8221. .8325, 


8221. 


.8274, 


8223. 


.8330, 8223. .8327, 


oz / y . . bozo , 




8410. .8535, 


8410. 


.8535, 


8410. 


.8541, 8410. .8607, 


Q/l 1 n QC yi 1 

0 4 1U . . 0 04 1 , 




8414 . .8542, 


8414 . 


.8605, 


8414. 


.8542 






Seq. No. 


55866 








Seq. ID 


OJ000313 


O C A ^ O A O 1 A 

Z b . U4 ZU . OIU 


Gene No. 


117000 








Strand 






Start 


11630 








End 


13163 




Name 


OJ000313 26. 


0420. 


C10.o2 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8218 








End 


10184 




GI 


none 








Score 


175 




Exons 


8218. .8325, 


8220. 


.8336, 


8410. 


.8607, 8414. .8605, 


1 A 1 1 A 1 A 1 O 

1U11U . . lulo 




10111. . 10182 














Seq. No. 


55866 








Seq. ID 


OJ000313 


_26. 0420. C10 


Gene No. 


117000 








Strand 






Start 


11630 








End 


13163 




Name 


OJ000313 26. 


0420. 


C10.o5. 


gs 


Method 


GENSCAN 




Start 


11630 








End 


13163 





56399 



GI 

Exons 



none Score .68 

11630. .11776, 12104. .12445, 12538 12732 , 12828. .13163 



Seq. No. 55866 
Gene No. 117000 
Start 11630 

Name OJ000313_2 6.0420. C10. o3.tm 

Start 11639 
GI none 

Exons 11639. .11779, 11 640 .. 11777 , 

12101. .12214, 12101. .12226, 
12397. .1244 4, 12424 12447 , 
12541. .12600 



Seq. ID OJ000313_26. 0420. C10 
Strand 

End 13163 

Method TBLASTX : Mai ze 

End 12600 

Score 128 
11648. .11818, 11674. .11817, 
12331. .12417, 12331. .12414, 
12537. .12599, 12537. .12599, 



Seq. No. 55866 Seq. ID OJ000313_26 . 0420 . C10 

Gene No. 117000 Strand 

Start 11630 End 13163 

Name OJ000313_26 . 0420 . C10 . o4 . np Method AAT/NAP 

Start 11639 End 12674 

GI 7439526 ' Score 552 

Exons 11639. .11776, 12104 12220, 12331 .. 12445, 12538.. 12674 
GI Descrip. hemoglobin 2 - rice gi | 20584 96 | gb | AAC4 988 1 . 1 1 (U76028) 



hemoglobin 2 
hemoglobin 2 



[Oryza sativa] 
[Oryza sativa] 



gi I 2058502 | gb | AAC4 9884.il (U7 603J) 



Seq. JSIo. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55866 
117000 
11630 
OJ000313 
11645 
none 
11645 
12102 
12538 



26.0420.C10.o3.ts 



11725, 
12221, 
12621 



11646. 
12331. 



11726, 
12447, 



Seq. ID 

Strand 

End- 

Method 

End 

Score 
11732. . 11779, 
12332. . 12451, 



OJ000313 26. 0420. C10 



13163 - 

TBLASTX: Soybean 
12626 
89 

12101. .12226, 
12537. .12626, 



Seq. No. 55866 
Gene No. 117000 
Start 11630 

Name OJ000313_26 . 0420 . C10 . o3 . tc 

Start 11649 
GI none 
Exons 11649. 

12101. 

12556. 



,11726, 11651. 
,12217, 12322. 
, 12651 



Seq. -ID 
Strand 
End 

Method 
End 
Score 



OJ000313 26. 0420. C10 



,11725, 11727, 
,12462, 12331. 



13163 

TBLASTX: Cress 
12651 
72 

11777, 11732. .11794, 
12447, 12537. .12644, 



Seq. No. 55866 Seq. ID 

Gene No. ^ 117000 Strand 

Start 11630, End 

Name OJ000313_26 . 0420 . C10 . o2 . gp . Method 

Start 12331 End 

GI LIB3434-013-P1-K1-C12 Score 

Exons 12331. . 12445, 12538.. 12785 

GI Descrip. '2058496 5.0e-28 (U76028) hemoglobin 2 [Oryza sativa] 
>gi_2058502 (U76031) hemoglobin 2 [Oryza sativa] 1 



OJ000313_26. 0420. C10 

13163 
AAT/GAP 
12785 
674 



Seq. No. 
Gene No. 



55867 
117001 



Seq. ID 
Strand 



OJ000313 26.0420.C11 



56400 




Start 


1UO / 








r»_ J 1 QAQ 

hna iyuy 




Name 


OJOOOolo zb. 


U4 zU 


_ -i 

. Cll . Ol 


.gs 


, Method bENbCAN 




Start 


i a c n 

lUo / - 








T-i _ _} T AAA 

hna iyuy 




GI 


none 








Score . yb 




Exons 


lOO / . . IzUO , 


lzo y 


T A A C 


T A A A 

14 yy . 


.lbzo, i//b..iyuy 




Seq. No. 


OOb b / 








Seq. ID OJUUUolo 


_Zo . U420 . Cll 


Gene No. 


117002 








Strand 




Start 


A 1 O A 

4 /yy 








End o / z4 




Name 


OJOOOolo zb. 


A / AA 

U4zU 


pi 1 _ -\ 

. CI 1 . Ol 


. tm 


Method TBLAbTX : 


Mai ze 


Start 


i a /i a 

104 y 








End oo4y 




GI 


none 








Score 133 




Exons 


1049. .1201, 


1063 


. .1203, 


1064. 


.1201, 1072. .1209, 


1283. .1402, 




Izbo . . 14 UO , 


1 AQl 

lzo / 


. . 14 U b, 


1 A OA 

1 4 yu . 


.loo/, i4yy..iob/, 


1 CQQ 1 CO yl 

10b y . . 1 bz 4 , 




lb04 . . Id jo, 


1 / / 0 


. .loo/, 


1 / /O . 


1 Q Q "7 1 T T C 1 QAQ 
. loo / , 1 / /O . . iOOO , 


/TQ1 /AAA 

4 / ol. .4yoU, 




A H Cll /I AT A 


/i -7 a o 

4 /yy 


yi A/TO 

. . 4 y bb , 


4 / yy . 


>1 A O A C A /I A C 1 iTl 

.4yoz, oU4z..olb/, 


C A / O C1 CA 

oU4 0 . . ol bz , 




C A /l A CO/IT 

0z4 y . . oo4 1 , 


C A C T 

ozo / 


. . Oo4 O , 


COOT 

oozo . 


com COOQ C"3TO 

.ooy/, 0000. .oo/o, 


o4b/. .oo4y, 




C/1 Q'7 CC/IQ 

o4 y / . . oo^y 












Seq. No. 


ooy b / 








O « TP* A TAAA01 O 

beq. ID UJUUUolo 


AC A /I AA /"'IT 

zb . U4zU . Cll 


Gene No . 


I *i n a a o 

I I / UUz 








Strand - 




Start 


^ Ton 

4 /by 








t-> _ _J C A" A /I 

End o /z 4 




Name 


/-\ t r\ AA01 O A /" 

OJOOOolo zo. 


0420 


.•Cll.ol 


. ts 


Method TBLASTX: 


Soybean 


Start 


1057 








End- 5576 




GI 


none 








Score 61 




Exons 


1 A C ^7 1 1 / A 

lOo / . .114 9, 


1 ACT 

lOo / 


1 1 A A 

. . 114 y , 


TATA 

10 /u . 


. 118 6, 1151 . . 1201 , 


11C/** A A A O 

1156 . . 1203 , 




1283 . .1405, 


128.7 


. .14 06, 


1485 . 


. 1562 , 14 90 . . 1567 , 


1571 . .1636, 




1775 . . 1864 , 


1779 


. .1859, 


4766 . 


. 4915, 4798 . .4896, 


4885 . . 4932, 




4 989. . 5162 , 


C A A A 

5042 


. .5167, 


C A A A 

524 9 . 


COO'") rorn COTA 

. 5383, 5257 . . 5373 , 


5487 . . 5576, 




c / a a cct/: 
54 90 . . OO /b 












Seq. No. 


OObb / 








TI"\ ^TAAA"3T"0 

Seq. ID OJOOOolo 


26 . 0420 . Cll 


Gene No . 


1 1 7 AAA 

1 1 /00z 








Strand - 




Start 


>i *7 o a 

4 /yy 








End 0 /z 4 




Name 


OJ000313 26. 


0420 


.Cll.ol 


.tc 


Method TBLASTX: 


Cress 


Start 


1073 








End 5582 




bl 


none 








bcore /u 




Exons 


10 / J . . llbb, 


10 / 0 


1 1 y| A 

. . 114 y , 


1 1 C C 

llob . 


. IzUo, lzoo..l40z, 


100"7 1*DAA 

lzo / . . lozz , 




1 y| AA 1 C r'l 

14 yu . .loo/, 


Id / 1 


. . looo, 


1 "7 "7 C 
1 / /O . 


.Ibbz, 1 / / o . . lo / / , 


/AAA /| 01 c 

4 0 Oz . . 4 y lo , 




4 b U 4 . . 4 y y b , 


A Q Q C 

4 y bo 


yl AAA 

. . 4 y oz , 


CA /I A 

OU4z . 


CI CQ C A/| A CI 

.olob, oU4o..olob, 


r AC! COOO 

ozo / . . ooy Z , 




COCO C "3 T /I 

OZDO . . JO /4 , 


C ^ O H 

04b / 


c c o a 

. . ooy z 








beq. no. 


JJOD / 








beq. ID CJJUUUolo 


A£T A/l AA 1 1 

Zb . U4zU . Cll 


Gene No . 


117002 








Strand 




Start 


4789 








End 5724 




Name 


OJ000313 26. 


0420 


.Cll.ol 


.gp 


Method AAT/GAP 




btart 


4556 








End 5724 




GI 


1029 2.R1084 








Score 1496 




Exons 


4556. .4929, 


5045 


. .5161, 


5257. 


.5371, 5488. .5724 




GI Descrip. 


'2058498 2.0e-89 


(U76029) hemoglobin 1 [Oryza sativa] 




>gi_2058500 


(U76030) hemoglobin 1 [Oryza sativa 


] ' 


Seq. No. 


55867 








Seq. ID OJ000313 


_26. 0420. Cll 


Gene No. 


117002 








Strand 




Start 


4789 








End 5724 




Name 


OJ000313 26. 


0420 


.Cll.o2 


.gs 


Method GENSCAN 




Start 


4789 








End 5615 





56401 



GI none Score .96 

Exons 4789.. 4929, 5045.. 5161, 5257.. 5371, 5488.. 5615 

Seq. No. 55867 Seq. ID OJ000313_2 6 . 0420 . Cll 

Gene No. 117002 Strand 

Start 4789 End 5724 

Name OJ000313_26 . 0420 . Cll . ol . np Method AAT/NAP 

Start 4792 End 5615 

GI 7439528 . Score 744 

Exons 4792. .4929, 5045. .5161, 5257. .5371, 5488. .5615 

GI Descrip. hemoglobin 1 - rice gi | 20584 98 | gb | AAC49882 . 1 | (U76029) 

hemoglobin 1 [Oryza sativa] gi I 2058500 | gb | AAC4 9883 . 1 1 (U76030) 

hemoglobin 1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55868 

117003 

1 

OJ000313_2 6.0420.C12.ol.np 
1 

74 8 6263 



Seq. ID OJ000313_26.0420.C12 
Strand 

End 4 38 6 

Method AAT/NAP 
End .14 67 
Score 232 



1..59, 322. .411, 509. .565, 645. .744, 820. .927, 958. .1211, 
1331. .1467 

hypothetical protein F27L4.12 - Arabidopsis thaliana 

gi I 3152613 | gb | AAC17092.il (AC004482) hypothetical protein- 

[Arabidopsis thaliana] 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55868 

117003 

1 

OJ000313_2 6.0420.C12.o2.np 
1 

7486263 



Seq. ID OJ000313_26.0420.C12 
Strand 

End 4386 

Method AAT/NAP 

End 3377 

Score 234 



1..59, 322. .411, 509. .565, 645. .744, 820. .927, 958. .1211, 
1331. .1450, 3315. .3377 " 

hypothetical protein F27L4 . 12- - Arabidopsis thaliana 
gil_3I52613lgblAAC17092.il (AC004482) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 55868 

Gene No. 117003 

Start 1 

Name OJ000313_26 . 0420 . C12 . o2 . tm 

Start 24 

GI none 
Exons 



Seq. ID OJ000313_26. 04.20. C12 
Strand 

End 4386 

Method TBLASTX : Mai ze 

End 882 

Score 87 



24. .62, 319. .459, 322. .402, 323. .436, 485. .565, 492. .566, 
645. .740, 645. .743, 646. .747, 815. .880, 820. .882, 822. .881 



Seq. No. 5586B 

Gene No. 117003 

Start 1 

Name OJ000313_26 . 0420 . C12 . ol . gs 

Start 816 

GI none 
Exons 



Seq. ID OJ000313_26.0420.C12 

Strand ' - 

End 4386 

Method GENSCAN 

End ■ 4386 

Score . 61 



816. .1226, 1343. .1780, 1892. .2008, 2351. .2485, 2724. .2796, 
3295. .3390, 4183. .4268, 4273. .4386 



Seq. No. 



55868 



Seq. ID OJ000313_26.0420.C12 



56402 



Gene No. 117003 

Start 1 

Name OJ000313_26 . 0420'. C12 . o3 . tm 

Start 1083 

GI none 

Exons 1083.. 1229, 1084.. 1227, 1334. 

Seq. No. 55868 

Gene No. 117003 
Start_ • 1. 

Name "" OJ000313_26 . 0420 . C12 . ol . ts 

Start 1547 ' 

GI none 

Exons 1547.. 1795, 1644.. 1730, 1892. 



Strand 
End 

Method 

End 

Score 



4386 

•TBLASTX: Maize 
1427 
112 



1399, 133.5.. 1427 

Seq. ID OJ000313_26.0420.C12 

Strand - 

End 4 386 ' 

Method TBLASTX : Soybean 

End 2011 

Score 68 

2011 



Seq. No. 55868 

Gene No. 117003 

Start 1 

Name OJ000313_26 . 04 20 . C12 . ol . tm 

Start ' 1651 

GI none 

Exons 1651.. 1743, 1652.. 1783, 1655. 
1894. .1986 



Seq. ID OJ000313_26.0420.C12 
Strand 

End 4386 

Method TBLASTX: Maize 

End 1986 

Score * 123 

.1789, 1875. .1985, 1892. .1984, 



Seq. No. 55868 

Gene No. 117003' 

Start 1 

Name OJ000313_26 . 0420 . C12 . ol . gp 

Start 1758 

GI none 

Exons 1758.. 2274 



Seq. ID OJ000313_26.0420.C12 
Strand 

End 4386 

Method AAT/GAP 

End 2274 

Score 1026 



Seq. No. 55869 Seq. ID 

Gene No. 117004 Strand 

.Start 268 End 
Name . OJ000313_26 . 0420 . C13 . ol . gs Method 

Start 268 . End 

GI none ' " Score 

Exons 268.. 271, 503.. 534 



OJ000313_26.0420.C13 

+ ' 

534 

GENSCAN 
534 - 
.43 



Seq. No. 


55869 






Seq. ID 


OJ000313 


_26.0420.C13 


Gene No. 


117005 






Strand 






Start 


1531 






End 


5166 




Name 


OJ000313 26 


.0420.C13.ol 


.np 


Method 


AAT/NAP 




Start 


1531 






End 


3653 




GI 


7523517 






Score 


225 




Exons 


1531. .1843, 


1988. .2042, 


3596". 


.3653 






GI Descrip. 


(AP001633) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


55869 






Seq. ID 


OJ000313_ 


_26.0420.C13 


Gene No. 


117005 






Strand 


+ 




Start 


1531 






End 


5166 




Name 


OJ000313 26 


.0420.C13.o2 


gs 


Method 


GENSCAN 




Start 


2689 






End 


5088 




GI 


none 






Score 


.87 




Exons 


2689. .2800, 


3435. .3540, 


3555. 


.3636, 3713.. 3861, 


4087. .4471, 



4576. .5088 



56403 



Seq. No. 


55869 








Seq. ID 


OJ000313_26.0420 


.C13 


Gene No. 


117005 








Strand 


+ 




otart 










End 


5166 




Name 


OJUUU313 Z O 


.0420. 


C13.o2. 


np 


Method 


AAT/NAP 




Start 


*3 O *D O 








End 


5061 




GI 










Score 


508. 




Exons 


oyjz . . 4 oi y , 


4657. 


.5061 










GI Descrip. 


(ACUU4 4 oz ) 


hypothetical 


protein [Arabidopsis thaliana] 




oeq. no. 










Seq. ID 


OJ000313_26.0420 


.C13 


Gene No. 


117005 








Strand 


+ 




Start 


1531 








End 


5166 




Name 


UJUUUolJ Zb 


.0420. 


C13.ol. 


gp 


Method 


AAT/GAP 




Start 


4 / /3 








End 


5166 




GI 


LIBJ4 J j-UUb 


-Q6-K6-G3 




Score 


670 




Exons 


4 / /O . . DlDD 














GI Descrip. 


jlOz oUD / . 


Ue-zU 


(AC004482). 


hypothetical protein [Arabidopsis 




tnaiiana j 














Seq. No. 


55869 








Seq. ID 


OJ000313_26.0420 


.C13 


Gene No. 


117006 








Strand 






start 


DO / l 








End 


9340 




Name 


OJ000313 26 


n a o n 
. U4 ZU . 


C13.o3. 


np 


Method 


AAT/NAP 




Start 


8571 








^ End 


C\ O A C\ 

9340 




GI 


6273385 








Score 


r /~ a 

664 




Exons 


8571 . . 8794 , 


o ozo . 


.9340 










GI Descrip. 


(AF195654 ) 


bCU I 


[Vitis vinifera] 






Seq. No. 


55869 








Seq. ID 


r\ tpi n n o i o o/~ n / on 

OJUUU313 Zo.U4zU 


. C13 


Gene No . 


11 / UU / 








Strand 






Start 


lUb4 / 








End 


11159 




Name 


UJUUUjIO zb 


. U4 ZU . 


C13.ol. 


tm 


Method 


TBLASTX : Mai ze 






/i t n q 
4 / Uo 








End 


5001 




GI 


none 








Score 


394 




Exons 


4 / Uo . . 3 U U 1 , 


4774. 


.4992, 


4 77 6 


. .4997 






Seq. No. 


558 69 








Seq. ID 


OJ000313_26.0420 


.C13 


Gene No . 


11 / UU / 








Strand 






otart 


1 U t)4 / 








End 


11159 




Name 


OJUUU313 ZD 


.0420. 


C13.o2. 


ts 


Method 


TBLASTX : Soybean 




btart 


4 / Uo 








. End 


4865 




C T 


none 








Score 


216 




Exons 


a n r\Q /iocs 
4 / Uo . . 4 o Do , 


4773. 


.4865 










Seq. No. 


55869 








Seq. ID 


OJ000313_26.0420 


.C13 


Gene No . 


11 / U U / 








■ Strand 1 






Start 


1Uo4 / 








■' En'd 


11159 




Name 


OJUUU313 ZD 


.0420. 


C13.ol. 


tw' 


Method 


TBLASTX: Wheat 




Start 


4735 








End 


5001 




GI 


none 








Score 


359 




Exons 


4735. .5001, 


4774. 


.4989 










Seq. No. 


55869 








Seq. ID 


OJ000313_26.0420 


.C13 


Gene No. 


117007 








Strand 






Start 


10647 








End 


11159 




Name 


OJ000313 26 


.0420. 


C13.o2. 


tc 


Method 


TBLASTX: Cress 





56404 



Start 
GI 

Exons 



4801 
none 

4801. .5004, 4801. .5004 



End 5004 
Score 274 



Seq. No. 
Gene No. 
Start- 
Name 
• Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55869 

117007. 

10647-'-* 

OJ000313_26.04 20.C13.o2.tw 

8577 

none 

8577. .8810, 8689. .8805 



55869 

117007 

10647 

OJ000313_26.0420.C13.ol. 

8580 
none 

8580. .8612, 8616. 
90'25.. 9201, 9054. 



.8786, 
.9200, 



tc 



8820. 
9189. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_26.0420.C13 
11159 

TBLASTX: Wheat 

8810 

89 



Seq. ID OJ000313_26.0420.C13 
Strand 

End 11159 
Method TBLASTX : Cress 
End 9288 
Score 73 

.8894, 8916.. 9056, 8917.. 9057, 
.9287, 9190. .9288 



Seq. No. 55869 

Gene No. 117007 
Start . 10647. 

Name OJ000313_26 . 0420 . C13 . ol . ts 

Start 8580 

GI none 
Exons 



Seq. ID OJ000313_26.0420.C13 
Strand 

End 11159 

Method " TBLASTX : Soybean 

End 9278 

Score 81 



8580. .8606, 8610. .8786, 8689.-8787, 8835.-8894, 8836.-8883, 
8916. .9035, 8917. .9036, 9034. .9276, 9051. .9278 



Q, Seq. No. 

r[| Gene No. 

Start 

l~_ Name 

H Start 

"4 GI 

=^ Exons 



55869 

117007 

10647 

OJ000313_26. 0420.C13.o2.tm 

8583 

none 



Seq. ID OJ000313_26.0420.C13 
Strand 

End 11159 

Method TBLASTX : Mai ze 

End 9266 

Score 41 



8583. .8813, 8835. .8903, 8904. .9038, 8929. .8967, 9010. .9210, 
9042. .908^ 9093.. 9137, 9141.. 9266 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55869 
117007 
.10647 

OJ000313_26.0420.C13.o3.tw 

8829 

none 



Seq. ID OJ000313_26.0420.C13 
Strand 

End 11159 

Method TBLASTX : Wheat 

End 9251 

Score 87 



8829..8879, 8892. .9146, 9010. .9201, 9231. .9251 



55869 
117007 
10647 

OJ000313_26. 0420.C13.o4 .np 
10394 

2852447 ..^ . 

10394 . .10507, 1*0686. . 11159 
(D88206) protein kinase [Arabidopsis thaliana] 



Seq. ID ^OJ000313_26.0420.C13 
Strand 

End 11159 

Method AAT/NAP 

End 11159 

Score 116 



Seq. No. 



55869 



Seq. ID OJ000313_26.0420.C13 



56405 



Gene No. " 117007 Strand 

Start • 10647 End 11159 

Name OJ000313_26 . 0420 . C13 . o4 . gs Method GENSCAN 

Start 10647 End 11153 

GI none Score .93 

Exons 10647.. 11153 



Seq. No. 55870 Seq. ID 

Gene No. 117008 Strand 

Start 65 End 

Name OJ000313_26 . 0420 . C14 . ol . gs Method 

Start 65 End 

GI none Score 
Exons 



OJ000313_26.0420.C14 
+ 



65. .73, 155. .259, 2114. .2263, 2440. 



6858 
GENSCAN 
6858 
.64 

2601, 3226. 



3325. .3624, 3756. .3950, 4155. .4242, 4643, 
6448. .6629, 6716. .6858 



3282, 



,5123, 5835. .6383, 



Seq. No. 55870 Seq. ID OJ000313 26.0420.C14 

Gene No. * 117008 
Start ' 65 

Name OJ000313_26 . 0420 . C14 . ol . np 

Start 3367 
GI 7485315 

Exons 3367..347S, 3587 .. 3624 , '3756 .. 4032 , 4643.. 5123, 5835.. 6383, 

6448.-6648, 6753.. 6855 
GI Descrip. hypothetical protein F10M10.140 - Arabidopsis thaliana 

gi|4455182|emb|CAB36714.1| (AL035521) putative protein 

[Arabidopsis thaliana] gi | 7270387 | emb | CAB80154 . 1 | (AL161585) 

putative protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
•3756. .4032, 



OJ000313_ 
+ 

6858 
AAT/NAP 
6855 
1666 
4643. .5123, 



W Seq. No. 

fU Gene No. 

s Start 

f=f Name 

^1 Start 

?~ Exons 

%J GI Descrip. 



55870 Seq. ID 

117008 Strand 
65 End 
OJ000313_2 6 . 0420 . C14 . ol .gp Method 
3779 End 
uC-osrocyp006a05bl Score 
3779. .4032, 4643. .4872 

'4678205/gb|AAD26951.1|AC007134_9 1.0e-59 (AC007134) 
hypothetical protein [Arabidopsis thaliana] 1 



OJ000313_26.0420.C14 
+ 

6858 
AAT/GAP 
4872 
920 



Seq. No. 55870 

Gene No. .117009 

Start 7937 

Name OJ000313_2 6 . 0420 . C14 . o2 . gs 

Start 7937 

GI none 
Exons 



Seq. ID OJ000313_26.0420.C14 



Strand 
End 

Method 

End 

Score 



10127 
GENSCAN 
10003 
^8 



7937.. 8204, 8939.. 9013, 9109.. 9189, 9282.. 10003 



Seq. No. 55870 Seq. ID 

Gene No. 117009 Strand 

Start 7937 End 

Name OJ000313_2 6 . 0420 . C14 . o2 .np Method 

Start 9323 - End 

GI ■ 6539555 Score 

Exons 9323.. 10003, 10086.. 10127 

GI Descrip. (AP000836) Similar to mariner transposase (AF078934) [Oryza 

sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to mariner 



OJ000313_26.0420.C14 
+ 

10127 
AAT/NAP 
10127 
685 



56406 



transposase (AF078934) [Oryza sativa] 



C 1 n j-r XT y—i 

beq. NO. 


c c o n c\ 
0 OO / U 








Seq. ID 


OJ000313_26.0420.C14 


Gene No. 


11 / U 1 u 








Strand 




C 1 4- -i v~ 4- 

otart 


p/yy 








End 


7178 


Name 


UJUUUjIj z o . 


U4 z u , 


PI ,4 r\0 
, U14 . OZ 


. t s 


Method 


TBLASTX : Soybean 


otari 


JJ03 


- 






" End 


3935 


p t 
bl 


none 








Score 


49 


Exons 


JJOy . . J0Z4 / 


Joy i . 


"3 CO *3 
. . J OZ J , 


J / 0 J . 


.3935, 3753.. 3914 


Seq. No. 


55870 








Seq. ID 


OJ000313_26.0420.C14 


Gene No. 


117010 








Strand 




Of vf 

btart 


C,1 QQ 

o / yy 








End 


7178 


Name 


pt mnn "51 ^ o £ 

UJUUUOl O Z 0 . 


U4 Z U . 


Pi 4 r>> 1 
LI 4 . Ol . 


4- 

. t s 


Method 


TBLASTX : Soybean 


Start 


/ a a a 
4 04 4 








End 


6277 


bl 


none 








Score 


78 


Exons 


a a a a Anon 

4 04 4 . . 4 / Z / , 


4 u4 4 . 


1 ^0 
. 0 1 JZ , 


A £.A ^ 


.5121, 5835. .5906, 5835. .5912, 




c;Q RQ1 Q 

jojo. . jyi y , 


o y 1 1 . 


COT C 
. OZ / 0 , 


o y zz . 


.6170, 5995.. 6195, 6035.. 6277, 




OU JO • . DZDO , 


OZ 4 U . 


. OZ / D 








Seq. No. 


55870 








Seq. ID 


OJ000313_26.0420.C14 


Gene No . 


11 / U 1 U 








Strand 




btart 


CH QQ 

o / y y 








End 


7178 ' 


Name 


• UJUUUJIJ zb. 


U4ZU . 


P 1 A a1 

U14 Ol . 


, tm 


Method- '-. 


TBLASTX: Maize 


Start 


4 / / O 








End 


6312 


GI 


none 








Score 


649 


Exons 


4 / /o . . ol Jz , . 


4 / / / . 


. OlZl , 


C O 1 Q 

oo l y . 


.6166, 5835.. 6236, 5835.. 6170, 




5836 . . ojIz , 


oyyo . 


. OZl J, 


ozoy . 


.6298 




Seq. No. 


55870 








Seq. ID 


OJ000313_26.0420.C14 


Gene No . 


i i *7 n i n 
11 / u i u 








Strand 




Start 


a n q n 

o / y y 








End 


7178 


Name 


UJUUUjIj Zb. 


U4ZU . 


L14 . OZ , 


. tm 


Method 


TBLASTX: Maize 


otart 


o J 1Z 








End 


6619 


P T 


none 








Score 


120 


Exons 


O J1Z . . DJOD, 


0 J 1 J . 


. 0 Jo4 , 


b Jl J . 


.6390, 6394. .6546, 6447. .6572, 




6448. .6546, 


6449. 


.6550, 


6554 , 


.6601, 6555.. 6599, 6596. .6619 


o e q . in o . 


jjo / U 








Seq. ID 


OJ000313_26.0420.C14 


Gene No . 


i i n m n 
11 / u 1U 








Strand ■ 




otdit 


£T QQ 

d / yy 








End 


7178 


Name 


pt Tnnm i ^ o £ 
UJUUUJIJ zo. 


U4 Z U . 


PI A r\0 

LI 4 . OZ , 


■ gp 


Method 


AAT/GAP 


Cf -i vf 

btart 


d / y y 








End 


7178 


P T 


none 








Score 


661 


Exons 


6799.. 7178 












beq . jno . 


55871 . 








Seq. ID 


OJ000313_2 6. 04 20. C15 


Gene No. 


117011 








Strand 




btart 


629 








End 


1453 


Name 


OJ000313 26. 


0420. 


CIS.ol. 


,gs 


Method 


GENSCAN 


Start 


629 








End 


1453 


GI 


none 








Score 


.79 


Exons 


629.. 983, 1245.. 1453 








Seq. No. 


55872 








Seq. ID 


OJ000313_26.0420.C16 


Gene No. 


117012 








Strand 


+ 


Start 


6745 








End 


6981 



56407- 




Name 


OJ000313 26.0420.C16.ol.np 


Method 


AAT/NAP 




Start 


6127 


End 


6981 




GI 


7485963 


Score 


164 




l- 1 %r V"\ 


6127.. 6194, 6793.. 6981 








<jl UeSCITip. 


hypothetical protein F22I13. 


90 - Arabidopsis thaliana 






gi |4 539340 |emb ICAB37488.il (AL035539) 


putative protein 






[Arabidopsis thaliana]' gi| 7270816 | emb | CAB80497, 1 | (AL161593 




putative protein [Arabidopsis thaliana] 




Seq. No. 


55872 


Seq. ID 


OJ000313_26.0420. 


do 


Gene No. 




Strand 


+ 




olalL 


6745 


End 


6981 




Name 


OJ000313 26.0420.C16.o2.gs 


Method 


GENSCAN 




otart 


6745 


End 


6977 






none 


Score 


.8 




C v r*» o 


6745. . 6977 








beq. no. 


55872 


Seq. ID 


OJ000313_26.0420. 


LID 


Gene No. 


11 /U13 


Strand 






Start 


807 


End 


- 5313 




Name 


OJ000313 26.0420.C16.ol.gs 


Method 


GENSCAN 




Cf -i v«-f- 

ot3rt 


807 


End 


5313 




bl 


none 


Score 


. 66 




Exons 


807.. .940, '1062. .1190, 1398.. 


1494, 1980 


..1999, 2153. .2247 






2652.. 2739, 5271.. 5313 








Seq. No. 


55872 


Seq. ID 


OJ000313 26.0420. 


ClO 


Gene No. 


117014 


Strand 






otart 


6845 - 


End 


6984 




Name 


OJ000313 26.0420.C16.ol.tm 


Method 


TBLASTX: Maize 




otart 


6845 


End 


6984 






none 


Score 


218 




TP vr /"\ t~\ c 


6845. .6889, 6855. .6977, 6856 


. .6984 






Seq. No. 


ODD / Z 


beq. iu 


OJUUUolo ZD.U4ZU. 


PI c 

Lib 


Gene No. 


117014 


Strand 






O f- -j 


6845 


End 1 . 


• 6984 




Name 


> OJ000313 26.0420.C16.ol.tc 


Method 


TBLASTX: Cress 




Otalt 


6856 


End 


6984 




o J. 


none 


Score 


184 




HiXtJIlo 


6856. .6984, 6858. .6977 








Seq. No. 


55872 


Seq. ID 


OJ000313_26.0420. 


Lib 


Gene No. 


117014 


Strand- 








6845 


End 


6984 




Name 


OJ000313 26.0420.C16.ol.ts 


Method 


TBLASTX : Soybean 




otart 


6856 - • 


End 


6984 




ljj. 


none 


Score 


199 ' 




Exons 


6856. .6984, 6861. .6977 










55873 


Seq. ID 


OJ000313_26.0420. 


C17 


Gene No. 


117015 


Strand 


+ 




Start 


1195 


End 


2367 




Name- 


OJ000313 26.0420.C17.ol.np • 


.Method 


AAT/NAP 




Start 


1195 


End 


2367 




GI 


7485770 


Score 


511 




Exons 


1195.. 1353, 1429.. 1519, 2147 


. .2367 







56408 



GI Descrip. hypothetical protein F19F18.170 - Arabidopsis thaliana 
gi I 4468993 |emb| CAB38307.il (AL035605) putative protein 
[Arabidopsis thaliana] gi | 7270750 | emb| CAB804 33 . 1 | (AL161591) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000313 26.0420.C17 



Seq. No. 55873 

Gene No. 117016 Strand 

Start 234 End 2358 

Name OJ000313_26 . 0420 . C17 . ol . gs Method GENSCAN 

Start 234 End 1433 

GI none Score ... .46 

Exons 234. .361, 453.-635, 690. .791, 1364. .1433 



Seq. No. 55873 

Gene No. 117016 

Start 234 

Name OJ000313_2 6 . 0420 . C17 . ol . ts 

Start 1186 

GI ' none 

Exons ' 1186.. 1245, 1196.. 1243, 1232. 

1433. .1480, 1441. .1482, 2108. 



Seq. ID OJ000313_26.0420.C17 
Strand 

End 2358 

Method TBLASTX : Soybean 

End 2358 

Score 77 

.1381, 1279.. 1359, 1346.. 1453, 
.2356, 2146. .2358 



Seq. No. 

Gene No. 
%1 Start 
ffi Name 
ri§ Start 
ft GI 
f 6 ? Exons 



55873 

117016 

234 

OJ000313_26 . 0420 . C17 . ol . tm 

1265 

none 

1265. .1504, 1273. .1527, 1278. 
2079. .2306, 2138. .2353, 2147. 



Seq. ID OJ000313_26.0420.C17 
Strand - 

End 2358 ■ : 

Method TBLASTX : Maize 
End 2358 
Score 381 

.1517, 1279. .1524, 1388. .1534, 
.2356, 2149. .2358 



Seq. No. 55873 

Gene No. 117016 

Start 234 

Name OJ000313_2 6 . 04 20 . C17 . ol . tc 

Start 2201 

GI none 

Exons 2201.. 2356, 2206.. 2358 



Seq. ID OJ000313_26.0420.C17 
Strand 

End 2358 

Method TBLASTX : Cress 

End 2358 

Score 186 



Seq. No. 55874 

Gene No. 117017 

Start 38 

■Name OJ000313_26 . 0420 . C19 . ol . gs 

Start 38 

GI none 

Exons 38.. 727 



Seq. ID OJ000313_26.0420.C19 

Strand 

End 727 

Method GENSCAN 

End 727 

Score . 6 



Seq. No. 55874 * - Seq. ID 

Gene No. 117017 Strand 

Start 38 End 

Name OJ000313_26 . 0420 . C19 . ol . ts Method 

Start 167 _ End 

GI none Score 

Exons 167.. 409, 294.. 425 



OJ000313_26.0420.C19 
727 

TBLASTX: Soybean 

425 

85 



Seq. No. 
Gene No. 



55875 
117018 



Seq. ID OJ000323_26.0420.C2 
Strand + 



56409 





Start 


1 




End 


1043 






Name * 


OJUUUJzJ Zb.U4ZU.Oz.OI. 


np 


Method 








Start 


1 




End 


1 n a "3 
1U4 j 






GI 


O /ZlOl O 




Score 


loo 






Exons 












- 


GI Descrip. 


(ArUUiu/zj nyporneuicai 


. protein [Oryza 


sat iva ] 






Seq. No. 


55875 




Seq. ID 


OJ000323_26.0420. 


C2 




Gene No. 


117018 




Strand 


+ 






Start 


1 




End 


1U4 o 






Name 


OJUOOozo zo . U4ZU . Cz . Ol . 


gs 


Method 


GEN SCAN 






Start 


o n c\ 

zyy 




End 


04 / 






GI 


none 




Score 


A 1 

. 4 1 






Exons 


zy y . .o^ / 












Seq. No. 


55876 




Seq. ID 


OJ000323_26.0420. 


C4 




Gene No. 


117019 




Strand 








btart 


112 




End 


O / Z 4 






Name 


OJ000323 26.0420.C4.ol. 


gs 


Method . 








Start 


112 




End 


o /Z4 






GI 


none 




Score 


A A 

. 4 4 






Exons 


112. .194, 600. .688, 1340. .2294, 3112.. 


o/inc oto/i 

oZ4o, o4Ub..o/Z4 






Seq. No. 


55876 




Seq. ID 


OJ0003-23_2 6.0420. 


C4 


".J 


Gene No. 


117019 




Strand 






E:l 


Start 


112 




End 


3724 




r : 5" 


Name 


OJ000323 26.0420.C4 .ol. 


tm 


Method 


TBLASTX: Maize 




f *| 


Start 


1326 . 




End ' 


2418 






GI 


none 




Score 


70 




. 4 


Exons 


1326. .1418, 1335. .1457, 


1542. 


.1643, 1659. .1955, 1659. .1946, 






1663. .1959, 1669.. 1959, 


1996. 


.2220, 1999. .2118, 2009. .2155, 


r {Ji 




2013. .2213, 2220.. 2312, 


2233. 


.2406, 2389. .2418 




5 

C3 


Seq. No. 


55876 




Seq. ID 


OJ000323_26.0420. 


C4 




Gene No . 


117019 




Strand 








Start 


112 „ 




End 


3724 






Name 


OJ000323 26.0420.C4.ol. 


gp 


Method 


AAT/,GAP , 






Start 


1383 




End 


1910 ' 




C3 


r* t 
bl 


8115 1.R1084 




Score 


1044 " 






Exons 


1383. .1910 










C3 


GI Descrip. 


'2827536/emb|CAA16544 .1 


I 2.0e 


-12 (AL021633) hypothetical 


. protein 






[Arabidopsis thaliana] 1 












Seq. No. 


55876 




Seq. ID 


OJ000323_26. 04.20. 


C4 




Gene No. 


117019 




Strand 








Start 


112 




End 


3724 






Name 


OJ000323 26.0420.C4.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


1587 




End 


1821 








none 




Score 


205 






Exons 


1587. .1820, 1611.*. 1820, 


1669. 


. 1821 








Seq. No. 


55876 




Seq. ID 


OJ000323_26.0420. 


C4 




Gene No. 


117019 




Strand 








Start 


112 




End 


3724 






Name 


OJ000323 26.0420.C4.ol. 


np 


Method 


AAT/NAP 






Start 


1658 




End 


2306 






GI 


6553882 




Score 


382 





56410 




Exons 


1658. .2306 












GI Descrip. 


(AC012563) unknown protein 


f Arabidopsi 


s thaliana] 




Seq. No. 


55876 






Seq. ID 


OJ000323_26.0420. 


C4 


Gene No. 


117019 






Strand 






Start 


112 






End 






Name 


OJ000323 26.0420.C4.ol. 


tc 




Method 


mo T 7\CTV t Pv-rtno 

i dJjAo i a : tress 




Start 


1671 






End 


0 1 CO 
L lOO 




GI 


none 






Score 


10/ 




Exons 


ib/i. . iy4U, • 1/41. .lyoo/ 


1951. 


. z 14 D , 


1 O Ol CO 

1 3 . . iljj 




Seq. No. 


55876 






Seq. ID 


OJ000323_26.0420. 


C4 


Gene No. 


117019 






Strand 






Start 


112 






End 


3 1 L 4 




Name 


OJ000323 26.0420.C4.ol. 


ts 




Method 


i ULAbix: boyoean . 




Start 


1692 






End 


Ol cc 

z lb b 




GI 


none 






Score 


1 1 c 

lib 




Exons 


1692. .1931, 2008. .2133, 


2013. 


.2156, 20 


lb . . zlbo 




Seq. No. 


55876 






Seq. ID 




C4 


Gene No. 


117019 






Strand 






Start 


112 






End 


. 3724' 




Name 


OJ000323 26.0420.C4.o2. 


gp 




Method 


AAT/GAP 




Start 


2153 






End 


3292 




GI- 


43613 1.R1084 






Score 


858 • 




Exons 


2153. .2414, 3112. .3292 












GI Descrip. 


, 4314378/gb|AAD15588 | 1 


,0e- 


20 


(AC006232) putative lipase 




[Arabidopsis thaliana] 


>gi 


5306262 gb AAD41994.1 AC006233 




(AC006233) putative lipase 


[Arabidopsis thaliana] 1 




Seq. No. 


55877 






Seq. ID 


OJ000323_26.0420. 


C5 


Gene No. 


117020 






Strand 






Start 


27 






End 


396 




Name 


OJ000323 26.0420.C5.ol. 


gs 




Method 


GENS CAN 




Start 


27 






End 


396 




GI 


none 






Scpre 


.42 




Exons 


27. .113, 355. .396 












Seq. No. 


55878 






Seq. ID 


OJ000323_26.0420. 


C6 


Gene No. 


117021 






Strand 






btart 


8 






End 


532 




Name 


OJ000323 26.0420.C6.ol. 


gs 




Method 


GENSCAN 




Start 


8 






End 


532 




GI 


none 






Score 


.99 




Exons 


8. .532 












Seq. No. 


55879 






Seq. ID 


OJ000323_26.0420. 


C8 


Gene No. 


117022 






Strand 






Start 


694 






End 


967 




Name 


OJ000323 26.0420.C8.ol. 


gs 




Method 


GENSCAN 




Start 


694 






End 


957 




GI 


none 






Score 


.99 




Exons 


694. .957 












Seq. No. 


55879 






Seq. ID 


OJ000323_26.0420. 


C8 


Gene No. 


117022 






Strand 






Start 


694 






End 


967 





56411 




Name OJ000323_26 . 0420 . C8 . ol . np Method AAT/NAP 

Start 703 End 967 

GI 7486630 - Score 76 - 

Exons 703.. 967 

GI Descrip. hypothetical protein F8B4.140 - Arabidopsis thaliana 

gi | 4049346 | embl CAA22571.il (AL034567) putative protein 
[Arabidopsis thaliana] gi | 7270148 J emb | CAB79961 . 1 1 (AL161581) 
putative protein [Arabidopsis. thaliana] 





Seq. No. 


55880 




Seq. ID 


OJ000323_26.0420 


.C9 




Gene No. 


117023 




Strand 


+ 






Start 


z4 / y 




End 


4034 






Name 


OJUUUozo zb 


.042Q.C9.ol.np 


Method 


AAT/NAP 






Start 


2479 




End 


4034 






GI 


50424 b3 




Score 


91 






Exons 


2479 . . 2do4 , 


3717. .4034 










GI Descrip. 


(AC00778 9) 


unknown protein [Oryza sativa] 






Seq. No. 


55880 




Seq. ID 


OJ000323_26.0420 


.C9 




Gene No.- 


117024 




Strand 


- 






Start 


1802 




End 


2045 






Name 


OJ000323 26 


.0420.C9.ol.gs 


Method 


GENSCAN 




- 


Start 






End 


2045 




% 3 


GI 


none 




Score 


.86> 




jfj 


Exons 


1802 . . 1932, 


1964. .2045 • 










Seq. No. 


55880 




Seq. ID 


OJ000323_26.0420 


.C9 




Gene No. 


117025 




Strand 








Start 


2190 




End 


2564 






Name 


OJ000323 26 


.0420.C9.o2.tm 


Method 


TBLASTX: Maize 




\ y 


Start 


280 




End 


409 






GI 


none 




Score 


185 




£ 

12 


Exons 


280. .408, 2 


81. .409 










Seq. No>i ■ 


55880 




Seq. ID 


OJ000323_26.0420 


C9 




Gene No. 


117025 




Strand 








Start 


2190 




End 


2564 






Name 


OJ000323J26 


. 0420.C9.o3.tm 


Method 


TBLASTX: Maize 






Start 


783 




End 


970 






GI 


none 




Score 


154 






Exons 


783. .965, 800. .970, 816. .965 










Seq. No. 


55880 




Seq. ID 


OJ000323_26.0420 


C9 




Gene No. 


117025 




Strand 








Start 


2190 




End 


2564 






Name 


OJ000323 26 


. 0420.C9.ol. tm 


Method 


TBLASTX: Maize 






Start 


1116 




End 


1296 






GI 


none 




Score 


212 






Exons 


1116. . 1295, 


1117. .1296, 1136. 


.1294, 1137. .1295, 1138. .1296 



Seq. No. 55880 Seq. ID 

Gene No. 117025 , Strand 

Start 2190 End 

Name - OJ000323_2 6 . 0420 . C9 . o2 . gs Method 

Start 2190 End 

GI none Score 

Exons 2190.. 2564 



OJ000323_26.0420.C9 

2564 
GENSCAN 
2564 
.91 



56412 





Seq. No. 


55881 


Seq. ID 


OJ000323 




Gene No., 


117026 


Strand 


+ 




OLdi L 


j j / 


End 


674 




Name 


UJUUU jZ j ZD.UflZU.L/iU.Ol.np 


Method 


AAT/NAP 




Of 3 r+- 


jj / 


End 


674 






Rfl A 0 A £ "3 
O U fi Z f± O J 


Score 


51 




Exons 


■^^7 c: >i >i cqc £7vl 
jJ/..Ofiy f J?D. . O / ft 








ui uescrip. 


/ Affirm Q Q \ unVn/M.in r\rr\f qi n 

\Pi\^\j\j f / 0 .7 j unknown protein 


[Oryza sativa] 




Seq. No. 


55881 


Seq. ID 


OJ000323 




Gene No. 


117027 


Strand 






O Lai. L 


993 


End 


1135 




Name 


OJ000323 26.0420.C10.o2.np 


Method 


AAT/NAP 




oLait 


993 


End 


1135 




PT 


7106514 


Score 


65 




C vAn c 
CjXOIlb 


993.. 1135 








pt c p y i y~\ 

oJ. Ucotlip. 


. (AP001278) hypothetical protein [Oryza 


sativa] 






55882 


Seq. ID 


OJ000323 




Gene No. 


117028 


Strand 


+ 




Start 


5538 


End 


8102 




Name 


OJ000323 26.0420.Cll.ol.gp 


Method 


AAT/GAP 


u ^ 


0 car z 


5415 


End : 


7544 


cn 


C" T 
bl 


-41091 2.R1084 - 


-Score 


1738 




Exons 


5415.-. 5613, 6796.. 7544 






f 


GI Descrip. 


, 1621268/emb|CAB02653| l.Oe 


-86 (Z81012; 


I unknown 






communis] ' 








Seq. No. 


55882 


Seq. ID 


OJ000323 


ru 


bene ino . 


117028 


Strand . 


+ 




oiart 


5538 


End 


8102 




Name 


OJ000323 26.0420.Cll.o2.gs 


Method 


GENSCAN 






:5538, • 


End 


7841 






■ .bone 


Score 


.97 


f 


Exons 


5538. .5613, 6796, .7841 






t3 


Seq. No. 


* 55882 


Seq. ID 


OJ000323 




Gene No. 


117028 


Strand 


+ 


f 3 


Start 


5538 


End 


8102 




Name 


OJ000323 26.0420.Cll.ol.np 


Method 


AAT/NAP 




Start 


6730 


End 


7814 




GI 


7488898 


Score 


1262 




Exons 


6730. .7814 







26.0420.C11 



GI Descrip. hypothetical protein - castor bean gi | 1621268 | emb | CAB02653 . 1 | 
(Z81012) unknown [Ricinus communis] 



Seq. No." 55882 

Gene No. . 117028 

Start " .5538 

Name OJ000323_26 . 04 20 . Cll . ol . tm 

Start 6779 

GI none 

Exons 6779.. 7078, 6795.. 7100, 7068. 

7289. .7405, 7299. .7835, 7304. 



Seq. ID OJ000323_26. 0420. Cll 

Strand + 

End 8102 

Method TBLASTX: Maize 

End 8102 

Score 473 

.7295, 7082. .7294, 7200. .7298, 
.7813, 7955. .8074, 7977. .8102 



Seq. No. 



55882 



Seq. ID OJ000323 26. 0420. Cll 



56413 




Gene No. 


117,028 








Strand 


+ 


Start 










End 


8102 


Name 


Td f\ f\ "3 0"3 OC 

UJUUUJ^o 


. U4 ZU . 


CI I . oz 


. tc 


Method 


TBLASTX: Cress 


Start 


/r *7 O Q 

b/oo 








End 


7094 


GI 


none 








Score 


63 


Exons 


O / O O . . DO H. 1 / 


D / y J . 


c Q a c; 
. bo 4 0 , 


/TQOI 
DOZl . 


.7093, 6831.. 7094 


Seq. No. 










Seq. ID 


OJ000323_26. 0420. Cll 


Gene No. 


117028 








Strand 


+ 


Start 


5538 








End 


8102 


Name 


r\ Tt~\ f\ f\ "3 O *3 

(JJUUUoZo 


U4 ZU . 


LI i . Ol 


. tS 


Method 


TBLASTX: Soybean 


Start 


d / y i 








End 


7817 


r~< -r 

GI 


none 








Score 


73 


Exons 


C7Q1 CQOQ 

o / yi . . oozy , 


d / y o . 


. DOOU; 


C Q 1 O 
DoZ Z . 


.7103, 6830. .7102, 7103. .7717, 




/ 1U4 . . / / lo, 


n n a o 

1 1 H Z . 


. / o U / / 


/ / JO . 


. / O 1 / 




Seq. No. 


55882 








beq. iu 


UUKJVVOZo ZD . U4ZU.. til 


Gene No. 


117028 








Strand 


+ 


Of i -w~ 4- 


JJJO 








End 


8102 


Name 




n a o n 
U4 z(J . 


Oil /-V 1 

CI 1 . Ol 


. tw 


Method 


TBLASTX: Wheat 


start 


n c\ a o 








End 


7304 


GI 


none 








Score 


212 


Exons 


/ Uoz . . / oU4 , 


H c\ a A 
/Uo4 . 


. / jU J 








Seq. No. 


55882 








Seq. ID 


OJ000323_26. 0420. Cll 


Gene No. 


117028 








Strand 


+ 


Start 


C C "D O 

30 JO 








End 


8102 


Name 


OJ000323 26 


0420 . 


Cll . ol 


. tc 


Method 


TBLASTX: Cress 


Start 










End. 


7784 


GI 


none - 








Score 


807 


Exons 


/uy4 . . / /Ob/ 


/u yb . 


T T C T 

. I Id I , 


/ / ol . 


.7784 




Seq. No. 


55883 








Seq. ID 


OJ000323_26.0420.C12 


Gene No. 


117029 








Strand 


+ 


Start 


382 








End 


627 


Name 


OJ00Q.323 26. 


0420. 


C12.ol 


. np 


Method 


AAT/NAP 


Start 


382 








End 


627 


GI 


7330002 * " 








Score 


'90 



Exons 382. . 627 

GI Descrip. (AF210726) 0RFRU8-L [Macaca mulatta rhadinovirus 26-95] 



Seq. No. 55883 Seq. ID 

Gene No. 117030 Strand 

Start . 150 End 

Name ' OJ000323_26 . 0420 . C12 . ol . gs Method 

Start 150 End 

GI none Scqre ■: 

Exons • 150. . 666 



OJ000323_26.0420.C12 
666 

GENSCAN 

666 

.41 



Seq. No. 55884 

Gene No. .117031 

Start 1 

Name OJ000323_2 6.0420. C13 . ol . np 

Start 1 

GI 4416302 

Exons 1. . 1111 
GI Descrip. 



Seq. ID OJ000323_26.0420.C13 



Strand 
End 

Method 
End . 
Score 



+ 

1111 
AAT/NAP 
1111 
1064 



1. . 1111 

(AF105716) copia-type pol polyprotein [Zea mays] 



56414 




Seq. No. 


55884 






Seq. ID 


OJ000323_26.0420 


.C13 


bene jno . 


i nn'31 

11 / UjI 






Oil allU 


_i_ 




Start 


i 
l 






ijUU 


iiii 
1111 




Name 


fJJUUU Jzo 


ZD.UftZU.LlO.Ol. 




Method 


btiWoLfiiN 




Start 


1 00 








£9 Q 

oz y 




bl 


none 






Score 


. o o 




Exons 


l oo . . oz y 












Seq. No. 


55884 






Seq. ID 


OJ000323_26.0420 


.C13 


bene ino . 


117032 






Q f- v-^nrl 








917 






tjna 






Name 


OJ000323 


26.0420.C13.o3. 


Lltl 


Method 


i dJj/io i a . ixia l z e 




b tart 


20 






HjIIQ 


z ou 




bl 


none 






Score 


o o 




Exons 


20. .91, 21. .89, 80. .232, 


q n 


0 A A Q A 

Z 4 4 , o 4 . . 


z o u 




Seq. No. 


55884 






.Seq. ID 


OJ000323_26.0420 


.C13 


Gene No/ 


117032 . 






Strand 






O f -i >-+- 

btdil 


yi / 






Hill CI 


1 u o / 




Name 


OJ000323 


26.0420.C13.ol. 


LW 


A A /^s -f- V-\ /-v /-J 


i Diti-io i a . wnsau 




Start 


122 








DOJ 




bl 


none 






Score 


9 "5 c: 
ZOO 




Exons 


122. .346, 


123.. 368, 291. 


*3 a n 
. o4 / , 


A r\ Q ETC 
4Ub . .0/3 


, Dl / . . D / J, o / y . . 


£ Q "3 

DOJ; 




581. .685, 


610. .684 










Seq. No. 


55884 






Seq. ID 


OJ000323_26.0420 


.C13 


Gene No. 


11 /Uoz 






Strand 






Start 


917 






hna 


lUo / 




Name 


OJ000323 


26.0420.C13.ol. 


4--m 

tin 


Method 


i oLiAb i a : Max z e 




Start 


260 






t-> _ ^ 


/ yu 




bl 


none 






Score 


oi i 
j 1 1 




Exons 


260. .346, 


261. .605, 267. 


A A £ 


jo y . .3/4 


, D /D. . / j1/ 0 / O . . 


no 

1 1 z , 




580. .786, 


581. .790 










Seq. No. 


55884 






Seq. ID 


OJ000323_26.0420 


.C13 


Gene No . 


117032 






ourana 






C -1 1 t»4- 

btart 


917 






tjna 


lUo / 




Name 


OJ000323 


26.0420.C13.ol. 


f- — 

t s 


Method 


i dLAo i a : boyoean 




otart 


581 








yy / 




bl 


none 






Score 


9 1 n 
z / u 




Exons 


581. .997, 


592. .714, 793. 


. y ft o 








Seq. No. 


55884 






Seq. ID 


OJ000323_26.0420 


.C13 


Gene No . 


117032 






Strand 






btart 


917 






End 


1 HOT 
lUo / 




Name' 


OJ000323 


26.0420.C13.o2. 


tw 


.Method 


i bijAb i a : wneat 




Start 


779 






End 


i n d *7 
lUo / 




bl 


none * 






Score 


Q 9 

yz 




Exons 


779. .856, 


863.. 1009, 872 


..1009, 1031.. 


lUo / 




Seq. No. 


55884 






Seq. ID 


OJ000323_26.0420 


.C13 


Gene No. 


117032 






Strand 






Start 


917 






End 


1087 




Name 


OJ000323 


26.0420.C13.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


793 






End 


1086 




GI 


none 






Score 


252 





56415 




Exons 


793. .1005,- 794. .1045, 977. . 


1045, 1057. 


i np £ 

. 1 U 0 D 






Seq. No. 


55884 






Seq. ID 


OJ000323_26. 


0420 


.C13 


Gene No. 


117032 






Strand 








CM i -v- +- 

btaru 


917 






End 


luo / 






Name 


OJ000323 26.0420.C13.o2 


.gs 




Method 


btHilNbbAN 






btart 


917 






End 


1 n c; o 






bl 


none 






Score 


a q 






Exons 


917. .1058 














Seq. No. 


55885 






Seq. ID 


OJ000323_26. 


0420 


.C14 


Gene No. 


117033 






Strand 


+ 






otart 


266 






End 


y o ft 






Name 


OJ000323 26.0420.C14.ol 


. gs 




Method 


C TT NT C C Zi M 






Of 

otart 


266 






End 


yo 4 






bl 


none 






Score 


. D D 






Exons 


266. .334, 646. .954 














beq . no . 


S R R R 






Seq. ID 


UUUUU j ZO. 


U *± Z U 


. Ll / 


Gene No. 


117034 






Strand 


+ ~ 






Start 


1322 






End 


2627 






Name 


OJ000323 26.0420'.C17.ol 


.np 




Method 


n n hp /mid 






C A > v<4- 

btar t 


1322 






End 


Z bZ / 






bl 


6815099 






Score 


O O 






Exons 


1322.. 1429, 2529.. -2627 














GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


55887 






Seq. ID 


OJ000323_26. 


0420 


.C18 


Gene No. 


117035 






Strand 


+ 






btart 


1722 






End 


O A A Cl 

Z 4 4 U 






Name 


OJ000323 26.0420.C18.ol 


.gs 




Method 


bbNbbAN 






otart 


1722 






End 


o a a n 






P T 

bl 


none 






Score 


Q Q 

. o y 






Exons 


1722... 1790, 2000.. 2083, 


2138. 


.2440 








beq. no. 


J JOOO 






Seq. ID 


UJUUU j Z b . 


U 4 Z U 


. bi y 


Gene No. 


117036 






Strand 








Start 


1 






End 


708 






Name 


OJ000323 26.0420.C19.ol 


.gp 




Method 


AAT/GAP 






b t art 


1 






End 


397 






bl 


58 1.R1084 






Score 


718 






Exons 


1. . 397 














GI Descrip. 


'5360230/dbj | BAA8 1911.1 


1 1. 


Oe 


-115 (AB015287) Ran [Oryza 


sativa ] 


Seq. No. 


55888 






Seq. ID 


OJ000323_26. 


0420 


.C19 


Gene No. 


117036 






Strand 








Of v-f 

btart 


1 






End 


708 






Name 


OJ000323 26.0420.C19.ol 


.gs 




Method - 


GENSCAN 






C4- -v+- 

btart 


203 






End 


708 






bl 


none 






Score 


.71 






Exons 


203. .506, 564. .708 














Seq. No. 


55889 






Seq. ID 


OJ000323_26. 


0420 


.C20 


Gene No. 


117037 






Strand 


+ 






Start 


163 






End 


287 






Name 


OJ000323 26.0420.C20.ol 


.gs 




Method 


GENSCAN 






Start • 


163 






End 


287 







56416 



GI 

Exons 



none 

163.-.287 



Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

f ^ 

■A Seq. No. 
?S Gene No. . 

start 

\~ Name 
C3 Start 

. =*' Exons 



55889 Seq. ID OJ000323_ 

117038 Strand + 

550 End 5583 

.OJ000323_2 6. 0420 . C20 . ol . np Method AAT/NAP 

550 End 2175 

7459171 Score ' 80 
550. .643, 1980. .2175 
hypothetical protein T6H20. 
gi| 5541670 | emb | CAB5117 6 . 1 1 
[Arabidopsis thaliana] 

55889 

117038 Strand + 

550 End 5583 

OJ000323_26 . 0420 . C20. o2 . np Method AAT/NAP 

1936 End 5583 

'4966352 Score 174 
1936. .2090, 3214. .3290, 3416. .3689, 5540. .5583 
(AC006341) >F309.11 [Arabidopsis thaliana] 



26.0420.C20 



80 - Arabidopsis thaliana 
(AL096859) putative protein 



Seq. ID OJ000323_26.0420.C20 



55889 Seq. ID 

117038 Strand 

550 End 
OJ000323_2 6.0420. C20 . o2 . gs Method 

1965 End 

none Score 

1965. .2042, 2047. .2178 



OJ000323_26.0420.C20 
+ 

5583 ' 
GENSCAN 
2178 
.91 



: ~ Seq. No. 

^_ Gene No. 

C3 Start 

~->-A Name 

t 2 Start 

:2 gi 

:f Exons 



55889 Seq. ID 

117039 Strand 

6163 End 
OJ000323_26.04 20.C20.o3.gs Method 

6163 . End- 

none Score 

6163. .6697, 6830. .7237 



OJ000323_26.0420.C20 
+ 

7237 
GENSCAN 
7237 
.84 



Seq. No. 
Gene No. 
Start 
Name 

Start - * 
.GI 

Exons 

GI Descrip. 



55889 
117040 
3930 

OJ000323 
3930 
7248394 
3930. .4066, 
(AP001389) 
correspond 



Seq. ID OJ000323_26.0420.C20 
Strand 

End 754 6 

Method AAT/NAP 
End 754 6 

Score 34 
7546 

ESTs C97394 (C60113) , AU075824 (R0165J , D38985 (R0165) 
to a region of the predicted gene . -Similar to 



26.0420.C20.o3.np 



5851. .6056, 7488. 



Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 55889 Seq. ID 

Gene No. 117040 Strand 

Start 3930 End 

Name OJ000323_26 . 0420 .C20 . ol . gp Method 

Start 4038 End 



OJ000323_26.0420.C20 

7546 

AAT/GAP 

4263 



56417 



GI 


2312838 




Score 


80 


Exons 


4038. .4059, 4202. .4263 








GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


0e-21 Oryza rufipogon 




4-coumarate-CoA ligase 


gene, 


intron 1, 


partial sequence 


beq. no. 


55890 




Seq. ID 


OJ000323_26.0420.C21 


C** « /-\ VT 

bGne ino . 


117041 




Strand 


+ 


Start 


1 




End 


1082 


Name 


OJ000323 26.0420. C21.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1082 


r~> -r 

GI 


6630685 




Score 


604 


Exons 


1..271, 534. .1082 








GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716) 




[Oryza sativa] 








Seq. No. 


55890 




Seq. ID 


OJ000323 26.0420.C21 


Gene No. 


117042 




Strand 




O \ L -V--*- 

btart 


2441 




End 


6132 


Name ■ 


OJ000323 26.0420.C21.ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


277 




End 


453 




none 




Score 


228 


Exons 


277 . .453, 288 . . 452 








beq. No. 


55890 -•. • ^ 




Seq. ID 


OJ000323 26.0420.C21 


Gene No. 


117042 




Strand 




Start 


2441 




End ■ 


6132 


Name 


OJ000323 26 . 0420 . C21 . o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


277 




End 


467 


GI 


5509260 




Score 


230 


Exons 


277. .459, 277. .462, 288 


. .467, 


288. .467 




GI Descrip. 










Seq. No. 


c c o r\ n 

558 90 




Seq. ID 


OJ000323_26.0420.C21 


Gene No. 


11 /U42 




Strand 




Start 


O A A 1 

24 41 




End 


6132 


Name' 


OJ000323 26.0420.C21.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


277 




End 


531 




none 




' Score 


304 - . 


Exons 


277. .531, 288. .527 








Seq. No. 


55890 




Seq. ID 


OJ000323_26.0420.C21 


Gene No. 


117042 




Strand 




btart 


2441 




End 


6132 


Name 


OJ000323 26.0420.C21.ol 


.tm 


Method 


TBLASTX: Maize 


btart 


533. 




End 


1138 . 




none 




Score 


160 


Exons 


533.. 688, 535.. 687, 680 


.'.1093 


, 684. .1079, 980. . 1138, . 982. . 1104 


Seq. No. 


55890 




Seq. ID 


OJ000323_26.0420.C21 


Gene No. 


117042 




Strand 




Start 


2441 




End 


6132 


Name 


OJ000323 26.0420.C21.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


539 




End 


1091 


GI 


none 




Score 


85 


Exons 


539. .688, 693. .809, 695 


. .757, 


843. .1091 


, 851. .1018 


Seq. No. 


55890 




Seq. ID 


OJ000323_26. 0420.C21 



56418 



Gene No. 


117042 




Strand 






Start 


2441 




End 


6132 




Name 


UJUUUoZO Z D . U4 ZU . 1 . OZ . 


,np 


Method 


AA1 / NPi.tr 




■ Start 


Z4 4 1 




End 


bloZ 




GI 


D / Z LD 1 0 




Score 


DOO 




Exons 


OZ/tl ori Q RIO/1 cyi en 

Z44i..zbiy, 01Z4..040y, 


5831. 


.6132 






GI Descrip. 


(APUU1U/Z) hypothetical 


protein [Oryza 


sativa] 




beq. NO. 


CCQQ1 




. Seq. ID 


OJUUU Jzo 


o 
Z 


Gene No. 


117043 




Strand 


+ 




Start 


1 




End 


1012 




Name 


UJUUUoZO Zb.U4ZU.UZZ.OI. 


np 


Method 


AAT / NAP 




Start 


1 




End 


1U1Z 




GI 


b /ZIOlb 




Score 


coo 




Exons 


1 . . Z yo , / U4 . . 1U1Z 










GI Descrip. 


(Aruuiu/Z; nypotneticai 


protein [Oryza 


sativa] 




Seq. No. 


55891 




Seq. ID 


OJ000323_ 


2 


Gene No. 


117044 




Strand 






b tar l 


1 A c; 
14 0 




End 


o y z 




Name 


OJUUUoZo zb.U4ZU.CzZ.Ol. 


gs 


Method 


GENSCAN 




Start 


1 A C 

14 0 




End 


o no 

a 92 




GI 


none 




Score 






Exons 


• 14 0. . 4 U Z , o 4 0 v . o y Z 










Seq. No. 


55892 




Seq. ID 


OJ000323_ 


2 


Gene No. 


117045 




Strand 






Start 


o4Z 




End 


coo 

528 




Name 


OJ000323 2b . 0420 . C23 . ol . 


gs - 


Method ■ 


GENSCAN 




■ Start 


o >t o 

342 




End 


528 




GI 


none 




Score 


A O 

. 4 o 




Exons 


04Z . . OZo 










Seq. No. 


55893 




Seq. ID 


OJ000323_ 


2' 


Gene No. 


117046 




Strand 


+ 




otart 


1 A H A 
14/4 




End 


looj 




Name 


OJUUUozo Z b . U4ZU . Cz4 . ol . 


gs 


Method 


GENSCAN 




Start 


1 A 1 A 

14/4 




End 


• 1 o o o 






none 




Score 


O. c 

. yo 




Exons 


^ A H A 1 C C O 1 COO 

14/4. .lobe, lo2o..looo, 


1738. 


.1883 






beq. no. 


00b y 4 




Seq. ID 


O.JO 00 32 3_ 


O i 

Z i 


Cpnp Mo 


117047 




Strand 


+ 




Start 


1 




End 


5194 




"Name 


OJ000323 26.0420.C25.ol. 


np 


Method 


AAT /NAP 




Start 


1 




End 


5194 




GI 


93144 - 




Score 


73 




Exons 


1..68, 1349. .1436, 1493. 


.1704 


, 1916.. 2020; 5148. 


i 


GI Descrip. 


hypothetical protein - suid herpesvirus 


: 1 (strain 



Indiana-Funkhuser or Becker) gi 1334068 (M57505) 0RF2 
[Pseudorabies virus] 



Seq. No. 55894 Seq. ID 

Gene No. 117047 Strand 

Start 1 End 

Name OJ000323_26 . 0420 . C25 . ol. gs Method 

Start 948 End 



OJ000323_26.0420.C25 
+ 

-5194 

GENSCAN 

2280 



56419 



GI 

Exons 



none Score .75 

948. .1061, 1246. .1480, 1516. .1975, 2181. .2280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI: Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55894 Seq. ID OJ000323_26 . 0420 . C25 

117048 Strand 

368 End 2047 

OJ000323_26 . 0420 . C25 . ol . gp Method • AAT/GAP 

368 End 2047 

21017JL.R1084 Score 2655 

368.. 2047 

' 6006355/ dbj | AP000559 . 1 1 AP000559 2 . Oe-22 -Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 1 



55894 Seq. ID 

117049 Strand 
3407 End 
OJ000"323_26.0420.C25.o4 . gp Method 
3407 . End 

15151_1.R1084 Score 
3407. .3858, 4005. .4084, 4179. .4257 

'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



OJ000323_26.0420.C25 

4301 
AAT/GAP 
4257 
1141 



55894 
11704 9 - 
3407 

OJ000323_26.0420.C25.ol.tm 

3502 

none 

3502.. 3552, 3503.. 3553, 3544. 
3546.-3644, 3549. .3680, 3626. 
3682. .3711, 3682. .3729, 3724. 
3785. .3859, 3978. .4085, 3994. 
4181. .4246 ' 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3645, 
.3685, 
.3783, 
. 4086, 



OJ000323 26.0420.C25 



4301 

TBLASTX: Maize 
4248 
62 

3544. .3627, 3545. .3640, 
3627. .3686, 3678. .3707, 
3735. .3842, 3743. .3784, 
4002. .4085, 4180. .4248, 



Seq. No. 55894 Seq. ID 

Gene No. 117049 ' Strand 

Start 34 07 End ■ 

Name OJ000323_26 . 0420 . C25 .o2 . gs Method 

Start 37 93 End 

GI none Score 

Exons 3793.. 3858, 4005.. 4084, 4179.. 4301 



OJ000323_26'."0420.C25 

4301 
GENSCAN 
4301 
.61 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55894 Seq. ID OJ000323_26 . 0420 . C25 

117049 Strand 

3407 End. 4301 

OJQ00323_26.0420.C25'.o2.hp .^Method AAT/NAP 

3796 End ' 4247 

7489630 Score 323 

3796. .3858, 4005. .4084, 4179. .4247 

probable cytochrome-c oxidase (EC 1.9.3.1) Vb chain precursor 
rice mitochondrion gi | 184 1355 | dbj | BAA127 97 . 1 | (D85381) 
cytochrome c oxidase subunit Vb precursor [Oryza' sativa] 



Seq. No. 
Gene No. 
Start 



55894 

117049 

3407 



Seq. ID 

Strand 

End 



OJ000323 26.0420.C25 



4301 



56420 



' Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000323_26 . 0420 . C25 . ol . ts Method TBLASTX : Soybean 
4002 End 4248 

none Score 72 

4002. .4085, 4005. .4085, 4006. .4086, 4180. .4248, 4181. .4246 



55894. 
117049 
3407 

OJ000323_26 . 0420,,C25 . ol . tc 

4008 

none 



Seq.. ID OJ000323__26.0420.C25 
Strand 

End 4301 

Method TBLASTX : Cress 

End 4248 

Score 78 



4008. .4085, 4009. .4086, 4180. .4248, 4181. .4246 



Seq. No. 55895 Seq. ID 

Gene No. 117050 Strand 

Start 281 End 

Name OJ000323_26 . 0420 . C26 . ol . gs Method 

Start 281 End 

GI * none ' Score 

Exons 281 . . 474 " 



OJ000323_26.0420.C26 
+ 

474 

GENSCAN 
474 . 
.83 



Seq. No. 55896 

Gene No. 117051 

-3 Start 41 

%J Name • OJ000323_26 . 0420 . C29 . ol . gs 

[H Start 41 

fj§ GI none 

fZ Exons 41. . 94, 154. .306 

Seq. No. 55897 

U Gene No. 117052 

FLj Start 91 

/ Name OJ000323_26 . 0420 . C33 . ol . gs 

1* Start 91 

r't GI none 

y Exons 91.. 339, 565.. 700 . . 



Seq. ID OJ000323_26.0420.C29 

Strand . + 

End 306 

Method GENSCAN 

End 306 

Score .7 



Seq. ID OJ000323_26.0420.C33 

Strand 

End 7 67 

Method GENSCAN 

End 700 

Score .75 



Seq. No. 55897 

Gene No. 117052 

Start 91 

Name OJ000323_2 6 . 04 20 . C33 . ol . np 

Start 91 

GI 4733937 

Exons 91.. 339, 553.. 767 

GI Descrip. (AF080245) sesquiterpene synthase [Elaeis oleifera] 



Seq'; ID OJ000323_26 . 0420 . C33 
Strand 

End ' 7 67 

Method AAT/NAP 

End 7 67 

Score 134 



Seq. No. 55897 

Gene No. 117052 

Start 91 

Name OJ000323_2 6.0420. C33 . ol . tm 

Start 100 

GI none 
Exons 



Seq. ID OJ000323_26.0420.C33 ' 

Strand 

End 7 67 

Method TBLASTX : Maize 

End 684 

Score 164 



100. .339, 106. .339, 107. .340, 257. .340, 553. .684, 558. .632, 
568. .684 



Seq. No. 
Gene No. 



55898 
117053 



Seq. ID OJ000323_26.0420.C34 
Strand 



56421 



Start 1 End 771 

Name OJ000323_26 . 0420 . C34 . ol . np Method AAT/NAP 

Start 1 End 761 

GI 495731 Score 263 

Exons 1..82, 480.. 597, 686.. 761 

GI Descrip. (L16790) small ras-related protein [Arabidopsis thaliana]., 

Seq. No. 55898 , Seq. ID OJ000323_26 . 0420 . C34 

Gene No. 117 053 -Strand' - " 

Start 1 End 771 

Name OJ000323_26 . 0420 . C34 . ol . ts Method TBLASTX : Soybean 

Start 455 End 771 

GI none Score 120 

Exons 455. .595, 476. .592, 519. .602, 687. .743, 709. .771 

Seq. No. 55898 Seq. ID OJ000323_26 . 0420 . C34 

Gene No. 117053 Strand 

Start 1 , End 771 

Name OJ000323_26 . 0420 . C34 . ol . tm Method . TBLASTX : Maize 

Start 474 End '771 , 

GI none Score 92 

Exons 474 . .527, 478. .588, 479. .592, 482. .595, 519. .602, 584. .610, 

685. .741, 686. .742, 687. .743, 708. .743, 709. .771 



U Seq. No. 

Cfl Gene No. 
fij Start 
?i Name 
H Start 

gi 

'\2 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55898 • Seq. ID OJ000323_26 . 0420 . C34 

117053 Strand 

1 End 771 

OJ000323_26.0420.C34 .ol. tc Method TBLASTX : Cress 

479 End 771 

none Score 115 

479. .595, 482. .595, 519. .602, 687. .743, 709. .771 



55898 

117053 

1 

OJ000323_26. 0420.C34 .ol.tw 

479 

none 



Seq. ID OJ000323_26.0420.C34 
Strand 

End 771 • 

Method TBLASTX; Wheat 

End 771 

•Score 104 '■ 



479.-592, 482..S95, 519. .602, 687. .743, 695. .742, 709. .771 



Seq. No. 55898 Seq. ID OJ000323_2 6 . 0420 . C34 

Gene No. 117053 . Strand. 

Start 1 End 771 

Name OJ000323_26 . 0420 . C34 . ol . gp Method , AAT / GAP 

Start 480 • ■ End 745 

GI 30676_1.R1084 Score 290 
.Exons 480.. 597, 686.. '745 

GI Descrip. ' 2507281/sp | P4>1 917 | RAN2_ARATH 5 . 0e-55 GTP-BINDING NUCLEAR 
PROTEIN RAN- 2 >gi_1668706_emb_CAA66048_ (X97380) atran2 
[Arabidopsis thaliana] 1 



Seq. No. 55898 Seq. ID OJ000323_26 . 0420 . C34 

Gene No. 117053 Strand 

Start 1 End 771 

Name OJ000323_26. 0420.C34 .ol.gs Method GENSCAN 

Start 480 End 742 

GI none Score .96 



56422 



Exons 



480. .597, 686. .742 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55899 - Seq. ID 

117054- Strand 

50 End 

OJ000323_26.0420.C36.ol.gs Method 

50 '• ' End 

none Score 



OJ000323_26.0420.C36 
+ 

2820 

GENSCAN ' 

2805 

.7 



50. .185, 755. .841, 847. .955, 1042. .2805 



Seq. No. 55899 
Gene No. 117054 
Start 50 

Name OJ000323_26 . 0420 . C36 . ol . tm 

Start 2368 
GI none 
Exons 2368. 

2616. 

2640. 



Seq. ID OJ000323__26.0420.C36 

Strand + 

End 2820 

Method TBLASTX: Maize 

End 2820 

Score 122 

,2550, 2370. .2639, 2371. .2505, 2385. .2600, 2583. .2687, 



,2687, 2620.. 2685, 2620. 

,2813 



,2820, 2623. .2685, 2624. .2803, 



Seq. No. 

Gene No. 

Start 
^ Name . 
W Start" t ■ 

m gi 

fy Exons . 

Seq. No. 
— Gene No. 
Si Start 
f|j Name 
1" Start 
J~ GI 
!H Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



55900 Seq. ID 

117055 Strand 

1 End 
OJ000323_2 6 . 04 20 . C37 . ol . gp Method 

-1 .. End 

none Score 
1..237 



OJ000323_26.0420.C37 
+ 

237 

AAT/GAP 

237 ' -\ . " 

438 



55900 Seq. ID OJ000323_26 . 0420 . C37 

117056 Strand 
415 End 
OJ000323_2 6. 04 20 . C37 . o2 . gp Method 
415 End 
86315_1.R1084 Score 
.415.. 891 

, 3080405/emb|CAA18725.1| 1.0e-18 (AL022603) Lsdl like protein 
[Arabidopsis thaliana] >gi_44 55269_emb_CAB36805 . 1_ (AL035527) 
Lsdl like protein [Arabidopsis thaliana] 1 



OJ00032^_26, 
+ 

891 

AAT/GAP 
891 
702 



OJ000323_26.0420.C38 
+ 

1887 
AAT/NAP 
■ 1630 
200 ■ 



55901 Seq. ID 

117057 Strand 
1 End 
OJ000323_26 . 0420 . C38 . ol . np Method 
1 End 
'7487945 Score 
1..189, 678. .787, 1553. .1630 

Lsdl protein homolog F18E5.230 - Arabidopsis thaliana 
gi I 3080405 | emb | CAA18725.il (AL022603) Lsdl like protein 
[Arabidopsis thaliana] gi | 4 4 55269 | emb | CAB36805 . 1 | (AL035527) 
Lsdl like protein [Arabidopsis thaliana] 
gi|7268958|emb|CAB81268.1| (AL161555) Lsdl like protein 
[Arabidopsis thaliana] 



55901 Seq. ID 

117057 Strand 

1 End 

OJ000323_26.04 20.C38 .ol.gp Method 



OJ000323_26.0420-:C38 
+ 

1887 
AAT/GAP 



56423 



Start 77 End 1887 

GI. 86315JL.R1084 . Score 962 

Exons 77.. 189, 678.. 787, 1553.. 1887 

GI Descrip. ' 3080405/emb | CAA18725 . 1 | 1.0e-18 (AL022603) Lsdl like protein 
[Arabidopsis thaliana] >gi_4 4 55269_emb_CAB36805 . 1_ (AL035527) 
Lsdl like protein [Arabidopsis thaliana] 1 



Seq. No. ' 55901 Seq. ID 

Gene -No. 117058 ' Strand 

Start 2 656 End 

Name OJ000323_26 . 0420 . C38 . ol . gs Method 

Start 2656 End 

GI none Score 

Exons 2656.. 2811, 2921.. 3058 



OJ000323_26.0420.C38 
+ 

3242 
GEN SCAN 
3058 
.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

r «< 

Seq. No. 
%J~ Gene No. 
EH Start 
fjf Name 

Start 

M GI 
^ Exons 



55901 

117058 

2656 

OJ000323_26.0420.C38 .ol.tm 

2916 

none 



Seq. ID OJ000323 26.0420.C38 



Strand 
End 

Method 

End 

Score 



+ 

3242 

TBLASTX : Maize 

3242 

279 



2916.. 3071, 2918.. 3064, 3183.. 3242, 3185. .3229 



55901 ' Seq. ID 

117058 Strand 

2656 End 
OJ000323_26 . 0420 . C38 . ol . ts Method 

2916 End 

none Score 

2916.. 3059, 2921.. 3058 



OJ000323_26.0420.C38 
+ 

3242 

TBLASTX : Soybean 

3059 

191 . 



Seq. No. 55902 Seq. ID 

Gene No. 117059 Strand 

Start 6105 > End. 

•Name OJ000323_26 . 0420 . C40 o3 . gs Method 

'Start 6105 End 

GI none - Score 

Exons 6105.. 6119, 7204.. 7594 



OJ000323_26.0420.C40 
+ 

7594 
GENSCAN 
7594 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Ql ■ Descrip . 



Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 



55902 Seq. ID OJ000323_26 . 0420 . C4 0 

117059 Strand + 

6105 . End 7594 

OJ000323_26 . 0420 . C4 0 . o2 . np Method AAT/NAP 

7318 v - ' End ,7594 

7523500 Score 142 

7318. .7594 

.(AP001633) ESTs AU075812 (E60850 ) , AU075811 (E60850 ) correspond to 
a region of the predicted gene . -Similar to Arabidopsis thaliana 
lipase mRNA (U38916) [Oryza sativa] 



55902 Seq. ID 

117060 Strand 

141 End 
OJ000323_26.042@.C40.ol.np Method 

141 End 

7523517 Score 

141. .167, 1733. .1786, 1930. .2228 



OJ000323_26.0420.C40 

2228 
AAT/NAP 
2228 
325 



56424 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
-Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
O GI 
\1 Exons 
ff\ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001633) hypothetical protein [Oryza sativa] 

55902 * Seq. ID OJ000323_26 . 0420 . C40 

117061 Strand 

2687 End 3157 

OJ000323_26.Q420.C40.o2..gs Method GEN SCAN 

2687 End 3157 

none * Score .84 

2687. .3157 



55902 Seq. ID 

117062 Strand 

7423 End 
OJ000323_26. 04 20 . C40 . ol . tm Method 

7423 End 

none Score 

7423. .7578, 7425. .7535 



OJ000323_26.0420.C40 
7578 

TBLASTX: Maize 

7578 

273 



55903 Seq. ID 

117063 Strand 

1 End 
OJ000323_2 6.0420.C41.ol.np Method 

1 End 

6691211 Score 
1..201, 719. .746 

(AC007508) F.1K23.16 [Arabidopsis thaliana] 



OJ000323_26.0420.C41 
+ 

746 

AAT/NAP 
746 

79. 



55903 
,117063 
1 

OJ000323_26. 0420.C41.ol. tm 
1 

none 

1..129, 2. .127, 43. .129 

55904 

117064 

1085 

OJ000323_2 6.0420.C43.ol.gs 

1085 

none 

1085.. 1133 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_26. 0420.C41 
+ 

746 

TBLASTX: Maize 

129 

226 



OJ000323_26.0420.C43 
+ 

1133 
GEN SCAN 
1133 
.91 



Seq. No. 


55905 


Seq. ID 


OJ000323_26.0420. 


Gene No. 


117065 


Strand 




Start 


1 


End 


809 


Name 


OJ000323 26.0420.C45.ol.gp 


"Method 


AAT/GAP 


Start 


1 


End 


248 


GI 


5005512 


Score 


430 


Exons 


1. .248 






GI Descrip. 


3335376 1.0e-24 (AC003028) 


putative ammonium transporter 




[Arabidopsis thaliana] 






Seq. No. 


55905 


Seq. ID 


OJ000323_26.0420. 


Gene No. 


117065 


Strand 




Start 


1 


End 


809 


Name 


OJ000323 26.0420.C45.ol.np 


Method 


AAT/NAP 



56425 




Start 


± 






End 


809 




GI 


/ 14 Uy JO 






Score 


238 




Exons 


1 OQ E\ 7 /I ^ 
1, .£OJ/ / ft J 


. .809 










GI Descrip. 


t Ar lo ZUo y ) 


ammonium transporter [Arabidopsis thaliana] 




Seq. No. 


55905 






Seq. ID 


OJ000323_26.0420 


.C45 


Gene No. 


117065 . 






Strand 






ot art 


i 






End 


809 




Name 


UJUUUJZJ ZD 


.0420.C45.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


o 
Z 






End 


i y d 




GI 


none 






Score 


171 




Exons 


9 ICQ *5 


170, 161. .196 


, 162 


. .182 






Seq. No. 


55905 






Seq. ID 


OJ000323_26.0420 


.C45 


Gene No. 


117065 






Strand 


- 




btart 


1 






End 


809 




Name 


OJ000323 26 


.0420.C45.ol. 


gs 


Method 


GENSCAN 




btart 


38 






End 


a 

A o\J 






none 






Score 


.6 




Exons 


38. .210, 328.'. 430 










Seq. No. . 


55905 






Seq. ID 


OJ000323_26.042O 


.C45 


Gene No. 


117065 






Strand 


- 




btart 


1 






End 


809 




Name 


OJ000323_26 


.0420.C45.ol. 


tm 


Method 


TBLASTX: Maize ' 




Start 


by 






End 


295 




GI 


none 






Score 


134 




Exons 


69.. 206, 71 


..205, 190. .2 


88, 200. .295 






Seq. No. 


55906 






Seq. ID 


OJ000323_26.0420 


.C47 


Gene No. 


117066 






Strand 






Start 


2118 






End 


2440 




Name 


OJ000323 26 


.0420.C47.ol. 


tm 


Method 


TBLASTX: Maize 




otart 


2007 






End 


2427 






none 






Score 


39 




Exons 


2007. .2087, 


2009. .2113, 


2118. 


.2405, 2118. .2426, 2122. .2427 


Seq. No. 


55906 






Seq. ID 


OJ000323_26.04'20 


.C47 


Gene No. 


117066 * 






Strand 






otart 


2118 






End 


2440 




Name 


OJ000323 26 


.0420.C47.ol. 


ts 


Method 


TBLASTX: Soybean ■ 




otart 


2107 






End 


2427 




c x 


none 






Score 


201 




Exons 


2107. .2427, 


2109. .2426 










Seq. No. 


55906 






Seq. ID 


OJ000323_26.0420 


.C47 


Gene No. 


117066 






Strand 






otart 


2118 






End 


2440 




Name 


OJ000323 26 


.0420.C47.ol. 


gs 


Method 


GENSCAN 




Start 


2118 






End 


2309 




GI 


none 






Score 


.58 




Exons 


2118. .2309 












Seq. No. 


55906 






Seq. ID 


OJ000323_26.0420 


C4 7 


Gene No. 


117066 






Strand 






Start 


2118 






End 


2440 




Name 


OJ000323 26 


.0420.C47.ol. 


np 


Method 


AAT/NAP 





56426 



Start 2121 End 2440 

GI 7489554 Score 470 

Exons 2121.. 2440 

GI Descrip. probable ribosomal protein Sll, mitochondrial - rice 

gi I 1841357 | dbj IBAA12798.il (D85382) mitochondrial ribosomal 
protein Sll (nuclear encoded). [Oryza sativa] 



~~J 



Qprr No 

kj * W • 


55906 


Seq. ID 


OJ000323_26. 0420.C47 


fic»np No 


117066 


Strand 




Start 


2118 


End 


2440 


Name 


OJ000323 26.0420.C47.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2130 


End 


2340 


GI 


none 


Score 


113 




2130. .2258, 2130. .2336, 2137.. 


2337, 2161.. 2340 


Seq. No. 


55907 


Seq. ID 


OJ000323_26.0420.C48 


Hf=»np No 


117067 


Strand 




Start 


1 


End 


1984 




OJ000323 26.0420.C48.ol.np 


Method 


AAT/NAP 


Start 


1- 


End 


1984 ' ' 


GI 


2895945 


Score 


214 


O .A. w 1 13 


1..39, 115. .233, 318. .773, 1297. .1433, 


1524. .1604, 1693. .1757, 




1918. .1984 








(AF045888) putative DNA cytosine methyltransf erase* DNMT2 [Homo 




sapiens] 






O ti • IN (J . 


55907 


Seq. ID 


OJ000323_26.0420.C48 




117067 


Strand 


+ 


u Lai. L 


1 


End 


1984 


Name 


OJ000323 26.0420.C48.ol.gs 


Method 


GENS CAN 


Start 


99 


End 


1604 


GI 


none 


Score 


.72 


Exons 


99. .233, 318. .440, 812. .1022, 


1112. .1187, 1357. .1405, 1449. .1604 


Sea No 


55907 


Seq. ID 


OJ000323_26.0420.C48 


Gpnp No 


117067 


Strand 


+ 


Start 


1 


End 


1984 


Name 


OJ000323' 26.0420.C48.ol.tm 


Method 


TBLASTX: Maize 


Start 


122 


End 


1981 


GI 


none 


Score 


137 


Exons 


122. .220, 123. .242, 315. .383, 


316. .369, 


317. .379, 358. .441, 




372. .440, 379. .447, 380. .466, 


381. .446, 


796. .882, 812. .940, 




881. .967, 1086. .1208, 1100. .1210, 1105. 


.1215, 1309. .1404, 




1310. .1402, 1509. .1616, 1536.. 


1604, 1543. .1605, 1680. .1766, 




1690.. 1788, 1692.. 1760, 1916.. 


1981, 1918.. 1977, 1919.. 1981 


Seq. No. 


55908 


Seq. ID 


OJ000323_26.0420.C49 


Gene No. 


117 0.6.8 


Strand 


+ 


Start 


172 ' 


End 


2747 


Name 


OJ000323 26.0420.C49.ol.np 


Method 


AAT/NAP 


Start 


172 


End 


2726 


GI 


7486341 


Score 


1122 


Exons 


172;. 2726 






GI Descrip. 


hypothetical protein F28P10.4C 


- Arabidopsis thaliana 




gi|4678295|emb|CAB41086.1| (AL049655) putative protein 



[Arabidopsis thaliana] 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55908 
117068 " 
172 

OJ000323_26.0420.C4 9.ol.gs 

345 . 
none 

•34.5. .2058, * 2218. .2747 

55908 
117068 
172 

OJ000323_26.0420.C4 9.ol.ts 
843 
none 



Seq. ID .OJ000323_26.0420.C49 

Strand + 

End 2747 

Method GEN SCAN 

End 2747 

Score .72 



Seq. ID OJ000323_26.0420.C49 
Strand + 
End 2747 
Method TBLASTX : Soybean 
End 267 8 

Score 115 

843. .1106, 888. .1493, 1059. .1436, 1206. .1493, 1232. .1492, 
1242. .1418, 1311. .1427, 1464. .2240, 1494. .1928, 1494. .2063, 
1578. .2033, 1578. .1802, 1584. .1961, 1659. 
1761. .1880, 1791. .2096, 1901. .2368, 1904, 
2007.-. 2372, 2010. .2453, 2139 . . 2675,.. 2139 ; 
2247. .2438, 2322. .2678, 2325. .2678, 2414. 



,1808, 1761. .1889, 
,2095, 1913. .2056, 
,2675, 2217.. 2585, 

, 2 5^3 ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



55908 
117068 • 
172 

OJ000323_2 6 . 0420 . C4 9 . ol . tc 
858 
none 

858. .1196, 945. .1166, 1092 
1263. .1493, 1470. .1802, 1491. .1721, 1521 
1668. .1814, 1695. .2045, 1785. .2000, 1794 
1940.. 2056, 1995.. 2105, 2010.. 2327, 2079 
2139.. 2432, 2147.. 2314, 2151.. 2315, 2208 
2294.. 2608, 2310.. 2639, 2400.. 2642 



OJ000323_26.0420.C49 
+ 

2747 

TBLASTX: Cress 
2642 
100 

1265, 1143.. 1373, 1164.. 1490, 

1676, 1575. .1910, 
2105, 1926. .2246, 
2321, 2138. .2179, 
2429, 2210. .2524, 



Seq. No. 55908 Seq. ID 

Gene No. 117068 Strand 

Start- 172 End 

Name ' OJ000323_26 . 0420 . C4 9 . ol . tm Method 

Start 882 End 

GI none Score 
Exons 



OJ000323_26.0420.C49 
+ 

2747 

TBLASTX: Maize 

2678 

145 



882. .1394, 1089. .1466, 1235. .1471, 1476. .1733, 1494. .1712, 
1503. .1916, 1506. .1733, 1563. .1712, 1704. .2237, 1713. .2240, 
1926. .2339, 2028. .2504, 2139. .2660, 2216. .2512, 2244. .2678, 
2318. .2617, 2448..2678 



Seq. No. 55909 Seq. ID 

Gene No. 117069 Strand 

Start 953 ' End ' 

Name OJ000323_26 . 0420 . C52 . ol . gs Method 

Start 953 End 

GI none Score 

Exons 953.. 1085, 1328.. 1347 



OJ000323_2 6. 0420.C52 

1347 
GENSCAN 
1347 
.74 



Seq. No. 55.910 Seq. ID 

Gene No. 117070 Strand 

Start 1 End 

Name OJ000323_26 . 04 20 . C55 . ol . np Method 



OJ000323_26.0420.C55 
446 

AAT/NAP 



56428 




Start 


1 


End 


241 




GI 


5903036 


Score 


138 




Exons 


1..67, 99. .241 








GI Descrip. 


(AC008016) F6D8.5 [Arabidopsis thaliana] 




Seq. No. 


55910 


Seq. ID 


OJ000323_26.0420. 


Coo 


Gene No. 


117070 


Strand 






Start 


1 


End 


446 




Name 


' OJ000323 26.0420.C55.ol.gp 


Method 


AAT/GAP 




Start 


99 


End 


446 




GI 


LIB3434-04 9-P1-K1-F9 


Score 


397 




Exons 


99. .210, 313. .446 








GI Descrip. 


'5903036/gb|AAD55595.1 |AC008016_5 1 . Oe 


-36 (AC008016) F6D8 . 5 




[Arabidopsis thaliana] 1 








Seq. No. 


55911 


Seq. ID 


OJ000403_26.0419. 


CI 


Gene No . 


117071 


Strand 






Start 


1 


End 


805 




Name 


OJ000403 26.0419.Cl.ol.gp 


Method 


AAT/GAP* 




Start 


1 


End 


716 




GI 


15630 1.R1084 


Score 


1432 




Exons 


1. .716 








GI Descrip. 


'4432860/gb|AAD20708 | 9.0e-28 


(AC006300) putative 






-glucose-induced repressor protein [Arabidopsis thaliana] 


t 


Seq. No. 


1 55911 


Seq. ID 


OJ000403_26.0419. 


CI 


Gene No. 


117071 


Strand 






Start 


1 


End 


805 




Name 


OJ000403 26.0419.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


805 




GI 


none 


Score 


57 




Exons 


1..27, 36. .125, 36. .125, 37.. 


126, 51.. 


134, 91. .186, 213. 


.25' 




219. .'257, 220. .261, 226. .270, 


279. .338, 288. .356, 295. .363, 




299. .364, 313. .798, 331. .513, 


356. .805 


, 356. .736, 364. .804, 




517. .648, 517. .624, 523. .624 








Seq. No. " 


55911 


Seq. ID 


OJ000403_26.0419. 


CI 


Gene No, av 


117071 


Strand 






Start 


1 


End 


805 




Name 


OJ000403 26.0419.Cl.ol.gs 


Method 


GENSCAN 




Start 


295 


End 


798 




bl 


none 


Score 


.89 




Exons 


295. .798 








Seq. No. 


55911 " 


Seq. ID 


OJ000403_26.0419. 


CI 


Gene No. 


117071 


Strand 






Start 


1 


End 


805 




Name 


OJ000403 26.0419.Cl.ol.np 


Method 


AAT/NAP 




Start 


298 


End 


805 




GI 


4432860 


Score 


355 




Exons 


298. .805 








GI Descrip. 


(AC006300) putative glucose regulated 


repressor protein 






[Arabidopsis thaliana] 








Seq. No. 


55911 


Seq. ID 


OJ000403_26.0419. 


CI 


Gene No. 


117071 


Strand 






Start 


1 


End 


805 
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Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000403_26.0419.Cl.ol.tc . Method 
301 End 
none Score 



TBLASTX: Cress 

804 

144 



301. .327, 331. .513, 379. .495, 478. .804, 482. .802, 526. .651 



55911 

117071 

1 

OJ0004 03_26. 0419.Cl.ol.ts 

325 
none 



Seq. ID OJ000403_26.0419.C1 

Strand 

End 805 

Method TBLASTX : Soybean 

End 805 

Score 240 



325. .513, 367. .804, 380. .805, 517. .669, 517. .624, 580. .741 



Seq. ID OJ000403_26.0419.C2 
Strand 

End 1327 

Method AAT/NAP 

End 1327 

Score 452 



55912 
117072 
1 

OJ000403_2 6.0419.C2.ol.np 
1 

7488683 

1..472, 518. .746, 1220. .1327 

hypothetical protein GRR1 - soybean gi | 2407790 | gb | AAB70660 . 1 I 
(AF019910) grrl [Glycine max] 



55912 

117072 

1 

OJ0004 03_26.0419.C2.ol.tc 
3 

none 

3. .449, 7. .477, 576. .710 



Seq. ID OJ000403_26.0419.C2 

Strand - 

End ' 1327 

Method TBLASTX : Cress 

End 710 

Score 208 



55912 
117072 
1 

OJ0004 03_26.0419.C2.ol.tm 

3 

none 



Seq. ID OJ000403_26.0419.C2 
Strand 

1327 

TBLASTX: Maize 
713 
73 



End 

Method 
End 
Score 

3. .56, 4. .57, 6. .266, 15. .239, 21. .233, 39. .143, 49.. 267,, • 
57. .461, 60. .284, 61. .411, 87. .206, 87. .329, 93. .230, 114. .344, 
117. .224, 150. .347, 156. .308, 162. .326, 175. .348, 249. .347, 
663. .713 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



55912 

117072 't 
1 

OJ0004 03_26.0419.C2.ol.ts 

3 

none 



Seq. ID OJ000403_26.0419.C2 
Strand 

End 1327 

Method TBLASTX : Soybean 

End 710 

Score 60 



3. .74, 6. .266, 15 . . 155, '15 . . 113, 48 . . 233,. 67 . . 267, 75. .461, 
76. .456, 84. .224, 84. .152, 96. .224, 114. .311, 117. .224, 
156. .302, 189. .290, 192. .350, 252. .359, 309. .344, 576. .710 



55912 

117072 

1 

OJ0004 03_26.0419.C2.ol.gs 
20 



Seq. ID ,OJ000403_26.0419.C2 
Strand 

End 1327 

Method GENSCAN 

End 1016 - 



56430 



GI 

Exons 



none 

20. .910, 992. 



1016 



Score 



.71 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



55912 Seq. ID OJ000403_26 . 04 1 9 . C2 

117072 Strand 

1 End 1327 

OJ0004 03_26 . 04 19 . C2 . ol . gp Method AAT/GAP 

777 End 1041 

LIB3475-007-P1-K1-E1 Score 296 

777. .910, 992. .1041 

1 2632254 /emb | CAA7 3068 | 1.0e-17 (Y12465) serine/threonine kinase 
[Sorghum bicolor] 1 



Seq. No. 55913 Seq. ID 

Gene No. 117073 Strand 

Start 1653 End 

Name OJ0004 03_26 . 04 1 9 . C3 . ol . gs Method 

Start 1653 End 

GI none Score 

Exons 1653.. 1727, 1871.. 2333 



OJ000403_26.0419.C3 

2333 
GENSCAN 
2333 
.52 



Seq. No. 55914 Seq. ID 

C3 Gene No. 117074 Strand 

J=t Start 2567 End 

1% Name OJ0004 03_26 . 04 19 . C4 . o2 . gs Method 

J!! Start 2567 ■ End 

v ^ GI none Score 

U Exons 2567.. 2773, 3126.. 3207, 3447. .3454 



OJ000403_26.0419.C4 

3454 
GENSCAN 
3454 
.86 



£3 



Seq. No. 55915 Seq. ID 

Gene No. 117075 Strand 

Start 18 End 

Name OJ0004 03_26 . 0419. C12 . ol . gp Method 

Start 18 End 

GI none Score 

Exons 18.. 498 



OJ000403_26.0419.C12 
+ 

498 

AAT/GAP 

498 

872 



S3 



Seq. No. ' 55915 Seq. ID 

Gene No. 117076 Strand 

Start 515 End 

Name OJ000403_26 . 0419.C12.ol.tm Method 

Start 489 End 

GI none Score 
Exons 



OJ000403_26.0419.C12 
1703 

TBLASTX: Maize 

1254 

71 



489. .608, 500. 
816. .893, 817, 



,577, 509. .637, 510. .608, 511. .609, 812. .892, 
,894, 818. .892, .975. .1049, 976. .1050, 993. .1052, 



994. .1053, 1132., 1251, 1133. .1252, 1135. .1254 



Seq. No'. " 55915 Seq. ID 

Gene No. 117076 .Strand 

Start 515 End 

Name OJ0004 03__2 6.0419. C12 . ol . np Method 

Start 515 End 

GI 7453645 . Score 

Exons 515.. 607, 817.. 891, 995.. 1051, 1135 
GI Descrip. 



OJ0004 03_26.0419:C12 

1703 
AAT/NAP 
1703 
242 

1251, 1667.. 1703 



(AF237670) serine/threonine protein kinase SOS2 [Arabidopsis 
thaliana] 
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Seq. No. 55915 

Gene No. 117076 

Start 515 

Name OJ000403_26 . 0419 .C12 . ol . ts 

Start 533 

GI none 

Exons 533.. 610, '817.. 894, 818.. 892, 
1130. .1246, 1132. .1251 



Seq. ID OJ0.00403_26.0419.C12 

Strand ' - 

End 1703 

Method TBLASTX : Soybean 

End 1251 

Score 88 

971. .1054, 978. .1043, 1114. .1236, 



Seq. No. 55915' 

Gene No. 117076 

Start 515 

Name OJ0004 03_26 . 0419 .C12 . ol .gs 

Start 784 

GI none 
Exons 



Seq. ID OJ000403_26.0419.C12 
Strand 

End 1703 

Method GENSCAN 

End 1251 

Score .71 



784. .891, 995. .1051, 1135. .1251 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55915 

117076 

515 

OJ0004 03_26.0419.C12.o2.gp 
991 

17868" 1.R1084 



Seq. ID OJ000403_26.0419.C12 
Strand 

End 1703 

Method AAT/GAP 

End 1471 

Score 288 



991.. 1051, 1135.. 1255, 1435.. 1471 

f 2 632254 /emb | CAA73068 | 1.0e-17 (Y12465) serine/threonine kinase 
[Sorghum bicolor] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55916 

117077 

1 

OJ0004 03_26.0419.C13.ol.gp 
1 

17868 1.R1084 



Seq. ID OJ000403_26.0419.C13 
"'Strand 
End 1171 
Method AAT/GAP 
End 1064 ' 

_ Score 4 97 

1..212, 712. .765, '850. .924, 1018. .1064 

1 2632254 /emb | CAA7 3068 | 1.0e-17 (Y12465) serine/threonine kinase 
[Sorghum bicolor] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55916 

117077 

1 

OJ000403_2 6.0419.C13.ol.np 
1 

7453645 



Seq. ID OJ000403_26.0419.C13 
Strand 

End 1171 

Method AAT/NAP 

End 1171 

Score 396 



1..212, 712. .765, 850. .924, 1018. .1171 

(AF237670) serine/threonine protein .kinase S0S2 [Arabidopsis 
thaliana] 



Seq. No. 55916 

Gene No. 117077 

Start 1 

Name OJ0004 03_26 . 04 19 . C13 . ol . tm 

Start 63 

GI none 
Exons 



Seq. ID OJ000403_26.0419.C13 
Strand 

End 1171 
Method TBLASTX : Mai ze 
End 1123 
Score 157 

63. .212,. 83. .217/ 84 . .218, 86. .214, 705. .764, 709. .768, 
709. .804, 853..924, 863. .928, 864. .926, 1007. .1120, 1018. .1122, 
1019. .1123 
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Seq. No. 


c c fi i a 

dd y 1 D 




Seq. ID 


OJ000403_2 6.0419. 




Gene No. 


117077 




Strand 






Start 


1 




End 


1171 




Name 


UJ UUU4 Uo 


_26.0419.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


c o 




End 


1120 




GI 


none 




Score 


83 




Exons 


Oo . . 212, 


86. .277, 87. .218, 709. .759, 711. .800, 839. .928, 






Q A 1 Q O /t 


1018.. 1116, 1019.. 1120 






Seq. No. 


55916 




_Seq.' ID 


OJ000403_26.0419. 


C13 


Gene No. 


117077 




Strand 






Start 


1 




End 


1171 




Name 


OJ (JUU4 Uj 


_26.0419.C13.ol.gs 


Method 


GENSCAN 




Start 






End 


1125 




GI 


none 




Score 


.92 




Exons 




712. .804, 850. .924, 


1018. .1125 




Seq. No. 






Seq. ID 


OJ000403_26.0419. 


C13 


Gene No. 


117077 




Strand 






Start 


1 




End 


1171 




Name 


OJUUU4 U J 


_26.0419.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


lUb 




End 


1116 . 




GI 


none 




Score 


75 




Exons 


105. . 2,1 2 , 


133. .213, 709. .759, 


711. .746, 


712. .759, 830. .925, 




84 7 . . 924 , 


853. .927,' 1018: .1116, 1022. .1105 




Seq. No. 


55917 




Seq. ID 


OJ000403_26.0419. 


C15 


Gene No. 


117078 




Strand 


+ 




Start 


1 




End 


1530' 




Name 


OJ000403 


26.0419.C15.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1530 




GI 


4680203 




Score 


1791 




Exons 


1. .1346, 


1499. .1530 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


55917 




Seq. ID 


OJ000403_26. 0419. 


C15 


Gene No.., 


117078 




Strand 


+ 




Pi- o yf 

btart 


1 




End 


1530 




Name 


OJ000403 


26.0419.C15.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6 




End 


375 




GI 


none 




Score 


47 




Exons 


6. .107, 24. .113, 122. .364, 123. .365, 133. .375 




Seq. No. 


55917 




Seq. ID 


OJ000403_26.0419. 


C15 


Gene No. 


117078 




Strand 


+ 




Start 


1 




End 


1530 




Name . „ 


OJ000403 


26.0419.C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


296 




End 


725 




GI 


none 




Score 


97 




Exons 


296. .379, 


297. .371, 372. .434, 


429. .725, 


461. .712 




Seq. No. 


55917 




Seq. ID 


OJ000403_26.0419. 


C15 


Gene No. 


117078 




Strand 


+ 




Start 


1 




End 


1530 




Name 


OJ000403 


26.0419.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


458 




End 


806 




GI 


none 




Score 


307 





56433 



Exons 



458. .610, 465. .806, 659. .802 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55917 

117078 

1 

OJ000403_26.0419.C15.ol.tw 

594 

none 



Seq. ID OJ000403_26.0419.C15 

Strand + 

End 1530 

-Method ■ TBLASTX: Wheat 

End' 1063 

Score 64 



594. .650, 602. .646, 647. .748, 648. .752, 756. .854, 761. .853, 
764. .856, 834. .1058, 855. .1058, 857. .1063, 959. .1063 



Seq. No.' 55917 

Gene No. 117078 

Start 1 

Name O JO 0 0 4 0 3_2 6.0419.C15.ol.tm 

Start 641 

GI none 

Exons 641.. 892, 651.. 893, 903.. 1097 



Seq. ID OJ000403_26.0419.C15 

Strand + 

End 1530 

Method TBLASTX : Maize 

End 1097 

Score 251 



Seq. No. 55917 

Gene No. 117078 

Start 1 

Name OJ000403_2 6 . 04 19 . C15 . o2 . ts 

Start 927 - • 

GI none 

Exons 927.. 1169, 1013. .1111 



Seq. ID OJ000403_26.0419.C15 

Strand + 

End. 1530 

Method TBLASTX : Soybean 

End 1169 

Score 213 



Seq. No. 55917 

Gene No. 117078 

Start ■ 1 

Name OJ000403_26 . 0419 . C15 . o3 . tw 

Start 1202 

GI none 
Exons 



Seq. ID OJ000403_26.0419.C15 

Strand + 

End 1530 

Method TBLASTX : Wheat 

End 1492 

Score 87 



1202.. 1252, 1203.. 1265, 1251.. 1403, 1266.. 1382, 1384.. 1452, 
1385.. 1492 



Seq. No. 55918 

Gene No. 117079 

Starb 1 

Name OJ000403_26 . 04 19 . C16 . ol . np 

Start 1 

GI 4680203 

Exons 1..72, 134. .1112 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000403_26.0419.C16 

Strand + 

End 1112 

Method AAT/NAP 

End 1112 

Score 996 



Seq. No. 55918 . 

Gene No. 117080' 

Start 2172' 

Name OJ000403_26. 0419.C16.ol . tw 

Start 27 

GI none 
Exons 



Seq. ID OJ000403_26.0419.C16 
Strand 

End 2261 

Method TBLASTX : Wheat 

End 1052 

Score 42 



27. .59, 28. .60, 58. .177, 58. .207, 60. .659, 65. .643, 654. .698, 
657. .698, 701. .736, 705. .764, 771. .872, 774. .890, 812. .892, 
896. .949, 897. .977, 966. .1052, 992. .1048 



Seq. No. 
Gene No. 



55918 
117080 



Seq. ID OJ000403_26.0419.C16 
Strand 



56434 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2172 End 

OJ000403_26.0419.C16.ol.tc Method 

54 End 

none Score 



2261 

TBLASTX: Cress 

477 

77 



54. .230, 55. .171, 62. .364, 66. .476, 68. .472, 226. .477, 327. .476 



55918 

117080 

2172 

OJ0004 03_26.0419.C16.o2.gs 

2172 

none 

2172. .2261 



Seq. ID OJ000403_26.0419.C16 
Strand 

End 2261 

Method GENSCAN 

End 2261 

Score .56 " * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55919 

117081 

627 

OJ0004 03_26.0419.C17.ol.gp 
627 

3760640 

627. .648, 703. .756 
4176420/dbj |BAA37167| 2.0e-ll 
[Arabidopsis thaliana] 

55920 

117082 

1890 

OJ000403_26.0419.C18.ol.gs 

1890 
none 

1890. .1950, 
3939. .4049 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_26.0419.C17 
756 

AAT/GAP 

756 

75 



(AB008097) cytochrome P450 



Seq. ID OJ000403_26.0419.C18 

Strand + 

End .404 9 

Method GENSCAN 

End 4049 

Score .73 



2135. .2403, 2495. .2706, 2932. .3579, 3668. .3841, 



Seq.. No. 55920 Seq. ID 

Gene No. 117082 Strand 

Start 1890 'End 

Name OJ000403_26 . 04 19 . C18 . ol . tw . Method 

Start 2335 End 

GI none Score 

Exons 2335.. 2406, 2489. .2707 



OJ000403_26.0419.C18 
+ 

4049 

TBLASTX: Wheat . 

.2707 

62 



Seq. No. 55921 . Seq. ID 

Gene No. 117083 Strand 

Start 265 End 

Name OJ000403_26 . 04 19 . C19 . ol . gs Method 

Start 265 End 

GI none Score 

Exons " 265.. 366 . * 



OJ000403_26.0419.C19 
+ 

366 

GENSCAN 

366 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000403_26.0419.C19 



55921 
117084 
5696 

OJ000403_26.0419.C19.ol.gp 
5696 
2309840 
5696.. 5970, 7085.. 7158 

2632254/emb|CAA73068| 1.0e-17 (Y12465) serine/threonine kinase 



Strand 
End 

Method 
Score 



+ 

7158 
AAT/GAP 
7158 
627 



56435 



[Sorghum bicolor] 



Seq. No. 55921 
Gene No. 117084 
Start 5696 

Name OJ000403_26 . 04 19 . C19 . ol . np 

Start 5800 
GI 7446371 
Exons .. 5800.. 5970, 7085.. 7158 

GI Descrip. probable serine/threonine kinase (EC 2.7.1.-) SNFL1 - sorghum 
gi I 2632252 | emb | CAA73067.il (Y12464) serine/threonine kinase 
[Sorghum bicolor] 



Seq. ID OJ000403_26.0419.C19 

Strand + 

End ■ 7158 

Method .AAT/NAP 

End 7158 

Score 218 



Seq. No. 55921 

Gene No. 117084 

Start 5696 

Name OJ000403_26 . 04 19 . C19 . o2 . np 

Start 5917 

GI 7453645 

Exons 5917..5970, 7085.. 7158 

GI Descrip. (AF237670) serine/threonine protein kinase SOS2 [Arabidopsis 
thaliana] 



Seq. ID OJ000403_26.0419.C19 

Strand + 

End 7158 

Method AAT/NAP 

End 7158 

Score 102 



Seq. No. 55921 % - Seq. ID 

Gene No. 117085' ' Strand 

Start 567 End 

Name OJ000403_26 . 0419 . CI 9 . o2 . gs Method 

Start 567 End 

GI , none Score 

Exons " 567.. 671, 755.. 787, 3766.. 3798 



OJ000403_26.0419.C19 

3798 
GENS CAN 
3798 
.91 



fjl Seq. No. 55921 

Gene No. 117086 

Start 5670 

W Name OJ000403_26. 04 19 . C19 . o3 . gs 

Start 5670 

GI " ' none 

Exons 5670.. 5960' 



Seq. ID OJ000403_26. 0419.C19 
Strand 

End 7152 

Method GENSCAN 

End . 5960 

Score .44 



Seq. No. 55921 

Gene No. 117086 

Start 5670 

Name OJ000403_26 . 04 19 . C19 . ol . tm 

Start 5805 

GI none 
Exons 



Seq. ID OJ000403_26.0419.C19 
Strand 

End .7152 

Method TBLASTX : Maize 

End 7152 

Score 251 



5805. .5975, 5806. .5973, 7082. .7150, 7082. .7150, 7084. .7152 



Seq-. No. 55921 

Gene No. 117086 

Start 5670 

Name OJ000403_26 . 04 19 . C19 . ol . tc 

Start 5817 

GI „ none 
Exons. 



Seq. ID OJ000403_26.0419:C19 
Strand 

End 7152 

Method TBLASTX : Cress 

End 7150 

Score 186 



'5817. .5951, 5818. .5973,. 7081. .7149, 7082. .7150 



Seq. No. 
Gene No. 



55921 
117086 



Seq. ID OJ000403_26.0419.C19 
Strand 



56436 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5670 End 

OJ000403_26.0419.C19.ol.ts Method 

5818 End 

none Score 



7152 

TBLASTX: Soybean 

7150 - - 

186 



5818. .5973, 5823. .5939, 7081. .7149, 7082. .7150 



55922 

117087 

357 

OJ000403_26.0419.C21.ol.gs 

357 

none 

357. .521, 1508. .1780 



Seq. ID OJ000403_26.0419.C21 

Strand + 

End 1780 

Method GENSCAN 

End 1780 

Score . 63 



55923 
117088 
2057 

OJ000403_2 6.0419.C22.o2.np 
1014 
7438357 



Seq. ID OJ000403_26.0419.C22 
Strand 

3477 
AAT/NAP 
3477 

96' 



End 

Method 
End 
Score 

1014. .1112, 2538.-2779, 3074. .3241, 3455.-3477 
myb-related protein 3 homolog T26B15.2 - Arabidopsis thaliana 
gi I 3298534 | gb | AAC25928.il (AC004681) putative MYB family 



n 




transcription factor [Arabidopsis thaliana] 






~--J 

Us 


oeq. iNo. 


55923 


Seq. ID 


OJ000403_26 


.0419 


poo 




Gene No . 


117088 


Strand 








ru 


O Lai L 


2057 


End 


3477 








Name 


OJ000403 26.0419.C22.ol.np 


Method 


AAT/NAP 








Start 


1056 


End' 


3180 








GI 


7438355 


Score 


75 








Exons 


1056. .1130, 2954. .3180 












GI Descrip. 


myb-related protein - barley 


gi | 120023 9 lemb ICAA61021.il 


(X87690) 






GAMyb protein [Hordeum vulgare] 










Seq. No. 


,55923 


Seq. ID 


OJ000403_26 


0419 


.C22 


u 


Gene No. 


117088 


Strand 








i : 


Start 


2057 


End 


3477 






- Sf 


Name 


OJ000403 26.0419.C22.ol.gp 


Method 


AAT/GAP 






£ =V 


Start 


1914 


End 


2083 








GI 


2796906 


Score 


309 








Exons 


1914. .2083 












Seq. No. 


55923 


Seq. ID 


OJ000403_26 


0419 


.C22 




Gene No. 


117088 


Strand 










Start 


2057 


End 


3477 








Name 


OJ000403 26.0419.C22.ol.gs 


Method 


GENSCAN 








Start 


2057 


End 


3338 








GI 


none 


Score 


.75 








Exons 


2057. .2242, 2443. .3180, 3300. 


.3338 










Seq. No. 


55924 


Seq. ID 


OJ000403_26 


0419 


.C29 




Gene No. 


117089 


Strand 


+ 








Start 


682 


End 


1065 








Name 


OJ000403 26.0419.C29.ol.gp 


Method 


AAT/GAP 








Start 


682 


End 


1065 








GI 


uC-osflcyp033a04bl 


Score 


655 







56437 





Exons 


682. .1065 




- 




GI Descrip. 


' 601684 5/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza 






DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


55924 


Seq. ID 


OJ000403 




Gene No. 


117090 


Strand 






Start 


. 612 


End 


i / o y 




Name 


OJ000403 26.0419.C29.ol 


. gs Method 


GENSCAN 




Start 


612 


End 


T £ *D O 




GI 


none 


Score 


. O / 




Exons 


612. .817, 914. .967, 1441. .1633 






Seq. No. 


55924 


Seq. ID 


UJ UUU4 U J 




Gene No. 


117090 


Strand 






Start 


612 


End 


1739 




Name 


OJ000403 26.0419.C29.ol 


. np Method 


7\ 7\ T / M 7\ D 




Start 


615 


End 


i / jy 






4680186 


Score 


"3 Q 
ODD 




Exons 


615'. .817, 1653.. 1739 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indicaj 




Seq. No. 




beq. id 


OJ000403 


o 


Gene No. 


117091 


Strand 


+ 




Start 


1189 


End 


ZV / b 




Name 


OJ000403 26.0419.C30.o2 


. gs Method 


GENSCAN 


= 


Start 


1189 


End 


2039 


rj 


GI 


none 


Score 


. 62 




Exons 


1189. .1258, 1368. .1508, 


1701. .2039 




ill 


Seq. No. 


55925 


Seq. ID 


OJU0U4 03 




Gene No. 


117091 


Strand 


+ 


r i § 


Start 


1189 


End 


2076 




Name 


OJ000403 26.0419.C30.o3 


. np Method 


7\ 7\ rp / v T 7\ T-) 

AA1 / NAF 




Start 


1388 


End 


ZD 1 D 


^ H 


GI 


6907089 


Score 


o c c 

Zoo 


* — 


Exons 


' 1388. .2076 






L -a. 


GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




beq. no. 


55925 


Seq. ID 


UJ UUU4 Uj 


f as.- 


bene wo. 


117091 


Strand 


T 




Q+- a -rl- 
OC art. 


1189 


End 


90*7 £ 




Name 


OJ000403 26.0419.C30.o2 


. np Method 


AAT/NAP 




Start 


1409 


End 


2076 




C T 


6721558 


Score 


1 oc 
J 




Exons 


1409. .1511, 2022. .2076 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






gi | 6815083 | dbj | BAA90369 


.11 (AP001081) 


lypothet i 






[Oryza sativa] 








Seq. No. 


55925 


Seq. ID 


OJUU(J4 03 






117092 


Strand 






Start 


1 


End 


998 




Name 


OJ000403 26.0419.C30.ol 


np Method 


AAT/NAP 




Start 


1 


End 


998 




GI 


7523517 


Score 


281 




Exons 


1..37, 486. .559, 704. .998 






GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 



56438 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons T 
GI Descrip. 



Seq. ID OJ000403_26.0419.C33 
Strand + 

493 

AAT/NAP 
493 
114 



55926 
117093 
321 

OJ000403_26. 0419.C33.ol.np 
321 

6063554 
321. .493 

(AP000615) ESTs AU075609 (C63344 ) , G7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



End 

Method 

End 

Score 



55927 

117094 

1 

OJ000403_26. 0419.C38.ol.np 
1 

7228457 



Seq. ID OJ000403_26.0419.C38 
Strand 

End 3454 

Method AAT/NAP 

End 3454 

Score 1592 



1..284, 881. .1696, 1754. .3280, 3387. .3454 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



=f Seq. No. 55927 . >•-•' 

□'-Gene No. • 117094 

[f| Start 1 

Mi Name OJ000403_26 . 04 19 . C38 . ol . tw 

=1 Start 882 

:2 V GI none 

^ Exons 882.. 1226, 882.. 1238 



Seq. ID OJ000403_26.0419.C38 

Strand ' - 

End 3454 

Method TBLASTX : Wheat 

End 1238 

Score 131 



fll Seq. No. 55927 

1" Gene No. 117094 

Start " 1 

'ri- Name OJ000403_26. 0419. C38 . o2 . tm 

y Start 882 

f ^ GI - none 

Kl Exons '§ 82 . .1103 



Seq. ID OJ000403_26.0419.C38 
Strand 

End 3454 

Method TBLASTX: Maize 

End 1103 

Score 198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55927 

117094 

1 

OJ000403_2 6.0419.C38.ol.tm 

1107 

none 



Seq. ID OJ000403_26.0419.C38 
Strand 

End 3454 

Method TBLASTX: Maize 

End 14 62 

Score 110 



1107. .1307, 1108. .1299, 1268. .1462, 1281. .1400, 1304. .1408 



Seq. No. 55927 

Gene No. 117094 

Start 1 

Name OJ0004 03_2 6 . 0419 . C38 . o4 . tw 

Start 1239 

GI none 
Exons 



Seq. ID OJ000403_26.0419.C38 
Strand 

End 3454 

Method TBLASTX : Wheat 

End 1471 

Score 64 



1239.M307, 1240. .1296, 1277. .1471, 1278. .1469, 1301. .1471 



Seq. No. 
Gene No. 



55927 
117094 



Seq. ID OJ000403_26.0419.C38 
Strand 



56439 



Start 
Name 
Start 
GI 

Exons 



OJ000403_2 6.0419.C38 . o2 . tw 

1472 

none 



End 

Method 

End 

Score 



3454 

TBLASTX: Wheat 

2239 

134 



1472. .1726, 1476. .1637, 1784. .2020, 1794. .2018, 2057... 2239, 
2058.. 2231 



Seq. No. 
Gene No . 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55927 

117094 

1 

OJ000403_26.0419.C38 .o3.tw 

2822 

none 

2822. .3046, 3043. .3219 



Seq. ID OJ000403_26. 0419.C38 
Strand 

End 3454 

Method TBLASTX : Wheat 

End 3219 

Score 124 



Seq. ID OJ000403_26.0419.C39 
Strand 

End 1716 

Method .. AAT/NAP 



55928 
117095 
1 

OJ000403_26.0419.C39.ol.np 
1 

4580990 
1. . 698, 1262. . 1710 

(AF120335) putative transposase [Arabidopsis thaliana] 



End ■• 
Score 



1710 
353 



55928 

117095 

1 

OJ000403_26. 0419.C39.o2.tm 
75 

none 



Seq. ID. OJ000403_26.0419.C39 
Strand 

End 1716 

Method TBLASTX : Maize 

End 280 " 

Score 192 



75. .251, 79. .279, 80. .277, 80. .280 



Seq. No. 

Gene No. 
□ Start 

Name 
tl Start 

lz_ Exons 

C3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55928 

117095 

1 

OJ000403_26.0419.C39.ol.ts 

94 , ' 

none 

94. .297, 95. .307 

55928 

117095 

1 

OJ000403_26.0419.C39.ol.gs 

376 ' 

none 

376. .765, 910. .1707 

55928 
117095 
1 

OJ000403_26.0419.C39.ol.tm 
614 
none 



Seq. ID OJ000403_26. 0419.C39 
Strand 

End 1716 

Method TBLASTX : Soybean 

End 307 

Score 150 



Seq. ID OJ000403_26.0419.C39 
Strand 

End 1716 

Method GENSCAN 

End 1707 

Score .93 



Seq. ID OJ000403_26.0419.C39 
Strand 

1716 

TBLASTX: Maize 
1530 
65 



End 

Method 
End 
Score 

614. .697, 614. .709, 616. .702, 616. .711, 1260. .1451, 1291. .1530, 
1292. .1528, 1294. .1530 



56440 




Seq. No. 


55928 








Seq. ID 


OJ000403_26.0419 


.C39 


Gene No. 


117095 








Strand 






O Lai L 


i 








End 


1716 




Name 


n.Tonn 4 0 ^ 9 6 


04 1 Q 

• \J *i X .7 ■ 


<s «J -7 . \J ± 


• L, W 




1 DItnO 1 /V • Wl led L 




O Lai L 


1 ^Qfi ~~ 

I J 










1 7 1 ft 




rij 
o j. 


none 








Q /~\ T~ O 


\J \J 






' 1 ^96 1 7 "I 


1418. 


.1708 










Seq. No. 


55929 








Seq. ID 


OJ000403_26.0419 


.C40 


Gene No. 


117096 








Strand 


+ 






116 








FnH 


4 SS 
i j j 




Name 


OJ000403 26 


.0419. 


C40.ol 


. gs 


Mot" hf~sH 


\J Cj In O \^r\Vi 






116 










4 

4 J J 






none 








Q /-i /-> >- /2i 

O LUI CJ 








116. .197, 430. .455 










Seq. No. 


55929 








Seq. ID 


OJ000403_26.0419 


.C40 


Gene No. 


117097 








Strand 






O Lai L 










End . 


2253 




Name 


OJ000403 26 


.0419. 


C4 0.o2 


. gs 


Method 


GENSCAN 




O Ldl L 


908 








End 


2253 






none 








Score 


.76 




Exons 


908. .1090, 


1186. . 


1315, 




.1614, 1753. .2253 




Seq... No. 


55929 








Seq. ID 


OJ000403_26.0419 


.C40 


Gene No. 


117097 








. Strand 






C -t- -j y-t- 










End 


2253 




Name 


OJ000403 26 


.0419. 


C40.o2 


. um 


Method 


TBLASTX: Maize 






1117 








End 


1323 




PT 


none 








Score 


182 






1117. .1323, 


1118. 


.1318 












55929 








Seq... ID 


OJ000403_26.0419 


.C40 


Gene No. 


117097 








Strand 






Start 


908 








End 


2253 




Name 


OJ000403 26 


.0419. 


C40.ol 


. Lit I 


Method 


TBLASTX: Maize 




O Lai L 


1441 ■ 








End 


2111 ' . ■ 






none 








Score 


84 






1441. .1503, 


1442. 


.1504, 


14 4^ 

I T 4 J i 


,.1505, 1446. .1508, 1500. .1616, 




1501. .1575, 


1689. 


.1925, 


1696 


,.2106, 1698. .2111 




Seq. No. 


55930 








Seq. ID 


OJ000403_26.0419 


.C41 


Gene No. 


117098 








Strand 






O Ldl L 


1349 








End 


4249- 




Name 


OJ000403 26 


.0419. 


C41.ol 


. gs 


Method 


GENSCAN ■ 






1349 








End 


4249 




o J. 


none 








Score 


.81 






1349. .1573, 


1807. 


.2190, 


JJ JO • 


.3774, 4074. .4249 " 




Sea No 


55931 








Seq. ID 


OJ000403_26.0419 


.C42 


Gene No. 


117099 








Strand 






Start 


1451 








End 


1880 




Name 


OJ000403 26 


.0419. 


C42.ol 


.gs 


Method 


GENSCAN 




Start 


1451 ' 








End 


1880 




GI 


none 








Score 


. 94 




Exons 


1451. .1613, 


1750. 


.1880 











56441 



Seq. No. 55932 Seq. ID 

Gene No. 117100 Strand 

Start 7 9 End 

Name 0 JO 0040 3_2 6.0419.C43.ol.gs Method 

Start 7 9 ir End 

GI none Score 

Exons 79.. 283, 385. .449 



OJ000403_26.0419.C43 
+ 

449 

GEN SCAN 

449 

.93 



Seq. No. 55932 Seq. ID 

Gene No. 117101 Strand 

Start 1093 End 

Name OJ0004 03_26. 0419.C4 3.o2.gs Method 

Start 1093 End 

GI none Score 

Exons 1093. .1120, 1537.. 1643 



OJ000403_26.0419.C43 

1643 
GENSCAN 
1643 
.73 



Seq. No. 55933 Seq. ID 

Gene No. 117102 Strand 

Start 832 End 

Name OJ0004 03_2 6 . 04 1 9 . C4 4 . ol . gs Method 

Start 832 End 

GI none Score 

Exons 832.. 885, 1062.. 1118 



\3 Seq. No. 

[fi Gene No. 

fij Start 

Name 

H Start 

Ly. gi 

Q Exons 

? [| GI Descrip. 



^ Seq. No. 

'""i Gene No. 

U Start 

^3 Name 

=5 Start 

ii gi 

Exons 



55934 Seq. ID 

117103 Strand 
1828 End 
OJ0004 03_26. 0419.C45.ol.gp Method 
1828 End 
3761745 Score 
1828. .2132 

4099436/gb|U87250 IMVU87250 3. 
repeat, chromosome 2,3,5 and 

55934 Seq. ID 

117104 Strand 
2072 . -End . 
OJ0004 03_2 6 . 04 1 9 . C45 . ol . gs - Method 
2072 End 
none Score 
2072.. 2298, 2414.. 2582 



OJ000403_26.0419.C44 
+ 

1118 
GENSCAN 
1118 
.8 



OJ000403_26.0419.C45 
+ 

2132 
AAT/GAP 
2132 
518 



Oe-67 Mustela vison GT dinucleotide 
7 centromeric 



OJ000403_26.0419.C45 

2582 
GENSCAN 
2582 
1 



Seq. No. 55935 Seq. ID 

Gene No. 117105 Strand 

Start 994 End 

Name OJ0004 03__2 6 . 04 1 9 . C4 6 . ol . gs Method 

Start 994 „ - End 

GI none Score 

Exons 994.. 1067, 1696.. 1780 



Seq. No. 55936 

Gene No. 117106 

Start 1 

Name OJ0004 03_26/&419". C47 .ol .gp 

Start 1 

GI 26906_2.R1084 

Exons 1 . . 106 



OJ000403_26.0419.C46 

1780 
GENSCAN 
1780 
.42 



Seq. ID OJ000403_26.0419.C47 

Strand + 

End . 106 

Method AAT/GAP 

End 106 

Score 173 



56442 




GI Descrip. 1 4 680488/gb I AF11 9222 . 1 | AF119222 4.0e-33 Oryza sativa BAC clone 
1. H19, complete sequence' 



beq. no. 


j jd 


Oa« T Pi 

beq. iu 




Gene No . 


11 / 1U / 


otrana 




btart 


oil 


tna 


"ZA A "7 


Name 


ujuuu^uo z o . u 4 1 y . b4 / . oi . gs 


Method. 


bbNbbAN 


btart 


o / / 




A "7 


GI 


none 


Score 


A 1 
. 4 1 


Exons 


9K11 1974 90^^ 9^16 9RS4 


9Qft4 *344f 


1 *34 & 1 


Seq. No. 


55936 


Seq. ID 


OJ000403_26.0419.C47 


bene no . 


117108 


Strand 




otart 


5603 


End 


DO f Z 


Name 


OJ000403 26.0419.C47.o2.gp 


Method 


A A T /CIS. D 


b tart 


5603 


End 


DO 1 Z 


bl 


LIB3477-010-P1-K1-E11 


Score • 




Exons 


5603.. 5672 






GI Descrip. 


'2352427 2.0e-31 (AF004161) 


peroxisomal 


Ca — dependent solute 




carrier [Oryctolagus cuniculus] 1 




Seq. No. 


55937 


Seq. ID 


OJ000403_26.0419.C48 


Gene no. 


117109 


Strand. 




Start 


1, 


End 


y d4 


Name 


OJ000403 26.0419.C48.ol.gp 


Method 


AA 1 / bAir 


Start 


1 


End 




GI 


LIB3477-010-P1--K1-E11 


Score 


4 J / 


Exons 


1..112, 204. .360 






GI Descrip. 


'2352427 2.0e-31 (AF004161) 


peroxisomal 


. Ca-dependent solute 




carrier [Oryctolagus cuniculus] ' 




beq. no. 


55937 


Seq. ID 


UJUUU4UJ ZO.U4iy.b4o 


Gene No. 


117109 


Strand 




Of v+- 

b tart 


1 


End 


y d4 


Name 


OJ000403 26.0419.C48.ol.np 


Method 


AAl / NAir 


btart 


3 


End 


y D4 


t ■ 

bl 


6841066 


Score 




Exons 


3.. 115, 204. . 964 






GI Descrip. 


(AF123303) calcium-binding transporter 


[Homo sapiens] 


beq. no. 


55937 


Seq. ID 


OJ000403_2 6.0419.C48 


Gene No . 


117109 


Strand 




Of 2 v--h 

bt art 


1 ■ 


End 


964 


Name 


OJ000403 26.0419.C48.o2.tm 


Method 


TBLASTX: Maize 


bt art 


21 


End 


396 


bl 


none 


Score 


159 




21. .113, 22. .114, 175. .396, 


176. .394, 205. .396, 238. .342 


Seq. No. 


55937 


Seq. ID- 


OJ000403_26.0419.C48" 


Gene No. 


117109 


Strand 




Start 


1 


End 


964 


Name 


OJ000403 26.0419.C48.ol.ts 


Method 


TBLASTX: Soybean 


Start 


215 


End 


844 


GI 


none 


Score 


189 


Exons 


215. .445, 217. .534, 217. .507 


, 505. .837, 


506. .727, 511. .843, 




532. .645, 685. .795, 785. .844 







56443 



Seq. No. 55937 

Gene No. 117109 

Start 1 

Name OJ0004 03_26 . 04 19 . C4 8 . ol . tm 

Start 397 

GI none 

Exons 397.Z963, 397.-. 963 



Seq. ID OJ000403_26.0419.C48 

Strand 

End 964 

Method TBLASTX : Mai ze 

End 963 

Score 614 



Seq. No. 55937 

Gene No. 117109 

Start 1 

Name OJ000403_26 . 04 19 . C48 . o2 . ts 

Start 845 

GI none 

Exons 845.. 964, 847.. 963 



Seq. ID OJ000403_26.0419.C48 

Strand 

End 964 

Method TBLASTX : Soybean 

End 964 

Score 137 



Seq. No. 55938 

Gene No. 117110 

Start 1 

Name OJ000403_26 . 04 19 . C50 . ol . np 

Start 1 

GI 6983860 

Exons 1 . . 856 

GI,-. Descrip. (AP001168) Similar to 22 kDa 
(AF061282) [Oryza sativa] 

Seq. No. 55938 

Gene No. 117110 

Start 1 

Name OJ000403_26 . 04 19 . C50 . ol . gs 

Start 40 

GI none 

Exons 40.. 856 



f ^ 



Seq. ID OJ000403_26.0419.C50 
Strand 

End 856 > 

Method AAT/NAP 

End 856 

Score 1405 

kafirin cluster; Ty3-Gypsy type 



Seq. ID OJ000403_26.0419.C50 

Strand . 

End 856 

Method GENSCAN 

End 856 

Score .78 



Seq. No. 55938 

Gene No. 117110 

Start 1 

Name OJ000403_2 6 . 04 19 . C50 . ol . tw 

Start 95 

GI none 

Exons 95.. 445, 251.. 448 



Seq. ID OJ000403_26.0419.C50 
Strand 

End 856 

Method 'TBLASTX: Wheat 

End 448 

Score 65 



Seq. No. 55938 

Gene No. 117110 

Start 1 

Name OJ000403_2 6 . 04 19 . C50 . ol . tm 

-Start; 14 0 

GI none 

Exons ..140.. 445, 209.. 445 



Seq. ID OJ000403_26.0419.C50 
Strand 

End 856 

Method TBLASTX : Mai ze 

End 44 5 

Score 75 



Seq. No. 55938 

Gene No. 117110 

Start 1 

Name OJ000403_2 6 . 04 19 . C50 . o2 . tw 

Start 497 

GI none 

Exons 497. .691, 497.. 694, 498. .695 



Seq. ID OJ000403_26.0419.C50 
Strand 

End 856 

Method ■ TBLASTX: Wheat 

End 695 

Score 57 



56444 



Seq. No. 55939 Seq. ID 

Gene No. 117111 Strand 

Start 1 End 

Name OJ0004 03_2 6.0419. C55 . ol . np Method 

Start 1 End >■ 

GI 7228457 Score 

Exons 1 . . 735 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000403_26.0419.C55 
+ 

735 

AAT/NAP 
735 
759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
E3 Start 
l3 Name 
l~ Start' 

J;; gi 

Exons 

hi Seq. No. 

*3 Gene No. 

?fi Start 

= Name 

Start 

[3 GI 

"4 Exons 

b lib 

Seq. No. 
Iz Gene No. 
=3 Start 
L=J Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55939 
117111 
1 

OJ0004 03_26.0419.C55.ol.tw 
35 

none 

35. .379, 36. .416 

55939 
117111 
1 

OJ000403_26.0419.C55.or-.tm 
53 

none 

53. .322, 60. .323, 321.. 434, 

55939 

117111 

1 

OJ000403_26.0419.C55.ol.gs 

196 

none 

196. .360> 465. .688 

55939 

117111 

1 

OJ000403_26.0419.C55.o2.tw 

423 

none 

423. .488, 452. .733, 559. .666 



Seq. ID 

Strand 

End 

Method 
End 

Score. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
332. .436 



OJ000403_26.0419.C55 
+ 

735 

TBLASTX: Wheat 

416 

332 



OJ000403_26.0419.C55 
+ 

735 

TBLASTX: Maize 

436 

1"97 



Seq. ID OJ000403_26.0419.C55 

Strand + 

End 7 35 

Method GENSCAN 

End 688 

Score .71 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_26.0419.C55 
+ 

735 

TBLASTX: Wheat 

733 

74 



OJ000313 28. 0420. CI 



55940 Seq. ID 

117112 Strand 

1 End 725 

OJ000313_28 . 0420 . CI . ol . np Method AAT/NAP 

1 End 725 

6630685 Score 798 
1. .725 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 



55940 

117112 

1 



Seq. ID 

Strand 

End 



OJ000313_28.0420.C1 
725 



56445 






Name 


OJUUUJlo zo . U4zU . CI . Ol . tS 


Method 


1 hJiiAb IX : boyoean 






Start 


11 


End 


*3 C 1 

0 bl 






GI 


none 


Score 


4 Z 






Exons 


11 OC1 1Q 1 A /I 1 QO TQO 

11. . obi, 1o..1U4, I0O..J0Z 










Seq. No. 


55940 


Seq. ID 


OJ000313_28.0420. 


.CI 




Gene No. 


117112 


Strand 








Start 


1 
1 


CjTIG. 


TOR 
/ZD 






Name 


A Trtrt(T3 1 O OO A yl O A Ol « 1 +-™ 

OJUUUJlo zo . U4zU . CI . Ol . tm 


Metnoa . 


1 dJjAo 1 a : Ma 1 ze 






Start 


1 A *7 
1U / 


hnd 


boo 






GI 


none 


Score 


00c 

ozo 






Exons 


1 m C*3 "7 111 CAQ Q^Q C*3Q 

1U/..DO// lll..oUy, o4y . . boo 










Seq. No. 


55940 


Seq. ID 


OJ000313_28.0420, 


.CI 




Gene No. 


117112 


Strand 








Start 


1 
1 




/ Z O 






Name 


UJUUUolo zo . U4 ZU . CI . Ol . tw 


Method 


TOT AC 1 TV ■ T*7V\ — 4- 

i dLAo i a : wneat 






Start 


O A O 


hina 


boo 






GI 


none 


Score 


, loO 






Exons 


A A "D /I A A- OIO Vl A A C D A /*C C 

zui..4yu, ziz..4yo, OJU..DOO, 


o4 y . . bO(J 








Seq. No. 


C C A A 1 

55941 


Seq. ID 


OJ000313_28.0420. 


, Cz 




Gene No. 


I 1 ^ 1 1 *5 

II /11J 


Strand 


+ 






Start 


1 


End 


6040 






Name 


OJ000313 28.0420.C2.o2.np 


Method - 


AAT/NAP 




r i i 


Start 


1 


End 


6040 






GI 


6721516 


Score 


596 






Exons 


1..62, 1803. .2047, 2458. .2665, 


2733.. 2770, 5690.. 5759, 








5840. . 6040 








w 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




FLJ 


Seq. No. 


55941 


Seq. ID 


OJ000313_28.0420. 


,C2 


f: 


Gene No. 


117113 


Strand 


+ 






Start 


1 


End 


6040 






Name 


OJ000313 28.0420.C2.ol.ts 


Method 


TBLASTX : Soybean 






Start 


703 


End 


1581 




% -j 


GI 


none 


Score 


83- 




r *s 


Exons 


703. .753, 829. .972, 1063. .1395, 1459.. 


1581 ' 






Seq. No. 


55941 


Seq. ID 


OJ000313_28.0420. 


,C2 




Gene No. 


117113 


Strand 


+ 






Start 


1 


End 


6040 






Name 


OJ000313 28.0420.C2.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1159 


End 


1548 






GI 


none 


Score 


89 






Exons 


1159. .1401, 1414. .1548 










Seq. No. 


55942 


Seq. ID 


OJ000313_28.0420, 








117114 


Strand 


+ 






Start 


1406 


End. 


2039 






Name 


OJ000313 28.0420.C3.o2.np 


Method 


AAT/NAP 






Start 


1406 


End 


2039 






GI 


5902407 


Score 


387 






Exons ' 


1406.. 2039 










GI Descrip. 


(AC008148 )- Similar to asparaginyl-tRNA synthetases [Arabidopsis 



thaliana] 



56446 



Seq. No. 


55942 




Seq. ID 


OJ000313_28.0420. 


C3 


Gene No. 


117115 




Strand 






Start 


1742 




End 


1903 




Name 


OJUUUJU 28 . U42U . Co . Ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1487 




End 


1903 




GI 


none 




Score 


192 




Exons 


148/.. 1618/ 15Uo..lo24, 


1 C O Ci 

158 9. 


.1789, 1591.. 1755, 1739 .. 1843, 




181/. .1891, 182o..iyUo 










Seq. No. 


55942 




beq. id 


UJUUU ol j Zo.UfiZU. 




Gene No. 


117115 




Strand 






Start 


1 *"J A O 

1742 




End 


1903 




Name 


OJ000313 28 . U42U . Co . Ol . 


tc 


Method 


rpDT 7\ CTY • fraoo 




Start ■ 


icon 

1529 






1 QQ1 

lo y i 




GI 


none 




Score 


2oO 




Exons 


TCOn 1 T O O 1 C T A 1 "7 A d 

1529. .l/8o, lb/U..l/4o, 


T "7 A O 

1/42. 


1 OQ1 

. lo y i 






Seq. No. 


55942 ' 




beq. id 


UJUUU .3 1.3 2o.U4zU. 


r> o 


Gene No. 


117115- 




Strand 






Start 


1 n A o 

1/42 




End 


1903 




Name 


OJ0U0313 28 . 0420 . Ci . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


1 c o o 

1529 




End 


1891 




GI 


none 




Score 


406 




Exons 


1529.. 1891, 1570.. 1755 










Seq. No. 


55942 




Seq. ID 


OJ000313_28.0420. 


C3 


Gene No. 


117115 




Strand 






Start 


* 1742 




End 


1903 




Name 


OJ000313 28.0420.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


1742 




End 


1903 




GI 


20754 1.R1084 




Score 


254 




Exons 


1742. .1903 










GI Descrip. 


1 5902407 /gb | AAD55509.il 


AC008148 19 6.0e-74 (AC008148) Similar 




asparaginyl-tRNA synthetases 


[Arabidopsis thaliana] 1 




Seq. No. 


55943 




Seq. ID 


OJ000313_28.0420. 


C4 


Gene No. 


. 117116 




Strand 


+ 




Start 


1 




End 


734 




Name 


OJ000313 28.0420.C4.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


734 




GI 


554565 




Score 


241 




Exons 


1..122, 267.. 315, 622.. 


734 








GI Descrip. 


(M24889) glutathione S- 


transferase [synthetic construct] 




Seq. No. 


55943 




Seq. ID 


OJ000313_28.0420. 


C4 


Gene No. 


117116 




Strand 


+ 




Start 


1 - . , 




End 


734 




Name 


OJ000313 28.0420.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


680 




GI 


none 




Score 


135 




Exons 


2. .121, 3. .122, 267. .314, 620 


..679, 621 


.. . 680 




Seq. No. 


55943 




Seq'. ID 


OJ000313_28.0420. 


C4 


Gene No. 


117116 




Strand 


+ 




Start 


1 




End 


734 




Name 


OJ000313 28.0420.C4.ol. 


gs 


Method 


GENSCAN 




Start 


3 




End 


703 





56447 r- - . 



GI 

Exons 



none 

3. .122, 267. .315, 622. 



,703 



Score 



,76 



Seq. No. 55944 

Gene No. 117117, 

Start 1 

Name * " OJ000313_28 . 0420 . C5 . ol . np 

Start 1 

GI 4926870 

Exons 1..31, 1115.. 2200 

GI Descrip. (AC007509) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ000313_28.0420.C5 

Strand + 

End 2450 

Method. AAT/NAP 

End 2200 

Score 506 



Seq. No. 


55944 


Seq. ID 


OJ000313_ 


_28. 


.0420, 


,C5 


Gene No. 


117117 


Strand 


+ 








Start 


1 


End 


2450 








Name 


OJ000313 28.0420.C5.ol.gs 


Method 


GENSCAN 








Start 


270 


End 


2450 








GI 


. none 


Score 


-.74 








Exons 


270. .399, 966. .2450 












Seq. No. 


55944 


Seq. ID 


OJ000313_ 


_28, 


,0420, 


.C5 



?3 Gene No. 
K j Start 

Name 
:]l Start 

IS GI 

Q Exons 

I J 

Seq. No. 

=r= Gene No, 
;yf Start 

Name 
Q Start 

GI 

i~. Exons 



Seq. No. 
^ Gene No. 
C3 Start 
Name 
Start 
GI 

Exons 



Strand 
End 

Method 
End 
Score 



117117 
1 

OJ000313_28.0420.C5.ol.tm 
1109 
none 

1109. .1402, 1111. .1407 

55944 
117117 
1 

OJ000313_28.0420.C5.ol.tw 
1160 
none 

1160.. 1435, 1222.. 1398 

55944 
117117 
1 

OJ000313_28 .0420.C5.ol.ts 
1190 
none 

1190. .1501, 1222. .1386, 1478. .1576 



+ 

2450 

TBLASTX : Maize 

1407 

252 



Seq. ID OJ000313_28.0420.C5 
Strand + 

2450 

TBLASTX: Wheat 
1435 
282 



End 

Method 
End 
Score 



Seq. ID OJ000313_28.0420.C5 

Strand + 

End 2450 

Method TBLASTX : Soybean 

End 1576 

Score 177 



Seq. No. 55944 

Gene No. • : 117117 
Start "1 

Name OJ000313_28 . 0420 . C5 . o2 . tm 

Start 1415 

GI none 
Exons 



Seq. ID- OJ000313_28.0420.C5 

Strand + 

End 2450- ■■ 

Method TBLASTX: Maize 

End 1675 

Score 67 



1415. .1483, 1432. .1482, 1535. .1675, 1540. .1626 



Seq. No. 55945 

Gene No. 117118 

Start 411 

Name OJ000313 28 . 0420 . C6 . ol . gs 



Seq. ID OJ000313_28 .0420.C6 

Strand + 

End 515 

Method GENSCAN 



56448 



Start 
GI 

Exons 



411 
none 
411. .515 



End 
Score 



515 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



55946 Seq. ID OJ000313_28 . 0420 . Cll 

117119 Strand 

1 End 713 

OJ000313_28 . 0420 . Cll . ol . np Method AAT/NAP 

1 End 713 

7473095 Score 97 

1. .125, .682. .713 

lipoic acid synthase - Deinococcus radiodurans (strain Rl) 
gi| 6458473|gb|AAF10341.1|AE001931_12 (AE001931) lipoic acid 
synthase [Deinococcus radiodurans] 



55947 

117120 

5242 

OJ000313_28. 0420.C14.o3.gs 

5242 

none 



Seq. ID OJ000313_28.0420.C14 

Strand + 

End "7761 

Method GENS CAN 

End' 7761 

Score .82 



5242. .5398, 6762. .7331, 7409. .7522, 7592. .7761 



.Seq. No. -55947 Seq. ID 

Gene No. 117121 Strand 

Start ' 2188 End 

Name OJ000313_28 . 0420 . C14 . o2 . gs Method 

Start 2188 End 

GI none Score 

Exons 2188.. 3246 



OJ000313_28..0420.C14 

3246 
GEN SCAN 
3246 
.55 



fy Seq. No. 
= Gene No. 

Start 

Name 
N Start 
M ."GI 
-.^ Exons 



55948 Seq. ID 

117122 Strand 

1247 End 
OJ000313_28. 0420.C16.ol.gs Method 

1247 End 

none Score 

1247.. 1326, 2327.. 2469, 2708.. 2904 



OJ000313_28.0420.C16 
+ 

2904 
GEN SCAN 
2904 
.62 



Seq. No. 55948 Seq. ID 

Gene No. 117123 Strand 

Start 4126 End 

Name OJ000313_28 . 0420 . CI 6 . o2 . gs Method 

Start 4126 End 

GI none Score 

Exons 4126. .4248/ 4881. .4965 



OJ000313_28 .0420.C16 

5021 
GENSCAN 
4965 
.49 



OJ000313 28.0420.C16 



Seq. No. 55948 Seq. ID _ 

Gene No. 117123 Strand 

Start 4126 End 5021 

Name OJ000313_28 . 0420 . C16 . ol . np Method AAT/NAP 

Start 4203 End 5021 

GI 4680179 Score 612 

Exons 4203.. 4904, 4984.. 5021 

GI Descrip. (AF111709) polyprotein [Oryza "sativa subsp. indica] 



Seq. No. 



55948 



Seq. ID OJ000313_28.0420.C16 



56449 




Gene No. 117123 

Start 4126 

Name OJ000313_28 . 0420 . G16 . ol 

Start 4225 

GI none 

Exons 4225.-4344, 4313.. 4342, 
4548:. 4715, 4555. .4668, 

Seq. No. 55948 

Gene No.. 117123 

Start , 4126 

Name . OJ000313_28 . 0420 .C16 . ol 

Start .4424 

GI none 

Exons 4424.. 4552, 4428.. 4550, 




Strand 

End 5021 - - 

.tw Method TBLASTX: Wheat 

End 4716 

Score 4 0 
434 0. .4 552, 434 4. .4556, 4362. .4547, 
4555. .4716, 4562. .4714 

Seq. ID OJ000313_28.0420.C16 
Strand 

End 5021 

.tm Method TBLASTX : Maize 

End 4845 

Score 77 
4548. .4829, 4561. .4623, 4714. .4845 



Seq. No. 55949 - Seq. ID 

Gene No. 117124 Strand 

Start 296 * End 

Name OJ000313_28 . 0420 . C17 . ol . gs Method 

Start 296 End 

GI none Score 
Exons 



OJ000313_28.0420.C17 
+ 

6141 
GENSCAN 
6141 
.55 

1520, 1683. .1867, 



296.. 438, 457. .1181, 1320. .1350, 1407 
1951. .2108, 2116. .2352, 2416. .2653, 3011. .3104, 3138. .3341, 
3-625. .3715; 3917.. 4035, 4076 5014 , 5027.. 5663, 5864.. 6141 



Seq. No. 55949 Seq. ID 

Gene No. 117124 Strand 

Start 296 End 

Name OJ000313_28 . 0420 . C17 . ol .np Method 

Start 516 End 

GI 4378066 Score 

Exons 516.. 964, 1329.. 6138 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 | gb | AAD27571 . 1 | AF114 17 1_12 (AF114171 
[Sorghum bicolor] 



OJ000313_28.0420.C17 
+ 

6141 
AAT/NAP 
6138 
2637 



polyprotein 



Seq. No. 


55949 




Seq. ID 


OJ000313_28 


0420 


.C17 


Gene No. 


117125 




Strand 


+ 






Start 


7243 




End 


13779 






Name 


OJ000313 28 


.0420.C17.o2.np 


Method 


AAT/NAP 






Start 


7243 




End 


13779 






GI 


5852180 




Score 


548 






Exons 


7243. .7301, 


8282/.8403, 8455. 


.8882.,- 13761. .13779 






GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza 


sativa] ■' 








Seq. No. 


55949 




Seq. ID 


OJ000313_28 


0420 


.C17 


Gene No. 


117126 




Strand 








Start 


6671 




End 


7531 






Name 


OJ000313 28 


.0420.C17.o2.gs 


Method 


GENSCAN 






Start 


6671 




End 


7353 






GI 


none 




Score 


.56 






Exons 


, 6671. .6708, 


7278. .7353 










Seq. No. 


55949 




Seq. ID 


OJ000313_28 


0420 


.C17 


Gene No. 


117126 




Strand 








Start 


6671 " 




End 


7531 







56450 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000313_28 . 0420.C17 .ol.gp Method AAT/GAP 
7150 End 7531. 

uC-osflcyp033a04bl Score 671 

7150. .7531 

1 6016845/db j | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



55949 Seq. ID 

117127 Strand 

7 961 «~ - ■ End 
OJ000313_28 . 0420.C17.o6.tm Method 

1356 End 

•none Score 

1356. .1634, 1496. .1633 



OJ000313_28.0420.C17 
15265 

TBLASTX: Maize 

1634 

205 



Seq. No. 


55949 


Seq. ID 


OJ000313_28.0420 


Gene No. 


117127 


Strand 




Start 


7961 


End 


15265 . • 


Name 


OJ000313 28.0420.C17.o8.tw 


Method 


TBLASTX: Wheat 


Start 


1398 


End 


1721' 


GI 


none 


Score 


186 


Exons 


1398. .1721 







Seq. No. 55949 \ * Seq. ID 

Gene No. 117127 Strand 

Start - 7961 End 

Name OJ000313_28 . 0420 . C17 . o2 . tw Method 

Start 3096 End 

GI none Score 

Exons 3096.. 3551, 3146.. 3550 



OJ000313_28.0420.C17 
15265 

TBLASTX: Wheat 

3551 

452 



Seq. No. 


55949 








Seq. ID 


OJ000313_28.0420. 


C17 


Gene No. 


117127 








Strand 






Start 


7961 








End 


15265 




Name 


OJ000313 28 


.0420 


.C17 .ol 


. tin 


Method 


TBLASTX: Maize 




Start 


3224 








End 


3560 




GI - 


none 








Score 


385 




Exons 


3224. .3484, 


3225 


. .3560, 


3267. 


.3515, 3358.. 3522 




Seq. No. 


55949 








Seq. ID 


OJ000313_28.0420. 


C17 


Gene No. 


117127 








Strand 






Start 


7961 








End 


15265 




Name 


OJ000313 28 


.0420 


.C17.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


3567 








End 


3951 




GI 


none 








Score 


354 




Exons 


'3567. .3938, 


3568 


. .3951 










Seq. No. 


55949 








Seq. ID 


OJ000313_28.0420. 


C17 


Gene No. 


117127 








Strand 






Start 


7961 








End 


15265 




Name 


OJ000313 28 


.0420 


.C17.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


3624 








End 


4038 




GI 


none 








Score 


405 . 




Exons 


3624. .3938, 


3625 


. .4038, 


3727. 


.3942 







Seq. No. 
Gene No. 



55949 
117127 



Seq. ID 
Strand 



OJ000313 28.0420.C17 



56451 



Start 
Name 
Start 
GI 

Exons 



7961- End 

OJ000313_28.0420.C17.ol.ts Method 

3670 End 

none Score 
3670.. 4038, 3720.. 3863 



15265 

TBLASTX -Soybean 

4038 

229 



Seq. No. 55949 Seq. ID 

Gene No. 117127 Strand 

Start 7961 End 

Name OJ000313_28 . 0420 . C17 . o3 . ts Method 

Start 4277 End 

GI ' none ■ Score 

Exons 4277.. 4636, 4417.. 4641 



OJ000313_28.0420.C17 
15265 

TBLASTX: Soybean 

4641 

207 



Seq. No. 


55949 








Seq. ID 


OJ000313_28.0420. 


.C17 


Gene No. 


117127 








Strand 






Start 


7961 








End 


15265 




Name 


OJ000313 28 


.0420, 


.C17.o4 


-tw 


Method 


TBLASTX: Wheat 




Start 


4279 








End 


4711 




GI 


none 








Score 


300 




Exons 


4279. .4392, 


. 4280. 


. .4711, 


4420. 


.4704 






Seq. No. 


55949 








Seq. ID 


OJ000313_28.0420. 


.C17 


Gene No. 


117127 








Strand 






Start 


7961 








End 


15265 




Name 


OJ000313 28 


.0420. 


.C17.o5 


..tm 


Method 


TBLASTX: Maize 




Start 


4910 








End 


5179 




GI 


none 








Score 


210 




Exons 


4910. .5176, 


4957. 


. .5169, 


5012. 


.5179 







Seq. No. 55949 

Gene No. 117127 

Start 7961 

Name OJ000313_28 . 0420 . C17 . o2 . tm 

Start 5180 

GI .none 

.Exons .5180.. 5542, 5272.. 5490, 5420. 

Seq. No. 55949 
Gene No. ' 117127 

Start 7961 

Name OJ000313_28 . 04 20 . C17 . o2 . ts 

Start 5198 

GI none 

Exons 5198.. 5326, 5212.. 5325, 5332. 



Seq. ID OJ000313_28.0420.C17 
Strand 

15265 

TBLASTX: Maize 
5542 
378 



End 

Method 
End 
Score 
.5542 



Seq. ID OJ000313_28.0420.C17 

Strand . - 

End 15265 

Method TBLASTX : Soybean 

End 5557 

Score 95 
.5541, 5333.-5557 



Seq. No. . 55949 
Gene No. " ' 117127 

Start 7961 

Name OJ000313_28 . 04 20 . C17 . o5 . tw ' 

Start 5264 

GI none 

Exons 5264.. 5458, 5287.. 5409, 54.50. 



Seq. ID OJ000313_28.0420.C17 
Strand 

End 15265 

Method TBLASTX : Wheat 

End 5644 

Score 141 
.5644 . 



Seq. No, 
Gene No. 
Start 



55949 

117127 

7961 



Seq. ID OJ000313_28.0420.C17 
Strand 

End 15265 



56452 




Name 


OJ000313 28.0420.C17.o3.gs 


Method GENSCAN 


oLaiL 


/ .7 O X 


Fnrl 1 m 1 ft 

ona i jiio 


C T 


none 


ocore . 4 d 


Exons 


TQCl Qrt/1£ Q^/IT <5 A 1 ft Q^fiQ 

/ybl . . oU4b/ o o 4 JL . . o 4 1U / obUo 


..ooUo, 1UU/4. . 1U jib/ 1Ud^o..1U/d, 






llJJj . . XZ UUO , XZUftJ. ■ XZOXD, 




"\"kAAA I^ZAO lAAOPi' TA^OQ 


1 OU /D..XDXXO 


O i=i /™t NT r\ 

beq . wo . 


d o y fi y 


oeq. XU UJUUUjI J Zo. U^U.Ll / 




117127 


Strand - ~ 


Cf art 
O Lai L 


7961 


End 15265 


Name 


OJ000313 28.0420.C17.o3.np 


Method AAT/NAP 


Start 


11072 


End 12912 


C T 


6907087 


"Score 418 


Exons 


11072. . 11131, 12199. . 12912 




(ji uescrxp. 


(AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to a 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 




Con Mn * 


5594 9 ' ■ 


Seq. ID OJ000313_28.*0420.C17 


Gene No. 


117127 


Strand 


Start 


7961 


End 15265 


Name 


OJ000313 28.0420.C17.o4.np 


Method AAT/NAP 


Start 


12195 


End 15265 




6598399 


Score 848 


Exons 


12195. '. 12235, 134 01. .15265 





fn GI Descrip. (AC003952) putative non-LTR retroelement reverse transcriptase 
fi| [Arabidopsis thaliana] 



Seq. No. .55949 Seq. ID 

Gene No. 117127 Strand 

Start 7961 End 

Name OJ000313_28 . 0420 . C17 . o7 . tw Method 

Start 13207 End 

GI none . Score 

Exons 13207. .13485, 13208.. 13486 



OJ000313__28 .04 20.C17 
15265 

TBLASTX: Wheat 

13486 

81 



Seq. No. 55949 Seq. ID 

,3 Gene No. 117127 Strand 

=S Start 7961 End 

\Z Name OJ000313_28 . 0420 . C17 . 06 . tw Method 

^ Start 13712 End 

GI none Score 

Exons 13712. .14008 



OJ000313_28.0420.C17 
15265 

TBLASTX: Wheat 

14008 

226 



Seq. No. ' 55949 Seq. ID 

Gene No. 117127 Strand 

•Start - 7961 ' End * 

Name . OJ000313_28 . 0420 . C17 . o9 . tw Method 

Start 14444 . End 

GI none Score 

Exons 14444. .14647 



OJ000313_28.0420.C17 
-15265 

TBLASTX: Wheat ; 

14647 

177 



Seq. No. 55949. Seq. ID 

Gene No. 117127 Strand 

Start 7961 End 

Name OJ000313_28 . 0420 . C17 . o4 . tm Method 

Start 14597 End 



OJ000313_28.0420.C17 
15265 

TBLASTX :'Maize 
14969 



56453 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
• GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 



none Score 115 

14597. .14968, 14 601 .. 14819, 14 663 .. 14 932 , 14847. .14969 



55949 

117127 

7961 

OJ000313_28.0420.C17 .ol . tw 

14651 

none 



Seq. ID OJ000313_28.0420.C17 
Strand 

End 15265 

Method TBLASTX: Wheat 

End 15038 

Score 169 



14651. .15037, 14657. .15004, .14 67 6 .. 15038 



55950 

117128 

576 

OJ000313_28.0420.C18;ol.gs 

576 

none 

576.. 1367, 1550.. 1.783 



Seq. ID OJ000313_28.0420.C18 
Strand 

End 1796 

Method GENSCAN 

End 1783 

Score .41 



Seq. ID OJ000313_28.0420.C18 
Strand 

1796 
AAT/NAP 
1796 
2044 



55950 
117128 
576 

OJ000313_28 .0420.C18 .ol.np 
579 

6539553 
579. .1796 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



End 

Method 

End 

Score 



55950 

117128 

576 

OJ000313_28.0420.C18.ol.tw 

715, 

none 



Seq. ID OJ000313_28.0420.C18 
Strand 

End 1796 

Method TBLASTX : Wheat 

End 1191 

Score 353 



715. .1101, 753. .1100, 1116. .1190, 111.8. .1189, 1120. .1191 



55950 

117128 

576 

OJ000313_28 .0420.C18.o2.ts 

843 

none 



Seq. ID OJ000313_28.0420.C18 
Strand 

End 1796 

Method TBLASTX : Soybean 

End 1184 

Score 83 



843. .1052, 922. .1047, 1071. .1184, 1078. .1158 



55950 
117128 
576 ' 

OJ000313_28 .0420.C18.ol.tm 

1047 

none 

1047. .1385, 1048. .1386 

55950 
117128 



Seq. ID OJ000313_28.0420.C18 
Strand 

End 1796 

Method TBLASTX : Mai ze 

End 1386 

Score 206 



Seq. ID OJ000313_28 .0420.C18 
Strand 



56.454 





C f- n V+- 


57 


Fnrl 

Hi i LkJ. 


1 7Qfi 




Name 


-n.Tnoo^i^ 9ft 0490 nft ni t-Q 




1 O larlO 1 A * OUyjJcall 






1 1 Q7 ~~ 
1 1 z? / 


FnH 


1 54 9 






none 


JtUI c 


1 94 






1 1 Q7 1541 1^49 1549 








Seq. No. 


55950 


Seq. ID 


OJ000313_28 . 0420 . C18 




Gene No. 


117128 


Strand 






Of a v~+- 


57 


End 


1796 




Name 


oTnnn^i^ 9ft 0490 rift o9 t-w 


Method 


TBLASTX: Wheat 




Of 3 >~+- 


1 0 Zf D 


End 


1792 




bl 


none 


Score 


48 




DAUllo 


1 ^qr 1:00 1405 1527 1595 


. .1792, 1619. .1792 




Seq. No. 


55950 


Seq. ID 


OJ000313_28 . 0420 . C18 




Gene No. 


117128 


Strand 


- ■ 




Of- -1 y-f- 


576 


End 


1796 




Name 


D.TOOO^I ^ 9ft 0490 Tift n9 


Method 


TBLASTX: Maize 




OLdlL 


1 407 _ 

14U / 


End 


1792 






none 


Score 


181 




Exons 


1407 155^ 1577 17Q2 








Seq. No. 


55950 


Seq. ID 


OJ000313_28.0420.C18 




Gene No. 


117128 


Strand 




~~ » 


Of- a r-+- ' • 


^76 


End .-. 


1796 




Name 


PiTOOO'31'* 9ft 0490 PI ft ^"3 -He 


Method 


TBLASTX : Soybean 


\ y 


Of- -1 


ID// 


End 


1792 




bl 


none 


Score 


74 


i- 


Exons 


1 nan 1 cio i£pft 1 cm 
10 / / . . 1 / y^/ ±d/o.. 1000, lou / 


. .1792 




2^ 


0 e q . in 0 . 


55Q5 1 


Seq. ID 


OJ000313_28.0420.C19 


= y 


bene i\o . 


I 1 7 1 9 Q 

II / 1Z3 


Strand 






cf a r f- 


1 


End 


4435 




Name 


OJ000313 28.0420.C19.ol.np 


Method 


AAT/NAP 


H 


Start 


1 


End 


194 6 




GI 


6539553 


Score 


3330 






1..1946 








bl Ucbtlip. 


TAP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 






(D85597) [Oryza sativa] gi | 6539590 | dbj 


IBAA88206. 1| (AP000837) 


r 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 






[Oryza sativa] 








Seq. No. 


55951 


Seq. ID 


OJ000313_28.0420.C19 




Gene No. 


117129 


Strand 






OLdl L 


1 


End 


4435 




Name 


OJ000313 28.0420.C19.ol.ts 


Method 


TBLASTX : Soybean 




Of- -a yf- 

0 t. dx L. 


3 


End 


260 




■ bl 


none 


Score 


61 • 




R v ah c 
Cj AtJIl 0 


3. .35, 36. .260, 81. .251, 82. 


.252 






Q Mo 


55951 


Seq. ID 


OJ000313_28.0420.C19 




Gene No. 


117129 


Strand 






Start 


1 


End 


4435 




Name 


OJ000313 28.0420.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


6 


End 


405- 




GI 


none 


Score 


111 




Exons 


6. .182, 9. .194, 47. .193, 156 


..404, 171 


..404, 334. .405 



56455 



Seq. No. 


55951 






Seq. ID 


OJ000313_28.0420.C19 


bene lnu . 


1 1 7 1 9 Q 






Cf v-anH 






1 






tna 


4 4 JO 


Name 




• b X :? . o j 


fm 


rieu noa 


TT3T Zi QTY • Ma -1 7a 
1 £5XjH.O 1 A . L v Ja lZc 


Q-t- a r-+- 


4ft 
fl o 






Lno 


A P 9 

4 O ^ 


PT 
bX 


none 






Score 


ft A 


Exons 


A Q AQO "7^ OTQ 










Seq. No. 


55951 






Seq. ID 


OJ000313_28.0420.C19 


bene lno . 


IX / X :? 






Strand 






i 

X 






End 


A A 1 R 
4 4 J J 


Name 


UJUUUjij ZO.U4ZU 


,C19.ol 


.gs 


Method 


bbLNob/iLN 


OLait 


y 4 






End 


A A 

4 4 JJ 


bX 


none 






Score 


77 


Exons 


27 4 . . X O j O , . . 


2187, 2239.. 2375, 3835 


A 1 ^ft 4 1 R4 AAl^i 

. • 4 X JO , 41J4 . , 4fi JJ 


Seq. No. 


55951 






Seq. ID 


OJ000313_28.0420.C19 


bene lno . 


117129 






Strand 




C -t- -i v-+- 


1 






End 


A A *5 ^ 
4 4 JJ 


N3me 


OJ000313 28.0420 


.C19.o2 


. ts 


Method 


1 DXjrio 1 a . ooyDean 


C -I- -i 


270 






End 


Djd 


PT 

bX 


none 






Score 


ft ft 
0 0 


Exons 


270.. 518,. 501.. 656 








Seq. No. 


55951 






Seq. ID 


OJ00031-3_28.0420.C19 


Gene No . 


117129 






Strand 




otart 


1 






End 


4435 


Name 


OJ000313 28.0420 


.C19.ol 


. tm 


Method 


TBLASTX: Maize 


o tar t 


683 






End 


1005 


bX 


none 






Score 


387 


Exons 


683. .850, 684. .998, 685 


. .978, 


751. .1005 


Seq. No. 


55951 






Seq. ID 


OJ000313_28.0420.C19 


bene lno . 


117129 






Strand 




Cf a v+- 


1 






End 


4435 


Name 


OJ000313 28.0420 


.C19.o2 


.tm 


Method 


TBLASTX: Maize 




1504 






End 


1817 


b J. 


none 






Score 


297 


Exons 


1504.. 1809, 1506 


. .1817 








Seq.- No. 


55951 






Seq. ID 


OJ000313_28.0420.C19 


bene lno . 


117129 






Strand 




Of a v-f 
O T_ a. J. L 


1 






End 


4435 


Name 


OJ000313 28.0420 


.C19.o2 


. tw 


Method 


TBLASTX: Wheat 


Of a >~+- 


1565 






End 


1952 


pit 

bX 


none 






Score 


254 


Exons 


1565.. 1894, 1566 


. .1952, 


1567.' 


.1941 




Seq. No. 


55951 






Seq. ID 


OJ000313_28.0420.C19 


Gene No. 


■ 117129 






Strand 




Start 


1 






End 


4435 


Name 


OJ000313 28.0420 


.C19.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


294 6' v 






End 


3285 


GI 


none 






Score 


140 


Exons 


2946.. 3251, 2947 


. .3213, 


3099. 


.3251, 3190. .3285, 3243. .3284 



56456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



Seq. ID OJ000313_28.0420.C19 
Strand - . 

4435 
AAT/NAP 
3406 
326 



55951 
117129 
1 

OJ000313_28.0420.C19.o2.np 
2955 
4522005 
2955. .3406 

(AC007069) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



End 

Method 

End 

Score 



55952 
117130 
1 

OJ000313_28.0420.C20.ol.np 

1 - 

5257279 
1. .1328 

(AP000364) Similar to Transposon MAGGY- gag and pol gene 
•homologues. (L35053) [Oryza sativa] 



Seq. ID OJ000313_28.0420.C20 
Strand 

End 1328 

Method AAT/NAP 

End 1328 

Score 4 60 



55952 

117130 

1 

OJ000313_28.0420.C20-;-ol.gs 

798 

none 

798. .1148 



Seq. ID OJ000313_28.0420.C20 
Strand 

End . 1328 , 

Method GENS-GAN : 

End 114 8 

Score .41 



;~ Seq. No. 55953 

^ Gene No. 117131 

W Start 872 

F LJ Name OJ000313_28 . 0420 . C21 . ol . gs 

s ~ Start 872 

?=, GI none 

)i Exons 872.. 1038, 1144.. 1972 



Seq. ID OJ000313_28.0420.C21 
Strand 

End 1972 

Method GENSCAN 

End 1972 

Score .84 



Seq. No. 55953 
Gene No. . 117131 
Start 872 

Name OJ000313_28 . 0420 .C21 . ol .np 

Start 1542 
GI 7228448 
Exons 1542.. 1818, 1858.. 1938 

GI Descrip. (AP001366) ESTs AU068685 (C30691 ) , AU068 684 (C30691 ) correspond to 
a region of the predicted gene.; Similar to Genomic sequence for 
Arabidopsis thaliana BAC F21J9, F21J9.24. (AC000103) [Oryza 
sativa] 



Seq. ID OJ000313_28.0420.C21 
Strand 

1972 
AAT/NAP 
1938 
153 



End 

Method 

End 

Score 



Seq. No. 55954 

Gene No. 117132 

Start 2493 

Name OJ000313_28 . 0420 . C22 . ol . t.m 

Start 24 93 

GI none 
Exons 



Seq. ID OJ000313_28.0420.C22 
Strand 

End 2710 

Method TBLASTX: Maize 

End 2710 

Score 47 



2493. .2555, 2494. .2562, 2495. .2557, 2548. .2709, 2565. .2657, 
2567. .2710, 2567. .2710 



56457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000313_28.0420.C23 

Strand + 

End 7840 

Method AAT/NAP 

End 965 

Score 95 



55955 
117133 
1 

OJ000313_28 .0420.C23.ol.np 
1 

4680339 
1. .21, 675. .965 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



55955 

117133 

1 

OJ000313_28 . 0420.C23.ol.gs 

115 

none 

115. .927 



Seq. ID OJ000313_28.0420.C23 

Strand + 

End 7840 

Method GENSCAN 

End 927 

Score ' .79 



Seq. No. 

Gene No. 

Start 

Name 
^ Start 
U GI 
sJ Exons 
Eil 

fij GI Descrip. 



55955 Seq. ID 

117133 . Strand 
1 End 
OJ000313_28 .0420.C23.o2.np Method 
193 End 
1351856 • Score 

193.. 225, 1262.. 1312, 1638.. 1690, 1848. 
3121..3219, 4334. .4530, 4669.-4824, 7778. .7840" 
ACONITATE HYDRATASE, CYTOPLASMIC {CITRATE HYDRO-LYASE) 
(ACONITASE) gi | 868003 | dbj IBAA06108 | (D29629) aconitase 
[Cucurbita sp.] 



OJ000313_28 .0420.C23 
+ 

7840 
AAT/NAP 
7840 
344 

.1989, 2943.'. 3077, 



W Seq. No. 

ril Gene No. 

_~ Start 

?« Name 

H Start 

y . gi 

Exons 



55955 Seq. ID 

117134 Strand 

2036 End 

OJ000313_28 . 04 20.C23.ol .tc Method 

1635 End 

none Score 



OJ000313__28.0420.C23 
6747 

TBLASTX: Cress 

4943 

65 



1635. .1688, 2943. .3059, 2945. .3064, 3120. .3200, 3120. .3200, 
3136. .3201, 4384. .4440, 4385. .4435, 4440. .4511, 4441. .4488, 
4700. .4750, 4755. .4907, 4757.^4807, 4775. .4930, 4896. .4943 



Seq. No. 55955 
Gene No. 117134 
Start 2036 

Name OJ000313_28 . 0420 . C23 . ol . tm 

Start 1936 
GI none 

Exons 1936.. 1992, 2943.. 3062, 2945. 

.3136. .3201, 4384. .4452, 4384. 
4700. .4750, 4755. .4907, 4757. 
4904 . .4945- 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 28.0420.C23 



6747 

TBLASTX: Maize 
4970 
69 

3064, 3111. .3200, 3114, 
4440, 4440. .4487, 4441. 
4807, 4775. '.4903, 4896. 



.3200, 
.4488, 
.4970, 



Seq. No. 55955 

Gene No. 117134 

Start 2036 

Name OJ000313_28 . 04 20 . C23 . ol . ts 

Start 1936 

GI none 
Exons 



Seq. ID OJ000313_28.0420.C23 
Strand 
End 

Method 
End ' 
Score 



6747 

TBLASTX : Soybean 

4970 

65 



1936. .1992, 2943. .3059, 2945. .3064, 3120. .3200, 3136. .3201, 



56458 




4384. .44 40, 4385. . 4438 , -4 44 1 . . 4 488 , 4 679. .46.96, 4699. .4755, 
4700. .4750, 4755. .4907, 4757, .4807, 4775.-4945, 4848. .4877,. 
4896. .4970 



Seq. No. 










beq. iu 


UJUUUoU Zo 


t\ A Od 

. U4 ZU . 


r*o o 
CZo 


Gene No. 


11 / 1 








btrana 








b tart 


ZUOO 








Apia 


6747 






Name 


OJUUUJ1,} zo . 


ha on 
U4ZU 


no *5 o 
. LZ j . OZ 


.gs 


Method 


GENSCAN 






Start 


2036 








End 


6747 






GI 


none 








Score 


.59 






Exons 


ZUOO . . Zl 0 / , 


Z jZD 


. . ZD 1Z , 


DO / D 


. .6747 








Seq. No. 


C C (1 c c 








Seq. ID 


OJ000313_28 


.0420. 


POO 

CZ J 


Gene No . 


I 1 "7 1 "3/1 

II / 1 








Strand 








btart 










End 


6747 






Name 


UJUUU jij Zo . 


n a o n 
U 4 z u 


POO 

. UZ j . Ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4755 








End 


4970 






GI 


none 








Score 


181 






Exons 


4 / j j . . 4 yu / , 


4 / o 4 


. . 4 you , 


A Q Q C 

4 o y D 


. .4970, 4904. .4969 






Seq. No. 


r r nr r 

ooyoo 








Seq. ID 


OJ000313_28 


.0420. 


no o 
CZo 


Gene No. 


11/ 1 J4 








Strand 


- 






Start 


ZUJo 








End 


6747 






Name 


OJ0U0313 Zb . 


04 ZU 


.-CZ o . Ol 


.gp 


Method 


AAT/GAP 






Start 


5818 








End 


6147 






GI 


2311342 ■ 








Score 


C O A 

Do4 






Exons 


oolo . . ol4 / 
















Seq. No. 


c c rt c c 

55956 








Seq. ID 


OJ000313_28 


.0420. 


C24 


Gene No. 


11 / loo 








Strand 


- 






otart 


c. o q 

ozy 








End 


641 






Name 


OJUUUJlo Zo . 


U4 ZU 


. CZ 4 . Ol 


. gs 


Method 


GENSCAN 






Start 


529 








End 


641 






GI 


none 








Score 


.51 






Exons 


529. .641 
















beq. no. 


55957 








Seq. ID 


OJ000313_28 


.0420. 


Czo 


Gene No . 


■ ' 117136 








' Strand 


+ 






b tart 


320 








End 


1288 






Name 


OJ000313 28. 


0420 


.C25.ol 


. gs 


Method 


GENSCAN 






Start 


320 








End 


1288 






GI 


none 








Score 


.68 






Exons 


320. .419, 1013.. 


1072, 1240.. 


1288 








beq. no. 


55958 








Seq. ID 


OJ000313_28 


.0420. 


n o a 
LZ 0 


Gene No . 


117137 








Strand 








Start 


638 








End 


679 






Name 


OJ000313 28. 


0420 


.C26.ol 


.gs 


Method 


GENSCAN 






Start 


638 








End 


679 






GI 


none 








Score 


.9 






Exons 


638. .679 
















Seq. No. . 


55959 








Seq. ID 


OJ000313_28 


.0420. 


C28 


Gene No. 


117138 








Strand 








Start 


4 80 








End 


910 




Name 


OJ000313 28. 


0420 


.C28.ol 


.gp 


Method 


AAT/GAP 






Start 


480 








End 


910 







56459 



GI 101781_1.R1084 Score . 756 

Exons 480.. 910 

GI Descrip. 1 3135074 /emb-| CAA69252 | 0.0e+00 (Y07955) anthocyanidin synthase 
[Oryza sativa] 1 



is? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI ^ ■ 

Exons 

GI Descrip. 

Seq. No. 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 



55960 

117139 

430 

OJ000313_28.0420.C29.ol.gs 

430 

none 

430.. 610, 723. .771, 869. .1335 

55960 

117139 

430 

OJ000313_28 .04 20.C29.ol.np 
461 

4127372 



Seq. ID OJ000313_28..J3420.C2 9 

Strand + 

End 1335 

Method GENSCAN 

End 1335 

Score .93 



Seq. ID OJ000313_28.0420.C29 

Strand + 

End 1335 

Method AAT/NAP 

End 1332 

Score , 553 



461. .610, 723. .771, 869. .1332 

(AJ010454) glutathione transferase [Alopecurus myosuroides] 



55960 
117139 
4 30 

OJ000313_28 .0420.C2 9.ol.tm 

461 

none 



Seq. ID OJ000313_28.0420.C29 

Strand + 

End 1335 

Method TBLASTX: Maize ' 

End 1317 

Score 140 



461. .610, 722. .769, 723. .770, 855. .938, 886. .1131, 916. .1131, 
1146. .1220, 1147. .1224, 1233. .1316, 1234. .1317 



Seq. No. 55960 

Gene No. 117139 

Start 430 

Name OJ000313_28 . 0420 . C29 . ol . ts 

Start 509 

GI none 
Exons 



Seq. ID OJ000313_28.0420.C29 

Strand + 

End 1335 

Method TBLASTX : Soybean 

End 1215 

Score 61 s 
509.'. 601, 720. .770, 856. .909, 952. .1143, 1053. .1193, 1147. .1215 



Seq. No. 55960 

Gene No. 117139 

Start 430 

Name OJ000313_28 . 0420 . C29 . ol . tw 

Start 557 

GI- none 
Exons 



Seq. ID OJ000313_28.0420.C29 

Strand + 

End . 1335 

Method TBLASTX : Wheat 

End 1317 

Score 66 



557. .610, 722. .769, 723. .770, 868. .918, 916. .1083, 916. .1002, 
1063. .1131, 1146. .1220,- 1147. .1224, 1234 .. 1317 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



55960 

117139 

430 

OJ000313_28.0420.C29.ol.tc 

720 

none 



Seq. ID OJ000313_28.0420.C29 

Strand + 

End 1335 

Method TBLASTX : Cress 

End 1320 

Score 57 



720. .770, 868. .912, 952. .1131, 1147. .1212, 1255. .1320 



Seq. No. 



55961 Seq. ID OJ000313_28 . 0420 . C30 

564 60 



Gene No. 117140 Strand 

Start 1 End 1338 

Name OJ000313_28 . 0420 . C30 . ol . gp Method AAT/GAP 

Start 1 End 1338 

GI 3135073 Score 2612 

Exons 1..1338 

GI'Descrip. 3135074 /emb | CAA692'52 I 0.0e+00 (Y07955) anthocyanidin synthase 
[Oryza sativa] 



Seq. No. 55961 

Gene No. 117140 

Start 1 

Name OJ000313_28 . 0420 . C30 . ol . gs 

Start 159 

GI none 

Exons 159.. 1286 



Seq. ID OJ000313_28.0420.C30 
Strand 

End 1338 

Method GEN SCAN 

End 128 6 

Score .99 



Seq. No. 55961 
Gene No. 117140 
Start 1 

Name OJ000313_28 . 0420 . C30 . ol . np 

Start ' 162 

GI 7433187 
Exons 162.. 1286 

GI Descrip. leucoanthocyanidi'n dioxygenase (EC 1.14.11.-) - rice 

gi | 3135074 | emb] CAA6 9252 . 1| (Y07955) anthocyanidin synthase 
[Oryza sativa] 



Seq. ID OJ000313_28.0420.C30 
Strand 

1338 
AAT/NAP 
1286 
1914 



End 

Method 

End 

Score 





Seq. No. 


55961 






Seq. ID 


OJ000313_28.0420 


.C30 




Gene No. 


117141 






Strand 








Start 


2864 






End 


6686 






Name 


OJ000313 


28.0420.C30.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


219 






End 


1268 




r rr 


GI 


none 






Score 


216 






Exons 


219. .269, 


291. .641, 343. 


. 618, 


657. .1037, 1182. .1268 






Seq.. No.. 


55961 






Seq. ID 


OJ000313_28.0420 


.C30 




Gene No. 


117141 






Strand 






r "i 


Start 


2864 






End 


6686 




i a? 


Name 


OJ000313 


28.0420.C30.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


240 






End 


644 






GI 


none 






Score 


360 






Exons 


240. .269, 


285. .644, 346. 


.621, 


498. .644 








Seq. No. 


55961 






Seq. ID 


OJ000313_28.0420 


.C30 




Gene No. 


117141 






Strand 








Start 


2864 






End 


6686 






Name 


OJ000313 


28.0420.C30.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


288 






End 


1268 






GI 


none 






Score 


110 






Exons 


288. .335, 


318. .644, 349. 


.606, 


759. .103 


1, 1173. .1268 






Seq. No. 


55961 






Seq. ID 


OJ000313_28.0420 


.C30 




Gene No. 


117141 






Strand 








Start 


2864 






End 


6686 






Name 


OJ000313 


28.0420.C30.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


954 






End 


1268 





56461 



GI 

Exons 



none 

954.. 1037, 966.. 1037, 1027, 
1210. .1245 



Score 54 
1044, 1107. .1268, 1108. .1134, 



Seq. ID OJ000313_28.0420.C30 
Strand 
End 

Method 
End 
Score 



6686 
AAT/NAP 
6686 
397 



Seq. No. 55961 
Gene No. 117141 
Start 28 64 

Name OJ000313_28 . 04 20 . C30 . o2 . np 

Start 2486 
GI 6069646 
Exons 2486.. 3322, 6619.. 6686 

GI Descrip. (AP000616) ■ similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907 1 12 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



?3* 



I : = 



Seq. No. 


55961 








Seq*' ID 


OJ000313 


Gene No. 


117141 








-Strand 




otart 


o q a a 








End 


6686 . 


Name 


UJ UUUolo Z o . 


n a on 
, U4 ZU 


pon —o 
. LjU . OZ 


. tm 


Method 


TBLASTX : 1 


Start 


ZD to 








End 


3030 


GI 


none 








Score 


75 


Exons 


Zo/o.-Zo/o, 


01 OR 
Z f ZD 


. . z y o / , 


Z / O / . 


.2928, 2789..2968, 


Seq. No. 


55961 








Seq. ID 


OJ000313 


Gene No. 


117141 








Strand 




btart 


Z o o4 








End 


6686 


Name 


OJUUU Jlo zo , 


ri a on 
. U4ZU 


. C . Ol 


. tw 


Method 


TBLASTX:! 


btart 


on a a 
Z 1 b4 








End 


2932 




none 








Score 


78 


Exons 


z / d4 . . z y ji , 


on QQ 

z i yo 


. . z yjz 








o c q • ln u . 


55961 








Seq. ID 


OJ000313 


Gene No. 


117141 








Strand 




Start 


28<$4 








End 


6686 


Name 


OJ000313 28. 


.0420 


.C30.o2 


.gs 


Method .; : 


'i' GEN SCAN 


Start 


2864 








■End 


6657 


GI 


none 








Score 


.47 


Exons 


2864. .2980, 


3372 


. .3394, 


3552. 


.3722, 4457. .4514, 




6551. .6657 












Seq. No. 


55962 








Seq. ID 


OJ000313 


Gene No. 


117142 








Strand 




Start 


828 








End 


969 


Name 


OJ000313 28, 


.0420 


.C31.ol 


.gs 


Method 


GEN SCAN 


Start 


828 








End 


969 


GI 


none 








Score 


. 63 


Exons 


828. .969 












Seq. No. 


55963 








Seq. ID 


OJ000313_ 


Gene No. 


117143 








Strand 




Start 


380 ' 








End 


1309 


Name 


OJ000313 28. 


,0420 


.C32.ol 


.gs 


Method 


GENSCAN 


Start 


380 








End 


1127 


GI 


none 








Score 


. 67 


Exons 


380. .484, 774. .903, 991 


. .1127 







564 62 




Seq. No. 55963 

Gene No. 117143 

Start 380 

Name OJ000313_28 . 0420 . C32 . ol 

Start 392 

GI none 

Exons 392.-493, 756.. 908, 772 

"Seq. No. 55963 

Gene No. 117143 

Start 380 

Name OJ000313_28 . 04 20 .C32 . ol 

Start 419 

GI none 

Exons 419.. 487, 425.. 493, 759 
985. .1242 




Seq. ID OJ000313_28.0420.C32 
Strand 

End 1309 

.tc Method TBLASTX : Cress 

End 1257 . 

Score 95 -*v- 
..909, 984. .1241, 985. .1257 

Seq. ID OJ000313_28.0420.C32 
Strand 

End 1309 

.tm Method TBLASTX : Maize 

End 1244 

Score 73 
..905, 771. .905, 772. .906, 984. .1244, 



Seq. No. 

Gene' No. 

Start 

Name 
„ Start 
U GI 
Q- Exons 
fnj GI Descrip. 



^ Seq. No. 

W Gene No. 

%3 Start 

fjj" Name 

[** Start 

= ~ GI 

— Exons 



55963 

117143 

380 

OJ000313_28.0420.C32.ol.gp 
424 

98611 1.R1084 



Seq. ID OJ000313_28.0420.C32 
Strand 

End 1309 

Method AAT/GAP 

End 1107 

Score 540 



424. .484, 774. .905, 992. .1107 . 

, 5670315/gb|AAD46681.1|AF170909_l 1.0e-65 (AF170909) SYNC1 
protein [Arabidopsis thaliana] 1 



55963 . 

117143 

380 

OJ000313_28.04 20.C32.ol.ts 

425 

none 



425. .493, 427. .495, 42S 
985. .1029 



Seq. ID OJ000313_28.0420.C32 
Strand 

End 1309 

Method TBLASTX : Soybean 

End 104 6 

Score 62 



,487, 771. .905, 772. .906, 984. .1046, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55963 
117143 
380 

OJ000313_28.0420.C32.ol.np 
426 

5670315 

426. .484, 774. .903, 991. .1309 

(AF170909) SYNC1 protein [Arabidopsis thaliana] 



Seq. ID OJ000313_28.0420.C32 
Strand 

End 1309 

Method AAT/NAP 

End 1309 

Score 456 



55963 
■ 117143 
380 

OJ000313_28.0420.C32.o2.ts 

1055 

none 



Seq. ID OJ000313_28. 042O/C32 
Strand 

End 1309 

Method TBLASTX : Soybean 

End 1257 

Score 86 



1055. .1249, 1055. .1087, 1056. .1244, 1069. .1257, 1156. .1248 



Seq. No. 
Gene No. 
Start 



55964 

117144 

1 



Seq. ID OJ000313_28.0420.C34 
Strand 

End 1050 



56463 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 



OJ000313_28 . 0420 . C34 . ol .np Method AAT/NAP 
1 - End 1050 

1707007 Score 1079 

1. .1050 

(U78721) hypothetical protein [Arabidopsis thaliana] 



55964 Seq. ID 

117144 Strand 
1 End 
OJ000313_28. 0420.C34 .ol.tc Method 
1 End 
none Score 

1..588, 80. .148, 325. .495, 640. .669 



OJ000313_28.0420.C34 
1050 

-T.BLASTX: Cress - 

669 

57 ' 



Seq. No. 55964 Seq. ID 

Gene No. 117144 Strand 

Start 1 End 

Name OJ000313_28 . 0420 . C34 . pi . ts Method 

Start 1 End 

GI none Score 

Exons 1..501, 263.. 469 



OJ000313_28.0420.C34 
1050 

TBLASTX : Soybean 

501 

85 



Seq. No. 55964 . Seq. ID 

Gene No. 11714 4 " Strand 

Start .1 v r ■ End 

Name OJ000313_28 . 0420 . C34 . ol . tm Method 

Start 4 End 

GI none Score 
Exons 



OJ000313_28.0420.C34 
1050 

TBLASTX: Maize 

999 

66 



4. .807,- 80. .142, 326 . . 808 , .478 . . 846, 496. . 684, 512. .838, 
715. .987, 715. .915, 814. .999, 826. .993 



Seq. No. 55964 Seq. ID 

Gene No. 117144 Strand 

Start 1 End 

Name 0JOOO313_28 . 0420 . C34 . ol . gs Method 

Start 127 > End 

GI -none . Score 

Exons 127. .275, 816. . 972 



OJ000313_28 . 0420. C34 

1050 
GENSCAN 
972 
.44 



Seq. No. 55964 

Gene No. 117144 

Start 1 

Name OJ000313_28 . 0420 . C34 . ol . tw 

Start 374 

GI none 
Exons 



Seq. ID OJ000313_28 .0420.C34 
Strand 

End 1050 

Method . TBLASTX : Wheat 

End 999 

Score 147 



374. .808, 379. .849, 736. .999, 892. .981, 926. .988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

, Exons 

Seq. No. 
Gene No. 



55964 

117144 

1 

OJ000313_28. 0420.C34 .o2.ts 

502 

none 



Seq. ID OJ000313_28.0420.C34 
Strand 

End 1050 

Method TBLASTX : Soybean 

End 999 

Score 74 



502. .879, 503. .631,' 722. .868', 754. .909, 958. . 999. 



55965 
117145 



Seq. ID OJ000313_28.0420.C35 
Strand + 



56464 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



End 

Method 
End • 
Score 



948 

AAT/NAP 
948 
328 



OJ000313_28.0420.C35.ol.np 
1 

5257279 
1..286, 905. .948 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



55965 Seq. ID 

11714 6 Strand 

9 End 
OJ000313_28.0420.C35.ol.gs Method 

9 ■ End 

none Score 
9. .127, 661. .737 

55965 Seq. ID 

117146 Strand 

9 r End 
OJ000313_28.0420.C35.ol.tm Method 

19 End 

none Score 
19. .276 



OJ000313_28.0420.C35 
737 

GENS CAN 

737 

.65 



OJ000313_28.0420.C35 
737 

TBLASTX: Maize 

276 

186 



Seq. No. • 55965 Seq. ID 

Gene No. 117146 * Strand 

Start 9 End 

Name OJ000313_28 . 0420 . C35 . ol . tw Method 

Start 19 End 

GI none Score 

Exons 19.. 315, 19.. 222 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55965 Seq. ID 

117146V Strand 

9 ' End 
OJ000313_28.0420.C35.ol.ts . Method. 

4 6 ■ End 

none Score 

46. .84, 82. .294, 84. .296 



OJ000313_28.0420.C35 
737 

TBLASTX: Wheat 

315 

218 



OJ000313_28.0420.C35 
737 

TBLASTX: Soybean 

2.96 1 ' 

50 



55966 Seq. ID 

117147 Strand 

1 End 
OJ000313_28 . 0420 . C36 . ol . np Method 

1 End 

6997177 Score 
1..694 

(AC023839) hypothetical protein [Arabidopsis thaliana] 



OJ000313_28.0420.C36 
+ 

747 

AAT/NAP 
694 
546 



55966 Seq. ID 

117147 Strand 

1 End 

OJ000313_28 .0420 . C36 . ol . tm Method 

42 End 

none Score 



OJ000313_28.0420.C36 
+ 

747 

TBLASTX: Maize 

522 

44 



42. .77, 43. .81, 82. .417, 91. .192, 99. .344, 414, 
457. .522 



,455, 415. .477, 



56465 



Seq. No. 


- 55966 




Seq. ID 


OJ000313_28.0420 


.C36 


Gene No . 






otrana 


+ 




btart 


1 






n ah 
1 H I 




Name 


UJUUUol o 


. U4ZU.tJD.Ol.tW 


Method 


mnT 7\ C TV ■ IYTV-. 4- 

i riiiAo i a : wnea c 




b tar l 


Q c 

y d 






c; i n 

D1U 




tal 


none 




Score 


1 ft^ 




Exons 




Q7 OT) 1HQ OQO 


Zoo . . OIU r 


oqq cin 
Zo J . . OIU 




Seq. No. 


55966 




Seq. ID 


OJ000313_28.0420 


.C36 


i^ene ino . 


1 1 T1 /IT 
X 1 / J. *i f 




OLianQ 








1 




hina 


7 A 7 




Name 


UJ UUU jl J 


oq nyi on ^ i ~„ 
Zo . Uft^u . Ljd . oi . gs 


Method. 


p Truer" am 




btarc 


1 U 0 




Liia 


7/17 




Vjl 


none 




Score 






Exons 


1 U D . . / 4 / 










Seq. No. 


55967 




Seq. ID 


OJ000313_28.0420 


.C37 


Gene No. . 


117148 




Strand 


+ 




Start 


835 




End 


1660 




Name 


OJ000313 


28.0420.C37.ol.gs 


Method 


GEN SCAN 




Start 


835 




End 


1660 




GI 


none 




Score 


.75 




Exons 


835. .888, 


914.. 11*2, 1176.. 


1294 7 1531. 


.1660 





Seq. No. 55967 

Gene- No. 117149 

Start 6229 

Name OJ000313_28 . 0420. C37 . o2 . gp 

Start 6229 

GI 61605_3.R1084 

Exons 6229.. 6529 

GI Descrip. ' 1402920/emb | CAA66965 I 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ000313_28.0420.C37 

Strand + 

End 6529 

Method AAT/GAP 

End 6529 

Score 4 46 



Seq. No. 55967 

Gene No. 117150 

Start 36 

Name OJ000313_28 . 0420 . C37 . ol . gp 

Start 36 

GI 288_16.R1084 
Exons . 36. . 160 

GI Descrip. ' 1658313/emb | CAA70174 | 4.0e-18 (Y08987) osr40g2 [Oryza sativa] ' 



Seq. ID OJ000313_28.0420.C37 
Strand 

End 160 

Method AAT/GAP 

End 160 

Score 207 



Seq. No. 55967 

Gene No. 117151 

Start 10128 

Name OJ000313_28 \ "0420 . C37 . ol . tm ■ 

Start 10019 

GI none 
Exons 



'Seq. ID OJ000313_28 .0420.C37 
Strand 

End 11573 

Method TBLASTX: Maize 

End 10792 

Score 18 6 



10019. .1004 8, 10028. .10228, 10033. .10230, 10090. .10383, 
10131. .10397, 10385. .107 92, 10404. .107 90 



Seq. "No. 55967 

Gene No. 117151 

Start 10128 

Name OJ000313_28 . 0420 . C37 . ol . np 



Seq. ID OJ000313_28.0420.C37 

Strand ' - 

End 11573 

Method AAT/NAP 



56466 



Start 10128 End 11573 

GI 6630685 Score 1891 

Exons 10128. . 11573 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. 
[Oryza sativa] 



(AF105716) 



Seq. No. 55967 

Gene No. 117151 

Start 10128. 

Name OJ000313_28 . 0420 . C37 . ol . tc 

Start 10146 

GI none 
Exons 



Seq. ID OJ0003.13_28.0420.C37 



Strand 
End 

Method 

End 

Score 



11573 

TBLASTX: Cress 

10600 

75 



10146. .10373, 10198. .10365, 10400 .. 10510 , 10514.. 10600 





Seq. No. 


55967 




Seq. ID 


OJ000313_28.0420, 


.C37 




Gene No. 


117151 




Strand 








Start 


10128 




End 


11573 






Name 


OJ000313 28.0420.C37 


.o2 . ts 


Method 


TBLASTX : Soybean 






Start 


10155 ■ 




"End 


10783 






GI 


none 




Score 


69 






Exons 


10155 . . 10367, 10192 . 


. 10359, 


-10385. . 10783, 104 00. .10771, 








10407 . . 10778 










f T 


Seq. No. 


55967 




Seq. ID 


OJ000313_28.0420, 


.C37 




Gene , No. 


117151 




■ Strand 






[fl 


Start 


10128 




End 


11573 






Name 


OJ000313 28.0420.C37 


. o2 . tw 


Method 


TBLASTX: Wheat 




[y 


Start 


10547 




End 


10978 






GI 


none 




Score 


98 




* z. 


Exons 


10547. .10804, 10817. 


. 10978 








%^ 


Seq. No. 


55967 




Seq. ID 


OJ000313_28.0420. 


.C37 


= 


Gene No. 


117151 




Strand 








Start 


10128 




End 


11573 






Name 


OJ000313 28.0420.C37 


. o2 . tm 


Method 


TBLASTX: Maize 




' 


Start 


10916 




End 


11347 




r.~ 


GI 


none 




Score 


306 




%J 


Exons 


10916. :11347, 10917. 


;11339, 


11047. .11340 




f =f 


Seq. No. 


-55967 




Seq. ID 


OJ000313_28.0420, 


.C37 




Gene No. 


117151 




Strand 








Start 


10128 




End 


11573 






Name 


OJ000313 28.0420.C37 


.ol .ts 


Method 


TBLASTX: Soybean 






Start 


11154 




End 


11572 






GI 


5509.260 




Score 


228 






Exons 


11154 . .11438, 11154. 


.11417, 


11159. .11437, 11162. .11452, 








11431. .11571, 11440. 


.11571, 


11450. . 11572 






GI Descrip. 














Seq. No. 


55967 




Seq. ID 


OJ000313_28.0420, 


■ C37 




Gene No. 


117151 




Strand 








Start 


10128 




End 


11573 






Name 


OJ000313 28.0420.C37 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


11162 




End 


11550 






GI 


none 




Score 


90 






Exons 


11162. .11338, 11168. 


. 11440, 


11169. . 114 38, 11182. .114 42, 








11380. .11439, 11381. 


. 11440, 


11410. . 11502, 114 34 . .11514, 





56467 




11441. . 11509, 11515. .11541, 11521. .11550 



Seq. No. 


C C O £ *7 

o o y b / 


beq. id 


UJUUUJ1J Zo.U^ZU. 


Lj / 


Gene No. 


117151 


Strand 






Start 


10128 


End 


I 1 C "7 O 

I I D /3 




Name. 


OJ00031J zo . U4 zU . C3 / . o3 . tm 


Method 


TBLAbXX : Maize 




btart 


i i OCA ' 




1 lODO 




GI 


none 


Score 


loo 




Exons 


11360. .114 37, 11440. .11568 








Seq. No. 


DO y DO 


beq. id 


UJUUU4UJ ZZ. U4iy. 


LI 


Gene No. 


I 1 "7 1 C O 

II /loz 


Strand 


+ 




Start 


54 3 


End 


O H 1 T 

ZU 1 / 




Name 


UJUUU4U3 zz . U4 l y . oi . oi . gs 


Method 






Start 


54 3 


End 


O A 1 *7 

ZU 1 / 




GI 


none 


Score 


*7 T 
. / 1 




Exons 


c/io i d n o icon i mc 
543. .o/4, 14L)o..l53y, 1/yo.. 


o n i n 
ZU1 / 






.beq . . no . 


55:9.68 


" Seq. ID 


OJ000403_22.0419. 


c 1 

L/l 


Gene No . 


117153 


Strand 






Start 


902 


End 


5295 




Name 


OJ000403 22.0419.Cl.ol.np 


Method 


AAT/NAP 




Start 


902 


End 


5295 




GI 


-60 168 7 4 


Score 


1798 




Exons 


902.. 921, 2779. '.3025, 3475.. 


3831, 3949, 


. .4128, 4522. .4681 






5072. .5295 








GI Descrip. 


(AP000570) ESTs C19143 (E10020)'., D25076 (R3116) correspond 


to 




region of the predicted gene 


. ; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


55968 


Seq. ID 


OJ000403_22". 0419. 


CI 


Gene No. 


117153 


Strand 






Start 


902 


End 


5295 




Name 


OJ000403 22.0419.Cl.o2.gs 


Method 


GENSCAN 




Start 


3488 


End 


5207 




GI 


none 


Score 


.55 




Exons 


" 3488. .4128, 4522. .4681, 5072 


. .5207 






beq. no. 


55968 


Seq. ID 


OJ000403_22.0419. 


L,l 


Gene No . 


117153 


Strand 






Start 


902 


End 


5295^ 




Name 


. OJ000403 22.0419.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


3554 


End 


3797 




GI 


none 


Score 


97 




Exons 


3554. .3787, 3639..3797 








Seq. No. 


55968- 


Seq. ID., 


■OJ000403_22.0419. 


CI 


Gene No. 


' 117153 


Strand 






Start 


902 


End 


5295 




Name 


OJ000403 22.0419.Cl.o4 .tm 


Method 


TBLASTX: Maize 




Start 


3909 


End 


4261 




GI 


none 


Score 


136 




Exons 


3909.. 4250, 3980.. 4261 








Seq.- No. 


55968 


Seq. ID 


OJ000403_22.0419. 


CI 


Gene No. 


117153 


Strand 






Start 


902 


End 


5295 





56468 



Name 


0JUUU4UJ zz.U4iy 


i — o -4-™ 

. Cl . o J . tm 


\A _ 4- — rt rt! 

Method 


I biiAb l a : Maize 


Start 


4 4 bo 






Anon 
4 / oU 


GI 


none 




Score 


1U b 


Exons 


44bb..4byo, 44b/ 


/ cqc AH C\£. 

. . 4 bo o , 4/Ub. 


a n q n 




O rt rt- Mn 

beq. no. 


55968 




oeq. lu 


r\ t n n n a c\ *5 o o n/ i q pi 
VJJUUU4UJ zz.U4iy.ci 


Gene No. 


117153 




Strand 




Q •)- -a >- +- 


902 




End 


ro q r 


Name 


OJ000403 22.0419 


.Cl.ol.gp 


Method 


AAT/GAP 


Start 


4471 




End 


4979 


bl 


uC-osflcypll0c07bl 


Score 


958 


Exons 


4471. .4979 








GI Descrip. 


' 4 680178/gb|AF111709. 1 IAF111709 5.0e-l 


Bl Oryza sativa subsp. 




indica Retrosat 


1 retrotransposon and 


Ty3-Gypsy type Retros* 




retrotransposon, 


complete sequences; and unknown genes 1 


Seq. No., 


oo y bo 




Seq. ID 


OJ000403_22.0419.C1 


Gene No. 


11/ lOJ 




Strand 




C 1 4- -i -w~ 4- 

btart 


yuz 




End ' 


5295 


XI -i m rt 

Name 


OJ000403 22.0419 


.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


4874 




End 


5248 


GI 


none 




Score 


109 


Exons 


4874 . . 4 9IZ , 4 907 


..4969, 4970. 


.5248, 5040. .5225 


Seq. No. 


oo y by 


v- 


...Seq. ID 


OJ000403_22.0419.C2 ' 


Gene No. 


11 / 104 




Strand 


+ 


Start 


1 1 o U 




End - 


2459 


Name 


OJ000403 22.0419 


.C2.o2.gs 


Method 


GEN SCAN 


Start 


1180 




End 


2225 


GI 


hone . 




Score 


.65 


Exons 


lloU..l^ol, 14U4 


..1610, 1704. 


.2225 




Seq. No. 


do y by 




Seq. ID 


OJ000403_22.0419.C2 


Gene No. 


I ITT Cyll 

I I / 104 




Strand 


+ 


btart 


1 1 o U 




. End 


2459 


Name 




.C2.o2.ts 


Method 


TBLASTX : Soybean 


Start: 


1230 




End- 


1442 


bl 


none 




Score 


104' 


Exons 


1230. .1364, 1242 


..1367, 1249. 


.1365, 1368. .1442, 1376. .1441 


Seq. No. 


55969 




Seq. ID 


OJ000403_22.0419.C2 


Gene No. 


117154 




Strand 


+ 


otar l 


1180 




End 


2459 


Name 


OJ000403 22.0419 


,C2.ol. tc 


Method 


TBLASTX: Cress 


Start 


1239 




End 


1526 


GI 


none 




Score 


163 


Exons 


1239.. 1367, 1249 


..1362, 1368. 


.1526, 1373..1408, 1484.. 1525- 


Ot?q . 1NO . 


55969 




Seq. ID 


OJ000403_22.0419.C2 


Gene No. 


117154 




Strand 


+ 


Start 


1180 




End 


2459 


Name 


OJ000403 22.0419 


.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1239 




End 


2330 


GI 


none 




Score 


175 


Exons 


1239.. 1364, 1249 


..1362, 1368. 


.1580, 1373. .1408, 1485. .1580, 



2199. .2330 



56469 




oeq . iNo . 


jj y by 




Ca/^ T Pi 

oeq. ID 




Gene No. 


117154 




Strand 




Start * 


1180 




End 


2459 


Name 


UJUUUftUJ 


C\ A *\ Q CO s~\ 1 nr\ 

.u^iy.L^.oi. np 


Method 




b cart 


loUo 




Cjna 


0 A c: Q 

z 4 o y 


c t 


O 0 K>Z ZOJ 




Score 


lz y y 


Exons 


1*3m O A 








GI Descrip. 


{ AL 1 o z y o U J 


crooked neck- like 


protein 


[Arabidopsis thaliana] 


O c q • IN U . 


JJ jO? 




Seq. ID 


OJ000403_22.0419.C2 


Gene No. 


117154 




Strand 


+ 


Start 


1180 




End 


2459 


Name 


OJ000403 22 


.0419.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1443 




End 


2459 


GI 


none 




Score 


99 


Exons 


1443. .1574, 


1443. .1574, 1500. 


.1577, 1701. .1802, 1812. .1898, 



2120. .2239, 2121. .2459, 2124. .2459 



Seq. ID OJ000403_22. 0419.C2 
Strand 
End 

Method 
End 
Score 

1686. .1880, 1721. .194 5, 1722. .1940, ■ 1725. .2012, 1732. .2013, 
2032.. 2100, 2034.. 2117 



Seq. No. . 55969 

Gene No. 117154 

Start 1180 

Name OJ000403_22 . 04 19 . C2 . o2 . tm 

Start 1686 

GI none. 
Exons 



+ 

2459 

TBLASTX: Maize 

2117 

113 



Seq. No. 55969 Seq. ID 

Gene No. 117154 Strand 

Start 1180 End 

Name OJ000403_22 . 0419 . C2 . ol . gp Method 

Start 2188 End 

GI 20032_1.R1084 Score 

Exons 2188.. 2459 

GI Descrip. * 2655888/emb | CAA15638 | 1.0e-103 (AL009171) 62D9.a [Drosophila 
melanogaste'r] ' 



OJ000403_22.0419.C2 
+ 

2459 
AAT/GAP 
2459 
468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55970 

117155 

1 

OJ000403_22.0419.C3.ol.np 
1 

6562263 



Seq. ID OJ000403_22.0419.C3 



Strand 
End 

Method 

End 

Score 



+ 

1549 
AAT/NAP 
1537 
267 



1..20, 740. .825, 987. .1197, 1426. .1537 

(AL132980) crooked neck-like protein [Arabidopsis thaliana] 



55970 ' Seq. ID 

117155 Strand* 

1 End 

OJ000403_22 . 04 19 . C3 . ol . tm Method 

677 End 

none Score 



OJ000403_22.0419.C3 
+ 

1549 

TBLASTX: Maize 

1530 

173 



677. .793, 677. .793, 678. .794, 777. .896, 793. .903, 793. .888 
996. .1127, 1004. .1138, 1004. .1204, 1433. .1459, 1453. .1530, 
1453. .1521 



Seq. No. 55970 Seq. ID OJ0004 03_22 . 04 19 . C3 

56470 



Gene No. 

Start' 

Name 

Start 

GI 

Exons 



117155 * * Strand + 

1 ' End .. 1549 . 

OJ000403_22 . 04 19 . C3 . ol . gs Method GENSCAN 

680 End 1549 

none Score .87 

680. .769, 870. .897, 1005. .1203, 1426. .1549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55971 Seq. ID 

117156 Strand 
1282 End 
OJ0004 03_22 . 04 19 . C4 . ol . gp Method 
1282 End 
uC-osf Icypl77g01al Score 
1282. .1429 

'4884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] ' 



OJ000403_22.0419.C4 
+ 

1429 
AAT/GAP 
1429 
247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exdns 



55971 Seq. ID 

117157- Strand 

64 End 

OJ0004 03_22 . 04 19 . C4 . ol . gs Method 

64 End 

none Score 
64. .201, 298.. 415 



OJ000403_22.0419.C4 
415 

GENSCAN 
415 
. 64 



Seq. No. 55972 Seq. ID 

Gene No. 117158 Strand 

Start 966 ' • End 

Name OJ0004 03_22 . 04 19 . C5 . ol . gs Method 

Start 966 End 

GI none Score 

Exons 966.. 1134, 1555.. 1889, 1976.. 2067 



OJ000403_22.0419.C5 
+ 

2067 
GENSCAN 
2067 
.87 



Seq. No. 55972 Seq. ID 

Gene No. 117158 Strand 

Start • 966 End. 
Name ' • OJ000403_22 . 04 19 . C5 . ol . np . Method: 

Start 1005 End 

GI 5902448 Score 

Exons 1005.. 1898 

GI Descrip. (AB030283) orf3 [Oryza sativa] 

Seq. No. 55972 Seq. ID 

Gene No. 117159 Strand 

Start 1988 End 

Name OJ000403_22 . 04 19 . C5 . ol . tw Method 

Start 1125 End 

GI none Score 

Exons 1125. .1415, 1307. .1375 



OJ000403__22.0419.C5 
+ 

2067 
/AAT/NAP 
1898 
1591 



OJ000403_22.0419.C5 
+ 

2126 

TBLASTX: Wheat 

1415 

215 



Seq. No. 55972 Seq. ID 

Gene No. 117159 Strand 

Start 1988 End' 

Name OJ0004 03_22 . 04 19 . C5 . o2 . np Method 

Start 1988 End 

GI 5902447 Score 

Exons 1988.. 2126 



OJ000403_22.0419.C5 
+ 

2126 
AAT/NAP 
2126 
204 



56471 



GI Descrip. (AB030283) orf4 {Oryza sativa] 



Seq. No. 55973 

Gene No. 117160 

Start 1 

Name OJ0004 03_22 . 04 19 . C6 . ol . np 

Start 1 

GI 5902447 

Exons 1 . . 510 

GI Descrip. (AB030283) orf4 [Oryza sativa] 



Seq. ID OJ000403_22.0419.C6 

Strand + 

End 1701 

Method AAT/NAP 

End 510 

Score 723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55973 Seq. ID 

117160 Strand 

1 End 

OJ0004 03_22 . 04 19 . C6 . o2 . np Method 

1 End 

6691716 Score 



OJ000403_22.0419.C6 
+ 

1701 
AAT/NAP 
1698 
940 



1. .23, - 105. .214, 309. .481, 556. .743, 819. .918, 1064. .1180, 
1253.. 1698 

(AP000492) hypothetical protein [Oryza sativa] 
gi | 6691717 | dbj | BAA89397 . 1 | (AP000570) hypothetical protein 
[Oryza sativa] 





o e q . in o . 


55973 < 




Seq. < ID 


OJ000403_22.0419 


.C6 


f rtj 




117160 




Strand 


' + 








1 




End 


1701 




i y 


Name 


OJ000403 22.0419.C6.ol. 


gs 


Method 


GEN SCAN 






Start 


71 




End 


1701 






GI 


none 




Score 


.93 






Exons 


71. .481, 556. .743, 819. 


.1008, 


1076. .11 


30, 1253.. 1701 




c 


Seq. No. 


55973 




Seq. ID 


OJ000403_22.0419 


.C6 




Gene No. 


117161 




Strand 


+ 






Start 


7863 




End 
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.8927, 8827. .8928 




f ^ 


Seq. No. 


55974 










Seq. ID 


OJ000403_22.0419. 


,C7 




Gene No. 


117166 










Strand 






i J 


Start 


9307 










End 


21923 






Name 


- OJ000403 22, 


,0419 


,C7.o2. 


gs 




Method 


GENSCAN 






Start 


9307 










End 


21923 






GI 


none 










Score 


.46 





Exons 9307. .9758, 9833. .9946, 10010 .. 1004 9, 10274 .. 104 61 , ■ 

10539. .10897, 11119 .. 11270, 11355. .11536, 11688. .11752, 
13672.-. 13819, 1574 5 .. 15829, 16995 .. 17191 , • 172 12 .. 17296, 
18137! . 18249, 21896. .21923 



Seq. No. 55974 

Gene No. 117166 

Start 9307 

Name OJ000.4 03_22 . 04 19 . C7 . o2*'-np 

Start 9310 

GI 6691716 
Exons 



Seq. ID OJ000403_22.0419.C7 
Strand 

End 21923 

Method AAT/NAP 

End 12217 

Score 2584 



9310. .9758, 9833. .9946, 10097 .. 10199, 10274 .. 104 61 , 
10539. .10714, 10791. .10897, 10980 .. 11155, 11351.. 12217 



56478 




GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 





gi I 6691717 |dbj IBAA89397.il (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


55974 




Seq. ID 


OJ000403_22.0419.C7 


Gene No . 


117166 




S.trand 




.Start 


9307 




End 


*)1 A A O 


Name 


t r\ r\ r\ a a a a A A >i i A 

OJ000403 22.0419 


. C7 . 08 . tw 


Method 


1 bLAb 1a : wneat 


Start 


11807 




End 


1 OAQ7 

i^uy / 


GI 


none 




Score 


0 n q 


Exons 


11807. .12097 








Seq. No. 


55975 




Seq. ID 


OJ000403_22.0419.C8 


Gene No. 


117167 




Strand 


+ 


Start 


280 




End 


O Q O A 


Name 


OJ000403 22.0419 


. C8 . ol . gs 


Method 




Start 


A O A 

280 




End 


0 0 


GI 


none 




Score 




Exons 


A O A /I T A T yi A A 

280.-412, 14 90 . . , 


A A A A A "1 A A 

2098 , 2190 . . 


2485 




Seq. No. 


55975 




Seq. ID 


OJ000403_22.0419.C8 


Gene No. 


117167 




Strand 


+ 


Start 


280 




End 


2824 


Name 


/• OJ000403 22.0419 


. C8;o2.tm 


Method 


TBLASTX : Ma-ize 


Start 


1518 




End * 


1983 


GI 


none 




Score 


114 


Exons 


1518 . . 1658, 1519 


. . 1671, 1672 


..1881, 1683. .1823, 1809. .1832, 




1866. . 1982, 1879 


. . 1983, 1933 


. .1983 




Seq. No. 


55975 




Seq. ID 


OJ000403_22.0419.C8 


Gene No. 


117167 




Strand 


+ 


Start 


280 




End 


2824 


Name 


/-^ t /\ /~\ r\ A A A A A A /I 1 A 

OJ0004 03__22 .0419 


. C8 . ol . tm 


Method 


TBLASTX: Maize 


Start 


1984 




End 


2824 


GI 


none 




Score 


230 


Exons 


1 aa J OOO ft T A O A 

1984 . . 228 9, 1988 


A 1 O A A 1 /I A 

. . 2182, 2142 


..2264, 2284. .2508, 2308. .2487, 




■> o o n n - a r a a a o c o 

- 2309.. 2500, 2358 


A C 1 A A C A O 

. . 2510, 2508 


..2705, 2518.. 2709, 2522.. 2722, 




A C O A A "7 A O A C ~7 A 

2523 . . 2708 , 2572 


A "7 1 C A A C 

. .2 715, 2695 


.'.2787, 2706. .2822/ 2707. .2823, 




A *7 A O A O A >l 

2708 . . 2824 








Seq. No. 


55976 




Seq. ID 


OJ000403_22.0419.C9 


Gene No. 


117168 




Strand 


+ 


Start 


1 




End 


934 


Name 


OJ000403 22.0419 


.C9.ol.np 


Method 


AAT/NAP 


Start 


1 




End. 


934 


GI 


6850858 




Score 


373 


Exons 


1..311, 511. .571 


, 659.-934 






GI Descrip. 


(AL132959) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


55976 




Seq. ID 


OJ000403_22.0419.C9 


Gene No. 


117168 




Strand 


+ 


Start 


1 




End 


934 


Name .< 


OJ000403 22.0419 


.C9.ol.gs 


Method 


GENSCAN 


Start 


193' 




End 


882 


GI 


none 




Score 


.88 



Exons 193.. 311, 511.. 571, 659.. 882 



56479 




Seq. No. 55976 

Gene No. 117168 
Start - 1 

Name OJ000403_22 . 04 19 . C9 . ol . 

Start 255 

GI none 

• Exons 255.. 314, 256.. 312, 511 

Seq. No. 55976 

Gene No. 117168 

Start 1 

Name OJ000403_22 . 04 19 . C9 . ol . 

Start 505 

GI none 

Exons 505.. 570, 506.. 571, 641 




Seq. ID OJ000403_22.0419.C9 

Strand + 

End 934 

ts ' Method TBLASTX : Soybean 

End 883 

Score 69 
..585, 515. .571, 641.. 883, 668.. 883 

Seq. ID OJ000403_22.0419.C9 

Strand + 

End 934 

tm Method TBLASTX : Maize 

End ' 883 

Score 109 
..883, 665. .883 





Seq. No. 


55976 






Seq. ID 


OJ000403_22.0419.C9 




Gene No. 


117168 






Strand 


+ 




Start 


1 






End 


934 




Name 


OJ000403 22.0419, 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


509 






End 


883 




GI 


none 






Score 


113 




Exons 


509.. 574, 511.. 585, 512 


. .571, 


641. .883, 


665. .868 




Seq. No. 


55977 






Seq.. ID 


OJ000403_22. 04113. C10 




Gene No. 


117169 






Strand 


+ 


ru 


Start 


944 






End 


11166 




Name 


OJ000403 22.0419, 


.ClO.ol 


.gs 


Method 


GENSCAN 


£3- 


Start 


944 






End 


11166 


i. U 


GI 


none 






Score 


.84 


S3. 


Exons 


944. .1014, 2759., 


.2883, 


4185. . 


4267, 4296.. 4415, 5203.. 5284, 






8403.. 8747, 9617. 


. .9894, 


10390 


. .11166 




E 

? ~i 


Seq. No. 


55977 






Seq. ID 


OJ000403_22. 0419. C10 




Gene No. 


117169 






Strand 


+ 




Start 


944 






End 


11166" 


ii. 


Name 


OJ000403 22.0419, 


.ClO.ol 


■.'np 


Method 


AAT/NAP 




Start 


8582 






End ^ 


11163 




GI 


7486743 






Score 


1009 




Exons 


8582. .8754, 9594. 


. .9894, 


10390 


. .11163 





GI Descrip. hypothetical protein F9D16.260 - Arabidopsis thaliana 
gi|4454048|emb|CAA23045.1| (AL035394) putative protein 
[Arabidopsis- thaliana] gi | 7269228 | emb I CAB8 1297 . 1 1 (AL161560) 
putative protein [Arabidopsis thaliana] 



Seq. No. 55977 Seq. ID 

Gene No. 117169 Strand 

Start 944 End 

Name OJ000403_22 .0419. C10 . ol . gp Method 

Start 10885 End 

GI 2796627 Score 

Exons 10885. .11095 



OJ000403_22. 0419. C10 
+ 

11166 
AAT/GAP 
11095 
340 



Seq. No. 55977 Seq. ID 

Gene No. 117170 Strand 

Start 11466 End 

Name OJ000403 22 . 0419 .C10 . o2 . tm Method 



OJ000403_22. 0419. C10 
13019 

TBLASTX: Maize 



56480 



Start 
GI 

Exons 



9596 End 9861 

none Score 206 

9596. .9658, 9600.. 9851, 9618. '.9857, 9619.. 9861, 9691. 



,9861 



Seq. No. 

Gene No. 

-Start 

Name 

Start 

GI 

Exons 



55977 

117170 

11466 

OJ000403_22.0419.C10.o2.tc 

9606 

none 



Seq. ID OJ000403_22. 0419. C10 
Strand 

End 13019 

Method TBLASTX : Cress 

End 10485 

<Score 106 



9606. .9680, 9607. .9687, 9691. .9879, 9693. .9881, 9694. .9897, 
10390. .10485, 10392.. 10472 



Seq. No. 55977 Seq. ID 

Gene No. 117170 Strand 

Start 11466 End 

Name OJ000403_22 . 04 19 . C10 . o3 . ts Method 

Start 9622 End 

GI none Score 

Exons 9622.. 9897, 9636. .9899 



OJ000403_22. 0419. C10 
13019 

TBLASTX : Soybean 

9899 

284 



Seq. No. 55977 Seq. ID 

Gene No. 117170 Strand 

C3, Start 11466 End 

%3 Name OJ000403_22 . 0419. C10 . o2 . ts Method 

f« Start 10389 ■ . End 

GI none Score 

1; Exons 10389. .10709, 10390.. 10716 



OJ000403_22. 0419. C10 

.13019 , ' 

TBLASTX : Soybean' 
10716 
338 



Seq. No. 55977 Seq. ID 

Gene No. 117170 Strand 

Start 11466 End 

Name O JO 004 0 3__2 2.0419.C10.ol.tm Method 

Start 10416 End 

GI none Score 
Exons 



OJ000403_22. 0419. C10 
13019 

TBLASTX: Maize 

10783 

54 



10416. .10448, 10417. .10449, 10456 .. 10782 , 10457 .. 10567 , 
10458. .10781, 10484. .10783 . 



Seq. No. 55977 

Gene No. 117170 

Start 11466 

Name OJ0004 03_22 . 0419 . C10 . ol . tc 

Start 10486 

GI none 
Exons 



Seq. ID OJ000403_22. 0419. C10 
Strand 

End 13019 

Method TBLASTX : Cress 

End 11151 

Score 201 



10486. .10518,* 10519. .10698, 10524 .. 10688 , 10696 .. 10902 , 
10785.'. 1088 9, 108 91. .11058, . 11077. .11151, 1107 9. .11141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55977 Seq. ID 

117170 Strand 

11466 End 

OJ0004 03_22 . 04 19 . C10 . ol . ts Method 

10719 End 

none Score 



OJ000403_22. 0419. C10 
13019 

TBLASTX: Soybean 

11159 

83 



10719. .10871, 10720. .10944, 10722 .. 10934 , 10978 .. 11 151 , 
10991. .11155, 11022. .11159 



Seq. No. 



55977 



Seq. ID _OJ000403_22. 0419. C10 



56481 




Gene No. 


117170 * ' 




Strand 








Start 


11466 




End 


13019 






Name 


UJUUU4UJ . U4iy .LIU . 


o3 . tm 


Method 


TDT A C rfV « 


Nlaize 




Start 


iu /yo 




hna 


1 1 1 CI 

111 Ol 






GI 


none 




Score 


1 

loo 






Exons 


iu / yo . . iu y4 / / iuy/o.. 


I 1 n i *5 

I I U 13, 


iinoo 1 1 n 

11UZZ . . 11U 


OU, 11UO / 


1 1 1 
. . Ill JJ/ 






I IU / 1 . . Ill 3 1 llUpu.. 


111D1 










Seq. No. 


55977 




Seq. ID 


OJ000403 


_22.0419 


.C10 


Gene No. 


117170 . 




Strand * 








btart 


114 bo 




End 


13019 






Name 


pi Tfinn/i m oo n/iiQ pi n 
UJUUU4UJ Zi.U4iy.LlU. 


01 . tw 


Method 


TBLASTX: 


wneat 




Start 


iu y / o 




End 


11150 






P T 

GI 


none 




Score 


100 






Exons 


iu y / o . . 1 lUoo , 11U/4.. 


1 1 1 A Q 
1114 0/ 


11076. .11150 






Seq. No. 


55977 




Seq. ID. 


OJ000403 


_22.0419 


.C10 


Gene No. 


117170 




Strand 








C" 4- -v- 4- 

btart. 


I 1 / 

I I 4 O 0 




End 


13019 






Name 


UJUUU4UJ . U4 i y . LIU . 


o2 . gs 


Method 


GENSCAN 






Start 


114 DO 




End 


13019 






P T 

GI 


none 




Score 


.42 






Exons 


1 1 y| /"/■ 1 1 COC 1 1 QOO 

1 1 4 o o . .llo^O/ llozo. . 


1 once 


12877. .13019 






Seq. No. 


55978 ' 




Seq. ID 


OJ000403 


_22.0419 


.-Cll 


Gene No. 


117171 




C4- v>i n/J 

btrana 








Start 


1 




End 


818 






Name 


OJ0UU403 22. 0419. Cll. 


ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


655 






GI 


1 Pt O O C 




Score 


906 






Exons 


1 . .bob 












Seq. No. 


55978 




Seq. ID 


OJ000403 


_22.0419 


.Cll 


Gene No. 


117171 




Strand 








Start 


1 




End 


818 






Name 


UJUUU4UO zz.U4iy.Lll. 


ol . gs 


Method 


GENSCAN 






Start 


4 4 0 




End""' 


818 






p t 
bl 


none 




Score 


.56 






Exons 


/l/c; RQ/I 10~J Q1 Q 
443. .oy4, /Z/..0I0 












Seq. No. 


55979 




Seq. ID 


OJ000403 


_22.0419 


.C12 


Gene No. 


117172 




Strand 


+ 






otart 


"3/11 

o4 1 




End 


2363 






Name 


ninnri/i m 00 n/i 1 0 p 1 0 
OJUUU4UJ ZZ.U4iy.Clz. 


ol . gs 


Method . 


GENSCAN 






Start 


o4 1 




End 


2363 






P T 
GI 


none 




Score 


.79 






Exons 


J41..DJ4, uyo. .do/1, 


loo4 . 


.2030, 2250 


. .23.63 






Seq. No. 


55980 




Seq. ID 


OJ000403 


_22.0419 


.C15 


Gene No. 


117173 




Strand 








Start 


315 




End 


2506 






Name 


OJ000403 22.0419.C15. 


ol . gs 


Method 


GENSCAN 






Start 


315 




End 


2506 ■ - 






GI 


none 




Score 


.94 






Exons 


315. .1795, 2329. .2506 










Seq. No. 


55980 




Seq. ID 


OJ000403 


_22.0419 


.C15 



56482 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



117173 Strand 

315 ~ ■• End 2506 

OJ000403_22.0419.C15.ol.np ■ Method AAT/NAP 

315 End 887 

6522938 Score 354 

315.. 887 

(AL132978) putative protein [Arabidopsis thaliana] 

gi | 6523028 | emb | CAB62296 . 1| (AL132976) putative protein 
[Arabidopsis thaliana] 



55981 

117174 

718. 

OJ000403_22.0419.C18.ol.gs 

718 

none 

718. .767, 1649. .1722, 2221. 



Seq. ID OJ000403_22.0419.C18 

Strand + 

End 2417 

Method GENSCAN 

End 2417 

Score .44 
,2417 



Seq. No. 55981 "' 

Gene No. 117174 
Start 718 

Name OJ0004 03_22 . 04 1 9 . C18 . ol . np 

Start 1908 
GI 391436.5 
Exons. 1908.. 2002, 2048.. 2411 

GI Descrip. PHOSPHOLIPASE D 2 PRECURSOR (PLD 2) (CHOLINE PHOSPHATASE 2) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE d'2) 
gi 1 1902901 |dbj |BAA19466| (AB001919) phospholipase D [Oryza 
sativa] 



Seq. ID OJ000403_22.0419.C18 
Strand + 

2417 
AAT/NAP 
2411 
303 



End 

Method 

End, 

Score 



Seq. No. 55981 

Gene No. 117175 

Start 3080 

Name OJ000403_22 . 04 1 9 . C18 . o2 . gs 

Start 3080 

GI none * 
Exons - 



Seq. ID OJ000403_22.0419.C18 

Strand + 

End 5363 

Method GENSCAN 

End 5363 

Score ~ .75 



3080. .3110, 3172. .3252,*' 3347. .3573, 3701. .3937, 4503. .490.4, 
5256. .5363 



Seq. No. 55981 

Gene No. 117175 

Start 3080 

Name OJ0004 03_22 . 04 19 . C18 . ol . gp 

Start 4466 

GI 63401_1.R1084 

Exons 4466.. 4840 

GI Descrip. * 5777612/emb | AJ245900 . 1 | OSA245900 0.0e+00 Oryza sativa 
chromosome 4'BAC q3037-207Fl complete genome 1 



Seq. ID OJ000403_22.0419.C18 
Strand + 

5363 
AAT/GAP 
4840 
699 



End 

Method 

End 

Score 



Seq. No. 55981 

Gene No. 117175 

Start 3080 

Name OJ0004 03_22 .0419.C18.o2.np 

- Start 4 590 '-*'*"\ 

GI 6691216 

Exons 4590.. 4895 

GI Descrip. (AC007508) F1K23.19 [Arabidopsis thaliana] 



Seq. ID OJ000403_22.0419.C18 

Strand + 

End 5363 

Method AAT/NAP 

End 4 8 95 

Score 276 



56483 



Seq. No. 55981 Seq. ID OJ000403_22 . 0419 . C18 

Gene No. 117176 Strand 

Start 4210 End 5817 

Name OJ000403_22 . 04 19 . C18 . o3 . np Method AAT/NAP 

Start 4210 End 5817 

GI 6069671 Score 87 

Exons 4210.. 4253, 5667.. 5817 

GI Descrip. (AP000616) EST . C7217 9 (E1153) corresponds to a region of the 

predicted gene.; similar to Arabidopsis thaliana chromosome II 
BAC T4C15; hypothetical protein (AC004667) [Oryza sativa] 





Seq. No. 


55981 








Seq. ID 


OJ000403_22.0419.C18 




Gene No. 


117177 








Strand 






Start 


r o c ft 

6859 








End 


11171 




Name 


OJ000403 22 


.0419. 


C18 . o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1912 








End 


2405 




GI 


none 








Score 


■49 




Exons 


iyiz..iyou,- 


1914. 


.1952, 


1956. 


.1997, 1957v.l998., ■ 2147. .2194, 






2195. .2314, 


2196. 


.2306, 


2307. 


.2405, 2321.. 2395 




Seq. No. 


c c n o 1 

55981 








Seq. ID 


OJ000403_22.0419.C18 




Gene No. 


117177 








Strand 


- 




Start 


6859 








End 


U171 




Name 


OJ000403 -22 


.0419. 


C18.o3 


. tm . 


Method 


TBLASTX: Maize 




Start 


4 /22 








End 


4871 - 


; is? 


GI 


none 








Score 


203 


hi 


Exons 


4722. .4871, 


4727. 


.4870 










Seq. No. 


55981 








Seq. ID 


OJ000403_22.0419.C18 


i y 


Gene No. 


11717 7 








Strand 






Start 


D059 








End 


11171 


f 1 


Name 


OJU004(Jo 2^ 


.0419. 


C18.o4 


. np 


Method 


AAT/NAP 




Start 


0 / D U 








End 


11171 


' '-si: 


GI 


4 doUzU / 








Score 


783 




Exons 


b /5U . . / 1 4 3 , 


7180. 


.8782, 


10073 


. .10890, 


11122. .Iil71 




bi uescrip . 


\ t\£ ± ± *i ± f ± ) 


disease resistance 


protein 


RPM1 homolog [Sorghum 


[ J 




bicolor]. 












i ™ 


Seq. No. 


55981 








Seq. ID 


OJ000403_22.0419.C18 




Gene No. 


117177 








Strand 






Start 


6859 








End 


11171 




Name 


OJ000403 22 


.0419. 


C18.o3 


.gs 


Method 


GENSCAN 




Start 


6859 








End 


10908 




GI 


none . 








Score 


.5 ' 




Exons 


6859. .8277, 


8623. 


.8866, 


10073 


. . 10908 






Seq. No. 


55981' 








Seq. ■ ID 


OJ000403_22.0419.C18 




Gene No. 


117177 








Strand 






Start 


6859 








End 


11171 




Name 


OJ000403 22 


.0419. 


C18.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


7720 








End 


8826 




GI 


none 








• Score 


81 




Exons 


7720. ,7830, 


7837. 


.8031, 


8158. 


.8325, 8302.. 8553, '8321 .. 8470,. 






8536. .8637, 


8743. 


.8826 









Seq. No. 



55981 



56484 



Seq. ID OJ000403_22.0419.C18 




Gene No. - 


•117177 




Strand 






Start .;• 


6859 




End 


11171 




Name 


OJ000403 22. 


0419.C18.ol.tm 


- Method 


TBLASTX: Maize 




Start 


8143 




End 


8625 




GI 


none 




Score 


105 




Exons 


8143. .8310, 


8144. .8305, 8151 


..8330, 8152.. 8328, 8320. .8478, 




8333. .8482, 


8488 . .8613, 8488 


. . 8 62S 






Seq. No. 


55981 




Seq. ID 


OJ000403 22.0419. 


C18 


Gene No. 


117177 




Strand 






Start- 


6859 




End 


11171 




Name 


OJ000403_22 . 


0419.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8339 




End 


8625 




GI 


none 




Score 


201 




Exons 


8339. .8611, 


8341 . .8625, 8428 


. . 8625 






Seq. No. 


55981 




Seq. ID 


OJ000403 22.0419. 


C18 


Gene No. 


117177 




Strand 






Start 


6859 




End 


11171 




Name 


OJ000403 22. 


0419.C18.o5.tm 


Method 


TBLASTX: Maize 




Start 


8641 




End 


8869 




GI 


none 




Score 


108 




Exons 


8641. .8868, 


8663. .8869 








Seq. No. 


55981 




Seq'; ■ ID 


OJ000403_22.0419. 


C18 


Gene No. 


117177 




Strand 






Start 


6859 




End 


11171 




Name 


OJ000403 22. 


0419.C18.o5.np 


Method 


AAT/NAP 




Start 


10231 




End 


10908 




GI 


7328528 




Score 


373 




Exons 


10231. .10908 










GI Descrip. 


(AB040028) RPM1 like protein 


[Oryza sativa] 




Seq. .No. 


55981 




Seq. ID 


OJ000403_22.0419. 


C18 


Gene No. 


117177 




Strand 






Start 


6859 




End 


11171 




Name 


OJ000.403 22. 


0419.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


"10345 




End 


10878 




GI 


none 




Score 


52 




Exons 


10345. .10449 


, 10346. .10450, 


10489. .10617, 10500. . 10592, 






10630. .10878 


, 10642. .10833, 


10662. .10874 




Seq. No. 


55982 




Seq. ID 


OJ000403_22.0419. 


C19 


Gene No. 


117178 




Strand 






Start. 


1260 




End 


1530 




Name 


OJ000403 22. 


0419.C19.ol.gs 


Method 


GENSCAN 




Start 


1260 




End 


1530 




GI 


none 




Score 


".55 




Exons 


1260. ,1376, 


1429. .1530 








Seq. No. 


55983 




Seq. ID 


OJ000403_23.0419. 


CI 


Gene No. 


117179 




Strand 


+ 




Start 


1 




End 


1387 




Name 


OJ000403 23. 


0419.Gl.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1387 




GI 


7228457 




Score 


1898 




Exons 


1..88, 152.. 


986, 1109.. 1387 









56485 



GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 55983" Seq. ID 

Gene No. 117179 Strand 

Start 1 End 

Name OJ000403_23 . 04 19 . CI . ol . tw Method 

Start 160 End 

GI none Score 

Exons 160.. 615, 161.. 622, 161.. 616 



OJ000403_23.0419.C1 
+ 

1387 

TBLASTX : Wheat 

622 

589 



Seq. No. 55983 

Gene No. 117179 

Start 1 

Name OJ0004 03_23 . 04 19 . CI . o2 . ts 

Start 200 

GI none 

Exons 200.. 424, .431.. 565 



Seq. ID OJ000403_23.0419.C1 

Strand + 

End 1387 

Method TBLASTX : Soybean 

End 565 

Score 117 



Seq. No. 55983 Seq. ID 

Gene No. 117179 Strand 

Start 1 End 

Name ' OJ000403_23 . 04 19 . CI . ol . gs 

Start 215 End 

GI none A - Score 

Exons 215.. 1366 



OJ000403_23.0419.C1 
+ 

1387 



Method.. GEN SCAN 
1366 
.74 



Seq. No. 55983 Seq. ID 

Gene No. 117179 Strand 

Start 1 End 

Name OJ000403_23 . 04 19 . CI . ol . tm Method 

Start 290 End 

GI none Score 

Exons 290.. 646, 325.. 636, 530.. 646 



OJ000403_23.0419.C1 
+ 

1387 

TBLASTX: Maize 

646 

393 



Seq. No. 55983 *■■ - Seq. ID 

Gene No. 117179 Strand 

Start 1 End 

Name ' OJ000403_23 . 0419 .CI . o2 . tm Method 

Start 673 End 

GI none . Score 

Exons 673.. 1038, 674.. 1057 



OJ000403_23.0419.C1 
+ 

1387 

TBLASTX: Maize 

1057 

363 



Seq. No. 55983 Seq. ID 

Gene No. 117179 Strand 

Start • 1 • End 

Name OJ0004 03_23 . 04 19 . CI . o2 . tw \ Method 

Start . 730 * End 

GI none Score 
Exons 



OJ000403_23.0419.C1 
+ 

1387 

TBLASTX: Wheat 

1125 

459 



730. .1125, 731. .1120, 769. .1122 



Seq. No. 55983 • Seq. ID 

Gene No. 117179 Strand • 

Start 1 End 

Name OJ0004 03_23 . 04 19 . CI . ol . ts Method 

Start 809 End 



OJ000403_23.0419.C1 
1387 

TBLASTX : Soybean 
1114 



56486 




GI 


none 


Score 


235 








Exons 


809. . 1114, -826. . 969 












Seq. No. 


55984 


Seq. ID 


OJ000403 


23 . 


0419 , 


,C2 


Gene No. 


117180 


Strand 


+ 








Start 


1 


End 


1980 








Name 


OJ000403 23. 041-9. C2.ol.np 


Method 


AAT/NAP • 








Start 


1 


End 


1977 








GI 


7228457 


Score 


3096 








Exons 


1..402, 469. .1977 












GI Descrip. 


(AP001366) Similar to Sorghum bicolor < 


Gypsy-Ty3 


type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) 


[Oryza 




sativa] 












Seq. No. 


55984 


Seq. ID 


OJ000403_ 


23. 


0419, 


,C2 


Gene No. 


117180 


Strand 


+ 








Start 


1 


End 


1980 








Name 


OJ000403 23.0419.C2.ol.gs 


Method 


GENSCAN 








Start 


139 ' ' 


End 


1980 








GI 


none 


Score 


.72 ■ 








Exons 


139. .435, 469. .567, 817. .1980 












Seq. No. . 


55984 


Seq. ID 


OJ000403_ 


23. 


0419. 


.C2 


Gene No. 


117181 


Strand 


+ . 








Start 


4602 


End ■ 


6456 








Name 


OJ000403 23.0419.C2.o3.gs 


Method 


GENSCAN 








Start 


4602 


End 


6235 








GI • 


none 


Score 


.68 








Exons 


4602.. 4705, 4806.. 4923, 5034.. 


5101, 5546.-5588, 


6028. .6235 


Seq. No. 


55984 


Seq. ID 


OJ000403_ 


23. 


0419. 


,C2 


Gene No. 


117181 


Strand 


+ 








Start 


4602 


End 


6456 








Name 


OJ000403 23.0419.C2.o3.np 


Method 


AAT/NAP 








Start 


5443 


End 


6456 








GI 


5042454 


Score 


324 








Exons . . .. 


5443. .5588, 6124. .6235, ,,6289. . 


6456 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


55984 


Seq. ID 


OJ000403_ 


23. 


0419, 


.C2 


Gene No. 


117182 


Strand 










Start 


1 


End 


4321 








Name 


OJ000403 23.0419.C2.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


4321 








GI 


6907089 


Score 


2220 








Exons 


1..36, 2710.. 2959, 3060.. 4321 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


55984 


Seq. ID 


OJ000403_ 


23. 


0419. 


,C2 


Gene No. 


117182 


Strand 










C f 5 

o uari. 


1 


End 


4321 








Name 


OJ000403 23.0419.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4 . 


End ■ 


381 








GI • 


none 


Score 


196 








Exons 


4. .171, 12. .191, 232. .381, 242 


t. .380 










Seq. No. 


55984 


Seq. ID 


OJ000403_ 


23. 


0419. 


,C2 



56487 



r 8 * 



Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI y De scrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



117182 Strand 
1 ' End 

OJ0004 03_23.0419.C2.6l.ts Method 
70 End 
5666795 Score 
70. .168, 244. .381, 421. .636 . 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



4321 

TBLASTX : Soybean 
636 
68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



55984 Seq. ID 

117182 Strand 

1 End 

OJ0004 03_23.0419.C2.o4 . tw Method 

384 End 

none Score 

384. .560, 421. .696 



Seq. No. 55984 

Gene No. 117182 

Start 1 

Name OJ000403_23 . 04 19 . C2 . ol . tm 

Start 847 

GI none 

Exons 847.. 1170, 876.. 1157 

Seq; No. * 55984 * ' 

Gene No. 117182 

Start 1 

Name OJ0004 03_23 . 04 19 . C2 . ol . tw 

Start 984 

GI none 

Exons 984.. 1385, 985.. 1365 

Seq. No. 55984 

Gene No. 117182.- 

Start 1 

Name O J00 0 4 0 3_2 3 . 0 4 1 9 . C2 . o3 . tw 

Start 1390. • ' 

GI none 

Exons 1390.. 1668, 1392.. 1649, 1414. 

Seq. No. 55984 

Gene No. 117182 

Start 1 

Name OJ0004 03_23 . 04 19 . C2 . o2 . tm 

Start 1836 

GI none 

Exons 1836. .1976, 1837. .1980 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403__23.0419.C2 
4321 

TBLASTX: Wheat 

696 

199 



OJ000403_23.0419.C2 
4321 

TBLASTX: Maize 

1170 

372 



OJ000403_23.0419.C2 
4321 

TBLASTX: Wheat 

1385 

380 



OJ000403_23.0419.C2 
4321 

TBLASTX: Wheat 
1968 
244 

1782, 1842. .1964, 1843. .1968 
OJ000403 23. 0419. C2 



Seq. ID 
Strand 
End 

Method 
End ■ 
. Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



55984 Seq. ID 
117182 Strand 
1 End 
OJ0004 03_23 . 04 19 . C2 . o2 . gs Method 
2603 . End 
none , Score 
2603. .2717, 2918. .3010, 3060. .4321 

55985 Seq. ID 



4321 

TBLASTX: Maize 

1980 

183 



OJ000403_23.0419.C2 

4321 
GENSCAN 
4321 
.84 



OJ000403 23. 0419. C3 



56488 




Gene No. 


117183 








Strand 


+ 




Start 


1402 








End 


4318 




Name 


OJ000403_23 


.0419. 


C3.ol . 


gs 


Method 


GENSCAN 




Start 


1402 








End 


4318 




GI 


none 








Score 


.76 




Exons 


1402 . . 1665, 


.,3336 . 


. 4010, 


.^4012. 


.4318 






Seq. No. 


55985 








Seq. ID 


OJ000403_23. 0419 


. C3 


Gene No. 


117183 








Strand 


+ 




Start 


1402 








End 


4318 




Name 


OJ000403_23 


.0419. 


C3.ol. 


np 


Method 


AAT/NAP 




Start 


1517 








End 


4315 




GI 


5777632 








Score 


1862 




Exons 


1517 . . 1665, 


3336. 


.4315 










GI Descrip. 


(AJ245900) 


CAA3037-20.1 


protein [Oryza 


sativa] 




Seq. No. 


55985 








Seq. ID 


OJ000403 23.0419 


.C3 


Gene No. 


117183 








Strand 


+ 




Start 


1402' • 








End 


4318 




Name 


OJ000403_23 


.0419. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1583 








End 


3960 




GI 


none 








Score 


68 




Exons 


158,3 . . 1666, 


3349. 


. 3552, 


3351. 


.3557, 3580. .3960 




Seq. No. 


55985 








Seq. ID 


OJ000403_23.0419 


.C3 


Gene No. 


117183 








Strand 


+ 




Start 


1402 








End 


4318 




Name 


OJ000403_23 


.0419. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3349 








End 


4096 




GI 


none 








Score 


160 




Exons 


3349. . 3552, 


3378. 


.3551, 


3634. 


.4014, 3658. .3750, 3873. .4010 




4016 . .4096 














Seq. No. 


55985 








Seq. ID 


OJ000403_23.0419 


.C3 


Gene No. 


117183 








Strand 


+ 




Start 


1402 








End 


4318 




Name 


OJ000403_23 


\ 0.419. 


C3.ol. 


ts. 


Method 


TBLASTX: Soybean 




Start 


3349 








End 


4084 




GI 


none 








Score 


189 




Exons 


3349. . 3573, 


3631. 


.3960, 


4013. 


.4084 






Seq. No. 


55985 








Seq. ID 


OJ000403_23.0419 


.C3 


Gene No. 


117183 








Strand 


+ 




Start 


1402 








End 


4318 




Name 


OJ000403 23 


.0419. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3349 








End 


3557 




GI 


none 








Score 


196 




Exons 


3349. .3552, 


3366. 


.3557 










Seq. No. 


55986 








Seq. ID 


OJ000403_23.0419 


.C4 


Gene No. 


117184 








Strand 


+ 




Start 


483 








End 


644 




Name 


OJ000403 23 


.0419. 


C4.ol. 


gs 


Method 


GENSCAN 




Start 


'483 








End 


644 




GI 


none 








Score 


.89 




Exons 


483. .549, 577. .644 











56489 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55986 

117185 

1636 

OJ000403_23.0419.C4.o2.gs' 

1636 

none 



Seq. ID OJ000403_23.0419.C4 
Strand 

End 3929 - 

Method GENSCAN 

End 3929 

Score .42 



1636. .1701, 1866. .2000, 3281. .3495, 3800;. 3929 



55987 

117186 

1 

OJ000403_23. 0419.C5.ol.np 
1 

5777631 



Seq. ID OJ000403_23.0419.C5 

Strand + 

End 2182 

Method AAT/NAP 

End 2182 

Score 1180 



1..68, 576. .663, 1509. .1641, 1742. .2182 
(AJ245900) CAA303719.1 protein [Oryza sativa] 



55987 

117186 

1 

OJ000403_23.0419.C5.ol.tm 
2 

none 



Seq. ID OJ000403_23.0419.C5 

Strand." + 

End 2182 

Method TBLASTX : Mai ze 

End 2119 

Score 99 



2. .67, 3. .68, "9. . 68,. 539. .664, 540. .665, 556. .666, 564. .665 
1510. .1662, 1511. .1642, 1733. .1843, 1740. .1835, 1785. .2060, 
1826.. 2062, 1826.. 2065, 2024.. 2119, 2055.. 2096 ■ 



Seq. No. 55987 

Gene No. 117186 

Start 1 

Name OJ000403_23 . 04 19 . C5 . ol . ts 

Start 2 

GI none 
Exons 



Seq. ID OJ000403_23.0419.C5 

Strand + 

End 2182 

Method TBLASTX : Soybean 

End 2093 

Score 104 



2. .67, 3.-68, 540. .659, 548. .658, 1507. .1662, 1508. .1642, 
1525. .1662, 1733. .1789, 1740. . 1847, 1826. .2011, 18-27. .2015, 
2009. .2083, 2010. .2093 



Seq. No. - 55987 

Gene No. 117186 

Start 1 

Name OJ000403_23 . 04 19 . C5 . ol . gs 

Start 576 

GI none 

Exons 576.. 663, 1509.. 1641, 1742, 



Seq. ID OJ000403_23.0419.C5 

Strand + 

End 2182 * 

Method GENSCAN 

End 1892 

Score .73 
,1892 * . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55987 
117186 
1 

OJ0004 03_23.0419.C5.ol.tc 
1507 
none 



Seq. ID OJ000403_23.0419.C5 
Strand + 

2182 

TBLASTX: Cress 
1960 
146 



End • 
Method 
End 
Score 

1507. .1653, 1508. .1642, 1519. .1650, 1739. .1795, 1740. .1799, 
1826. .1960, 1827.. 1958 



Seq. No. 
Gene No. 
Start 



55987 

117186 

1 



Seq. ID OJ000403_23.0419.C5 
Strand + 
End 2182 



56430 



Name 

Start 

GI 

Exons 



OJ0004 03_23 . 04 1 9 . C5 . ol . tw Method TBLASTX : Wheat 

1555 End 1921 

none Score 107 

1555. .1662, 1559. .1642, 1561. .1662, 1733. .1867, 1740. .1868, 
1741. .1869, 1868. .1921, 1869. .1919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000403_23~~.0419.C5 

Strand + 

End 2182 

Method TBLASTX : Wheat 

End 2116 

Score 183 

1923. .2060, 1923. .2060, 1925. .2062, 1925. .2062, 2056. .2076, 
2093. .2116 



55987 

117186 

1 

OJ000403_23.0419.C5.o2.tw 

1923 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Desci;ip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000403_23.0419.C5 

Strand + 

End 2182 

Method AAT/GAP ' 

End 2182 

Score 478 



55987 
117186 
1 

OJ0004 03_23.0419.C5.ol.gp 
1928 

13954_1.R1084 
1928. .2182 

' 5777630/emb | CABS 34 91 . 1 1 8.0e-15 (AJ245900) CAA303718.1 protein 
[Oryza sativa] 1 



55988 

117187 

211 

OJ0004 03_23.0419.C6.ol.gs 

211 

none 

211. .219, 1160. . 1288 



Seq. ID OJ000403_23.0419.C6 

Strand + 

.End 1288 

Method GENSCAN 

End 1288 

Score . 61 



Seq. No. 55989 \ . 

Gene No. 117188 

Start 1 

Name 0 J0004 03_23 . 04 1"9 . C7 . ol . gp 

Start 1 

GI 2311623 

Exons 1..27, 95.. 241 

GI Descrip. 5777 630/emb | CAB534 91 . 1 ! 8.0e-15 (AJ245900) CAA303718.1 protein 
[Oryza sativa] 



Seq. ID OJ000403223.0419.C7 
Strand '+ 

724 

AAT/GAP 
241 
216 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



55989 
117188 
1 

OJ0004 03__23 . 04 19 . C7 . ol . np 
1 

5777630 
1..548 

(AJ245900) CAA303718.1 protein [Oryza sativa] 



Seq. ID OJ000403_23.0419.C7 

Strand + 

End 724 

Method AAT/NAP 

End '548 

Score 923 



55989 • 
117188 
1 

OJ000403_23.0419.C7.ol.tc 
51 



Seq. ID OJ000403_23.0419.C7 

Strand + 

End 724 

Method TBLASTX : Cress 

End 527 



56491 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none ' Score 50 . 

51. .107,*\L08. .191, 122.. 178, 200.. 487, 201.'. 527 



55989 

117188 

1 

OJ000403_23.041'9.C7 .ol.gs 

114 

none 

114. .547,- -718. .724 

55989 

117188 

1 

OJ000403_23.0419.C7.ol.ts 

143 

none 



Seq. ID OJ000403_23.0419.C7 

Strand + 

End 7.24 

Method GENS CAN 

End 724 

Score . 65 



Seq. ID OJ000403_23.0419.C7 

Strand + 

End 724 

Method TBLASTX : Soybean 

End 530 

Score 79 



143. .196, 144. .197, 201. .530, 203. .490, 453. .503 



Seq. No. 55989 

Gene No. 117188 

Start 1 

Name OJ000403_23 . 04 19 . C7 . ol . tm 

Start - 222 • 

GI none 

Exons ' 222. .551, 227. .628, 421. .552 



Seq. ID OJ000403_23.0419.C7 

Strand + 

End 724 

Method TBLASTX : Mai ze 

End 628 

Score 4 41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



55990 
117189 
1259 

OJ000403_23.0419.C8 .ol.gp 
1259 

790_1.R1084 
1259. . 1644 

'2425101 0.0e+00 (AF019743) cationic peroxidase [Oryza sativa] 1 



Seq. ID OJ000403_23.0419.C8 
Strand 

End 164 4 

Method AAT/GAP 

End 164 4 

Score 768 



55990 
117190 
1565 

OJ000403_23.0419.C8.ol.np 
1565 
5777629 
1565. .1644 

(AJ245900) CAA303717.1 protein [Oryza sativa] 



Seq.-. ID OJ000403_23. 0419.C8 
Strand 

End 1644 

Method AAT/NAP 

End 164 4 

Score 120 



55991 
117191 
1 

OJ000403_23.0419.C9.ol.np 
1 

5777629 
1..24, 112. .374 

(AJ245.900) CAA303717 . 1 protein [Oryza sativa] 



Seq. ID OJ000403_23.0419.C9 
Strand 

End 438 

Method AAT/NAP 

End 374 

Score 426 



55991 

117191 

1 



Seq. ID OJ000403_23.0419.C9 

Strand 

End 438 



56492 



Name 


. OJ000403 23.0419.C9/ol.ts 


Method 


rp T") T TV O — V • 

TBLASTX : 


Soybean 


Start 


102 


End 






GI 


none 


Score 






Exons 


102. .332, 145. .162, 217. .339 






Seq. No. 


55991 


Seq. ID 


OJ000403 


_23.0419.C9 


Gene No. 


• 117i91* 


Strand 






Start 


1 


End 


4 Jo 




Name 


OJ000403 23.0419.C9.ol.tm 


Method 


i tJLAo 1 A : 


Maize 


Start 


114 


End 


OTA 

JoU 




GI 


none 


. Score 


14 O 




Exons 


114. .326, 139. .330 








beq. no. 


55991 


Seq. ID 


UO UUU4 U J 


do . U4 1 y . L,y 


Gene No. 


117191 


Strand 






Start 


1 


End 


438 




Name 


OJ000403 23.0419.C9.ol.gp 


Method 


AAT/GAP 




Start 


137 


End 


438 




GI 


TQA 1 D1HQ/I 

/ j U 1 . K1U o 4 


Score 


526 




Exons 


1377.438 








GI Descrip. 


'2425101 0.0e+00 (AF019743) 


cationic peroxidase 


[Oryza sativa 


Seq. No. 


55992 


Seq. ID 


OJ000403 


_23.0419.C10 


Gene' No. 


117192 


Strand 


+ 




Start 


687 v 


• End 


840 




Name 


OJ000403 23.0419.C10.ol.gs 


' Method 


GENSCAN 




Start 


687 


End 


824 




GI 


none 


Score 


.44' 




Exons 


687. .824 








Seq. No. 


55992 


Seq. ID 


OJ000403 


Z5 . 04 19 . C10 


Gene No. 


117192 


Strand 


+ 




Start 


687 


End 


840 




Name 


OJ000403 23.0419.C10.ol.np 


Method 


AAT/NAP 




Start 


707 


End 


840 




GI 


5777634 


Score 


178 




Exons 


707. .840 








GI Descrip. 


(AJ245900) CAA303722.1 protein [Oryza 


sativa] 




Seq. No. 


55993 


Seq. ID 


OJ.000403 


Zo . (J 4 i y . CI 1 


Gene No . 


117193 


Strand 


+ 




Start 


1 


End 


3401 




Name 


OJ000403 23.0419.Cll.ol.np 


Method 


AAT/NAP 




otart 


1 


End 


3081 




GI 


5777634 


Score 


1242 




Exons 


1..41, 932. .1046, 1367. .1441 


, 1613.. 1797, 2354. 


o c c o 




2.901.. 2949, 3010.. 3081 








bl Descrip. 


(AJ245900) CAA303722.1 protein [Oryza 


sativa] 




o e q . in o . 


55993 


Seq. ID 


OJ000403 


_23.0419.C11 


Gene No. 


117193 


Strand 


+ 




Start 


1 


End 


3401 




Name 


OJ000403 23.0419.Cll.ol.gs 


. Method 


GENSCAN 




Start 


621 


■ End 


3084 




GI 


none 


Score 


.79 




Exons 


621. .643, 1367. .1441, 1677.. 


1797, 2298 


..2325, 2354. .2663, 



2901. .2949, 3010. .3084 



56493 





Seq. No. 


55993 






Seq. ID 


OJ000403_23. 0419. Cll 




Gene No. 


117193 






Strand 


+ 




Start 


1 






End 


3401 




Name 


OJ000403_23 


.0419. 


Cll . ol .gp 


Method 


AAT/GAP 




Start 


2762 






End 


3401 




GI 


3761581 






Score 


768 




Exons 


2762. .2837, 


3010. 


.3401 








GI Descrip. 


5777612/emb 


I AJ245900. 1 IOSA245900 0.0e+00 Oryza sativa chromosome 






4 BAC q3037 


-207F1 


complete genome 






Seq. No. 


55993 






Seq. ID 


OJ000403_23. 0419. Cll 




Gene No. 


117194 






Strand 






Start 


4058 






End 


4231 




Name 


OJ000403_23 


.0419. 


Cll . ol . tm 


Method 


TBLASTX: Maize 




Start 


2341 






End 


3057 




GI 


none 






Score 


158 




Exons 


2341 . . 2520., 


2356. 


.2478, 2397. 


.2522, 2576.. 2662, 2577.. 2663, 






2587 . . 2664, 


2589 . 


.2663, 2781. 


.2864, 2783.. 2857, 3004.. 3057, 






3009 . . 3056 












Seq. No. 


55993 






Seq. ID 


OJ000403_23. 0419. Cll 




Gene No. 


117194 






Strand 




* S3. 


Start 


4058 * 






End 


4231 


^ =3" 


Name 


OJ000403 23 


.0419. 


Cll.o2.gs 


Method 


GENS CAN 




Start 


4058 






End 1 


4231 


f j| 


GI 


none 






Score 


.98 


H 


Exons 


4058 . . 4231 












Seq. No. 


55994 






Seq. ID 


OJ000403_23.0419.C12 




Gene No. 


117195 






Strand 


+ 




Start 


2774 






End 


6472 




Name 


OJ000403 23 


.0419. 


C12.o2.gs 


Method 


GENSCAN 


f 


Start 


2774 






End 


6241 


■- S 


GI 


none 






Score 


.7 




Exons 


2774. .2890, 


3246. 


.3343, 3818. 


.3948, 4035. .4063, 5121. .5186, 



5431.. 5538, 5767.. 5832, 5939 , : . 6008 , 6160.. 6241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000403_23.0419.C12 
+ 



55994 S£q. ID 

•117195 Strand 
2774 End 6472 

OJ0004 03_23 . 0419. C12 . ol . gp Method AAT/GAP 
3260 End 6472 

14603_1.R1084 Score 1363 

3260. .3343, 3818. .3948, 4035. 
5767. .5832, 5939. .6059, 6160. .6241, 6375. .6472 
, 4033424/sp|O48556|IPYR_MAIZE 1 . Oe-115 SOLUBLE INORGANIC 
PYROPHOSPHATASE (PYROPHOSPHATE PHOSPHO-HYDROLASE) (PPASE) 
>gi_2668746 (AF034947). inorganic pyrophosphatase [Zea mays] 1 



.4063, 5121.. 5186, 5431.. 5538, 



55994 

117195 

2774 

OJ0004 03_23.0419.C12.o2.np 

3822 
4033424 



Seq. ID OJ000403_23.0419.C12 



Strand 
End 

Method 

End 

Score 



+ 

6472- 
AAT/NAP 
6414 
833 



3822. .3948, 4035. .4063, 5121. .5186, 5431. .5538, 5767. .5832, 



56494 



5939,. 6059, 6160. .6241, 6375. .6414 
GI Descrip. SOLUBLE INORGANIC PYROPHOSPHATASE (PYROPHOSPHATE 

PHOSPHO-HYDROLASE) (PPASE) gi 12668746 (AF034947) inorganic 
pyrophosphatase [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55994 Seq. ID 

117196 Strand 

1 End 

OJ000403_23.0419.C12.ol.np Method 

1 End 

6063557 Score 



OJ000403_23.0419.C12 

6448 
AAT/NAP 
4989 
231 



1..69, 1281. .1523, 1772. .1893, 4956. .4989 

(AP000615) similar to dJ522J7 v 2 (Z98885) [Oryza sativa] 



Seq. No. 55994 

Gene No. 117196 

Start 1 

Name OJ000403_23 . 04 1 9 . C12 . ol . gs 

Start 8 ■ 

GI none 

Exons 8. .199, 348. .507, 1298. .1345, 



OJ000403_23.0419.C12 

6448 
GENSCAN 
2184" 
.85 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1390. .1523, 1991. .2184 



Seq. No. 
= ;? Gene No . 

'Start 
[■Tl Name 
= y Start 

*5 GI 

! ~ ; Exons 



55994 

117196 . . 

1 

OJ000403_23.0419.C12.ol.tm 

3813 

none 

3813. .3857, 3816. .3950, 3819. 

4030. .4065, 4030. .4074, 4034. 

5121. .5189, 5425. .5538, 5428. 

5764. .5832, 5765. .5833, 5933. 

5937. .6062, 6162. .6242, 6163. 

6375. .6437, 6376. .6438, 6380. 



Seq. -ID 
• Strand 
End 

Method 

End 

Score 
.3857,- 3854 
.4078, 5120 
.5538, 5430 
.6058, 5933 
.6240, 6183 
.6448 



OJ000403 23.0419.C12 



6448 

TBLASTX: Maize 
6448 
53 

3958, 3883.. 3951, 

5188, 5121.. 5252, 

5540, 5760.. 5831, 

6058, 5937.. 6062, 

6245, 6372.. 6437, 



Seq. No. 55994 

Gene No.- 117196 ;■. 

Start. 1 

Name OJ000403_23 . 0419 . C12 . ol . tc 

Start 3831 
GI none 

Exons 3831.. 3956, 3857.. 3958, 3876. 

5121. .5252, 5121. .5189, 5428. 
5760. .5828, 5764. .5832, 5788. 
5934.. 6062, 6162.. 6242, 6163. 



Seq. ID 
■ Strand 
End 

Method 
End 
Sco.re 



OJ000403 23..0419.C12 



6448 

TBLASTX: Cress 
6242 
162 

3986, 40.30.. 4074, 5120.. 5188, 
5538, 5430. .5561, 5430. .5540, 
5832, 5932. .6057, 5933. .6058, 
6240 



Seq. No. 55994 
Gene No. 117196 
Start 1 

Name OJ0004 03_23 . 04 1 9 . C12 . ol . ts 

Start 3869 
GI none 

Exons 3869.. 3949, 3870.. 3950, 4030, 

5121. .5252, 5428. .5538, 5428, 
5742.. 5828, 5764.. 5832, 5764. 
5933. .6058, 6160. .6219, 6162, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000403 23.0419.C12 



6448 

TBLASTX : Soybean 
6242 
128 

,4074, 4034. .4066, 5120. .5185, 
.5538, 5433. .5540, 5433. .5540, 
,5832, 5932. .6057, 5933. .6058, 
,6242 



56495 






Seq. No. 


55994 






Seq. ID 


OJ000403 


_23.0419.C12 




Gene No. 


117196 • 






Strand 








Start 


1' 






End 


6448 






Name 


OJ000403 23 


. 0419 .C12 . ol 


. tw 


Method 


TBLASTX : ' 


Wheat 




Start 


5458 






End 


6417 






GI. . 


none , 






Score 


135 






Exons 


54 58. .5538, 


5458. .5538, 


5462 


..5563, 5760. .5828, 


5764. .5832, 






5764. .5832, 


5765. .5833, 


5766 


..5834, 5890. .6057, 


5933. .6058, 






5934. .6059, 


6160. .6237, 


6162 


..6242, 6197. .6241, 


6372. .6416, 






6376. .6417 














Sea No. 


55995 






Seq. ID 


OJ000403 


23. 0419.C15 




Gene No. 


117197 






Strand 


+ 






Start 


1055 






End 


2495 






Name 


OJ000403 23 


.0419.C15.ol 


.gs 


Method 


GENSCAN 






Start 


1055 






End 


2495 








none 






Score 


.46. 






Exons 


1055. .1076, 


2401. .2495 












Seq. No. 


55995 






Seq. ID 


OJ000403 


23. 0419.C15 




Gene No. 


117198 






Strand ■ 








Start 


3560 






End 


4219 






Name 


OJ000403 23 


.0419.C15.o2 


.gs 


Method" 


GENSCAN 




*z 


Start . 


^3560 ' 






End 


4219 




; 1 


GI 


hone 






Score 


.52 




En 


Exons 


3560. .3946, 


41G6. .4219 










nr 
f i 


Seq. No. 


55996 






Seq. ID 


OJ000403 


_23.0419.C16 


s . ; ' 


Gene No . 


117199 






Strand 


+ 




St 


Start 


1 






End 


2913 






Name 


OJ000403 23 


.0419.C16.ol 


,np 


Method 


AAT/NAP 




! y 


Start 


1 






End 


269 






GI 


7248393 






Score 


246 






Exons 


1. .269 














GI Descrip. 


(AP001389) 


hypothetical 


protein [Oryza 


sativa] 






Sea No 


55996 






Seq. ID 


OJ000403 


23 0419 C16 




Gene No. 


117199" 






Strand 


+ 




f ^ 


Start 


1 






End 


2913 






Name 


OJ000403 23 


.0419.C16.ol 


.gs 


Method 


GENSCAN 






Start 


72 






End 


2817 






GI 


none 






Score 


.66 






Exons 


72. .141, 195. .276, 543. 


.582, 


753. .2817 








Seq. No. 


55996 






Seq. ID 


OJ000403 


_23.0419.C16 




Gene No. 


117199 






Strand 


+ 






Start 


1 






End 


2913 






Name 


OJ000403 23 


.0419.C16.o2 


.np 


Method 


AAT/NAP 






Start 


2412 






End 


2913 






GI 


7248394 






Score 


490 






Exons 


2412. .2913 














GI Descrip. 


(AP001389) ; 


ESTs C97394 (C60113) ,AU075824 (R0165) , D38985 (R0165 ) 



correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



56496 



# 



Seq. No. 55996 

Gene No. 117199 

Start 1 

Name OJ0004 03_23 . 04 19 . CI 6 . ol . ts 

Start 2556 

GI none 

Exons 2556.-2894 



Seq. ID OJ000403_23.0419.C16 

Strand *. '+ 

End 2913 

Method TBLASTX : Soybean 

End 2894 

Score 195 



Seq. ID OJ000403_23.0419.C17 

Strand + 

End 2334 

Method AAT/NAP 

End 2334 

Score 1354 



Seq. No. 55997 
Gene No. 117200 
Start 1 

Name OJ0004 03_23 . 0419 . C17 . ol . np 

Start 1 
GI 7248394 
Exons 1..252, 520.. 1563, 2261.. 2334 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 ( R01 65 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol pblyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 55997 
Gene No. ' 117200 
Start . - 1 v; 

Name OJ0004 03_23 . 0419 . C17 . ol . gs 

Start 84 

GI none 

Exons 84.. 2226 



Seq. ID OJ000403_23.0419.C17 

Strand + 

End 2334 

Method GENS CAN 

End 2226 

Score .86 



Seq. No. 55997 

Gene No. 117200 

Start 1 

Name OJ000403_23. 0419 .C17 .o3 . ts 

Start 222 

GI none 

Exons ' 222. .446, 233. .412, 453. .587 



Seq. ID OJ000403_23. 0419.C17 

Strand + 

End 2334 

Method TBLASTX : Soybean 

End 587 

Score 143 



%1 Seq. No. 55997 -* - 

fi Gene No. 117200 

Start 1 
%e * Name - OJ000403_23 . 0419.C17 .ol . tw 

Start 383 

GI none 

Exons 



Seq. ID OJ000403_23.0419.C17 

Strand + 

End 2334 

Method TBLASTX : Wheat 

End . 788 

Score 80 



383. .430, 384. .440, 435. .788, 443. .745, 447. .785 



Seq. No. 55997 

Gene No. 117200 

Start 1 

.Name OJ000403_23 . 0419 . C17 . o2 . tm 

Start 438 

GI none 

Exons 438. .656, 438. .614, 443.-655 



Seq. ID OJ000403_23.0419.C17 

Strand + 

End 2334 

Method TBLASTX : Mai ze 

End 656 

Score 285 



Seq. No. . 55997 

Gene No. 117200 

Start 1 

Name OJ000403 23 . 04 19 . C17 . ol . tm 



Seq. ID OJ000403_23.0419.C17 

Strand + 

End 2334 

Method TBLASTX: Maize 



56497 



# 



Start 
GI • ^ 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



657 End 1118 

none Score " 564 

657. .1118, 657. .1046, 992. .1117 



55997 

117200 

1 

OJ000403_23.0419.C17.o2.tw 

789 

none 



Seq. ID OJ000403_23.0419.C17 

Strand + 

End 2334 

Method TBLASTX : Wheat 

End 1187 

Score 199 



789. .1124, 806. .916, 1104. .1187 



55997 

117200 

1 

OJ000403_23.0419.C17 .ol.ts 

804 

none 



Seq. ID OJ000403_23.0419.C17 

Strand + 

End 2334 • 

Method TBLASTX : Soybean 

End 127 4 

Score 222 



804. .1085, 842. .916, 1086. .1274, 1130. .1261 



55997 

117200 

1 

OJ000403_23.0419.Ci-7 :o2.ts 

1424 

none 



Seq. ID OJ000403_23.0419.C17 

Strand- + 

End 2334 

Method TBLASTX : Soybean 

End 1837 * *' - ... 

Score 143 



1424....-1576, 1425.. 1562, 1583.. 1666, 1584.. 1835, 1699.. 1734, 
1715.'. 1837 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55997 

117200 

1 

OJ0004 03_23. 0419.C17.o3.tw 

1470 

none 



Seq. ID OJ000403_23.0419.C17 

Strand + 

End 2334 

Method TBLASTX : Wheat 

End 1868 

Score 70 



1470. .1553, 1599. .1868, 1610. .1750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'55998 
117201 
1953 

OJ0004 03_23.0419.C19.o2.np 

1953 

7340868 



Seq. ID OJ000403_23.0419.C19 

Strand + 

End 5094 

Method AAT/NAP 

End 5094 

Score 40 



1953. .1999, 3747. .3861, 5005. .5094 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. No. 55998 

Gene No. 117201 

Start 1953 

Name OJ000403_23 . 04 19 . C19 . ol . gp 

Start 2651 

GI 38782_1.R1084 

-Exons 2651.. 3128, 3182.. 3209 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. ID. • OJ000403_23.0419.C19 

Strand " ' + 

End 5094 

Method AAT/GAP 

End 3209 

Score 769 



Seq. No. 



55998 



Seq. ID OJ000403_23.0419.C19 



56498 



• 





Gene No. 


117202 




Strand 


- 




Start 


471 




End 


2302 




Name 


OJ000403 23.0419.C19.ol 


. gs 


Method 


GEN SCAN 




Start 


471 




End 


1070 




GI 


none 




Score 


. 99 




Exons 


471. .917,- 1023. .1070 










Seq. No. 


55998 




Seq. ID 


OJ000403 




Gene No. 


117202 




Strand 






Start 


.471 




End 


2302 




Name 


OJ000403 23.0419.C19.ol 


. np 


Method 


AAT/NAP 




Start 


863 




End 


2302 




GI 


6907088 




Score 


1065 




Exons 


863. . 1254, 1753. . 1989, 


2165. 


.2302 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


55998 




Seq. ID 


OJ000403 




Gene No. 


117203 




Strand 






Start 


3950 




End 


5267 




Name 


OJ000403 23.0419.C19.o'3 


. np 


Method 


AAT/NAP 




Start 


3860 




End 


5267 




GI 


5777633 




Score 


410 




Exons 


3860. .3892, 3956. .4188, 


4438 


...4483, 5229.. 5267 


'% -J 


GI Descrip. 


(AJ245900)'- CAA303721.1 ; 


protein [Oryza 


sativa] 


; : e 

T * ' 


Seq. No. 


55998 




Seq. ID 


OJ000403 




Gene No. 


117203 




Strand 




!J 


Start 


3950 




End 


5267 


iy 


Name 


OJ000403 23.0419.C19.o2 


.gs 


Method 


GENSCAN 




Start 


3950 




End 


4483 


f i 1 


GI 


none 




Score 


.68 




Exons 


3950. .4188, 4438. .4483 










Seq. No. 


55999 




Seq. ID 


OJ000403_ 




Gene No. 


117204 




Strand 


+ 




Start 


232 




End 


329 


. *| 


■ Name 


OJ000403 23.0419.C20.ol 


.gs 


Method 


GENSCAN 




Start 


"232 




End 


329 




GI 


none 




Score 


.72 




Exons 


232. .329 










Seq . No . 


56000 




Seq. ID 


OJ000403 




Gene No. 


117205 




Strand 






Start 


480 




End 


1411 




Name 


OJ000403 23.0419.C2l'.ol 


.gs 


Method 


GENSCAN 




Start 


480 




End 


1411 




GI 


none 




- Score 


.66 




Exons 


480. .614, 1187. .1411 










Seq. No. 


56001 




Seq. ID 


OJ000403_ 




Gene No. 


117206 




Strand 


+ 




Start 


70 




End 


8592 




Name 


OJ000403 23.0419.C22.ol 


.gs 


Method 


GENSCAN 




Start 


70 




End 


8235 




GI 


none 




Score 


.57 




Exons 


70. .248, 2707. .2784, 2866. .2987, 3908. 


.4015, 42: 






4695. .4716, 5543. .5629, 


5930 


. .6019, 6090. .6176, 



56499 



7091. .8235 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



56001 

117206 

70 

OJ0004 03_2 3.0419.C22 .ol.np 

5473 
2829910 



Seq. ID OJ000403_23.0419.C22 

Strand- + 

End 8592 

Method AAT/NAP 

End £592' - 

Score 1607 



5473.-5629, 5930. .6019, 6090. .6176, 6265. .6415, 7099. .8592 
(AC002291) Unknown protein, contains regulator of chromosome 
condensation motifs [Arabidopsis thaliana] 



56001 

117206 

70 

OJ000403_23.0419.C22.o2.ts 

5570 

none 

5570.'. 5629, 5572.. 5631, 5929. 
6093.. 6179, 6264 .. 6338,' 6264 . 
7217. .7258, 7243. .7290, 7243. 
7376. .7453 



Seq. ID OJ000403_23.0419.C22 

Strand- + 

End 8592 

Method TBLASTX : Soybean 

End 7453 

Score 96 

.6018, 5931. .6017, 6092. .6175, 
.6329, 6265. .6339, 626?. .6333, 
.7311, 7306. .7359, 7307. .7360, 



rg Seq. No. 

Gene No, 
!J Start 

Name 
FLJ Start 
O GI 
= := Exons 



56001 

117206 

70 

OJ000403_23. 

7143 

none 

7143. .7250, 
7247. .7312 



Seq. ID OJ000403_23.0419.C22 

Strand + 

End 8592 

Method TBLASTX : Mai ze 

End ■ 7312 

Score 134 

7144. .7251, 7145. .7249, 7245. .7301, 7246. .7296, 



0419.C22.o2.tm 



Seq. No. 56001 
Gene No. 117206 
Start 70 

Name OJ000403_23 . 04 19 . C22 . ol . tm 

Start 7397 
GI none 

Exons ■ 7397.. '7990, 7403.. 7897, 7618. 

8006. .8203, 8006. .8140 



Seq. ID OJ000403_23.0419.C22 

Strand + 

End 8592 

Method- TBLASTX : Mai ze 

End .8203 

Score "747 v 

.7989, 7792..7983, 8005. .8040, 



Seq. No. 56001 
Gene No. 117206 
Start 70 

Name OJ000403_23 . 04 19 . C22 . ol . tc 

Start 7421 
GI none 

Exons '" 7421.. 7558, 7460.. 7561, 7514. 

7790.. 7822, 7810.. 7920, 7811. 
8000.. 8257, 8005.. 8250, 8006, 



Seq. ID OJ000403_23. 04.19. C22 

Strand + 

End 8592 

Method TBLASTX: Cress 

End 8257 

Score 61 . . 

.7699, 7616.. 7699, 7742.. 7882, 
.7978, 7934. .8020, 7963. .7989, 
.8218, 8006.. 8065, 8009. .8257 



Seq. No. 56001 Seq. ID 

Gene No. , 117206 Strand 

Start 70 End 

Name OJ000403_23 . 04 19 . C22 . ol . ts Method 

Start 7454 End 

GI none Score 



OJ000403_23.0419.C22 
+ 

8592 

TBLASTX : Soybean 

8218 

150 



56500 



Exons 


lyl C/|, T^CLT 


/ D 4 O . . / jOU/ 


/Dob. 


.7738, 7670. .8011, 




oUUj . . olUJ, 


oUUb. . o 1 4 U , 


oni q 


.8041, 8135. .8218 


beq. no. 








Seq. ID 


OJ000403 


Gene No. 


117207 






Strand 


+ 


Start 


1 t . 






End- 


146 


Name 


L>u U U U 4 U .3 Z .3 


ClA 1 Q CO A r\'\ 


.rip 


Method 


AAT/NAP 


btart 


i 
1 






End 


146 


bl 


f Dz Jd 1Z 






Score 


184 


Exons 


1 , .14b 










GI Descrip. 


/7\nnni coo \ 


hypothetical 


protein [Oryza 


sativa] 


beg. no. 


D DUUj 






Seq. ID 


OJ000403 


Gene No. 


117208 






Strand 


- 


Start 


1 






End 


388 


Name 


UJ U U U 4 U o 


. U4iy.L-zD.01 


.np 


Method 


AAT/NAP 


b tart: 


1 






End 


388 


bl 


/ z 4 o o y J 






Score • 


158 


Exons 


1 "5 Q Q 










GI Descrip, 


{J\F U U 1 j£3 y J 


V*\ t tv\ v"\ 4~ V"i ^ 4" 1 I 

nypoLnecicai 


protein [Oryza 


sat i va ] 


Seq. No. 


56003 






Seq. ID 


OJ000403 


Gene No. 


117208 






Strand 


- 


btart 


-i 

X 






End 


388 


Name 


OJUUU4UJ 


. U4 1 y . Lzd . Ol 


.gs 


Method 


GENSCAN 


Start 


O 1 






End 


388 


GI 


none 






Score 


.45 


Exons 


oi o o o 










Seq. No. 


D bUUo 






Seq. ID 


OJ000403 


Gene No. 


117209 






Strand 


- 


Start 


435 






End 


559 


Name 


r> t n n n / n o o o 
UJ UUU4UJ 


. u 4 1 y . d . oz 


.np 


Method 


AAT/NAP 


Start 


4 JO 






End 


559 


01 


/ J 4 Uo bo 






Score 


61 


Exons 


4 jj . . o o y 










GI Descrip. 




hypothetical 


protein [Oryza 


sat iva ] 


Seq. No. 


56004 






Seq. ID 


OJ000403 


Gene No. 


117210 






Strand 


- 


b mar u 


1 A Q 
1 4 O 






End 


303 


Name 


UJ UUU4UJ Z j 


H/11Q POO «1 

. U4 1 y . Uzo . Ol 


.gs 


Method 


GENSCAN 


C4- T vf 

btart 


1 4 o 






End 


303 




none 






Score 


.44 


Exons 


1 4 o . . jUj 










Seq. No.. 


56005 






Seq. ID 


OJ000403 


Gene No. 


117211 






Strand 


+ 


Of >- 4- 

b car t 


0 J 






End 


373- 


Name 


UJUUU4UJ Zj 


Ail 1 Q POO rtl 

. U4 i y . Lz y . oi 


.gs 


Method 


GENSCAN 


Start 


c o 
0 J 






End 


373 


GI 


none 






Score 


.54 


Exons 


53. .373 










Seq. No. 


56006 






Seq. ID 


OJ000403 


Gene No. 


117212 






Strand 


+ 


Start 


3858 






End 


5029 



56501 





Name 


ninnn/i m 9*3 q ^9 


gs 


Method 


P TP M C r* 7\ M 




C -) , ><- 4- 


OQCQ 
JOJO 




Tri si 

£jT\Q. 


R n 9 Q 

ouz y 




P T 


none 




Score 






Exons 


^fi^ft 4fl97 A0A1 4^RR 


4 0 OZ . 


. o u z y 






Seq. No. 


56006 




Seq. ID 


OJ000403 




Gene No. 


117213 




Strand 


+ 




Q 4- 0 v-4- 


R994 




End 


6172 




Name 


pi Tnrin/j n "3*.- 0 9 n/ii q p^n /-\9 
UJUUU4 u j • z j . U4 1 y . u ju .00 . 


gs 


Method 


GENSCAN 




C 4- -1 v*4- 


coo/ 
OZZ ft 




End 


6172 




p t 


none 




Score 


.55 




Exons 


R99A R^£fi R^^d 


jOUD . 


.5820, 5965.. 6172 




Seq. No. 


56006 




Seq. ID 


OJ000403 




Gene No. 


117214 




Strand 






Of 3 V+- 


DZO 




End 


1315 




Name 


uuuuu^uo Zj.ufiiy.tju.oi. 




Method 


GENSCAN 






DZO 




End 


1254 




p t 


none 




Score 


.93 




HiXons 


DZO . . ±Z34 










beq . no . 


0 DUU D 




Seq. ID 


OJ000403 




Gene No. 


117214 




Strand 






Start 


.628 




'"End 


1315 




Name 


UJUUU4UO ZO . Uft 1 y . LjU . OX . 


np 


Method 


AAT/NAP 


. ^ 


otart 


DJl 




End 


1233 




P T 


/ joz / y 1 




Score 


550 


fu 


Exons 


OOl . . izoo 








r "3 


GI Descrip. 


(ALiIjoojo; noauiin-liKe 


protein [Arabidopsis th. 


1 : I 

V XT 


Seq. No. 


56006 




Seq. ID 


OJ000403 




Gene No. 


117214 




Strand 




f ; : 


Of n v-4- 


oz 0 




End ' 


1315 




Name 


PiTnnn/in'5 99 n/i 1 q p'ln ^1 
uuuuu^t u j Zj.u^iy.bju.oi. 


ts 


Method 


TBLASTX : , 






oou 




-End 


1176 




p t 


none 




Score 


62 


^ J 


Exons 


£^0 P47 QAQ 1 17^ Q71 

dju . . 04 / , y*iy..j.x/o, y/i 


. .1126 




-- 


0 c *^ • rnj • 


JOUUU 




Seq. ID 


OJ000403 




Gene No. 


117214 




Strand 






Start- 


628 




End 


1315 




Name 


OJ000403 23.0419.C30.ol. 


tm 


Method 


TBLASTX:! 




Start 


802 




End 


1191 




GI 


none 




Score 


35 




Exons 


802. .843, 824. .844, 946. 


.1191 


, 974. .1126, 1141. 



Seq. No. 56006' 
Gene No. 117214 - 

Start 628 

N ame 0 JO 0 0 4 0 3_2 3 . 0 4 1 9 . C 3 0 . o 1 . gp 

Start 934 
GI 15915JL.R1084 
Exons 934.. 1315 

GI Descrip. ' 128405/sp | P16313 | N021_SOYBN 1.0e-24 NODULIN 21 (N-21) 
>gi_99942_pir S08632 nodulin-21 - soybean 

>gi_18 694__emb_CAA34 506_ (X16488) nodulin-21 {AA 1-201) [Glycine 
max] 1 



Seq. ID OJ000403_23.0419.C30 
Strand 

End 1315 

Method AAT/GAP 

End 1315 

Score 701 



56502 



Seq. No. 


56006 


Seq. ID 


OJ000403_23.0419. 


C30 


Con d Mo 


1 1 791 4 

X 1 f £. X *i 


O L. X CtilLi 






oLdl L 






1 -51 c; 
1 ji j 




Name 


OTnnrizin^ 9^ 04iQ p^n ni r<^ 


i v ie Li 100. 


TRT H Q TY - Pr-oc c; 








EjI 1U 


1 1 67 
X X 0 / 




bjl 


none ■ 


Score 


1/0 




Exons 


Qfil 1167 Q 7 4 119 6 








Qe^rr Mo 




Seq. ID 


OJ000403_23.0419. 


C31 


Gene No. 


117215 


Strand 


+ 




Start 


1 


End 


4710 




Name 


0,100040^ 9^ 041 Q P^l nl rrn 


Method 


AAT/GAP 




jLdl I 


1 ~ 

X 


End 


96 




p,t 

o X 


jjiojij j uiu \c*J rvu o x x 


Score 


180 






1 Q6 










'989QQ94 7 Op-1 Q (AP009991 1 


Unknown protein [Arabidopsis 




tha 1 i ana 1 1 

L.lldXXCLllCt J 








Seq. No. 


56007 


Seq. ID 


OJ000403_23.0419. 


C31 


Gene No. 


117215 


Strand 


+ 




C-l- a r +- 

uldl L 


i 

X 


End 


4710 




Name 


0700040^ 9*3 041Q P^l ol no 

uuuuu4U j ij. U4ij.bji.oi.np 


Method . 


AAT/NAP 




OLclx L 


i — 
i 


End 


480 






9ft 9 QQ9zl 


Score 


"357 




Exons 


1 99 ^ 97ft 4 ft 0 
1. . J, £.10* .flOU 








bl UcSCIip. 


f Z1P0099Q1 ^ rinlrnriLin r^r-o-Ho-i n ' 

Inbuuzz i?i ; unKnown proLcin 


[Arabidopsis thaliana] 




Seq. No. 


56007 


Seq. ID 


OJ000403_23.0419. 


C31 


C2. on q M o 
belle 1NU . 


i i 791 c; 

X X f Z, X J 


Strand 


+ 




C+- -s v-f- 

OUai L 


1 

1 


End 


4710 




Name 


0.700040^ 9^ 0,410, p^i n i o-q 

UUUUU4UJ iJ.UIlj.^Jl.Ol.CJb 


Method 


GENSCAN 




O r o v-f- 
OUdi L 


z? 1 


End 


4710 




PT 


none 


Score 


.68 




Exons 


Q1 460 ^7Q^ ^Q9ft 4R7R 


4710 - 






Seq. No. 


56007 . 


Seq. ID 


OJ000403_23.0419. 


C31 


f^ono Mo 


1 1 7 9 1 S 

XX / 1J 


Strand 


+ 




O L. d. X L 


1 

X 


End 


4710 




ln dint; 


0.70004 0^ 9^ 04 1 Q p^i n 9 n-n 
v»/<juuuiuj z.j» UtIj.v^ji.uz, .yp 


Method 


AAT/GAP 




C-t- 3 r +- 
OLal L 


*3^0 — 
jjy 


End 


547 




GI 


9796^70 


Score . 


390 




Hi AUIlO 


"3^0 S47 








Seq. No.. 


56007 


Seq. ID 


OJ000403_23.0419. 


C31 


ripn o Mo 


117216 


Strand 


+ 






7944 


End 


7861 




Name 


0 70004 0*3 9*3 04 1 Q P^l o9 o-q 
uuuuU'IUj z j . uy i" . bji . uz . yb 


Method 


GENSCAN 




otdi L 


7944 ■ _ 


End 


7861 




P T 
ol 


none 


Score 


.88 




Exons 


7244. .7861 








Seq. No. 


56007 


Seq. ID 


OJ000403_23,0419. 


C31 


Gene No. 


117217 


Strand , 






Start 


1723 


End 


3028 




Name 


OJ000403 23.0419.C31.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


483 





56503 



GI 

Exons 



none Score 116 

1..129, 1..126, 133. .222, 135.. 221, 283. .399, 370. .483 



Seq. No. 56007 

Gene No. 117217 
Start • 1723 

Name 0 JO 0 0 4 0 3_2 3 . 0 4 1 9 . C 3 1 . o 1 . tc 

Start 94 

GI none 
Exons 



Seq. ID OJ000403_23.0419.C31 
Strand 

End 3028 

Method TBLASTX: Cress 

End 483 

Score 156 

94. .222, 108. .221, 307. .366, 346. .366, 397. .483, 4Q8..479 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56007 

117217 

1723 

OJ0004 03_23. 0419.C31.ol . tm 

304 

none 



Seq. ID OJC00403_23.0419.C31 
Strand 

End 3028 

Method TBLASTX : Mai ze 

End 488 

Score 151 



304. .390, 304. .375, 367. .483, 38 : 5,..483, 389. .484, 402.;488 



Seq. No. 56007 

Gene No. 117217 

Start 1723 

Name OJ0004 03_23. 0419.C31 .ol .tw 
Start . 376 

GI none . 
Exons 



Seq. ID OJ000403_23.0419.C31 
Strand 

End 3028 

Method TBLASTX : Wheat ■ 

End 713 ' 

Score 190 



376. .483, 383. .469, 392. .493, 402. .479, 494. .532, 499. .555, 
500. .556, 541..579, 560. .676, 578. .670, 579. .671, 669. .713 



Seq. No. 56007 

Gene No. 117217 

Start 1723 

Name OJ0004 03_23 . 04 19 . C31 . o2 . np 

Start 1723 

GI 6815099 

Exons 1723.. 1852, 2895.. 3028 

GI Descrip. (AP001081) hypothetical protein [Or-yza sativa] 



Seq. ID OJ000403_23.0419.C31 
Strand 

End 3028 

Method AAT/NAP 

End 3028 

Score 97 



Seq. No. 56008 , 

Gene No. 1172*18 

Start 26 

Name OJ0004 03_23 . 04 19 . C32 . o3 . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ000403_23.0419.C32 

Strand + 

End 5383 

Method TBLASTX : Mai ze 

End 340 

Score 108 



1..138, 1..135, 178. .327, 227. .340, 254. .334 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



56008 

117218 

26 

OJ0004 03_23 . 04 19 . C32 . ol . np. 
26 

6598802 



Seq. ID OJ000403_23.0419.C32 

Strand + 

End 5383 

Method AAT/NAP 

End 5383 

Score 639 



26. .484, 1381. .1450, 1548. .1787, 2165. .2250, 2561. .2668, 
2762. .2835, 4355. .4530, 4599. .4694, 5086. .5166, 5276. .5383 
(AF024504) putative protein kinase [Arabidopsis thaliana] 



56008 
117218 



Seq. ID OJ000403_23.0419.C32 
Strand + 



56504 



Start 
Name 
Start 
GI 

Exons 



26 End 5383 

OJ000403_23.0419.C32.ol.gs Method GENS CAN 
52 End 5326 

none Score .74 

52. .143, 229. .408, 660. .761, 1378. .1445, 2151. .2250, 2561. .2668, 
4431.. 4530, 4599.. 4694, 5086.. 5166, 5276.. 5326 



Seq. No. 56008 

Gene No. 117218 

Start 26 

Name OJ000403_23 . 04 19 . C32 . o4 . tm 

Start 1376 

GI none 

Exons 1376.. 1450, 1382.. 1450, 1491. 
1545. .1661 



Seq. ID OJ000403_23. 0419.C32 

Strand + 

End 5383 

Method TBLASTX: Maize 

End 1666 

Score 82 

.1661, 1522. .1659, 1544. .1666, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56008 

117218 

26 

OJ0004 03_23.0419.C32.ol.tc 

1400 

none 

1400. .1444, 1405. .1443, 1536. 
1571. .1660, 2760. .2834, 4353. 
4599.. 4700, 5086.. 5169 

56008 

117218 

26 

OJ000403_23.0419.C32.ol.tw 

2140 

none 

2140. .2253, 2141. .2251, 2148. 
2553.. 2669, 2562.. 2666, 2563. 
2761. .2841, 2770. .2841, 4286. 
4354. .4500 

56008 

117218 

26 

OJ00040,3_23 . 0419. C32 . o2 . tm 

2201 

none 

2201.. 2251, 2203.. 2250, 2552. 
2563. .2676, 2751. .2834, 2762. 

56008 , 

117218 

26 

OJ000403_23.0419.C32 .ol.tm 
4338 
none 
4338. 
•4598, 



Seq.' ID 
Strand 
End 

Method 
End 
Score 

.1658, 1540 
.4517., 4354 



OJ000403_23.0419.C32 
+ 

5383 

TBLASTX: Cress 
5169 
56 

1659, 1553.. 1660, 
4533, 4598. .4696, 



.4514, 4340. .4.528, 4352. 
,4696, 4599. .4700, 4600. 
5268. .5327, 5269..S328, 5273. 



Seq. ID OJ000403_23.0419.C32 

Strand + 

End 5383 

Method TBLASTX : Wheat 

End 4500 

Score 143 

.2273, 2180.. 2272, 2552.. 2665, 
.2691, 2759.. 2833, 2760.. 2834, 
.4318, 4340. .4498, 4353. .4499, 



Seq. ID OJ000403_23.0419.C32 

Strand + 

End 5383 

Method TBLASTX : Mai ze 

End . 2840 

Score 72 

.2668, 2553.. 2669, 2562.. 2669, 
.2833, 2763.. 2840, 2764.. 2835 

Seq. ID OJ000403_23,0419.C32 

Strand + 

End 5383 

Method TBLASTX : Mai ze 

End 5328 

Score 157 

.4528, 4353.. 4532, 4354.. 4533, 
.4701, 5041.. 5169, 5083.. 5169, 
.5326, 5274.. 5327 



Seq. No. 



56008 



Seq. ID OJ000403 23.0419.C32 



.56505 



Gene No. 117218 

Start 26 

Name OJ0004 03_23 . 04 19 . C32 . ol . ts 

Start 4368 

GI none 

Exons 4368.. 4517, 4369.. 4533, 4598. 

5085.. 5159, 5276.. 5326 



Strand + 

End 5383 

Method TBLASTX : Soybean 

End 5326 

Score 204 

.4696, 4599.. 4700, 5083.. 5169, 



Seq. No. 56008 
Gene No. 117218 
Start 26 

Name OJ0004 03_23 . 04 19 . C32 . o2 . tw 

Start 4503 
GI none 

Exons • 4503.. 4532, 4503.. 4532, 4504. 

4599. .4700, 4600. .4731, 4996. 
5085.. 5168, 5272.. 5325, 5276. 



Seq. ID OJ000403_23.0419.C32 

Strand + 

End ^5-383 

Method TBLASTX : Wheat 

End 5337 

Score 53 

.4533, 4596. .4697, 4597. .4695, 
.5160, 5040.. 5168, 5083.. 5169, 
.5326, 5292.. 5330, 5293. .5337 



Seq. No. 56009 . 

Gene No. 117219 

Start 1039 

Name OJ0004 03_23 . 04 19 . C33 . ol . gs 

Start 1039 

GI none • - * 

Exons 1039.. 1284, 1361.. 1438 



Seq. ID OJ000403_23.0419.C33 

Strand + 

End 1484 

Method GENSCAN 

End 1438 

Score .74 



Seq. No. 56009 

Gene No. 117219 

Start 1039 

Name OJ0004 03_23 . 04 19 . C33 . ol . np 

Start 1048 

GI 4895200 

Exons 1048.. 1284, 1361.. 1484 

GI Descrip. (AC007661) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ000403_23.0419.C33 

Strand + 

End 1484 

Method AAT/NAP 

End 1484 

Score 174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56009 

117219 

1039 

OJ0004 03_23>.0419.C33.ol.tm 

1072 

none 



Seq. ID OJ000403_23.0419.C33 

Strand + ■ 

End 1484 

Method TBLASTX: Maize 

End 1481 

Score 79 



1072. .1182,. 1079. .1180, 1108. .129.6, 1116. .1283, 1359. .1436, 
1359. .1436, 1361. .1465, 1449. .1481 



Seq. No. 56010 

Gene No. 117220 

Start 1 

Name OJ000403_23 . 04 19 . C34 . ol . np 

Start 1 .. 

GI 5080805 

Exons 1..60, 972.. 1148 

-GI Descrip. (AC007258) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000403__23.0419.C34 

Strand + 

End. 1148 

Method AAT/NAP 

End 1148 

Score 86 



Seq. No. 56010 

Gene No. 117220 

Start 1 

Name OJ000403_23 . 04 19 . C34 . ol . gs 



Seq. ID OJ000403_23.0419.C34 

Strand + 

End 1148 

Method GENSCAN 



56506 



Start 
GI 

Exons 



922 
none 

922. .1086 



End 1086 
Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



56011 Seq. ID 

117221 Strand 

5344 End 

OJ000303JL4 . 04 19 . C2 . ol . np Method 

5344 End 

6522567 Score 
5344.. 5547, 5635.-6969 

(AL132967) 4-coumarate-CoA ligase-like protein [Arabidopsis 
thaliana] 



OJ000303_14.0419.C2 
+ 

7832 
AAT/NAP 
6969 
1814 



56011 

117221 

5344 

OJ000303_14 . 04 19 . C2 . o2 . gs 

5344 

none 



Seq. ID OJ000303 14. 0419. C2 



Strand 
End 

Method 

End 

Score 



+ 

7832 
GENSCAN 
7832 
. 98 



5344. .5547, 5635. .6983, 7262. .7407, 7444. .7678, 7781. .7832 



56011 

117221 

5344 

OJ000303_14 . 0419 ..C2 . ol . gp 
5857 

2119_1.R1084 

5857. .5909, 5994. .7154 

'3184098/emb I CAA19311.il 1. 



Seq. ID OJ000303_14.0419.C2 

Strand + 

.End 7832 ' «... 

Method AAT/GAP 

End 7154 

Score 2361 

0e-81 (AL023777) coenzyme a 



synthetase [Schizosaccharomyces pombe] ' 



56011 

117222 

8754 

OJ000303_14 .0419.C2.o3.gs 

8754 ■ 

none 



OJ000303 14. 0419. C2 



Seq. ID _ 
Strand 

End 14063 
"Method GENSCAN 
End 13781 
Score .'87 

8754. .8999, 9227. .9448, 9575. .9732, 9842. .9974, 10045 .. 10250, 
10323. .10466, 11148 11218 , 12311 .. 12454 , 12534 .. 12605 , 
13078. .13216, 13670. .13781 



56011 
117222 
8754 

OJ000303_14 .0419.C2.o2.np 
8757 
6633847 

8757. .8999, 9227. .9448, 9575. .9732, 9842. .9974, 
10323. .10510, 11073. .11416, 12083 .. 12212 , 12311 
12534. .12629, 13078 .. 13216, 13982.. 14063 
(AC008047) F2K11.19 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 14. 0419. C2 



14063 
AAT/NAP 
14063 
1278 



10030. .10250, 
.12454, 



56011 

117222 

8754 

OJ000303_14 .0419.C2.o2.gp 



Seq. ID OJ000303_14 .0419.C2 
Strand 

End 14063 

Method AAT/GAP 



56507 






10045 








tina 


X U 3 D y 




PT 
oX 


4969171 








Score 


HQ 




Exons 


10045. .10250, 10323.. 10569 








Seq. No. 


56011 








Seq. ID 


OJ000303 


_14.0419.C2 


Gene No. 


117223 








Strand 






C -I- -j y-+- 


15138 








r nr ] 

Jiina 


X O / / 3 




Name 


OJ000303 14 


.0419' 


.C2.o2. 


tw 




TRT ZiQTY • 
± DJ_irio 1 A . 


wnedL 




340 










0:703 




PT 
IjX 


none 








Score 


9AQ 

Z ft :7 




TP v /"\ c* 


340. .438, 6787.. 


6963, 6787.. 


0 :? OU , D /03 


" ^£ Q £ O 
. . 61.-7 D Z 




OcCj • IN O . 


56011 








Seq.' ID 


OJ000303 


1 A c\a'\q CO 

X 4 . U ft X ;? . UZ 


Gene No. 


117223 








Strand 






Start 


15138 








End ' 


18775 




Name 


OJ000303 14 


.0419 


.C2.ol. 


ts 


Method 


TBLASTX: 


ouyucaii 


C •)- a r-+- 
OLdXL 


5376 




■ -* 




End 


6981 




P T 
laX 


none 








Score 


66 




T7 1 v /~\ ~y~\ o 




3 J _7 Z 


A 0 
. . 3 ft fi Z , 


R A Q7 

3 ft :? f 


..5547, 5506. .5544,. 


JOZy. . JOJO; 




5634. .5801, 


5913 


. .6440, 


5914 


. . 6981, 6504. .6596, 


0034 . . d?j y 


Seq. No. 


56011 








Seq. ID 


OJ000303 


_14.0419.C2 


Gene No. 


\ 117223 








Strand 






Of a r-4- 


15138 








Erich 


18775 




Name 


OJ000303 14 


.0419 


.C2.o3. 


tc 


Method 


TBLASTX: 


Cress- 


Of -,v-f 


5392 








End 


5838 




P T 


none 








Score 


115 




Exons 


O O :?Z . . 3 3 ft / , 


r r n ^ 

jjU j 


R R A £ 
. . 3 3 fi D , 


3 D<£ :7 


..5838, 5634..S837 




Seq. No. 


56011 








Seq. ID* 


OJ000303 


_14 .0419.C2 J 


Gene No. 


117223 








Strand 








15138 








End 


18775 




Name 


OJ000303 14 


.0419 


.C2.o5. 


tc 


Method 


TBLASTX: 


Cres s 


Of a 
Otail 


5919 








End 


6122 




PT 


none 








Score 


234 




Exons 


5919. .6122, 


5920 


. .6075 










Q ^ rr 

oeq. in o . 


56011 








Seq. ID 


OJ000303 


X 4 . U 4 X y . L,Z 


Gene No. 


117223 








Strand 






Start 


15138 








' End 


18775 




Name 


OJ000303 14 


.0419 


.C2.ol. 


tm 


Method 


TBLASTX : 


L v Jdl Zc 


o Lair c 


6007 








End 


6966 




PT 

ox 


none 








Score 


297 




Exons 


6007. .6258, 


6009 


. .6257, 


6219 


. .6752, 6262. .6753, 


DOU / . . 0 / / / , 




6754. .6966, 


6755 


. .6862, 


6757 


. .6966 






o e q . in o . 


56011 








Seq. ID 


OJ000303 


X 4 . U 4 X y . LZ 


Gene No. 


117223 








Strand 






Start 


15138 








End 


18775 




Name 


OJ000303 14 


.0419 


.C2.ol. 


tc 


Method 


TBLASTX : 


Cres s 


OLdll - 


6124 








End 


6726 




GI 


none 








Score 


813 




Exons 


6124. .6726, 


6129 


. .6440, 


6436 


. .6480, 6504. .6602, 


6607. .6717, 




6654. .6725 














Seq. No. 


56011 








Seq. ID 


OJ000303 


_14.0419.C2 


Gene No. 


117.223 








Strand 







56508 





bcar t 


1 CI OQ 




b.na 


1 QTTC 

1 0 / / 0 




Name 


UJUUUJUo 14 . 


U4iy.bz.o<c.cc 


Method 


irsiiAb 1A . bress 




btart 








b y bu 




p t 
bl 


none 




Score 






Exons 


D/jg. . t>y OU , 


an a a cqcc 
0/44. . oyjo 








beq. no. 


c cm i 
ooUll 




Seq. ID 


OJ000303_14.Q419.C2 




Gene No . 


I 1 TOOO 

II / ZZo 




Strand 






b tart 


1 CI TO 
lOl JO 




End 


18775 




Name 


vJJUUU jUj 14 . 


U4 iy . bz . oz . tm 


Method 


TBLASTX: Maize 




Start-; 


Q01 C 




End 


'12427 




bl 


none 




Score 


182 




Exons 


8815. .9000, 


8817.. 8999, 8882 


..9007, 9218. .9325, 9222. .9341, 






9222. .9323, 


9227.. 9325, 9323 


..9406, 9324. .9401, 9328. .9432, 






9328. .9417, 


9410.. 9460, 9415 


..9471, 9416. .9472, 9572. .9730, 






9573. . 9731, 


9575.. 9733, 9576 


..9731, 9655. .9750, 9814. .9975, 






9819. . 9974, 


9841.. 9975, 10037 .. 10294 , 


10042. .10251, 






10043. .10264 


, 10320. .10409, 


10324 . .10512, 10325. . 10513, 






u . 1.0325. .10513, 10446. .10517, 


10523. .10558, 11121 ... 11219, 






lll/C 1 1 Ol Q 


1114c 11 '9 90 
, 1 1 1 4 D . . llZZUf 


11146. .11220, 11147. .11221, 








1 1 OQO 1 1 -500 

, iizoz . . 11 Joy , 


11283. .11390, 12060. .12125, 






12062. .12127 










Seq. No. 


r £n 1 1 

jOUII 




Seq. ID 


OJ000303JL4 .0419.C2 


J 3 


Gene No. 


11 / ZZ j 




Strand 




f ft 


Start ■ 


1 j! jo 




End 


18775 


~ ; a 


Name 


UUUUU jUj 14. 


U4iy.bz .04 . tc 


Method 


TBLASTX : Cress 


-- =5. 


Start 






End 


9665 




bl 


none 




Score 


63 


^ "ST. 


Exons 


8883. .8999, 


9221.. 9406, 9226 


..9312, 9231. .9317, 9404. .9460, 






9572. .9664, 


9573. .9665 






: br 


Seq. No. 


56011 




Seq. ID 


OJ000303_14 .0419.C2 




Gene No. 


117223 




Strand 








15138 




End 


18775 




Name 


OJ000303 14. 


0419.C2.o2.ts 


Method 


TBLASTX : Soybean 




C -1 , -w- 4- 

btart 


9611 - 




End 


9965 


ij 


P T 
bl 


none 




Score 


105 


IL J! 




9611. . 9715, 


9837^.9965, 9838 


. . 9945 




[3 


Seq. No. 


56011 




Seq. ID 


OJ000303_14 .0419.C2 




Gene No. 


117223 




Strand 






o car u 


15138 




End 


18775 




Name 


OJ000303 14. 


0419.C2.ol.tw 


Method 


TBLASTX: Wheat 




btart 


10318 




End 


10542 




P T 

bl 


none 




Score 


171 




Exons 


10318. .10539 


, 10321. .10542, 


10322. .10540 




Seq. No. 


56011 




Seq. ID 


OJ000303_14.0419.C2 




Gene No. 


117223 




Strand 






Start 


15138 




End 


18775 




Name 


OJ000303 14. 


0419.C2.o4.gs 


Method 


GENSCAN 




Start 


15138 




End 


18775 . 




GI 


none 




Score 


.55 




Exons 


15138. .15167 


, 17607. .17710, 


18760. .18775 




Seq. No. 


56012 




Seq. ID 


OJ000303_14.0419.C3 



56509 




Gene No. 


117224 








Strand 


+ 7i 




OLdll 


A "5 "7 T 
4 O / / 








End 


6909 




Name 


UJUUUjUJ 14 


n a i o 


. JS . OZ . 


gs 


Method 


GENSCAN 




Of-, v-4- 

otart 










End 


6505 






none 








Score 


.52 




Exons 


/ / . . 4 OO 1 , 


A C*7 Q 


A 1 A Q 
.4 / 4 y , 


a qi n 
4 y ± / . . 


,5218, 6297.. 6505 




oeq. ino . 










Seq. ID 


OJ000303_14.0419. 


tj 


Gene No. 


117224 








Strand 


+ 




Start 


4377 








End 


6909 




Name 


OJ000303 14 


.0419. 


C3.o2. 


np 


Method 


AAT/NAP 




btart 


4 4 04 








End 


4839 




C T 


2398533 








Score 


184 




Exons 


4404. .4480, 


4523. 


.4839- 










GI Descrip. 


(Y13725) Transcription 


factor 


[Arabidopsis thaliana] 




oeq. no. 


56012 








Seq. ID 


OJ000303_14 .0419. 




UCllC LNU • 


117224 








Strand 


+ 




Start 


4377 








End' 


6909 




Name 


OJ000303 14 


.0419. 


C3.o3. 


np 


Method 


AAT/NAP 




ouarii. 


5098 








End 


6909 






7340884 








Score 


88 




Exons 


5098. .5248, 


6826. 


.6909 










GI Descrip. 


(AP001551) 


Similar to Antirrhinum ma jus transposon Tam3 


gene 




transposase 


. (AB013982) 


[Oryza sativa] 






beq. No. 


56012 








Seq. ID 


OJ000303_14.0419. 


C3 


Gene No. 


117225 








Strand 






Start 


276 








End 


3570 




Name 


OJ000303 14 


.0419. 


C3.ol. 


gs 


Method 


GENSCAN 




bt.art: 


276 








End 


3570 






none 








Score 


.66 




Exons 


276. .435, 994. .1100, 1238. .1325, 1643.. 


1719, 1801. .1973, 






2935. .3009, 


3198. 


.3570 










beq. wo. 


56012 








Seq. ID 


OJ000303_14.0419.. 


C3 


Gene No. 


117225 








Strand 






Start 


276 








End 


3570 




Name 


OJ000303 14 


.0419. 


C3.ol. 


ts 


Method 


TBLASTX: Soybean 






1301 








End 


1992 




P T 


none 








Score 


133 - 




Exons 


1301. .1330, 


1406. 


.1528, 


1408. . 


1527, 1628.. 1738, 1642.. 1737, 




1918. .1992 














beq. no. 


56012 








Seq. ID- 


OJ000303_14.0419. 


C3 


Gene No . 


117225 








Strand 






Start 


276 








End 


3570 




Name 


OJ000303 14 


.0419. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Of 2 yf 


1424 








End 


1920. 




C T 


none 








Score 


148 




Exons 


1424. .1528, 


1426. 


.1527, 


1427. . 


1534, 1429. .1530, 1628. .1708, 




1638. .1721, 


1638. 


.1721, 


1639. . 


1722, 1642. .1737, 1801.. 1920, 




1801. .1917, 


1814. 


.1918 










Seq. No. 


56012 








Seq. ID 


OJ000303_14 .0419. 


C3 


Gene No. 


117226 








Strand 






Start 


4440 








End 


4723 





56510 




Marrip 
LN aiiic 




Method 


TBLASTX : Cress"" 




Start 


4440 ~~ 


End 


4723 




GI 


none 


Score 


60 




i-j ^ ^ Hi-? 


4440 4478 4448 4477 4535 


.4666, 4536.-4667, 4667.. 4723 


Seq. No. 


56012 


Seq. ID 


OJ000303_14.0419 


.C3 


Gene No. 


117226 


Strand 






Start 


4440 


End 


4723 




Name 


O.TDOfnfn 14 041 Q P^ n? 


Method 


TBLASTX : Soybean 




Qf art 

o Lai L 


44 40 ~~ c * 


"End 


4723 




GI 


none 


Score 


61 






4440 4478 4536 4667 4667 


.4723 






Seq. No. 


56012 


Seq. ID 


OJ000303_14 .0419 


.C3 


Gene No. 


117226 


Strand 






Start 


4440 


End 


4723 




Name 


OJ000303 14 0419 C3 o2 tm 


Method 


TBLASTX: Maize 




Start 


4446 _ 


End 


4714 




GI 


none 


Score 


52 




Exons 


4446 4478. 4536 4667 4539 


.4664, 4666. .4713, 4667. .4714 


Seq. No. 


56013 


Seq. ID 


OJ00Q303_14 .0419, 


,C4 


Gene No. 


117227 


Strand 


+ 




Start 


912 


End 


1421 




ln dine 


n.TODO^n^ 14 041 Q P4 nl fin 


Method 


-TBLASTX: Maize 






ODD 


End 


1124 








Score 


355 




F* von 


ft fifi 1 1 9^ QOD 1 1 94 








o c ^ • i 


5601 ^ 


Seq. ID 


OJ000303_14 .0419, 


,C4 




117227 


Strand 


+ 




Start 


912 


End 


1421 




Name 


OJ000303 14.0419.C4.ol.np 


Method 


AAT/NAP 




Start 


912 


End 


1421 




GI 


7487678 


Score 


4 62 




Exon ^ 


912. .1421 










hypothetical protein T5C23.50 


- Arabidopsis thaliana 






gil 4539453 | emb | CAB39933 . 1 | (AL04 9500) 


putative protein 






[Arabidopsis thaliana] gi | 7267862 | emb | CAB78205 . 1 | (AL16153; 




putative protein [Arabidopsis 


thaliana] 




Seq. No. 


56013 


Seq. ID 


OJ000303_14 .0419. 


,C4 


Gene No. 


117227 


Strand 


+ 




Start 


912 


End 


1421 




Name 


OJ000303 14.0419.C4.ol.gs 


Method 


GENSCAN 




Start 


918 


End 


1187 




GI 


none 


Score 


.65 




Evnn*! 

^i. 1 L O 


918. .1187 








Seq. No. 


56013 


Seq. ID 


OJ000303_14 .0419. 


C4 


Gene No. 


117227 


Strand 


+ 




Start 


912 


End 


1421 




Name 


OJ000303 14.0419.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


920 


End 


1316 




GI 


none 


Score 


200 




Exons 


920. .1153, 921. .1157, 1169. .1300, 1173 


. .1316 





56511- 



Seq. No. 56013 Seq. ID 

Gene No.. 117227 . . Strand 

Start 912 - End 

Name OJ000303_14 . 0419.C4 .ol . tc Method 

Start 926 End 

GI none Score 

Exons 926. .1099, 930. .1154 

Seq. No. 56013 Seq. ID 

Gene No. 117227 Strand 

Start 912 End 

Name' OJ000303_14 . 0419 . C4 . o2 . tm Method 

.Start 1134 End 

GI none Score 

Exons 1134.. 1325, 1136.. 1324, 1165.. 1326 

Seq. No. 56014 Seq. ID 

Gene No. 117228 Strand 

Start 124 End 

Name 1 "' OJ000303_14 . 0419 . C5 . ol . gs Method ' 

Start 124 End 

GI none Score 

Exons 124.. 250, 496.. 680 



OJ000303_14 .0419.C4 
+ 

1421 

TBLASTX: Cress 

1154 

190 



OJ000303_14.0419.C4 
+ 

1421 

TBLASTX: Maize 

1326 

288 



OJ000303_14 .0419.C5 
+ 

680 

GENSCAN 

680 

.68 



Seq. No. 56015 Seq. ID 

Gene' No. 117229 . Strand 

Start 2658 ' End 

Name OJ000303__14 . 0419 . C6 . ol . tm Method 

Start 2658 End 

GI none Score 

Exons 2658.. 2891 



OJ000303_14.0419.C6 
2891 

TBLASTX: Maize 

2891 

189 



s Seq. No. 

12 Gene No. 

Start 

; ; Name 

¥ t Start . 

si gi 

ll Exons 



56016 
117230 
2720 
OJ00030 
'2720 
none 
2720. .2 
5076. .5 
8691. .8 
11329. . 
14684. . 
17423. . 
19216. . 
20676. . 
22682. . 



3 14.0419.C7.o2.gs 



844, 3552.. 3597, 3751 
186, 6338.-6445, 6634 
855, 9387.. 9638, 1024 
11400, 12095. .12244, 
14844, 15123. .16540, 
17559, 17773. .17892, 
19305, 19469. .19624, 
20785, 21139. .21197, 
22738, 22835. .22909, 



Seq. ID OJ000303_14 .0419.C7 

Strand + 

End 23392 

Method GENSCAN 

End 23217 
■ Score . 63 
..3844, 3941. .4014, 4707. .4793, 
..6848, 7307. .7973, 8391. .8651, 
4. .10495, 10974. .11234, 
12421. .12918, 13300. . 13498, 
16777. .16942, 17080 .. 17170, 
18125. .18193, 18515. .18610, 
19713. .19841, 20322. .20487, 
21747. .21886, 21939 .. 22063, 
23095. .23217 



Seq. No. 56016 

Gene No. 117230 

Start 2720 

Name OJ000303_14 . 0419 . C7 . ol . np 

Start 2729 ■ ■ 

GI * 7269405 

Exons 2729.. 2844, 3552.. 3597, 3751, 
5076.. 5222 

GI Descrip. (AL161563) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000303_14 .04.19. C7 

Strand + 

End 23392 

Method AAT/NAP 

End 5222 

Score 665 

.3853, 3906. .4014, 4707. .4811, 



56512 



Seq. No. 


56016 




Seq. ID 


OJ000303_14 .0419.C7 


Gene No. 


117230 




Strand 


+ 




Z / £ U 




End 


23392 


Name 




• / . Ol . Cfp 


Method 


AAT/GAP 




jy / if 




End 


6301 




*1 1 D / fl X.KlUOft 




Score 


1423 


Exons 


oqtq / rj 1 A A 1 f\1 

jy / y . . 4/u/ 


. .4 / OU/D 


..5186, 5784.. 6301 


GI Descrip. 






KEA1 [Arabidopsis thaliana] ' 


Seq. No. 


56016 




Seq. ID 


OJ000303_14.0419.C7 


Gene No. 


117230 




Strand 


+ 


Start 


2720 




End 


23392 


Name 


OJ000303 14.0419 


.C7 ..o2.np 


Method 


AAT/NAP 


Start 


7072 




End 


14767 


GI 


3319876 




Score 


2314 


Exons 


7072. .7973, 8391 


..8585, 8691 


..8855, 9152. .9250, 9387. .9638, 



GI Descrip. 



10244. .10495, 10682 .. 10813, 10974 .. 11234 , 11329 .. 114 00, 
12095. .1224 4, 124 21. .1277 9, 12824. .12918, -13300. .13355, 
14658. .14767 

(AJ007791) Msh3 protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand - 
End 

Method 

End 

Score 



OJ000303 
+ 

23392 
AAT/NAP 
16738 
566 



14. 0419. C7 



56016 
117230 
2720 

OJ000303_14 .0419.C7 ;o3.np 
13888 
7486552 

13888. .13966, 15256 .. 15715, 
16708. .16738 

hypothetical protein F6N23.14 - Arabidopsis thaliana 
gi|3047108|gb|AAC13619.1| (AF058919) F6N23.14 gene product 
[Arabidopsis thaliana] gi | 7267403 | emb | CAB80873 . 1 | (AL161472) 
hypothetical protein [Arabidopsis thaliana] 



15836. . 16006, 16202 16552 , 



~*J Seq. No. 

?£' Gene No. 

,3 Start 

?a Name 

it Start 

u GI 
Exons 



GI Descrip.. 



56016 Seq. ID 

117230 Strand 

2720 '"'End 

OJ000303_14 . 0419 . C7 . o4 . np Method 

17080 End 

4101473 Score 



OJ000'303_14.0419.C7 
+ 

23392 
AAT/NAP 
23214 
2064 



17080. .17170, 17423. .17559, 17 637 17696, 17773 .. 178 92 , 

18125. .18193, 18545. .18610, 19216 .. 19305, 19520 19624 , 

19713. .19841, 20322. .20531, 20636 .. 20785 , 20999 21052 , 

21139. .21197, 21747. .21813, 21887 .. 22063, 22 682 .. 22738 , 
22835. .22909, 23095.. 23214 
(AF003382) KEA1 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56016 Seq. ID 

117230 Strand 

2720 End 

OJ000303_14 .0419.C7.o2.gp Method 

19696 End 

1631585 Score 



OJ000303_14.0419.C7 
+ 

23392 
AAT/GAP 
20740 
7 92 



19696. .19841, 20322 .. 20531 , 20636.. 20740 

4101473 1.0e-35 (AF003382) KEA1 [Arabidopsis thaliana] 



56513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56016 Seq. ID 

117230 Strand 

2720 End 

OJ000303_14.0419.C7.o3.gp Method 

22689 End 
2428987. 



OJ000303_14.0419.C7 
+ 

23392 

AAT/GAP 

23392 



Score , ^ . , , 7 9 ; ?; f , . . [ ;i v . •,,£,* . : . ' , .... j; ... ' , - y*.' . • 
22689. .22738, 22835 . , 22909, 23095 . 

3047127 1.0e-15 (AF05&919) No definition" line' found ; t Arab i'dopfi^ 
thaliana] 



Seq. No. 56016 Seq. ID 

Gene No. 117231 ~ ' Strand 

Start 23439 . End 

Name OJ000303_14 . 04 19 . C7 . o4 . gp Method 

Start 23439 End 

GI none Score 

Exons 23439. .23664 



OJ000303_14.0419.C7 
+ 

23664 
AAT/GAP 
23664 
385 



Seq. No.. 56016 -Seq. ID OJ000303_1"4 . 04 19 . C7 

Gene No. 117232 Strand ■+ 

Start 24892 End 30763 

Name OJ000303_14 . 04 1 9 . C7 . o5 . np Method AAT/NAP 

Start 24892 End 30763 

GI 6466937 Score 2397 

Exons . 24892. .24978, 26136 .. 26593, 26628 .. 30345 , 30655.. 30763 

GI Descrip. (AC011621) putative retroelement- pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. , 56016 Seq. ID 

Gene No. 117233 Strand 

Start 348 End 

Name OJ000303_14 . 04 1 9 . C7 . ol . gs Method 

Start 348 End 

GI none Score 

Exons 348.. 903,. 2029.. 2060 



OJ000303_14.0419.C7 

2060 
GENSCAN 
2060 
.9 



Seq. Np. 56016 

Gene No'. 117234 

Start 30523 

Name OJ000303_14 . 0419 . C7 . o3 . tm 

Start 3 

GI none 

Exons 3.. 77, 27639 .. 28115, 27672, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_14 .'0419. C7 
30804 

TBLASTX: Maize 

28115 

72 



.28085, 27952. .28086 



Seq. No. • 56016 Seq. ID 

Gene No. 117234 Strand 

Start 30523 End 

Name OJ000303_1 4 . 0419'. C7 . ol . tw Method 

Start 6 End 

GI none Score 

Exons 6.. 83, 2757 9 .. 28061, 27683.. 28036 



OJ000303_14.0419.C7 
30804 

TBLASTX: Wheat 

28061 

65 



Seq. No. 56016 Seq. ID 

Gene No. 117234 Strand 

Start 30523 End 

Name OJ000303_14 . 0419 .C7 .06. tw Method 

Start 2701 End 



OJ0003|.3_1.4..0419.C7- 

30804 \ : * ■ 
TBLASTX: Wheat ■ 
3810 



56514 






none 








Score 


198 






Exons 


Z/Ul..Zo4/, 


Z / U 4 • 


9ft A A 
. Z O 4 4 , 


7 £.77 
j 3 j / . 


.3599", 3549.. 3599, 


3550. 


.3600, 




jDDj . . J OUU / 


77 A 


777 ft 


77 RO 
J / 3U . 


.3782, 3751.. 3777, 


3769. 


.3810, 




7RH7 
















beq. .no v 


. . , 3 0 U JL 0 j.. , iiv . 




- 




..Seq. ..JO 


VOJ000303 


U4. ,04.19.. C7. 


.11 1-4,':3 f± .. . - . 








Tirana V. 








Of -i yf 


7~H C 9 7 








End 


' 30804 






Name 


UJUUUjUj 14 


fl A 1 Q 

. u 4 1 y . 


CI n> 1 1 

u / .011 


. till 


Method 


TBLASTX : 


Maize 




Start 


2707 








End 


5858 






GI 


none 








Score 


154 






Exons 


Z/U/..Z044, 


97 na 
z / u 0 . 


9ft 7fi 

. ZO JO, 


9717 
z / 1 J . 


.2847, 3537.. 3599, 


3548. 


.3610, 




7£nn 

JJJJ. . jDUU/ 


774 7 
j / ft / . 


7ft d 9 

. jo fl Z , 


77 ^.fi 
J / JU . 


.3842, 3751. .3849, 


3751. 


.3843, 






jy ft u . 


d n 1 d 

. ft U 1 ft , 


7 Qd ft 
j y 4 0 . 


.4016, 4699. .4794, 


4701. 


.4793, 




4 / uo. .4 / y 3 , 


4 7 n ^ 


d 7 Q c 
. fi / y 3 , 


cm 7 

3U / J . 


.5186, 5073. .5186, 


5074 . 


.5190, 




co 7 Q coco 
3 / /O. . JO JO/ 


R7 ft 7 
J / 0 J • 


Sft S 1 

• 3 0 3 1 












Port NT /"V 

beq. no. 


c. £01 £ 








Seq. ID 


OJ000303 


14. 0419. C7 


L?ene no . 


1 i 700/ 
^ 1 1 / Z j4 








Strand 








Start 


30523 








End 


30804' 






Name 


OJ000303 14 


.0419. 


C7.o3. 


tc 


Method 


TBLASTX: 


Cress 






971 Q 








End 


4778 








none • 








Score 


136 






Exons 


971Q OQ A A 

z / 1 y . . <io 4,4 , 


O 7 CO 
Z / JJ. 


9ft 7 £ 
. Z 0 J D , 


jjjU . 


.3600, 3750. .3842, 


3750. 


.3842, 




J/Ol. . jo4o, 


O / 3 1 . 


7ft d 7 

. JO fi J ; 


7 7 % R 9 
j / 3Z . 


.3859,- 3940. .4017, 


3940. 


.4017, 




0 y 4 1 . . 4 U 1 0 , 


/ 7 0 C 
4 / Uo. 


/) 7 7 A 
. 4 / / 4 , 


/I 7 m 
4 / U / . 


. 4778 








beq. no. 


jdUI 0 








Seq. ID 


OJ000303 


14. 0419. C7 


Gene No . 


11 / Z j4 








Strand 








Start 


30523 








End • ' 


30804 






Name 


OJ000303_14 


.0419. 


C7.o9. 


ts 


Method 


TBLASTX: 


Soybean 


b Ldi L. 


Z / j4 








End 


5825 






(ji 


none 








Score 


95 






Exons 


97*3/1 9ft0ft 
Z / J 4 . . z 0 u 0 , 


9 7 c 0 
Z / 3 J . 


9ft 0 q 


9 7 R d 
Z / 3 4 . 


.2804, 4701. .4793, 


4704 . 


.4793, 




/I 7 1 9 ^7QR 

4 / . .4 / y 3 , 


4 / ID. 


. 4 / y 3 , 


R 07 7 
3 U / J . 


.5186, 5073. .5186, 


5074. 


.5205, 




C77O C Q 0 c 
3 / / 0 . . JO^ J 
















beq . no . 


DDU1D 








Seq. ID' 


OJ000303 


14. 0419. C7 


taene no . 


-| 1 7 O 0 4 
11 / 








Strand 








Start 


30523 








End 


. 30804 






Name 


OJ000303 14 


.0419. 


C7.o5. 


ts 


Method 


TBLASTX: 


Soybean 




9ft no. 








End 


4017 






PT 


none 








Score 


66 






Exons 


9ft OQ 9ftd 7 


7 Rd ft 
j 34 O . 


7£i n 


7 R Rl 
JJ 3 1 . 


.3598, 3553.. 3600, 


3747. 


.3842, 




07 en 7ft /I 9 
O / JU . . J04 Z , 


j/jl. 


7ft A Q 

. jo 4 y , 


77 R 1 
J / ji. 


.3843, 3940.. 4017, 


3940. 


.4014, 




-3Q/1Q d 0 1 £ 

j y 4 0 . . 4 U 1 O 
















Crtrt XT /-> 

beq . no . 


jDUID 








Seq. ID 


OJ000303 


14. 0419. C7 


(aene no . 


I 1 70"3/l 

II / Z 34 








Strand 








b car u 


on coo 








End 


30804 






Name 


ojdoo70 7 i d 

UUUVU JU J X *i 


rid 1 q 


CI n1 




Method 


TBLASTX: 


Cress 




Start 


7072 








End 


13377 






GI 


none 








Score 


66 






Exons 


7072. .7119, 


7353. 


.7616, 


7367. 


.7441, 7514. .7615, 


7659. 


.7703, 




7752. .7787, 


7809. 


.7973, 


7811. 


.7972, 8378.. 8500, 


8388. 


.8501, 




8693. .8860, 


8694. 


.8858, 


9137. 


.9253, 9151.. 9255, 


9386. 


.9466, 




9387. .9638, 


9551. 


.9643, 


10244 


. .10408, 


10298. .10498, 
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10336. .10509, 10681. .10815, 10682 .. 10816, 10968 .. 11228 , 

10973. .11221, 11326. .11403, 12081 12245, . 12081 .. 1224 5, 

12095. .12247, 12115 .. 12246, 124 10 .. 12700, • 124 13 .. 12553, 

12417. .12782, 124 21 12780, 12832 .. 12921 , 12840 .. 12914 , 
13297.. 13377 



^eq.\Np';" : ;^ 
Gene No.- 
Start 
Name 
Start 
GI 

Exons 



56616'' 

117234 

30523 

OJ000303_14, 
9187 
none 
9187. , 
9467. , 
10244, 



04l'9.C7.ol2.tm 



9255, 
9637, 
.10456 



9188. 
9470. 



,9253, 
,9637, 



9386. 
9471. 



Seq r . ID 

Strand 

End 

Method 

End 

Score 



OJ00030'3_1 : 4 .0419.C7 
30804 

TBLASTX: Maize 

10456 

104 



,9484, 9387. .9485, 9466. .9624, 
,9638, 10243. .10455, 10243 .. 10455, 





oeq. INO. 


ODUlO 




Seq. ID 


OJ000303_14 .0419, 


P7 




Gene No . 


I i 7 9 la 

II / Z 




Strand 








Q-i- o v*+- 

o L.am 






End 


30804 






Naine 


ujuuu jUj ift.Uftiy.u/. 


oo . urn 


Method 


TBLASTX: Maize 






Of -, vf 

o tar z 


i u y y / 




End 


12598 






C T 
bl 


none 




Score 


264 






Exons 


10997. .11233, ; a0998. 


.11234, 


10999. .11235, 11004. .1124 9, 








11279. .11317, 11332. 


.11403',. 


11337. . 11402, 12071/. 12244, 








izu/o..izzfto, izuyo. 


1 9 94 S 1 "" 
. 1 Z Z H D t 


12094. .12246," 12095 .. 12247 , 




^ =? 

r rl 




1 9 4 1 "5 1 ORO^ 1 O / n 


19 R94 
. 1 Z OZ 4 , 


12418. .12531, 12421. .12525, 




i U 




1 oci /: 1 ocQC 19R94 
1ZO 1 O . . 1ZD y D, 1ZDZ4. 


. i z o y o , 


12526. .12597 






oeq . no . 


DOU 1 O 




Seq. ID 


OJ000303_14.0419, 


CI 


: , a 


bene ino . 


117 9^4 




Strand 








Start 


30523 




End 


30804 




? ; z 


Name 


OJ000303__14.0419.C7. 


06 . ts 


Method 


TBLASTX : Soybean 




§ y 








End 


12702 








none 




Score 


259 




1 -J: 


Exons 


1 9490 19^49 19491 
1 Z4 ZU . . 1 Z 0 4 Z , 1 Z 4 Z 1 . 


19 7 0 9 
. 1Z / UZ , 


12576. .12650 




VI 

M" 


Seq. No. 


56016 . 




Seq. ID 


OJ00-03.03_14.0419. 


.C7 




Gene *No. 


117234 




Strand 








.Start 


30523 




End . 


30804 






Name 


OJ000303 14. 0419. C7. 


ol3 . tm 


Method 


TBLASTX: Maize 




C3 


Start 


12726 




End 


13521 






GI 


none 




Score 


111 






Exons 


12726. .12815, 12727. 


.12807, 


12802. .12921, 12807. .12920, 








12808. .12927, 13296. 


.13433, 


13297. . 13437, 13425. . 13508, 








13426. .13509, 13427. 


.13504, 


13429. . 13521 






Seq. No. 


56016 




Seq. .ID 


OJ000303JL4-.0419. 


,C7 




Gene No. 


117234 




Strand 








Start 


30523 .. 




End 


30804 






Name 


OJ000303 14. 0419. C7. 


o7 . tm 


Method 


TBLASTX: Maize 






Start 


15624 




End 


15893 






GI 


none 




Score 


366 






Exons 


15624. .15893, 15637. 


.15879, 


15638. .15892 






Seq. No. 


56016 




Seq. ID 


OJ000303_14 .0419, 


.C7 




Gene No. 


117234 




Strand 








Start 


30523 




End 


30804 





56516 



Name 

Start 

GI 

Exons 



OJ000303_14.0419.C7.o4.tm Method TBLASTX: Maize " 

15957 End 16360 

none Score 4 94 ' 

15957. .16358, 15957 .. 16298, 15958 .. 16359, 16069 16359, 

16172.. 16360, 16187. -.16360 



Seq. No. ' ' 56016 •'■ 
Gene No. , 117234 
Start - 30523 

Name OJ000303_14 . 04 19 . C7 . o2 . tc 

Start 16379 
GI none 
Exons 16379. 

17079. 

17615. 

17770. 

18123. 

19525. 



.16474, 
,17171, 
17698, 
17898, 
,18194, 
19620, 
20322. .20531, 
20675. .20806, 
21744. .21815, 
21886. .22062, 
22832. .22918, 



16484 . 
17080. 
17630. 
17772. 
18544. 
19712. 
20452. 
20998. 
21745. 
22673. 
23092. 



.16558, 
.17172, 
.17698, 
.17894, 
.18609, 
.19843, 
.20532, 
.21048, 
.21816, 
.22738, 
.23217, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16868 

17421 

17631 

18098 

19516 

19764 

20633 

20999 

21884 

22682 

23094 



OJO'003'03 1'4.'0419.C7 



30804 

TBLASTX : Cress 
23217 
103 

16945, 17079. .17171, 
17570, 17422. .17577, 
17705, 17769. .17897, 
18193, 18115. .18195, 
19605, 19520. .19660, 
19844, 20321. .20530, 
20785, 20674. .20796, 
21055, 21139. .21192, 
22066, 21884. .22054, 
22705, 22831. .22947, 
23144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56016 
117234 
30523 

OJ000303_14.0419.C7.ol4 . tnT 
16493 



Seq. ID OJ000303_14.0419.C7 
Strand 

30804 

TBLASTX: Maize 
17662 
49 



End 

Method 
End 

none Score 
16493. .16540, 16778 .. 16807 , 16803 .. 16943, 16807 16944 , 
17 077. .17169, 17079. . 17171, 17079. .17171, 17080. .17172, 
17421. .17552, 17421 .. 17570, 17422 .. 17577, 17631 17660, 
17636. .17662, 17636. .17662 



Seq. No. 56016 
Gene No. 117234 
Start 30523 

Name OJ000303_14 . 04 19 . C7 . ol . ts 

Start 16865 

GI none 

Exons 16865. .16945, 17079 

17421. .17555, 17421 
17626. .17694, 17630 
17772. . 17894, 17773 



Seq.. ID 
.Strand 
" End 
Method 
End 
Score 

17171, 17079. .17171, 17080 
17570, 17422. .17577, 17624 
17698, 17631. .17705, 17631 
17898 



OJ000303 14. 0419. C7 



30804 

TBLASTX: Soybean 
17898 
86 

,17172, 
,17701, 
,17699, 



Seq. No. 56016 

Gene No. 117234 

Start 30523 

Name OJ000303_14 . 04 19 . C7 , 

Start 17663 

GI none 

Exons 17663. . 17698, 17664, 

17772. .17897, 
,18611, 



18543. 
19516. .19635, 
19712. .19804, 



18098 
18544 
19519 
19799 



Seq. ID 
Strand 
End 

o9.tm Method 
End 
Score 
.17702, 17754 
.18193,. 18124 
.18612, 18544 
.19623, 19520 
.19843, 19803 



OJ000303 14. 0419. C7 



30804 

TBLASTX: Maize 
20531 
62 

17891', 17770. .17898, 
18195, 18133. .18195, 
18618, 19215. .19316, 
19660, 19712. .19807, 
19844, 20321. .20527, 



56517 




20322. .20531 



o e q • in o . 


56016 








Seq. ID 


OJ000303_14 .0419 


oeiic LNO • 


117234 








Strand 




Of a >4- 


30523 








End 


30804 


Name- s 


• .OJ000303. 14..0419.C7. 


o2,ts 


MethSd'. 


TBLASTX.:.So.ybean 


Start 


; 20321 








End 


23211 




none 








Score 


277 


Exons 


20321. 


.20530, 


20322. 


■ c. U D 3 1 f 


20428. .20559, 20669 .. 20785, 




20674 . 


.20796, 


20675. 




20742. .20807,- 20998 .. 21051, 




20999. 


.21055, 


21138. 


9 1 1 Q1 


21139. .21195, 21729. .21821, 




21745. 


.21816', 


21884 . 


9 9D66 


21885. .22001, 2188 6 .. 22062 , 




22673. 


.22738, 


22684 . 


997 1 n 


22831. .22929, 22832 .. 22 930 , 




23092. 


.23211 












56016 








Seq. ID 


OJ000303_14 .0419 


bene LNO . 


117234 








Strand 




O Lai. L 


30523 








End 


30804 


Name 


OJ000303 14. 0419. C7 . 


06 . tm 


Method 


TBLASTX : Maize 


Start 


20633 








End 


232*55 


C T 

VJJ J. 


none 








Score 


209 


TT* v /"s 1^ o 


20633. 


.20785, 


20634 . 


• ^uou / , 


20674. .20796, 20998 .. 21051 , 




20999. 


.21055, 


21138. 


9 1 1 Q1 


21139. .21195, 21703. .21732, 




21-744 . 


.21821, 


21745. 


01 pi c 


21884. .22066, .21885 .. 22007 , 




21886. 


.22062, 


22681. 


U Z £ / 1U 


22682. .22738, 22831 .. 22 908 , 




22832. 


.22915, 


22832. 


' 0 0 Q 1 R 


22834. .22917, 23092 .. 23187 , 




23094. 


.23159, 


'23113. 


.23217, 


23148. .23255 


O c q . LN Q . 


56016 








Seq. ID 


OJ000303_14.0419 


bene no . 


117234 








Strand 




J UdiL 


30523 








End 


30804 


Name 


OJ000303 14. 0419. C7. 


o 1 o . tm 


Method 


TBLASTX: Maize 




26492 








End 


26951 


CI 


none 








Score 


101 


Exons 


26492. 


.26602, 


26493. 


.26603, 


26679. .26729, 26757.. 26951 


Con Ma 


56016 








Seq. ID 


OJ000303_14.0419 


ucllc LNO . 


117234 








Strand 




O LaX L 


30523 








End 


30804 


Name 


OJ000303 14. 0419. C7. 


olu . tm 


Method 


TBLASTX : Maize 


O Lai L 


27096 








End 


27314 


(IT 


none 








Score 


199 


Exons 


27096. 


.27314, 


27138. 


.27314 






O ti . LN o ■ 


'"56016 








Seq. ID 


OJ000303_14 .0419 


ucllc LNO . 


117234 








Strand 




C -f- v- +- 

O Lai. L 


30523 








End 


30804 


LN dLUC 


OJ000303 14. 0419. C7. 


O / . Lo 


Method 


TBLASTX: Soybean 


otait 


27615 








End 


27929 


GI 


none 








Score 


243 


Exons 


27615. 


.27929 










Seq. No. 


56016 








Seq. ID 


OJ000303_14.0419 


Gene No. 


117234 








Strand 




Start 


30523 








End 


30804 


Name 


OJ000303 14. 0419. C7. 


o4 . tc 


Method 


TBLASTX: Cress 


Start 


27732 








End 


28031 



56518 



GI 

Exons 

Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

6.1 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

27732.. 28031 

56016 
.117234 . 
30523 

OJ000303_14 V0419.C7.o3. ts 

28035 

none 

28035. .28385, 28157. .28396 

56016 

117234 

30523 

OJ000303_14.0419.C7.o4.tw 

28110 

none 

28110. .28511, 28223.-28474 



56016 

117234 

30523 

OJ000303_14.0419.C7. 

28131 

none 

28131. .28679, 28*143. 



Score 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



185 



OJ000303JL4 .0419.C7 

30804 ' ■ '■- ' \- 
TBLASTX : Soybean 
28396 
326 



OJ000303JL4 .0419.C7 
30804 

TBLASTX: Wheat 

28511 

310 



p2 . tm 
.28661, 28145. .28684 



Seq. ID OJ000303_14 .0419.C7 
Strand 

30804 

TBLASTX: Maize 
28684 * 
642 



End 

Method 
End 
Score 



56016 

117234 

30523 

OJ000303_14.0419.C7.o8.ts 

28419 

none 

28419. .28 676, ,28421. .28570 



Seq. ID OJ000303_14 .0419.C7 
Strand 

End 30804 

Method TBLASTX : Soybean 

End 28676 

Score 207 



56016 
117234 
30523 

OJ000303_14 .0419.C7.olO.tm 
28688 
none 

28688.-28843, 28 689 . . 2887 1 , 28857. .29087 



Seq. ID OJ000303_14 .0419.C7 
Strand 

30804 

TBLASTX: Maize 
29087 
175 



End 

Method 

End 

Score 



56016 

117234 

30523 

OJ000303_14 .0419.C7.o3. tw 

28856 

none 

28856. .29257, 28857.. 29255 

56016 
,117234 
'30523 

OJ000303_14 .0419.C7.ol.tm 

29088 

none 



Seq. ID OJ000303_14 .0419.C7 
Strand 

End 30804 

Method ' TBLASTX: Wheat 

End 29257 

Score 330 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_14 .0419.C7 
30804 

TBLASTX: Maize 

29726 

300 



56519 



Exons 



29088. .29384,. 29090 . . 2938 6, 29364 29726, 29374.. 29724 



Seq. No. 56016 

Gene No. 117234 

Start " 30523 

Name OJ0003G : 3_14 . 0419 . C7 . o4 . ts ■ 

Start 29112 

GI none 

Exons 29112. .29384, 29225.-29365, 

Seq. No. 56016 

Gene No. 117234 

Start 30523 

Name OJ000303_14 . 04 19 . C7 . o5 . tw 

Start 29364 

GI none 

Exons 29364..2973S, 29371.. 29736 



Seq. ID OJ000303_14 . 0419.C7 
Strand 

End ■ 30804 

Method TBLASTX: Soybean ■ 

End 29496- * 
Score * '210 ■ 
29352. .23.495, 29374.. 29496 

Seq. ID OJ000303_14. 0419.C7 
Strand 

End 30804 

Method TBLASTX: Wheat 

End 29736 

Score 282 



Seq. No. 56016 

Gene No. 117234 

Start 30523 

Name OJ000303_14 . 04 19, C7 . o5 . tm 

Start 29730 

GI ' • none 

Exons 29730. .30134, 29731 .. 3*014 1 , 



Seq. ID OJ000303_14 . 0419.C7 
Strand 

End 30804 

Method TBLASTX : Maize 

End 30372 

SC'ore 394 
30118. .30372, 30165. .30350 



Seq. No. 56016 

Gene No. 117234 

Start 30523 

Name OJ000303_14 . 04 19 . C7 . o2 . tw 

Start 29797 

GI none 

Exons 29797. .30201, 29809 .. 30087 , 



Seq. ID OJ000303_14 .0419.C7 
Strand 

End 30804 

Method TBLASTX: Wheat 

End 30201 

Score 357 
29847. .30179 



Seq. No. 56016 

Gene No". 117234 

.Start 30523 

Name - " OJ000303_14 . 0419.C7 . o4 . gs 

Start 30523 

GI none 

Exons 30523. .30804 



Seq. ID OJ000303_14 .0419.C7 
Strand 

End 30804 

Method GENSCAN 

End * 30804 

Score . 8 



Seq. No. 56017 

Gene No. 117235 . 

Start 115 

Name OJ000303_14 . 04 19 . C9". ol . gs 

Start .: 115 " 

GI none 

Exons 115. .149, 1833. .2361 

Seq. No. 56017 

Gene No. 117236. 

Start 2750 

Name OJ000303_14 . 04 19 . C9 . ol . gp 

Start 2574 

GI none 

Exons 2574.. 2839, 2944.. 3244 



Seq. ID OJ000303_14 . 0419.C9 

Strand . + 

End 2361 

Method GENSCAN 

End 2361 

Score .97 



Seq. ID OJ000303_14 .0419.C9 
Strand 

End 4691 

Method AAT/GAP 

End 3244 

Score 1046 



56520 



Seq. -Ne-. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start- 

Name 

Start 

GI 

Exons 



56017 Seq. ID 

117236- Strand 
2750 End 
0 JO 0 0 3 0 3_1 4 . 0 4 1 9 7t 9 ; 62 . g s Method 
"2750 • - End 

none " Score 



OJ000303_14.0419.C9 

4691 
GENSCAN 
4 04 0 
.7*4 ■ 



2750.. 2839, 2944.. 3045, .3119.. 3239, 3583.. '3746, 3877.. 4040 



56017 

117236 

2750 

OJ000303_14 .0419.C9.ol.np 

2941 

7486562 

2941. .3045, 3113. .3239, 3547 



OJ000303 14. 0419. C9 



Seq. ID 
Strand 

End 4691. 
Method AAT/NAP 
End 4691 
Score 405 

3746, 3877.. 4040, 4565.. 4691 
hypothetical protein F6N23.5 - Arabidopsis thaliana 
gi I 3047103 | gb | AAC13614.il (AF058919) regions of weak similarity 
to 1-asparaginase [Arabidopsis thaliana] -r' ■ 
gi I 7267398 | emb| CAB80868.il (AL161472) putative 
glycosylasparaginase [Arabidopsis thaliana] 



56017 Secg. ID 

117236 ^ Strand 

2750 . **- .. End 

OJ000303_14 .0419.C9.o2.gp Method 

3943 End 

none Score 
3943. .4042 



OJ000303_14 .0419.C9 

4 691 - 
AAT/GAP 
4042 
171 



Seq. No. 56018 

Gene No. 117237 

Start 2201 

Name OJ000303__14 . 0419 . C10 . o2 . gs 

Start 2201 

GI none 

Exons ' 2201.. 2207, 3525.. 3562, 3798, 
6855. .7158, 7257. .8208- ' 



Seq. ID OJ000303_14 .0419. C10 

Strand + 

End 8208 

Method GENSCAN 

End 8208 

Score .87 

.3875, 5376. .5608, '5672. .6756, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI- Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



56018 Seq. ID OJ000303_14 . 04 19 . C10 

117238 Strand. 

1 End 1079 

OJ000303_14 .0419.C10.ol.np Method AAT/NAP 

1 End 995 

7486562 Score 296 

1..235, 535.-585, 852. .995 

hypothetical protein F6N23.5 - Arabidopsis thaliana 
gi|3047103|gb|AAC13614.1| (AF058919) regions of weak similarity 
to 1-asparaginase [Arabidopsis thaliana] 
gi|7267398|emb|CAB80868.1| (AL161472) putative 
glycosylasparaginase [Arabidopsis thaliana] 



56018 Seq. "ID 

117238 ' Strand 

1 End 

OJ000303_14 .0419. C10 . ol . gs Method 

115 End 



OJ000303_14 .0419. C10 

1079 

GENSCAN 

1079 



56521 



GI none 

Exons 115. .235, . 535. .585, 852. 

Seq. No. 56018 

Gene .No. 117239 

Start 9609* 

Name ' OJ00030'3_14 . 04 19 . CIO . o2 , 

Start 6027 

GI none 

Exons 6027.. 6290, 6066. .6290, 
6690. .6824, 6974. .7051, 



Score 



,78 



,1079 - 



Seq. ID OJ000303_14 . 0419 .CI 0"' 

Strand - • ' ' . 

End 11213 
ts Method TBLASTX : Soybean 

End 7785 

Score 117 
6071. .6289, 6348..6S75, 6669.. 6863, 
7537. .7761, 7537. .7785 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56018 

117239 

9609 

OJ000303_14 .0419.C10.o2. 

6054 

none 

6054.76317, 6062. .6280, 
7537.. 7752, 7537.. 7773 

56018 

117239 

9609 

OJ000303_14 .0419.C10.o2. 

6066 

none 

6066. .6359, 6066. .6290, 
7537. .7761 



tm 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_14 .0419. C10 
11213 

TBLASTX: Maize 

7773 

138 



6066.. 6290, 6348.. 6575, 6690.. 6866, 



Seq. ID OJ000303 14. 0419. C10 



Strand 
End . 
Method 
End 
Score 



11213 

TBLASTX: Cress 

7767 

138 



6348.-6575., 6690.. 6863, 7537.. 7767, 



Seq. No. 56018 

Gene No. 117239 

Start 9609 

Name ' OJ000303_14 . 04 19 . C10 . o3 . gs 

Start 9609 

•GI none 
Exons 



Seq. ID OJ000303_14 .0419. C10 



Strand 
End 

Method 

End 

Score 



11213 
GENSCAN 
11213 
.71 



9609. .9664, 1024 8. .10299, 1085.0. .1094 9, 11023 11078, 
11160.". 11213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56018 Seq. ID 

117239 Strand 

9609 End 

OJ000303_14 .0419.C10.ol. tm Method 

9612 End 

none Score 



OJ000303_14. 0419. CIO 
11213 

TBLASTX: Maize 

11198- 

70 



9612.. 9668, 9615.. 9665, 1024 9 .. 10305 , 1024 9 .. 10302 , 
10507. .10596, 10512. .10598, 10513 ;. 10599, -10650 .. 10772, 
10672. .10773, 10672: .10770, 10673. .10777, 10674. .10772, 
10836. .10955, 10838 .. 10951, 1084 3 .. 10965, 11022 .. 11084 , 
11022. .11084, 11158. . 11196, 11160. . 11198 



Seq. No. 56018 Seq. ID 

Gene No. 117239 . Strand 

Start 9609 End 

Name OJ000303_14 . 04 19 . C10 . o3 . np Method 

Start 9615 End 

GI 7444149 . Score 



OJ000303_14 .04 19. C10 

11213 
AAT/NAP 
11195 
548 



56522 



Exons-: - 9615. .9664,/ 10248. .10299, 10509 .. 10598, 10675 .. 10770, 
' ' ' ^ I.08^VlQA49., /11023...11078, 11160 ; .11195 ^ 

GI -Descrip. phos£homann6mutase homolog F4 118'. 23 "'- Arabidopsis thaliana 

gi I 3386615 I gb| AAC28545.il (AC004665) putative phosphomannomutase 
['Arabidopsis thaliana] . • 



Seq. No. 56018 

Gene No. 117239 

Start 9609 

Name OJ000303_14 . 04 19 . C10 . ol . tc 

Start 10493 

GI none 

Exons 10493. .10594, 10509 .. 10598 , 
10673. .10777, 10838. .10897 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_14. 0419. C10 
11213 

TBLASTX: Cress 

10897 

66 



10513. .10599, 10672. .10770, 



Seq. No. 56018 , - 

Gene No. 117239 
Start 9609 

Name OJ000303_14 . 04 19 . C10 . ol . ts 

Start 10507 
GI none 

Exons 10507. .10593, 10508.. 10594 

10653. .10751, 10672. .10770,; 10-673. .10777, 10674 
10828. .10920, 10836. .10955, 10838 .. 10951, 1102J2 
-11023. .11079, 11158. .11196, 11160. .11198 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 14. 0419. C10 



11213 

TBLASTX: Soybean 
11198 
83 



10509. .10598, 10510. 



,10599, 
,10772, 
,11084, 



fil Seq. No. 56019 

IS Gene No. 117240 

H Start 6313 

^ Name OJ000303_14 . 04 19 . Cll . o3 . gp 

\2 Start 6100 

FLJ GI 4879882 

1" Exons 6100.. 6383 



Seq.- ID OJ000303_14. 0419. Cll 

Strand + 

End 13743 

Method AAT/GAP 

End 6383 

Score 559 



Seq. No. 56019 

^ Gene No. 117240 

U Start 6313 

O Name OJ000303_14 . 04 19 . Cll . o2 . gs 

f<% Start 6313 

IZ GI none 

- Exons 6313.. 6445, 7098.. 7252, 7333 

8030. .8104, 9791. .10232, 10323 



Seq. ID OJ000303_14. 0419. Cll 

Strand + 

End 13743 

Method GENS CAN ' 

End 13710 

Score .55 

7428, 7558.. 7666, 7752.. 7888, 

10408, 10519. .10543, 



10734. .11034, 11159. 
13168. .13197, 13292. 



,11297, 11874. .11958, 12050 .. 12223, 
,13710 



Seq. No. 56019 Seq. ID OJ000303_14 . 04 19 . Cll 

Gene No. 117240 Strand + • 

Start 6313 End 13743 

Name OJ000303_14 . 0419 .Cll . o4 . gp Method AAT/GAP. 

Start 6393 End 8514 

GI 20816_1.R1084 Score 1790 

Exons 6393. .6445, 7098. .7252, 7333. .7428, 7507. .7666, 7752. .7888, 

8030. .8104, 8205. .8514 

GI Descrip. '2293332 4.0e-28 (AF011338) unknown [ Dictyostelium discoideum] '•' 



Seq. No. 
Gene No. 



56019 
117240 



Seq. ID OJ000303_14 .0419. Cll 
Strand + 



56523' 



Start. 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 



6313 End . 13743 

OJ000303_14 ..04.19".Cll.o3.np . Method '.-.AAT/NAP> 
7588 ■' End 8137 

3252825 Score 193 

7588. .7657, 7737. .7888, 8030. .8137 
(AC-004382)^ Unknown gene product [Homo sapiens] 



56019 

117240 

6313 

OJ000303_14 . 0419.Cll.o4 . np 

9794 

7019689 



Seq.- ID OJ000303_14.0419.C11 

Strand" + 

End 13743 

Method AAT/NAP 

End 12255 

Score 94 8 



9794. .10232, 10323 104 08 , 104 93 .. 10543, 1064 9 .. 11034 , 
11159. .11297, 11726. .11781, 11888 .. 11958 , 12050. .12255 



GI Descrip. (AL138647) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56019 Seq. ID 

117240 Strand 

6313 End 

OJ000303_14 . 0419 . Cll . o5 . gp Method 

10843 End 

2443104 Score - 



OJ000303_14 .0419. Cll 
+ 

13743 
AAT/GAP 
11775 
'703 



10843. .11034, 11159. .11297, 11726 . -. 11775 

3212867 7.0e-35 (AC004005). unknown protein [Arabidopsis 

thaliana] 



Seq. No. 56019 

Gene No. 117240 

Start 6313 

Name OJ000303_14 . 04 19 . Cll . o5 . np 

Start 12634 

GI 7414433 

Exons 12634. .12704, 13302.. 13743 

GI Descrip. (AJ251646) beta-1,3 glucanase [Pisum sativum] 



Seq. ID OJ000303_14 .0419. Cll 

Strand + 

End 13743 

Method AAT/NAP 

End 13743 

Score 279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56019 

117241 

1 

OJ000303_14.0419.Cll.ol.np 
1 

7444149 



Seq. * ID OJ000303_14.0419.C11 
Strand 

End 903 

Method AAT/NAP 

End 652 

Score 218 



1..112, 233. .299, 407. .451, 584. .652 " 

phosphomannomutase homolog F4I18.23 - Arabidopsis thaliana 

gi I 3386615 |gb| AAC28545.il (AC004665) putative phosphomannomutase 

[Arabidopsis thaliana] 



Seq. No. 


56019 




Seq. ID 


OJ000303 


Gene No. 


117241 




Strand 




Start 


1 




End 


903 


Name 


OJ000303 


14.0419.Cll.ol.gp 


Method 


AAT/GAP 


Start 


213 




End 


903 


GI 


702011 




Score 


755 


Exons 


213. .296, 


404. .451, 584. .903 






Seq. No. 


56019 




Seq. ID 


OJ000303 


Gene No. 


117242 




Strand 





56524 



Start 
Name 
Start 
GI 

Exons 



3071 End 

OJ000.303_14-. 0419.Cll-.o4 . tm - Method 
36' ■' End '. 

none Score 

36. .119, 40. .120, 234. .302, 238. .333, 407 
584.. 643, 585.. 653 



4782 

TBLASTX; Maize 
653 
116 

448, 584. .640, 



Seq. No. 56019 

Gene No. 117242 

Start 3071 

Name OJ000303_14 . 0419 . Cll . o5 . ts 

Start 36 

GI none 
Exons 



Seq. ID OJ000303_14. 0419. Cll 
Strand 

End 4 7 82 

. Method TBLASTX : Soybean ■ 

End 659 

Score 78 

36. .119, 37. .120, 234. .296, 238. .333, 404. .451, 581. .643, 
582. .659 



Seq. No. 56019 

Gene No. 117242 • 

Start ' 3071 

Name OJ000303_14 . 04 19 . Cll . o5 . tm 

Start 3005 

GI none 

Exons 3005.. 3040, 3122.. 3190, 3288, 
3654. .3674, ,3672. .3782, 3687, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 14. 0419. Cll 



4782 " 

TBLASTX: Maize 
4782 
149 

3413, 3294.. 3416., 3296.. 3415, 
3779, 3688.:3780, -3939., 4007, 



3939. .4007, 4595. .4678, 4596. .4679, 4610. .4678, 4765. .4782 



: set 


Seq. No. 


56019 




Seq. ID 


OJ000303_14. 0419. Cll 




Gene No. 


117242 




Strand 






Start 


3071 




End 


4782 




Name 


OJ000303 14 .0419. Cll. o2 


■ gp 


Method 


AAT/GAP 




Start 


3071 




End 


4741 




GI 


LIB34 34-032-P1-K1-A6 




Score 


983 




Exons 


3071.. 3183, 3296.. 3413, 


3652. 


.3778, 3941. .4006, 4612. .4741 




GI Descrip. 


'5565983/gb | AAD45283.il 


6.0e- 


59 (AF152601) unknown [Zea mays] 



Seq. No. * 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'56019 ' Seq. ID OJ000303_14 . 04 19 . Cll 

117242 Strand 
' 3071 / End - 4782 

OJ000303_14 .0419. Cll . o2 . np Method AAT/NAP 
3127 End 4678 

7489756 Score 463 

3127. .3183,. 3296. .3413, 3652. .3778, 3941. .4006, 4612. .4678 

hypothetical protein - maize gi | 14 98055 | gb | AAB06331 . 1 | (U64437) 
novel protein [Zea mays] 



56019 

117243 

6361 

OJ000303_14 , 
6361 
none 
6361. 
7332. 
7750. 
8039. 



0419. Cll. 62. tm 



.6447, 6370, 

,7436, 7371. 

.7887, 7751. 

.8116, 8185. 



.6447, 7033. 

.7427, 7459. 

,7897, 7752. 

,8244, 8193. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7233,.- 7097 
.7665; 7505 



OJ000303 14. 0419. Cll 



8249 

TBLASTX: Maize 
8249 
121 

,7234, 7327. 
,7669, 7508. 
.7889, 8029.. 8106, 8032. 
.8249 



.7425, 
.7666, 
.8106, 



Seq. No. 



56019 



Seq. ID OJ000303_14. 0419. Cll 



56525 




Gene No . 


1172-4-3 




Start . 


6361 




Name 


OJ000303 14.0419.C11 


OLdlL 


7103 ' 




r* t 
bl 


none 




Exons 


7103. . 


7237, 7506. :75 : 




7745. . 


7897, 7747. .78: 




8039. . 


8116, 8202.. 82' 


O rt- "Kl /-\ 

beq. no. 


56019 




Gene No. 


117244 




Start 


10094 




Name 


OJ000303 14.0419.C11 




10094 




bl 


none 




Exons 


10094. 


.10234, 10320. 




10490. 


.10543, 10646. 


beq. INO. 


56019 




Gene No. 


117244 




Start 


10094 




Name 


OJ000303 14.0419.C11 


otart 


10490 






none 




Exons 


10490. 


.10543, 10492. 




10660. 


.11019, 10663. 


c rt « vr rt 

beq. no. 


56019 




Gene No. 


117244 




Start 


10094 




Name 


OJ000303 14.0419.C11 


b cart: 


10877 




C T 


none 




Exons 


10877. 


.11035, 10909. 




11156. 


.11299, 11157. 


C rt M rt 

beq . no . 


56019 




Gene No . 


117244 




Start 


10094 




Name 


OJ000303 14.0419.C11 


otaiL 


10886 






none 




Exons 


10886. 


.11035, 10909. 




11156. 


.11299, 11157. 




11892. 


.11951 


O rt rt* K7 rt 

beq. no. 


56019 




Gene No . 


117244 




otart 


10094 




Name 


OJ000303 14.0419.C11 


Start 


11729 




GI 


none 




Exons 


11729. 


.11764, 11729. 




11921. 


.11962, 11922. 




12049. 


.12096, 12051. 




12168. 


.12344, 12175. 






Strand 










End 


8249 






62. ts 


Method 


TBLASTX: 


Soybean 






End ' 


8243 








Score 


78 






/ , / jU / 


..7587, 7571. .7672, 


7582. .7668, 


*7 7 7 A P 


..7888, 8029. .8106, 


8032. .8106, 


o pom 


• • O c- rt 












OJ000303 


14.0419. 


Cll 




o ' — l anu 










End 


12400 






rt O 4- 0 

O J . ts 


Method 


TBLASTX : 


Soybean 






End 


10693 








Score 


103 






i u 4 u y , 


10322. .104 


17, 10322 


1 04 OP. 
















: ' Seq. iD 


OJ000303 


_14.0419. 






Strand 










End 


12400 






ol * tm 


Method 


TBLASTX : 


Maize 






End 


11038 








Score 


91 








10646. .10669, 10646 


. . 10669, 




i n q n q 
1U y Uo , 


106.64. .11035, 10685 


. .11038 






Seq. ID 


OJ000303 


_14.0419. 


PI 1 




Strand 










End 


12400 






rt 1 4- rt 

Ol . L.C 


Method 


TBLASTX: Cress 






End 


11791 








Score 


143 






1 1 u i y , 


10961. .11038, 11156 


. .11299, 




llOUU; 


11693. .117 


91 








Seq. ID 


OJ000303 


_14.0419. 


PI 1 




Strand 










End 


12400 






ol.ts 


Method 


TBLASTX : 


Soybean 






End 


11953 








Score 


134 






1 1 u i y , 


10973. .110 


38/ 11155 


. .11298, 




1 1 jUU , 


11761. .117 


81, 11885 


. .11953, 






Seq. ID 


OJ000303 


_14.0419. 


Cll 




Strand 










End 


12400 






o3 . tm 


Method 


' TBLASTX:! 


Maize 






End 


12344 








Score 


51 






11764, 


11877. .11927, 11885 


. .11926, 




11963, 


12014. .12085, 12047 


. . 12094, 




12203, 


12094. .12237, 12098 


. .12235, 





12336 



56526 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



56019 

117244 

10094 

OJ000303_14 .0419.Cll.ol.tw 

12047 

none 



Seq. ID OJ000303_14 .0419.C11 
Strand 

End 124 00 ' - v 

Method TBLASTX : Wheat 

End 12400 

Score- '206 



12047. .12184, 12048. .12191, 12049 .. 12237 , 12175 .. 12270, 
12179. .12256, 12193. . 12294," 12341 12364 , 12365.. 12400 



Seq. No. 56019 

Gene No. 117245 

Start 13270 

Name OJ000303_14 . 04 19 . Cll . o4 . ts 

Start 13270 

GI none 
Exons 



Seq. ID OJ000303_14.0419.C11 
Strand 

End 13740 

Method TBLASTX : Soybean 

End 13740 

Score 187 



13270. .13485, 13306. .13479, 13546. .13671, 13561. .13644, 
13705. .13740 



,Seq. No. 
Gene No. 
Start 
Name 
fi Start 

Exons 

=^ Seq. No. 

Cj Gene No. 

[j Start 

t =~ Name 

If Start 

* y GI 

s Exons 

£3 GI Descrip. 

i.i Seq. No. 
; „ Gene No . 
^ Start 
Q Name 
l3 Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56019 ■ : 

117245 

13270 

OJ000303_14.0419.Cll.o2.tc 

13309 

none 



Seq. ID OJ000303_14.0419:.C11 
Strand ■ 

End 13740 

Method TBLASTX : Cress 

End 13665 

Score 40 



13309. .13350, 13342. . 13485, 13546. .13665 



56020 
117246 

1 

OJ000303_14 . 0419.C12.ol.np 

1 

7414433 
1. .766 

(AJ251646) beta-1,3 glucanase [Pisum sativum] 



Seq. ID OJ000303_14 .0419.C12 

Strand + 

End 1109 

Method AAT/NAP 

End 766 

Score 588 



56020 

117246 

1 

OJ000303JL4 .0419.C12.ol.gs 

101 

none 

101. .746, 1084. .1109 



Seq. ID OJ000303_14;0419.C12 

.Strand ■ ' + - - 

End 1109 

Method GENSCAN 

End 1109 

Score .63 



56020 ' 
117247 
1947 

OJ000303_14 . 0419.C12.ol.gp 
1890 

44725_1.R1084 
1890. .2314 

'3212867 7.0e-35 (AC004005) unknown protein [Arabidopsis 
thaliana] f 



Seq. ID OJ000303_14.0419.C12 
Strand + 
End 7062 
Method . - AAT/GAP 
End " 2314 

Score 806 



Seq. No. 56020 

Gene No. 117247 

Start • 1947 

Name OJ000303_14 . 04 19 . C12 . o2 . gs 



Seq. ID OJ000303_14..0419.C12 

Strand + 

End 7062 

Method GENSCAN 



56527 




C" -i- -> -w -J- 

btart 


i y4 / 






End 


7062 




none 






Score 


.7 


Exons 


1Q/7 9 ^ Q £ 
1 ^4 / . . £ JO O, 


orinyl "3 1 ft Q 

u 4 . . jiuy, 


3292. 


.3398, 3665.. 37-56, 3980.. 4014, 




4^/1. . 4 J 0 / , 




"7 ft C 1 


.7062 




O r\ NT /~\ 

beq . no . 


ODUzU 






Seq. ID 


OJ000303JL4 .0419. C12 


Gene No . 


I 1 TO/IT 

I I / Z4 / 






Strand 


+ 


Start 


1947 






End 


7062 


Name 


OJ000303 14 


0419.C12.o2. 


np 


Method 


AAT/NAP 


Start 


1950 




End 


4447 


GI 


7484790 






Score 


745 


Exons 


1950. .2386, 


3004. .3106, 


3292. 


.3395, 3665.. 3756, 3850.. 3947, 




4271. .4447 










GI Descrip. 


acyl-CoA-binding protein 


homolog T27E11 


.20 - Arabidopsis 



thaliana gi | 4972109 | emb | CAB43966. 1 | (AL078579) putative acyl-CoA 
binding protein [Arabidopsis thaliana] 

gi I 7269631 1 emb | CAB81427.il (AL161571) putative acyl-CoA binding 
protein [Arabidopsis thaliana] 



beq. no. 


56020 








Seq. ID 


UJUUUJUo 14.U4iy.01z 


Gene No . 


117247 








Strand 


+ 


P j. „ 4- 

otart 


1947 








End 


f U oZ 


Name 


OJ000303 


14. 


0419.C12.o2 


.gp 


Method 


7\ 7\rp /p7\n 


04.. y.f 

btart 


.3890 








End 


AH Q Q 
4 / 0 O 


GI 


3762888 








Score 


ID /o 


Exons 


3890. .3947, 


4271. .4788 








beq. no. 


56020 








Seq. ID 


UJUUUoUJ 14.U4iy.Ll*: 


Gene No . 


117248 








Strand 




btart 


7574 








End 




Name 


OJ000303 


14. 


0419.C12.ol 


. tm 


Method 


lrJLiAb 1a : Max ze 


Start 


2 








End 


"3 1 A 


GI 


none 








Score 


73 


Exons 


2. .82, 3. 


.83, 74. .370, 


74. .370 




Seq. No. 


56020 








Seq. ID 


OJ000303_14.0419.C12 


Gene No. 


. 117248 








Strand 




Start 


7574 








End 


8539 


Name 


OJ000303 


14 . 


0419.C12.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


86 








End 


748 


GI 


none 








Score 


300 


Exons 


86. .463, 


187 


..420, 512. 


.583, 


583. .669, 


584.. 748 


Seq. No. 


56020 








Seq. ID 


OJ000303_14 .0419.C12 


Gene No. 


117248 








Strand 




Start 


7574 








End 


8539 


Name 


OJ000303 


14. 


0419.C12.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


-,; 89 








End 


750 


GI 


none 








Score 


128 


Exons 


89. .199, 


277 


..450, 278. 


.427, 


514. .582, 


515. .583, 583. .750, 




584. .748 












Seq. No. 


56020 








Seq. ID 


OJ000303_14 .0419.C12 


Gene No. 


117248 








Strand 




Start 


7574 








End 


8539 


Name 


OJ000303 


14 . 


0419.C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


182 








End 


427 



56528 





none 






Score 


one 
Z-/ D 




Exons 


182. .427, 185. .427 










Seq. No. 


56020 






Seq. ID 


OJ000303 


_14.0419.C12 


Gene No. 


• 117248 






..Strand ; ■ 






O LalT L 


- 7574 








O JJ j 




Name 


OJ000303 14 


.0419.C12.o2 


. LW 


rJctnoa 


TRT QCTY • 
I DLiJ-\d -LA. 




o nar l 


500 . . 






CjUU 


7 4 7 






.. . none ... . 






i Score 


■9- « • 


- 




' '? 5*0-0 1 /577/ : 58^v;7:4fr'?Fl 










Seq. No. 


56020 






Seq. ID 


OJ000303 


_14 .0419.C12 


Gene No. 


117248 






Strand 








7574 






HiI in 


OCOQ 
O D -J -7 




Name 


OJ000303 14 


.0419.C12.o3 


f-m 
. LIU 


L v ie Lnoa 


1 D-brlO 1 A . 




OL.O.TTL 


511 








7 






none 






Score 


91 R 
z J. o 




Exons 


511. .666, 512. .745, 685 


. . / jU 








oeq . LN O . 


56020 






C on T n 

oeq . x u 




14 04 1 Q PI 9 


a 1^1 a M /-\ 


117248 






Strand 






Of a v+- 
OtQil 


7574 






End 


8539 




Name 


OJ000303 14 


.0419.C12.o2 


. LIU 


Method 


TBLASTX: 


IXla. lZc 


Start 


- 1943 






End 


4531 




GI 


none 






. Score 


180 




Exons 


1943. .2062, 


1947. .2069, 


Z U 1 0 . 


.2071, 215 


59. .2387, 


zz z 0 . . z jo :? , 




2999. .3112, 


3005. .3106, 


"3 9 Q A 

JZO H . 


.3376, 3291.. 3383, 


J Z J ± . . JJOJ; 




3292. .3384, 


3657. .3755, 


jD/1. 


.3760, 3671. .3754, 


Jo 1 a . . J y 4 J , 




3843. .3947, 


3847. .3948, 


"5 Q R "7 


.3949, 4263. .4484, 


ft Z oo . . fl 4 o o , 




4269. .4445, 


4270. .4446, 


41 DUO . 


.4531 






oeq. no. 


56020 






Seq. ID 


OJ000303 




(aene no . 


117248 






Strand 






Of 3 v~f- 


7574 






End 


8539 




Name 


OJ000303 14 


.0419.C12.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1955 






End 


4461 




C T 


none 






Score 


127 






1955. .2056, 


1956. .2069, 




.2303, 2277.. 2387, 


9 9 Q4 9 £ 
Z Z ;? 4 . . Z o O 0 , 




3002. .3076, 


3003. .3092, 


jUU / . 


.3099, 3008.. 3106, 


jj4 U . . J JO X , 




3848. .3943, 


3849. .3947, 


4256. 


.4387, 4262. .4423, 






4270. .4461 














56020 






Seq. ID 


OJ000303 


14 0419 C 1 2 


Gene No. 


117248 






Strand 






Start 


7574 






End 


8539 




Name 


OJ000303 14 


. Q41^Cl?.. o3 




..Method ' 


GENSCAJ^ 




Start 


7574 




; .;£hci '-f^-. & 


..■8539 ..'7-? 




GI 


none 












Exons 


7574. .8225, 











Seq. No. 56021 Seq. ID 

Gene No, 11724 9 Strand 

Start 1329 End 

Name OJ000303_14 . 04 19 . C13 . ol . gp Method 

Start 1329 End 

GI 38012_1.R1084 Score 

Exons 1329.. 1409 



OJ000303_14 .0419.C13 
+ 

1409 
AAT/GAP 
1409 
109 



56529 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ ' ,. : 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



»4097947/gb|U72255 IOSU72255 2 . Oe-23. Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



56021 Seq. ID 

117250 Strand 
5981 End 

OJ000303_14 .0419. C13 . ol . np Method 
5981 End 

.7021723 . . .,. - Score 



OJ000303_14.0419.C13 

■ + 

16834 
AAT/NAP 
14251 
2431 



5981. . 6046, . 6083. .'6201 , ""11159 . .11517, 11638. .117837" 
12109. .12292, 12405. .12478, 12552 .. 12 665, 12854 .. 13210, 
13304. .13564, 13734. .13968, 14010. .14 251 
(AC024081) . hypothetical protein [Arabidopsis thaliana] 



56021 Seq. ID 

117250 Strand 

5981 End 
OJ000303_14 . 0419 . C13 . o2 . gs Method 

5981 End 

none Score 

5981. .6201, 6665..6758 



OJ000303_14 .0419.C13 
+ 

16834 
GENSCAN 
6758 
.78 



as . Seq. No. 

M Gene* No. 

\J Start 

[r= Name 

f\* Start 

'A GI 

Exons 

^ GI Descrip. 



Seq. No. 

Gene No .' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start;^ ' , 
Name^"; "• • 
Start 
GI 

Exons 



56021 Seq. ID 

117250 Strand 
5981 ' End 

OJ000303_14 .0419.C13.o3.gp Method 
7434 End 
2799908 . Score 
7 434. .7$8 6 

2149018/gb|U70541 IOSU70541 1. Oe-23 Oryza sativa putative' 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 



OJ000303_14.0419.C13 
+ " . 

16834 
AAT/GAP * 
7886 
814 



56021 Seq. ID 

117250 Strand 
5981 ■ End 
OJ000303_14 .0449 . C13 . o4 . gp Method 
9103 ' End' 

62565_1.R1084 Score 
9103. .9188, 9442. .9467 

, 2149018/gb|U70541|OSU70541 1. Oe-23 Oryza sativa putative 
ADP-glucose. pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 1 



OJ000303_14.0419.C13 
+ 

.16834 
AAT/GAP 
9467 
140 



56021 Seq. ID 

117250 1 Strand 
.598.1 .'. \. > End 

O JO 0 030 3_14. &4 1 9 : : CI J\ o 3- . : g s / v ' ' :' Me t hod 1 '"' 



OJ000303_14.0419.C13 
+ / 
168 3-4.- 
IGENSC^fe''^^ 



.10568 'End 14774 

none Score . 8 6 

10568. .10689, 11 159 .. 11517 , 11638 .. 11783, 12109. 

12405. . 12478, 12552 .. 12665 , 12854 .. 13210, 13304. 

13734 . .13961, 14069 .. 14228 , 14668. .14774 



12292, 
,13564, 



Seq. No. 
Gene No. 
Start 



56021 

117250 

5981 



Seq. ID OJ000303_14.0419.C13 
Strand + 
End 16834 



56530 



Name 

Start 

GI 

Exons 



OJ000303_14 . 04.19. C13.o5.gp Method AAT/GAP 

12552 End 13118 

4880896 " Score 640 
12552. .12665, 12854. .13118 



Seq. No. 56021 Seq. ID 

Gene No. 117250 Strand 

Start 5981 End 

Name OJ000303_14 . 04 19 . C13 .06 . gp. Method 

Start • " 13114 V ■ - • ' r ' ■ End 

GI LIB3433-017-Q6-K1-A10 " Score 

Exons 13114. .13210, 13304.. 13577 

GI Descrip. ' 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



OJ000303_14.0419.C13 
+ 

16834 
AAT/GAP. 
13577 
629 





Seq. No. 


56021 


Seq. ID 


OJ000303_ 


_14 . 


.0419 


.C13 




Gene No. 


117250 


Strand 


+ 










Start 


5981 


End 


16834 " 










Name 


OJ000303 14.0419.C13.o7.gp 


Method 


AAT/GAP 










Start 


13694 


End 


14241 










GI 


uC-osflcyp037e01bl 


Score 


686 










Exons 


13694. .13961, 14069. .14241 














GI Descrip. 


? 3986770 2.0e-14 (AF109906) 


NG22 [Mus 


musculus] 


i 






"~ a? 


Seq." No. 


56021 /' 


Seq. ID 


OJ000303_ 


_14 , 


.0419 


.G13 


% : 5 


Gene No. 


117250 


Strand 


+ 










Start 


5981 


End 


16834' 










Name 


OJ000303 14.0419.C13.o2.np 


Method 


AAT/NAP 








% s£ 


Start 


14665 


End 


16834 










GI 


7484790 


Score 


147 









u 



Exons 14665. . 14995, 15268 15365, 16815.. 16834 

GI Descrip. acyl-CoA-binding protein homolog T27E11.20 - Arabidopsis 

thaliana gi | 4 972109 | emb | CAB43966 . 1 | (AL078579) putative acyl-CoA 
binding protein [Arabidopsis thaliana] 



gi I 7269631 1 emb | CAB814 27 . 1 1 (AL161571) 
protein [Arabidopsis thaliana] 



putative acyl-CoA binding 



Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 



.GI .Descrip-. 

; , ' ' . 
Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons ' 



OJ000303_14 .0419.el3 
+ 



56021 Seq. ID 

117251 Strand 

21336 End 25378 

OJ000303_14 . 04 19 . C13 . o4 . np Method AAT/NAP 

,21336 End 25378 

7021723 Score • 1970 

21336. .21375,' 21412. .21556, 22482 .. 2284 0, 22974 .. 23119, 

23446. .23629, 23742 .. 23815, 23889 .. 24002, 24 169 .. 24525, 
24619.. 24879,. 25058. .25378 

- (AQ.02 4.081 ). hypothetical "protein. . [Arabidopsis . thaliana] ■ 



56021 ■ 

117251 

21336 

OJ000303_14 .0419.C13.o5.gs 
21336 ^ 
none 



Seq. ID *OJ000303_14 .0419.C13 

Strand + 

End 25378 

Method GENSCAN 

End 24879 

Score .92 



21336. .21556, 22482 .. 22840, 22974 .. 231 19, 234 4 6.-2362 9, 
23742. .23815, 23889 .. 24002, 24169. .24525, 24619.. 24879 



56531 



Seq. No. 56021 Seq. ID 

Gene No. , 117251 * Strand 

Start .""21336 ' End 

Name -OJ000303_14 . 04 19 . C13 . o5 . np Method 

Start 22480 ■ End 

GI 7021723 Score 
Exons 



OJ000303_14.0419.C13 
+ 

25378 V- •-. 
AAT/NAP 
25378 
1759 



22480. .22840, 22974 .. 23119, 234 4 6 23629, 23742 .. 23815, 
23889.-.24002, 24 1 69 . . 24 525 , 24 619 2487 9, 25058.. 25378 
GI Descrip.. • (AC024081) hypothetical .protein [Arabidopsis thaliana] 



Seq. No. 56021 Seq. ID 

Gene No. 117251 Strand ' 

Start 21336 End 

Name OJ000303_14 .0419. C13 . o7 . np Method 

Start 22480 End 

GI 7021723 Score 

Exons 22480 
23889 



OJ000303_14.0419.C13 
+ 

25378 
AAT/NAP 
25378 
1760 



22840, 22974. .23119, 234 4 6 .. 23629, 23742 238 15, 
24002, 24169. .24525, 24 619 .. 2487 9, 25058.. 25378 



GI Descrip. (AC024081) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 56021 Seq. ID 

Gene No. 117251 Strand 

Start 21336 End 

Name ..... OJ000303_14 . 04 19 . C13 . 06 . np Method 

Start " 22482' . End 

GI 7021723 Score 

Exons 22482.. 22840, 22974.. 23119, 23446 

23889. .24002, 24 169 .. 24 525, 24619 



OJ000303_14.0419.C13 
+ 

25378 

AAT/NAP £- 
25378 
1767 

23629, 23742. .23815, 
24879, 25058.. 25378 



GI Descrip. (AC024081) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 56021 

Gene No. 117251 

Start 21336 

Name OJ000303_14 . 04 19 . C13 . 08 . gp 

Start 23532 
GI . 4880896 
Exons 



Seq. ID OJ000303 14.0419.C13 



Strand 
End 

Method 

End 

Score 



+ 

25378 
AAT/GAP 
24433 
.989 



23532. .23629, 237.42 .. 23815, 23889 24002, 24169.. 24433 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56021 Seq. ID 

117251 Strand 

21336 End 

OJ000303_14 .0419. C13 . o9 . gp Method 

24429 End 

LIB3433-017-Q6-K1-A10 Score 
24429. .24525, 24619. .24892 

•4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis , thaliana] 1 ■ * 



OJ000303_14.0419.C13 
+ 

25378 
AAT/GAP 
24892 
629 



56021 
117252 
•1757 

OJ000303_14 .0419.C13.ol.gs 

1757 

none 



Seq. ID OJ000303_14.04l9.C13 



Strand 
End 

Method 

End 

Score 



5167 
GENSCAN 
5167 
.64 



1757. .2421, 2646.-2694, 4 099 .. 4 54 5, -5105 .. 5167 



Seq. No. 



56021 



Seq. ID OJ000303_14.0419.C13 



56532 






Gene No . 


117253 




Strand 








Start 


15224 




End 


24888 






Name. 


. OJ000303 14.-0419-.C13 


.ol.tc 


Method 


TBLASTX: Cress 






Dtait 


6086 




End 


22719 






p t 
bl 


none . 




Score 


127 






Exons 


6086. .6193,. 6086. .6196, 11156. . 11395, 


11157. .11396, 








11175. .11396, 21447. 


.21557, 


'21477. .21551, 22479 .. 22718, 








99dftf! 9971 Q 

^i40U . • Z Z / 1 1? 












beq. jno . 


R £09 1 




Seq. ID 


OJ000303_14."0419 


PIT 
. bl J 




Gene No . 


11 / Zjj 




Strand 








Start 


1 R994 
1 OZZ fi 




End 


24888 






Name 


piTonn^n^ i 4 dziiq pi ""t 


r\ 1 -Ho 
. Ol ■ LS 


Method 


TBLASTX : Soybean 








111 R9 
1 1 1 jZ 




End 


23034 






P T 
bl 


none 




Score 


531 






Exons 


111 R9 1 1 m 7 iii R7 

llljZ . . llJl / , 111 J / . 


1 1 m c 
. 11010, 


11157. .11522, 11158. .1154 4, 








11634. .11696, 11636. 


. 11698, 


11639. .11698, 22475. .22840, 








22480. .22839, 22480. 


.22845, 


22970. .23032, 22972. .23034 






beq . iNo . 


jDUZI 




Seq. ID 


OJ000303_14.0419 


PI T 

.bio 




bene no . 


11 / Z j J 




Strand 










1 coo/ 
I0zz4 




End 


24888 




f 


Name 


uuuuu jUj 1 fi . u h 1 y . bi 3 


. oz . tm 


Method 


TBLASTX: Maize 




Start 


1 1 1 / u 


- 


End 


23083 




IS; 


P T 


none 




Score 


101 




u\ 


Exons 


1 1 1 1A 1 1 COQ 111*71 

111 /u . . iiozy , 111/1. 


1 1 O *7 O 


11181. .11516, 11182. .11541,. 




f 1 1 




11617. . 11745, 11634. 


.11747, 


11636. . 11749, 22493. .22852, 








22494. .22595, 22504. 


.22839, 


22970. .23083, 22972 .. 23079, 








9 9 Q7 t 9 *5 n q n 










H 


beq. INO. 


jOUZI 




Seq. ID 


OJ000303_14 .0419 


p 1 ""i 

bio 


ry 


Gene No . 


1 1 79 R ^ 
X JL / Z J J 




Strand 








Start 


1 R99Z1 
1JZZ4 




End 


24888 






Name 


nTfinn^n^ i zi ozii q pi ^ 


(J*± • Lill 


Method 


TBLASTX: Maize 








1 9 nzi Q 




End 


23924 






P T 


none 




Score 


305 






Exons 


12049. . 12291, 12108. 


12290, 


12403. .124 


86, 12404. .12478, 








9^ftf", 9^fi9ft 9^dZlR 


9 ^697 
ZjOZ / , 


2374 0. .23823, 23741. .23815, 




% J 




9TQQ Q 9TQ9/1 

zjooy . . zoyz^ 












Can 

OcCJ. IN O . 


R 609 1 




Seq. ID 


OJ000303_14 .0419 


PIT 
blj 




Gene No. 


1 1 79 R^ 

1 1 / Z J O 




Strand 








Start 


1 R994 
IOZZ 4 




End 


24888 






Name 


DTDnmn^ 14 041 Q PI ^ 
UJUUU jUj lfl.U4iy.blO 


OO . LS 


Method 


TBLASTX: Soybean 






O -f- „+. 


12847 _ 




End 


24315 






P T 
bl 


none 




Score 


217 






Lxons 


12847. .12-999, 12848. 


13000, 


23949. .24005, 24 162 . .24 314 , 








24163. .24315 












beq. in o . 


56021 




Seq. ID 


OJ000303_14 .0419. 


PI *3 

bio 




Cpnp Ma 


117253 




Strand 








Start 


15224 




End 


24888 






Name 


OJ000303 14.0419.C13. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


12852 




End 


24888 






GI 


none 




Score 


304 






Exons 


12852. .13208, 12859.. 


13209, 


12860. .13210, 13297. .13572, 








13298. .13573, 13728.. 


13934, 


13733. .13966, 13898 .. 13963, 





56533 






14 04 2 . . 142 by , 14042.. 


14 2/5, 


14315. .14380, 24174 


O A C A A 






24175., 24525, 2 4 612. . 


24 88 / , 


24613. .24888 






Seq. No. 


56021 




Seq. ID 


OJ000303 


1/1 A A 1 A 

1 4 . U4 l y 


. CI J 


Gene No . 


11 /ZD J 




Strand 








Start 


15224 




End 


24888 






Name 


OJ000303_14 .0419.C13. 


o2 .ts 


Method 


TBLASTX : ■ 


Soybean 




Start 


1 Jd 4 D 




End 


14274 






GI 


50584/8 l; 




Score 


148 






Exons 


1 O O Vl C 1 O A O /I TOO/IT 

1 J8 4 5 . . 1 J9 J4 , 1jo4 / . . 


i o a c. a 
1 J9b0 , 


13861. .13962, 13892 


. . ijybj, 






14075 .. 14260, 14,075.. 


1 A A A A 

14 242, 


14077. .14274 






GI Descrip. 














Seq. No. 


c r a o i 

56021 




Seq. ID 


OJ000303 


1 A A A 1 A 

14 . 04 i y 


. CI J 


Gene No . 


I 1 1 A C O 

II /25 J 




Strand 








Start 


15224 




End 


24888 






Name 


OJ000303_14 .0419.C13. 


o5 . tm 


Method 


TBLASTX:] 


Maize 




otart 


1 A £ £ £ 




End 


15363 






Oil 


none 




Score 


168 






Exons 


14 bob . . 14 / / J/ 14b/0.. 


14 / / 1 , 


14884. .14976, 14891 


1 < QQO 

. . 14 yy J, 






1 4 o yZ . . 14 yy 4 / lOZbU. . 


1 COCO 

Ijjjo , 


15267. .15362, 15268 


. . loJbJ, 






152 /4 . . 15 Jo / 












Seq. No. 


56021 




r Seq.. ID 


OJ000303 


i a a a i a 
_14 . 0419 


. CI 3 


Gene No. 


117253 




' Strand ■ 








Start 


15224 




r End 


24888 






Name 


OJ000J03 14.0419.C1J. 


o4 . gs 


Method 


GENSCAN 






Start 


15224 




End 


18824 






GI 


none 




Score 


.48 






Exons 


15224 .. 15392 , 16249.. 


1 f~ o o a 

16382 , 


16488. .16581, 16672 


. . 16747 , 






18099 184 60, 1855J.. 


1 O O A / 

18824 










Seq. No. 


5 6021 




Seq. ID 


OJ000303 


1 A A A 1 A 

1 4 . 04 i y 


. CI J 


Gene No. 


117253 




Strand 








Start 


15224 




End 


24888 






Name 


OJ000303 14.0419.C13. 


o3.np 


Method 


AAT/NAP 






Start 


1564.0 




End • 


23322 






GI 


6063557 




Score 


175 






Exons 


15640. .15735, 19332.. 


19437, 


19689. .19866, 23244 


. . 2 J J22 




GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z98885) [Oryza 


sat iva ] 




Seq. No. 


56021 




Seq,. ID 


OJ000303 


1 A A A 1 A 

14 . 04 i y 


/-i -1 o 

. CI J 


Gene No. 


117253 




Strand 








Start 


15224 




End 


24888 






Name 


OJ000303 14.0419.C13. 


o 3 . tm 


Method ■ 


TBLASTX:! 


Maize 




Start 


16290 




. End 


18636 






GI . 


none ; - t ■ 




Score .; 


65. 






Exons 


16290.".if6382, :16292. . 


16399, 


16319. .16384, 16487 


. . 1 bo / b , 






16488. .16580, 16488. . 


16583, 


16489. . 16584, 16674 


1 C~l O A 

. . 1 b / JU , 






16767. .16835, 16897. . 


17016, 


16947. . 17024, 17121 


1 H O A O 

. . 1 /22o , 






17125.'. 17229, 18241. . 


18378, 


18244. .18321, 18361 


. . 184 62 , 






18374. .18460, 18550. . 


18582, 


18558. . 18581, 18601 


. .18636 




Seq. No. 


56022 




Seq. ID 


OJ000303 


_14 .0419 


.C16 


Gene No. 


117254 




Strand 








Start 


427 




End 


541 






Name 


OJ000303 14.0419.C16. 


ol . gs 


Method 


GENSCAN 







56534 



Start 
GI" 

Exons 



427 
none 

427. .541 



End 
Score 



Seq. No. 56023 Seq. ID 

Gene No. 117255 ' Strand 

Start 23 End 

Name OJ000303_14 . 04 19 . C19 . ol . gs Method 

■Start. 23 End 

GI none Score 

Exons 23 . . 155 

Seq. No. . 56024 Seq. ID 

Gene No. 117256 Strand 

Start 245 End 

Name OJ000303_14 . 04 19 . C28 . ol . gs Method 

Start 245 End 

GI none Score 

Exons 24S..526 

Seq. No. 56025 Seq. ID 

Gene No. 117257 Strand 

Start 582 End 

Name OJ000323_15. 04 19. CI .ol . gs Method 

Start ■ 582 . End 

GI none Score 

Exons 582.. 662 



541 
.63 



OJ000303_14-.0419.C19 
155 

GEN SCAN 

155 

.57 



OJ000303_14.0419.C28 

+ 

526 

GENSCAN 

526 

.73 



OJ000323_15.0419.C1 
662 

GENSCAN 

662 

.83 



Seq. No. 56026 Seq. ID 

Gene No. 117258 Strand 

Start 1998 End 

Name OJ000323_15 . 04 19 . C2 . ol . gp Method 

Start 1998 End 

GI 2798252 Score 

Exons 1998.. 2119, 2231.. 2350 



OJ000323_15.0419.C2 
+ 

4487 
AAT/GAP 
2350 
364 



H Seq. No. 
O Gene No. 

Start 
IZ Name 
U Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



56026 
117258 
1998 

OJ000323_15.0419.C2.ol.gs 
2056 
none 

2056. .2119, 2388. .2540, 2642.. 3514, 3626. .3702, 4410. .4487 



Seq. ID OJ000323_15.0419.C2- 

Strand + 

End 4 4 87 

Method GENSCAN 

End 4 4 87 

Score .89 



56026 

117259' 

6107 

OJ000323_15.0419.C2.ol.np 

6107 

7076758 

6107. .7335 

(AL138658) putative protein 

56026 

117260 

11366 

OJ000323_15.0419.C2.o4.gs 



Seq. ID OJ000323_15. 0419.C2 

Strand + 

End 7335 

' Method AAT/NAP 

. End 7 335 

Score 1301 

[Arabidopsis thaliana] 

Seq. ID OJ00032 :: 3_15'.*0419.C2 

Strand + 

End 14296 

Method GENSCAN 



-56535 



o Lai L 


X X O U \J 


End 


13917 


oX 


none 


Score 


.52 


Exons 


1 1 ^66 11*394 1 1 117^9 


11853. .11958, 12449. . 12496, 




196DR 19667 19741 19Q10 


13878.. 13917 




S6D96 


Seq. ID 


OJ000323_15.0419.C2 




1 1 7 9 fiH 

XX / ZuU 


Strand 


+ 


OLalu 


1 1 ^66 


End 


14296 


Name 


OJ000323 15.0419.C2.o2.np 


Method 


AAT/NAP 




12294 


' End 


14 296 


GI 


3122914 


Score 


545' 


Exons 


12294. .12496, 12608. .12676, 


12738. .12910, 13052. . 13124, 




13284. .13349, 13440. .13524, 


13706. .13783, 13878. .13961, 




14273. .14296 






CI T Ho o /-i >- n t-\ 
Vjl Utr o t^x ±±J . 


VALYL-TRNA SYNTHETASE (VALINE — TRNA LIGASE) (VALRS) 




gi| 1890130 |gb| AAB49704.il (U89986) valyl tRNA synthetase 




L-ttX dDlUUpo X o LilciX Xdild J 






O C q ■ in (j . 


0 OUZ 0 


Seq. ID 


OJ000323_15.0419.C2 


Gene No. 


X X / Z O X 


Strand 




Start 


8814 


End 


10308 




OJ000323_15.0419.C2.o2.tm 


Method 


TBLASTX: Maize 


q-|- a ^f- 

OLdl L. 


9R7 4 


End 


3321 


(IT 


none 


Score * 


133 


Exons 


OQ.H A -9Q1 9 9QHQ OQAA OQQQ 


..3120, 2997. .3119, 3184. .3321, 




091 n ^96n ^9^6 ^^91 






Seq. No. 


c Cp| 9 6 


Seq. ID 


OJ000323_15.0419.C2 


Gene No. 


1 1 79CI 
XX / Z D X 


Strand 




CH- a -rt- 
OLdl L 


8814 


End 


10308 


Name 


OJ000323JL5 . 04 19 . C2 . ol . tc 


Method 


TBLASTX: Cress 


OLqIL 


61 1 1 

U X X X 


End 


6435 


OX 


none 


Score 


278 




6111 69 SI 6119 64 ?S 69 

Dill . • U^Jl/ \J X X • • Ui JJf \J Z? -J 


. .6426 




0 e q . in 0 ■ 


56026 


Seq. ID 


OJ000323_15.0419.C2 


Gene No. 


117261 


Strand 




Start 


8814 


End 


10308 


Name 


OJ000323 15.0419.C2.ol.ts 


Method 


TBLASTX : Soybean 


O Lai L 


6370 


End 


7293 


PT 


none 


Score 


217 




6370.. 7104, 6556.. 7293, 6658 


..6852, 6661.. 7206, 6850.. 72,93, 




6858.. 7202, 6912.. 7196, 7009 


..7176, 7099. .7281 


Qon Ma 
O fc: LJ ♦ LN L/ . 


56026 


Seq. ID 


OJ000323_15.0419.C2 


Gene No. 


117261 


Strand 




Start 


8814 • ■ : 


End 


1Q308 


Name 


OJ000323 15.0419.C2.o2.tc 


Method 


ff&ASTX: Cress 


O L- Cli- l_ 


6436 


End 


7293 




none 


Score 


40 


Exons 


6436.. 6597, 6463.. 6861, 6637 


..7215, 66 


561 . .7008, 6838. .7281, 




6928. .7293 






Seq. No. 


56026 


Seq. ID 


OJ000323_15.0419.C2 


Gene No. 


117261 


Strand 




Start 


8814 


End 


10308 


Name 


OJ000323 15-0419. C2.ol.tm 


Method 


TBLASTX: Maize 




56536 






Start 


DJI / 








End 


7293 






bl 


none 








Score 


238 






Exons 


6517. . 


7233, 68'23..7293, 6895 


>. .7293, 7024. .7290 






Seq. No. . 


56026 








Seq. ID 


OJ000323 


JL5.0419 


.C2 


Gene No. 


117261 








Strand 


- 






Of -iyf 


8814 








End 


10308 




- , . 


Name 


OJ000323 15. 0419. C2 . 


o2 . gp 


Method 


AAT/GAP 






btar t 


8641 








End . 


9722 






bl 


none 








Score 


QOA 

you 






Exons 


8641. . 


9043, 9487.. 9568, 9656 


i. .9722 








Seq. No. 


56026 








Seq. ID 


OJ000323 


JL5.0419 


.C2 


Gene No. 


117261 








Strand 


- 






btart 


8814 








End 


10308 






Name 


OJ000323 15. 0419. C2. 


o3 . gs 


Method 


GENSCAN 






otar c 


8814 








End 


10308 






bl 


none 








Score 


.54 






Exons 


8814.. 


9043, 9487. .9671, 10190. .10308 








beq . ino . 


56026 








Seq. ID 


OJ000323 


ID . U4 iy 


no 


Gene No . 


117262 








Strand 








btart 


12767 








End 


13961 






Name 


OJ000323 15. 0419. C2. 


o3. tc 


Method 


TBLASTX : 


Cress 




Start 


- 12767 








End 


13961 






GI 


none 








Score ■ 1 


'73 






Exons 


12767. 


.12886, 


12804 . 


.12914, 


12808. .128? 


35, 12845 


. . Izy lo, 






13008. 


.13133, 


13052. 




13286. .13357, 13290 


1 O O A Ci 






13293. 


.13358, 


13431. 


.13496, 


13434. .13472, 13474 


. . 1 ooz / , 






13474 . 


.13524, 


13476. 


.13526, 


13643. .13681, 13703 


1 "0 1 O C 

. .U/oO, 






13705. 


.13785, 


13875. 


.13961, 


13877. .13960 






beq. no. 


56026 








Seq. ID 


OJ000323 


1 C A A 1 Q 

ID . U4 i y 


n O 

. bz 


Gene No . 


■ 117262 








Strand 








Of -lyf 

bear u 


12767 








End 


13961 






Name 


OJ000323 15. 0419. C2. 


o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


12769 








' End 


13961 ■ 






GI 


none 








Score 


150 








12769. 


.12912, 


12795. 


,12914, 


13052. .13132, 13053 


. . 1 j1 jj, 






13275. 


.13349, 


13286. 


.13357, 


13290. .13349, 13431 


. . i j4 by, 






13434. 


.13472, 


13439. 


.13483, 


13453. .13524, 13474 


. . 1 JJ Z / , 






13476. 


.13526, 


13481. 


.13546, 


13643. .13681, 13703 


. . 1 J / O D , 






13705. 


.13785, 


13871. 


.13960, 


13875. .13961 






beq. no. 


56026 








Seq. ID 


OJ000323 


id . U4 i y 


n o 


bene No. 


117262 








Strand 








Start 


12767 








End 


13961 






Name 


OJ000323 15.0' 


119. C2. 


o3. tm 


Method 


TBLASTX : 1 


Maize 




Of 3r f 


13274. 








End 


13937 






bl 


none 








Score 


100 






Exons 


13274 . 


.13372, 


13290. 


.13349, 


13434. .13472, 13473 


. .13526, 






13474. 


.13527, 


13703. 


. 13789, 


13705. .13785, 13871 


. .13936, 






13875. 


.13937 












Seq. No. 


56027 








Seq. ID 


OJ000323 


_15.0419 


.C6 


Gene No. 


117263 








Strand 








Start 


3421 








End 


3467 







56537 



Name 

Start 

GI 

Exons 



OJ000323_15 . 04 19 . C6 . o2 . gs Method GENS CAN 

3421 End 3467 

hone Score .87 
3421. .3467 



Seq. No. 56027 Seq. ID 

Gene No. 117264' •■ • Strand 

Start 3368 End 

Name OJ000323_15 . 04 19 . C6 . ol . gp Method 

Start 3368 End 

GI 2280840 Score 

Exons 3368 . . 3475 



OJ000323_15.0419.C6 
+ 

3475 
AAT/GAP 
3475 
216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No , 
'Start 
Name .. 
Start 
GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_15.0419.C7 
+ 

1886 
GENSCAN 
1886 
.59 



56028 
117265 
762 

OJ000323_15.0419.C7.ol.gs 

762 
none 

762. .767, 1764. .1886 

56028 
117266 
4206 

OJ000323_15.0419.C7.ol.gp 

4206 

76739JL.R1084 
4206. .4800 

f 1041815 2.0e-14 (U16721) lipid transfer protein [Oryza sativa] 



OJ000323_15.0419.C7 
+ 

4800 
AAT/GAP 
4800 
1155 



56028 

117266 

4206 

OJ000323_15.0419 
4242 

128377 * 
4242.. 4553 
PROBABLE NONSPECI. 
(ALEURON-SPECIFIC 
probable phosphol 
aleur one- specif ic 
aleurone specific 
gi | 19041 | emb|CAA4 
[Hordeum vulgare] 



56028 

117267 

2254 

OJ000323 

2254 

none 



C7.ol.np 



Seq. ID OJ000323_15.0419.C7 

Strand + 

End 4800 

Method AAT/NAP 

End 4553 

Score 247 



FIC LIPID-TRANSFER PROTEIN PRECURSOR (LTP) 

10 KD PROTEIN) (B-FABP) gi | 8234 3 | pir | | S04 12 6 
ipid transfer protein precursor, 

- barley gi | 18893 | emb | CAA33329 . 1 | (X15257) 

protein [Hordeum vulgare] 
9448.11 (X69793) lipid transfer protein 

gi | 1904 3 | emb | CA 



15.0419.C7.o2.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_15.0419.C7 

3922 
GENSCAN 
3922 
.53 



2254.. 2415, 3260.. 3306, 3706.. 3922 



Seq. No. -56028 Seq. ID 

Gene No. 117268 Strand 

Start 7910 End 

Name OJ000323 15 . 04 19 . C7 . ol . tm Method 



OJ000323_15.0419.C7 
10104 

TBLASTX: Maize 



56538 



Start 


4 346 




End 


GI 


none 




Score 


Exons 


A A £ A A 1 O A O A H A A C A A A 

4J4o..44oo, 4J4/..44 0 4, 44 


4 O . . 


A C C C A 

. 4000, 4 


Seq. No. - 


56028" 




Seq. ID 


Gene No. 


117268. 




Strand 


otart 


7910 




Lnu 


Name * 


OJ000323 15.0419.C7.ol.tw 




Method 


Start 


4349 




End 


GI 


none 




Score 


Exons 


4349. .4441, 4350. .4442, 4443.. 


A C C ("1 A 

, 4ooy , 4' 


Seq. No. 


56028 




Seq. ID 


Gene No. 


117268 




Strand 


Start 


7910 




End 


Name 


OJ000323 15.0419.C7.o2.np 




Method 


Start 


7910 




End 


GI 


7106514 




Score 


Exons 


■ 7910. .8036, 10082. .10104 






GI Descrip. 


(AP001278) hypothetical protein [Oryzi 


Seq. No. 


56028 




Seq. ID 


Gene No. 


117268 




Strand 


Start t 


7910 • , : 




End 


Name 


OJ000323 15.0419.C7.o4.gs 




Method 


Start 


9645 




End 


GI 


. none 




Score 


Exons 


9645. . 9771 






Seq. No. 


56029 




Seq. ID 


Gene No. 


117269 ' 




Strand 


Start 


160 




End 


Name 


OJ000323 15.0419.C8.ol.gs 




Method 


Start 


160 




End ' 


GI 


none 




Score 


Exons 


160. .246, 425. .560, 1078.. 


3593 


Seq. No. 


56029 




Seq. ID 


Gene No. 


117269 




Strand 


Of a r-4- 


160 




End 


Name 


OJ000323 15.0419.C8.ol.np 




Method 


Start 


426 




End 


CT 
bl 


7228457 




Score 


Exons 


426. .700, 823. .1973, 2040. 


.3590 


GI Descrip. 


(AP001366) Similar to Sorghum bicolor 




retrotransposon RetroSorl, 


polyproteii 




, .sativa] 






Seq. No. 


56029 . 




Seq. ID 


oene ino . 


117270 




Strand 


Start 


3753 * 




End 


Name 


OJ000323 15.0419.C8.ol.gp 




Method 


Start 


3753 




End 


GI 


2428323 




Score 


Exons 


3753. .4215 






GI Descrip. 


5803242 /dbj I AP000399 . 1 | AP000399 0.0e+< 



4565 
101 



10104 

TBLASTX: Wheat 

4559 - 

93 



10104 
AAT/NAP 
. 10104 



OJ000323_15.0419.C7 

10104 
GENSCAN 
9771 
.72 



OJ000323_15.0419.C8 
+ 

3593 
GENSCAN 
3593 
.64 



OJ000323_15.0419,C8 
+ 

3593 
AAT/NAP 
3590 
4809 



(AF098806) [Oryza 



OJ000323_ 
+ 

4215 
AAT/GAP 
4215 
843 



15. 0419. C8 



DNA, chromosome 6, clone : P0535G04 



56539 




Seq. No. 


56029 


Seq. ID 


OJ000323 


_15. 


.0419, 


.C8 


bene lnq . 


117 9 71 

X X t £. IX. 


Strand 


+ 










X £ f± U Z 


. End 


13140 








Name 




Method 


GENSCAN 










1 94 09 _ 


End 


13140 










none 


Score 


.45 








Exons 


19409 19SR4 196RR 19Q1fi 


12944. .13035, 13044 


. .13140 




Seq. No. 


56029 


Seq. ID 


OJ000323 


_ 15 < 


,0419, 


.C8 


bene lno . 


117 9 7 9 
X X / £ I £ 


Strand 










btart 


X J DO 4 


End 


X J O D 








Name 


ujuuujz J id . x y . bo . od . gs 


Method 


GENSCAN 








oiart 


1 ^AP.4 
1 J DO h 


End 


13986 








C T 


none 


Score 


.99 








Exons 


1 £fi 4 1 ^ QP £ 
XJOOfi. .XJi700 












oe^. IN U . 


56029 


Seq. ID 


OJ000323 


_15, 


.0419. 


.C8 


Gene No. 


117272 


Strand 


+ 








Start 


13684 


End 


13986 








Name 


OJ000323 15.0419.C8.o4.np 


Method 


AAT /NAP 








Of 5 


13696 


End 


13986 








bl 


7489543 


.Score 


221 








Exons 


1-3696. . 13986 /. 












GI Descrip. 


probable lipid transfer protein - rice 


gi | 10418 


15|gb|AAC50030 




(U16721) lipid transfer protein [Oryza 


sativa] 








Seq. No. 


56029 


Seq. ID 


OJ000323 


_15. 


.0419. 


.C8 


Gene No. 


117273 


Strand 


+ 










14343 


End 


14922 








Name 


OJ000323 15.0419.C8.o5.np 


Method 


AAT /NAP 








otart 


14343 


End 


14922 










7523517 


Score 


234 








TT 1 v r^i ^ 

iiiXons 


14343. .14647, 14798. .14922 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








SeqV No. 


56029' 


Seq. ID 


n tooo^9 "3 


_15. 


.0419. 


.C8 


bene lno . 


117274 


Strand 


+ 








otari 


17506 


End 


17613 








Name 


OJ000323 15.0419.C8.o8.gs 


Method 


GENSCAN 








ocari 


17506 


End 


17613 








bX 


none 


Score 


.82 










17506.. 17613 












Seq. No. 


56029 


Seq. ID 


OJ000323 


_15. 


,0419! 


.C8 


bene lno . 


117275 


Strand 










oiarc 


4223 


End ■ 


9194 








Name 


OJ000323 15.0419.C8.o2.gs 


Method 


GENSCAN 








Oiait 


4223 


End 


7520 








bl 


none 


Score 


.99 








Exons 


4223.. 6167, 6259.. 7520 












Seq. No. 


56029 


Seq. ID 


OJ000323 


JL5. 


0419. 


,C8 


Gene No. 


117275 


Strand 










Start 


4223 


End 


9194 








Name 


OJ000323 15.0419.C8.o2.np 


Method 


AAT /NAP 








Start 


4226 


End 


7520 









56540 






p t 


5803259 


Score 


oi jy 






Exons 


4226.. 5896, 5939.. 6167, 6259. 


.7520 








bi uescrip . 


(AP000399) hypothetical protein [Oryza 


sativa J 






oeq. no. 


"56029 


Seq. ID 


OJ000323_15.0419 


PQ 

. bo 




bene lnu . 


117275 


Strand 








otaii- 


4223 


End 


9194 






Name 


OJ000323 15.0419.C8.o3.np 


Method 


AAT/NAP 






Start 


6714 


End 


9194 






P T 
bl 


5922623 


Score 


210 






Exons 


6714.. 6750, 8335.. 8410,,. 8578., 


.8730,.. 9110. . 9194 






bl uescrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 








gil 6016856 | db j IBAA85199.1 | (AP000570) 


hypothetical protein 






[Oryza sativa] 










Seq. No. 


o buz y 


Seq. ID 


OJ000323_15.0419 


P D 

. bo 




Gene No. 


1 1 / Z / 0 


Strand 








C ■)- "2 V+- 

OlalL 


A O O *3 
4 ZZ J 


End 


9194 






Name 


OJ000323 15.0419.C8.o3.gs 


Method 


GENSCAN 






ouar u 


7901 


End 


8483 






P T 


none 


Score 


. 4 






TP /"\ vi o 

HjXons 


/yui..ouib, oUjj. . ouyy, ojjo. , 


.8410, 8429. .8483 






Seq. No. 


d o u z y 


Seq. ID 


OJ000323_15.0419 


. bo 


M 


Gene No. 


11 / Z / D 


Strand 








otart 


1 4 J / 3 




1 A Q A ^ 
14 0 4 0 




rd 


Name 


OJ000323 15.0419.C8.o7.gs 


Method 


GENSCAN 






otart: 


14375 


End 


14845 






P T 

bl 


none 


Score 


.5 






Exons 


14 j / j. . 1 4 o y u , 1 4 o 1 U . . 1 4 o 4 o 








1 Li 


Seq. No. 


o duz y 


Seq. ID 


OJ000323_15.0419 


PQ 

. bo 




Gene No. 


i i "jon 
1 1 / z / / 


Strand 






r ^ 
■ ~ 




1 / 0 4 Z 


End 


17 661' ' 






Name 


OJ000323 15.0419.C8.o2.tm 


Method 


TBLASTX: Maize . 






o tar u 


428 


End 


771 






P T 
bl 


none 


Score . 


;261 




f 1 


Exons 


4zo . .bo/, 4 jU . .boo, bbl . . //I 










Seq. No. 


56029 


Seq. ID 


OJ000323_15.0419 


.C8 




Gene No. 


117277 


Strand 








OLait 


17542 


End 


17661 






Name 


OJ000323 15.0419.C8.ol.tw 


Method 


TBLASTX: Wheat 






o car u 


445 


End 


864 






PT 
bl 


none 


Score 


274 






XT' v t~\ t~\ c? 


445. .666, 446. .676, 548. .667, 

< 


658. .864 


, 684. .857 






Seq. No. 


56029 


Seq. ID 


OJ000323_15.0419 


.C8 




Gene No. 


117277 


Strand 










17542 


End 


17661 






Name 


OJ000323 15.0419.C8.ol.ts 


Method 


TBLASTX : Soybean 






Start 


524 


End 


894 






GI 


none 


Score 


154 






Exons 


524. .667, 541. .666, 664. .894 










Seq. No. 


56029 


Seq. ID 


OJ000323_15.0419 


.C8 




Gene No. 


117277 


Strand 







56541 




Start 


17542 






End 


17661 




Mama 


0,7000^93 1 s 


0419 


Pft n3 i-w 


Method 


TBLASTX: Wheat 




O Lai L 


1 S 1 ft _ 






End 


1952 




laX 


none 






Score 


236 




IT vnn o 
i-j AvJX lo 


1 M ft 1 7 fi 9 


1 Sift 

X «J X o • 


1748 1583 


.1'759, 1803.. 1952, 1812.. 1949 




1814 1951 

1 O X 1 * i 1 JJ1 












Ccirr Mo 
o fcr L£ ■ lm w • 


^6099 

j u \j £. y 






Seq. ID 


OJ000323 15.0419. 


C8 


Gene No. 


117277 






Strand 






Start 


17542 






End 


17661 




Name 


f>,700039^ 1 S 


V 1 X Zs • 


C8 .o2. ts 


Method 


TBLASTX : Soybean 






1 641 ~~ 

X U *4 X 






End 


2189 




O X 


JUUU / J J 






Score 


68 




HiAUI lo 


1641 17^9 

lull . • X / *J -7 , 


1 ft 1 R 

X O X *J . 


.1952, 2007. 


.2189 






vjx ucooi 1^1 1 


4?nfi"3nfi 9 o*= 




AF049110) prpol [Zea 


mays ] 




Seq. No. 


56029 






Seq. ID 


OJ000323 15.0419. 


C8 


Gene No. 


117277 






DLI driu. 






O Lai L 


1 7 "=149 






End 


17661. " - 




l\ a.1 lit; 


ojooo323 IS 


\J 1 X ZJ • 


C8.o6.tw 


Method 


TBLASTX: Wheat - 




j Lai L 


1 9S5 — 

X Z/ -J *J 






End 


2267 




riT 

\J X 


iiunc 






Score 


197 






1 y J J i . X -*J ~L , 


2007 . 


.2267 








Seq. No. 


56029 






Seq. ID 


O"l700032 3 15 0419 


C8 


Gene No. 


117277 






Strand 






Of a rt- 


1 7 S4 9 






End 


17 661 




Narne 


n 7000^9 *3 1 R 


04 1 q 


C8.oi;'tm 


Method 


TBLASTX: Maize 












End 


2783 




X 


none 






Score 


364 






9460 97ft^ 


94 ft 9 


.2770 








Seq. No. 


56029 






Seq. ID 


OJ000323 15 0'419 


C8 


Gene No. 


117277 






Strand 






O LdX L 


1 7S4 9 






End 


17661 




Nartie 


n,70 00 3 9?i i s 


04 1 Q 

\J *3 X -7 . 


C8.o2.tw 


Method 


TBLASTX: Wheat 




O LdX L 


9S97 _ 

U Z? / 






End 


2978 




O X 








Score 


375 




Hi A. 1 1 0 


9S97 9fiS3 


9 S9ft 
£. *j y o • 


.2978, 2699. 


.5*947 






Cpn Kin 


S6099 






Seq. ID 


OJ000323_15.0419. 


C8 


Gene No." 


117277 






Strand 






Start 


17542 






End 


17661 




Name 


OJ000323 15 


0419. 


C8.o4 . tw 


Method 


TBLASTX: Wheat 




OLdl L 


9979 ~ 

c~ Z/ 1 J 






End 


3581 




yJ X 








Score 


257 




P 1 von q 


9979 397S 


99ft ? 


.3054, .2984. 


.3082, 3119.. 3262, 3455.. 3577 




34S6 3Sft1 

J4 JU • ■ JJOX 












Seq. No. 


56029 






Seq. ID 


OJ000323_15.0419. 


C8 


Gene No. 


117277 






Strand 






Start 


17542 






End 


17661 




Name 


OJ000323 15. 


0419. 


C8.o4.tm :/ 


Method 


TBLASTX: Maize 




Start 


3450 






End 


3590 




GI 


none 






Score 


183 




Exons 


3450. .3590, 


3455. 


.3589 









56542 



Seq. No. 56029 

Gene No. 117277 

Start 17542 

Name OJ000323_15 . 04 19 . C8 . o3 . tm 

Start 13776 " ' 

GI none 

Exons 13776. .13871, 13777 . . 13884 , 



Seq. ID 

Strand 

End 

Method 
-End 
Score 



OJ000323_15.0419.C8 
17661 

TBLASTX: Maize 

17661 

104- 



13873. .13992, 13875. .13913, 



13959. .14027, 17545. .17661, 17546. .17659 



Seq. No. 56029. Seq. ID 

Gene No. 117277 Strand 

Start 17542 End 

Name OJ00032 3_15 . 04 1 9 . C8 . o5 . tw Method 

Start 13777 End 

GI none Score 

Exons 13777. .13884, 13777 .. 13857 , 1387 9 1398 6, 1754 5 .. 17 661 , 
17552. .17650 



OJ000323_15.0419.C8 
17661 

TBLASTX: Wheat 
17661 
106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000323_15,0419.C8 
Strand 

End 17661 

Method AAT/NAP 

End 17661 

Score 154 



56029 
117277 
17542 

OJ000323_15.0419.C8.o6.np 
17542 
7 4 8.9543 
17542.. 17661 

probable lipid transfer protein - rice gi | 104 1815 | gb | AAC50030. 1 | 
(U16721) lipid transfer protein [Oryza sativa] 



56030 

117278 

64 

OJ000323_15.0419.C9.ol.gs 
64 

none 

64. .279, 730. .780 



Seq. ID OJ000323_15.0419.C9 
Strand 

End 780 

Method GEN SCAN 

End 780 

Score .71 



Seq. No.' 1 *-" 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56031 

117279 

1 

OJ000323_15.0419.C10.ol.np 
1 

7527726 



Seq. ID' OJ000323_15. 0419. C10 

Strand + 

End 8279 

Method AAT/NAP 

End 2812 

Score 1651 



1..434, 690. .941, 1022. .1519, 1802. .1875, 2010. .2161, 
2398. .2527, 2641. .2812 

(AC010657) T5E21.11 [Arabidopsis thaliana] 



56031 

117279 

1 

OJ000323_15.0419.C10.ol.gs 

304 

none 



Seq. ID OJ000323_15. 0419. C10 

Strand + 

End 8279 

Method GEN SCAN 

End 8279 

Score .65 



304. .434, 690. .941, 1022. .1519, 1802. .1899, 2043. .2142, 
2382.-2527, 264 1 .- . 2774 3625 3876, 4082. .4200, 5951. .6034, 
6206. .7233, 7634. .8279 



Seq. No. 



56031 



Seq. ID OJ000323 15. 0419. C10 



56543 





1 1 797Q 






Strand 


+ 




Start 


1 






End 


8279 




Name 


OJ000323 15 


.0419. 


C10.o2.np 


Method 


AAT/NAP 




olaiL 


6316 






End 


7238 




bl 


' 6907106 . ■' . 






Score 


.448 




TT 1 /-v 


6316. . 6976, 


7051. 


.7238 








GI Descrip. 


(AP001129) ; 


EST AU068291 (C12960) corresponds to 


a region of th 




predicted gene.; 


hypothetical protein 


[Oryza sativa] 


oeq. wo. 


56031 






Seq. ID 


OJ000323 


_15. 0419. C10 


Gene No. 


117280 






Strand 


+ 




Start 


10041 






End 


13446 




Name 


OJ000323 15 


.0419. 


C10.o2.gs 


Method 


GENSCAN 




otart 


10041 






End 


13446 






none 






Score 


.76 




Exons 


10041. . 10297, 10658. . 10727, 


11157. .11333, 11354 


. .11647, 




11940. .11981, 12553. .12732, 


12985. .13152, 13237 


. .13446 


Seq.- No. 


56031 






Seq. ID 


OJ000323 


10.0419. C10 


Gene No. 


117280 






Strand 


+ 




o t ar t 


10041 






End 


13446 




Name 


OJ000323 15 


.0419. 


C10.ol.gp 


Method 


AAT/GAP 




o tar c 


12572 






End' 


13074 




Lrl 


■ none 






Score 


438 ; 




Exons 


12572. .12732, 12985.. 13074 








Seq. No. 


56031 






Seq. ID 


OJ000323 


_15. 0419. C10 


Gene No. 


117281 






Strand 


+ 




btart 


13855 






End 


14249 




Name 


OJ000323 15 


.0419. 


C10.o2 .gp 


Method 


AAT/GAP 




ot art 


13855 






End 


14249 






none 






Score 


651 




Exons 


13855. .14249 










oeq . jno . 


56031 






Seq. ID 


OJ000323 


_15. 0419. C10 


Gene No. 


117282 ■ 






Strand 






Start 


.... 14053 






End 


14283 




Name 


OJ000323 15 


.0419. 


C10.ol.tc 


Method 


TBLASTX : 1 


Cress 


Of a r-f 

o t ar t 


26 






End 


2733 




C T 


none 






Score 


562 




Exons 


26. .436, 30 


. .443, 


684. . 941, 


689. . 934, 


1004. .1324, 1004. .1186, 




1018. .1323, 


1339. 


.1509, 1346 


. .1519, 1799. .1876, 


1922. .1948, 




2406. .2528, 


2647. 


.2733 








oeq. in o . 


56031,-: 






^Seq. ID 


OJ000323 


_15. 0419. C10 




117282 






Strand 






ot art 


14053 






End 


14283 . 




Name 


OJ000323 15 


.0419. 


C10.ol.tm 


Method 


TBLASTX:] 


Maize 


Start 


69 






End 


2792 ... 




GI 


none 






Score 


447 




Exons 


69. .437, 69 


. .434, 


687. .941, 


688. .936, 


689. .937, 


1004. .1324, 




1020. . 1322, 


1021. 


.1323, 1319 


. . 1519, 1321. . 1515, 


1322. .1522, 




1796. . 1897, 


1799. 


.1900, 1800 


..1913, 2037. .2141, 


2038. .2145, 




2376. .2528, 


2376. 


.2456, 2380 


..2529, 2380. .2535, 


2644 . .2709, 




2648. .2728, 


2658. 


.2792, 2658 


. .2783 






Seq. No. 


56031 






Seq. ID 


OJ000323 


_15. 0419. C10 



56544 




Gene No. 


117282 . 








Strand 






Start 


14053 








End 


14283 




Name 


OJ000323 15. 


0419. 


ClO.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


75 ' 








End 


1323 




GI ' : 


none 








Score 


475 




Exons 


75. .437, 76. 


.423, 


89. .4 


33, 681. .734, 


684 . .746, 






728. .928, 738. .941, 841 


• . y o zf t 


1004. .1318, 1004. 


. lolo , 1UU b . 


Seq. No. 


56031 








Seq. ID 


OJ000323 


10.0419. CIO 


Gene No. 


117282 








Strand 






Start 


14053 








End 


14283 




Name 


OJ000323_15. 


0419. 


C10.o4 


. r,m 


Method 


TBLASTX: 


Maize 


Start 










End 


4163 




GI 


none 








Score 


36 




Exons 


3595. .3627, 


3614 . 


.3727, 


3657. 


3728, 3843.. 3917, 


Jo4 o . . 3301 , 




3898. .3993, 


4083. 


.4163, 


h U O D . 


4163 






Seq. No. 


56031 








Seq. ID 


OJ000323 


lo . U4 19 . CIO 


Gene No. 


117282 








Strand - 






Start 


14053 








End". 


14283 




Name 


OJUUU JZo Id . 


U4 iy . 


C1U . OZ 


4- m 


Method 


TBLASTX: 


Maize 


Start 


6790 








End 


7139 




GI 


none 








Score 


109 




Exons 


67 90. .6903, 


6793. 


,.7002, 


Douy . 


7003, 6813.. 6887, 


6858 . . 6914 , 




- 6968. .7027, 


6989. 


.7030, 


C Q Q A 


7035, 6995.. 7033, 


"7 A O O 1TT"7 

7082 . .7117, 




7086.. 7139, 


7099. 


.7134 










Seq. No. 


56031 








Seq. ID 


OJ000323 


_15. 0419. C10 


Gene No. 


11 / ZoZ 








Strand 






Start 


14053 








End 


14283 




Name 


OJ000323 15. 


0419. 


C10.o3 


.gs 


Method 


GEN SCAN 




Start 


14053 








End 


14277 




GI 


none 








Score 


.49 




Exons 


14053. . 14277 














Seq. No. 


56031 








Seq. ID 


OJ000323 


_15. 0419. C10 


•Gene No. 


1 1 lOfiO 

11 / ZoZ 








Strand 






Start 


14 053 








End 


14283 




Name 


OJ000323 15. 


0419. 


C10.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


14080 








End 


14283 




GI 


none 








Score 


139 




Exons 


14080. .14283 


, 14080.. 14283 ■ 








Seq. No. 


56032 








Seq. ID 


OJ000323 


_15.0419.C11 


Gene No. 


117283 








Strand 


+ 




Start- 


3637 








End 


4067 




Name 


OJ000323 15. 


0419. 


Cll.ol 


-<gp .- 


Method 


AAT/GAP 




Start 


3637 - -. 








End 


4067 




GI 


none 








Score 


8 62 




Exons 


3637. .4067 














Seq. No. 


56032 








Seq. ID 


OJ000323 


_15.0419.C11 


Gene No. 


117284 








Strand 


+ 




Start 


4391 • 








End 


4892 




Name 


OJ000323 15. 


0419. 


Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


4391 








End 


4892 




GI 


none 








Score 


940 





56545 



Exons 



4391. .4892 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56032 



Seq. ID OJ000323_15.0419.C11 



117285 Strand 
54 92' End 
. 0 JO 0 0 3 2 3_1 5 . 0 4 1 9 . C 1 1 . o2 . np Method 
5492 End 
6069646 . Score 

5492. .5564, 8492'. .9319 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



+ 

9319 
AAT/NAP 
9319 
404 

transcriptase 
,1| (AP001129) 
F9013 genomic 
transcriptase. 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56032 Seq. ID 

117286 Strand 

2829 End 

OJ000323_15 . 04 19 . Cll . ol . np Method 

2829 End 

5295951 Score 



OJ000323_15. 0419. Cll 
6333 

AAT/NAP - 

6333 

136 



2829. .2852, 3892. .4156, 4410. .4602, 6101. .6333 
(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds.(U23857) [Oryza sativa] 



Seq. No. 56032 Seq. ID: ■ OJ000323_15 . 04 19 . Cll 

Gene No. 117286 Strand" - 

Start 2829 ■ End 6333 

Name OJ000323_15 . 04 19 . Cll . o3 . gp Method AAT/GAP 

Start 5276 End 5850 

GI 1339_1.R1084 Score 1138 

Exons 5276.. 5850 

GI Descrip. 1 5295936/dbj | AB026295 . 2 | AB026295 2.0e-10 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10 , complete sequence 1 



H Seq. No. 
i& Gene No. 

Start 
iZ. Name 
'li Start 
U GI 

Exons 



56032 

117287 

8925 

OJ000323_15.0419.Cll.o2.tm 

2909 

none 

2909. .3052, 2917. .3072, 
3269.. 3292, 3270.. 3293 



Seq. ID 
Strand- 
End 

Method 

End 

Score 



OJ000323_15. 0419. Cll 
12673 

TBLASTX: Maize 

3293 

156 



2917.. 3054, 3159.. 3263, 3161.. 3262, 



Seq. No. 56032 

Gene No. 117287 

Start 892'5 

Name OJ000323_15 . 04 19 . Cll . ol . tm 

Start 8679 

GI none 
Exons 



Seq. ID OJ000323_15. 0419. Cll 
Strand 

End 12673 

Method TBLASTX: Maize 

End 9215 

Score 106 



8679. .8843, 8768.-8839, 8858. .8974, 8859. .9065, 9090. .9215 



Seq. No. 56032 . Seq. ID OJ000323_15 . 04 19 . Cll 

Gene No. 1.17287 Strand 

Start 8925 End 12673 

Name OJ000323_15 . 04 19 . Cll . o3 . np Method AAT/NAP 

Start 8925 End 12573 



56546 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4321762 Score 291 

8925. .8995, 10564. .11190, 12486. .12573 
(AF061107) transcription factor MYC7E [Zea mays] 



5603*2 

117-287 

8925 

OJ000323_15.0419.Cll.o3.gs 

10529 

none 



Seq. ID OJ000323__15.0419.C11 
Strand ' 

End 12673 

Method GENSCAN 

End 12673 

Score .49 



10529. .10831, 10864. .11010, 12554.. 12673 



56033 

117288 

640 

OJ000323_15.0419.C12.ol.gs 

640 

none 

640. .825 ' ~ ' 



Seq. ID . OJ000323_15.0419.C12 

Strand + 

End 825 

Method GENSCAN 

End 825 

Score . 65 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56034 
117289 
1 

OJ000323_15.0419.C13.ol.np 
1 

2852684 

1..837, 1598. .2549, 2577. .2832 

(AF017751) resistance protein candidate [Lactuca sativa] 



Seq. ID OJ000323_15.0419.C13 

Strand + 

End 3054 

Method AAT/NAP - ■ 

"End 2832 

Score 591 



56034 

117289 

1 

OJ000323_15.0419.C13.o2.np 
1 

4689223 



Seq. ID OJ000323_15.0419.C13 

Strand + 

End 3054 

Method AAT/NAP 

End 3054 

Score 616 



1..27/ 258.. 775, 1545. .2510, 2556.. 3054 

(AF118127) disease resistance protein 12 [Lycopersicon 

esculentum] 



Seq. No. 56034 

Gene No. 117289 

Start 1 

Name OJ000323_15 .0419. C13". ol . tm 

Start 2049 

GI none 
Exons 



Seq. ID OJ000323_15.0419.C13 

Strand + 

End 3054 

Method TBLASTX: Maize 

End 2445 

Score 115 



2049. .2207, 2050. .2190, 2205. .2405, 2251. .2445, 2350. .2445 



Seq. No. 56035 
Gene No. 117290 
Start 1 

Name OJ000303_15 . 04 19 . CI . ol . np 

Start 1 
GI 7489803 
Exons 1 . .1164 

GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. ID OJ000303_15.0419.C1 
Strand 

End 1593 

Method AAT/NAP 

End 1164 

Score 807 



56547 



Seq. No. 56035 

Gene No. 117290 

Start 1 

Name OJ000303_15 . 04 19 . CI . ol . ts ; 

Start * 26' 

GI none 

Exons 26. .337, 33. .326 



Seq. ID OJ000303_15.0419.C1 
Strand 

End 1593- 

Method TBLASTX : Soybean 

End 337 

Score 165 



Seq. No. 56035 

Gene No. 117290 

Start 1 

Name OJ000303_15 . 04 1 9 . CI . ol . tm 

Start 86 

GI none 

Exons 86.. 613, 87.. 572 

Seq. No. 56035 

Gene No. 117290' 

■Start .1 

Name OJ000303_15 . 04 19 . CI . ol . gs 

Start 130 

GI none 

Exons 130.. 1593 



Seq. ID OJ000303_15.0419.C1 
Strand 

End 1593 

Method TBLASTX : Mai ze 

End 613 

Score 236 



Seq. ID OJ000303_15.0419.C1 
Strand 

End 1593 

Method GENSCAN 

End 1593 

Score .72 



Seq. No. 56035 

Gene No. 117290 

Start -1 

Name OJ000303_JL5 . 0419. CI . ol . tw 

Start 179 

GI none 
Exons 



Seq. ID OJ000303_15.0419.C1 
Strand 

End 1593 

Method TBLASTX : Wheat 

End 742 

Score 96 



179. .466, 180. .281, 194. .469, 506. .742, 524. .736 



Seq. No. 56036 

Gene No. 117291 

Start 1 

Name , OJ000303^15 . 04 19 . C3 . ol . gp ; 

Start 1 

GI uC-osrocyp002b09bl 

Exons 1 . . 101 

GI Descrip. ' 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



Seq. ID OJ000303_15.0419.C3 
Strand 

End 101 

Method ' AAT/GAP 

End 101 

Score 187 



Seq. No. 


56036 












. Seq. ID 


OJ.000303 


Gene No. 


117292 












Strand 




Start 


62 












End 


144 


Name 


OJ000303 


15. 


0419 


.C3. 


ol, 


.gs 


Method 


GENSCAN 


Start 


62 ■ 












End 


14 4 


GI 


- none 












Score 


.64 


Exons 


62. . 144 
















Seq. No. 


56037 












Seq. ID 


OJ000303 


Gene No. 


117293 












Strand 


+ 


Start 


521 












End 


1069 


Name 


OJ000303 


15. 


0419 


.C7. 


ol, 


.gs 


Method 


GENSCAN 


Start 


521 












End 


1069 


GI 


none 












Score 


.4 



56548 








S91 fifift Q4 6 1 0 fiQ 










Seq. No. 


560*37 


Seq. ID 


OJ000303_ 


15. 0419. C7 




Gene No. 


117294 


Strand 












FnH 


?fl Q1 

J 0 y X 






Name 


P.TOOO^O^ 1 R 041 Q P7 n? rrQ 




PFNf^P ANI 






Qt- ^ r*t- 


£ £ 0 " ~ 


FnH 


^R Q1 

JO 51 








iiLJiic? 


: Score 


S7 
. j / 






F von c 


?fifi9 "37 04 "37 7 R ^RQI 










Seq. No. 


56038 


Seq. ID 


OJ000303_ 


15. 0419. C8 




Gene No. 


117295 


Strand 


+ 






o Lai L 




FnH 
Hii L\j. 


Sft S3 

JO J J 






Name 


o.tooo^o^ is 041 q pr ni nr> 


rJc LI1UU. 


AAT /PAP 






OLdI L 


969R _ 


FnH 

Hi 1 1U 


9Q99 






rij 




O L-UL c 


S4 1 

J41 






TP vnn q 


969R 9Q?9 










Oc4» In ^ ■ 


sgo^r 

JDU JO 


Seq. .ID 


OJ000303_ 


IS 04 1 Q PR 




Gene No. 


117295 


Strand 


+ 






Start 


2628 


End 


5859 






Name 


OJOOO^O^ IS 0419 C8 ol as 


Method 


GENSCAN 






oL.ci.LL 


97 fiS — 


End 


5859 




o 




none 


Score " 


.92 






Hi A. Oil O 


' '976S ' "304S "314 0 *3S4fi ^fi^S 


4033, 4251.. 4616, 


47 97 "4Q9^ 


£n 




S097 c;9DQ S7Q1 SRSQ 








r 1 3 

~ =5; 


Con M/^ 

oeq . lno ■ 


3 DUjO 


Seq. ID 


OJ000303__ 


1 c 04 1 Q PR 


% K? 




117296 


Strand 


+ 






Start 


11843 


End 


14958 






Name 


OJ000303 15.0419.C8.o3.np 


Method 


AAT /NAP 




i y 


Cf-3 r +- 


11843 


End 


14958 








7340884 


Score 


110 




s 


CjAUUo 


11843. .12122, 14928. .14958 








f 1 


PT Pl O Q f"" T* T 


(AP001551) Similar to Antirrhinum majus transposon Tam3 gene 


; •" 




transposase. (AB013982) [Oryza sativa] 








0 c ^ • ■ 1\ <j • 


56038 


Seq. ID • 


OJ000303_ 


15. 0419. C8 


H 


Gene No. 


117297 


Strand 






fear 
f =% 


Start 


2889 


End 


12126 






LN Cllt l" 


OJ000303 15.0419.C8.ol.np 


Method 


AAT /NAP 






OLal L 


2889 


End . 


11121 






ox 


6069653 


Score 


944 . 








2889. .2980, 3358. .3501, 7249.. 


8002, 8195.. 9125, 


11084 . .11121 




PT Hoonri n 


(AP000616) hypothetical protein [Oryza 


sativa] 






Cpn Kin 


56038 


Seq. ID 


OJ000303_ 


15. 0419. C8 






117297 


Strand 








Start 


2889 


End 


12126 






Name 


OJ000303 15.0419.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


3825 


End* " 


4600 






GI 


none 


Score 


106 






Exons 


3825.. 3896; 3901.. 4029, 3903.. 


4022, 4247.. 4315, 


4370. .4435, 






4375. .4428, 4463. .4600, 4465.. 


4599 







Seq. No. 56038 Seq. ID OJ000303_15 . 04 19 . C8 

Gene No. 117297 Strand 



5654 9 



Start 


2889 








End 


12126 


Name 


OJ000303 15 


. 0419 


. C8 . o3 . 


tm 


M^t" h nH 


TRT.ASTX • Ms i 7e 


Start 


4334 ~ 








End 


4 4 4 4 


GI 


none 








Score 


191 


TT yon Q 


4334 4444 


4336 


. . 4443 








Seq. No. 


56038 








Seq. ID 


OJ000303_15.0419..C8 


Gene No. 


117297 








Strand 




Start 


2889 








End 


12126 


Name 


OJ000303 15 


. 0*4 1 9 


. C8 . ol . 


ts 


Method 


TBLASTX : Soybean 


o Lai u 


4 343 ~~ 








End 


4821 


ox 


none 








Score 


92 


ill A k-^ 1 10 


4343 4420 


4 474 


4557, 


4475 . 


.4615, 4729. .4821 


Q Az-r Ma 


56038 

\J \J J O 




- 




Seq. ID 


OJ000303_15.0419.C8 




117297 








Strand 




Start 


2889 








End 


12126 . 


Name 


OJ000303 15 


.0419 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4 4 50 








End 


4924 


GI 


none 








Score 


252 


R von Q 


4450 4614 


4 4 51 


4 615, 


4453 . 


.4617, 4470. .4616, 4502. .4624, 




4717 4869 


4725 


. .4871, 


4726 . 


.4878, 4749. .4871, 4861. .4923, 




4864 4920 


4 8 65 


. 4 924 










S6038 

JOU JO 








Seq. -ID 


. OJ000303_15.0419.C8 


Gene No. 


117297 








Strand 




Start 


2889 








End 


12126 


Name 


0.1000303 1 5 


04 1 Q 


rft o2 


1— ILL 


Method 


TBLASTX: Maize 


O U d. i- (_ 


5063 ~~ 








End 


5279 


KD X 


n An 








Score 


192 


P von c; 


5063 5224 


51 02 


5224 


5124 

J 1 C T . 


.5249, 5128.. 5226, 5228.. 5269, 




5228 5272 


5229 


. 5279, 


5230 . 


.5271 




Seq. No. 


56038 








Seq. ID 


OJ000303_15.0419.C8 


Gene No. 


117297 








Strand 




Start' 


2889 








End 


12126 


Name 


OJ000 303 1 5 


04 1 Q 


P8 o2 


rro 


Method 


AAT/GAP 




5265 _ 








End 


5546 


GI 


none 








Score 


560 




5265 5546 












<5prr No 

C Vj * IN • 


56038 
~j \j \j ^* \j 








Seq. ID 


OJ000303_15.0419.C8 


Gene No. 


117297 








Strand 




Start 


2889 








End 


12126 


Name 


OJ000303 15 


.0419 


C8 . o2 . 


y & 


Method 


GENSCAN 


Start 


6781 ~~ 








End 


12126 


GI 


• none 








Score . 


.53 


F von q 

III A U 1 io 


6781 691 8 


74 33 


7 512 


7712 


.7822, 7878.. 7995, 8060.. 8327, 




8368 8621 


87 57 


91 34 


92 S2 


.9333, 10991. .11192, 11949. .12 


Sea. No. 


56038 








Seq. ID 


OJ000303_15.0419.C8 


Gene No. 


117297 








Strand 




Start 


2889 








End 


12126 


Name 


OJ000303 15 


.0419. 


C8.o2. 


np 


Method 


AAT/NAP 


Start 


10128 








End 


11180 


GI 


4680186 








Score 


246 


Exons 


10128. .10519, 11023.. 11180 







56550 




GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 





juy j ^ 




O G VJ . J. u 


OJOOO^O^ 15 0419 

V,/ \J \J \J —J \J -J 1 J 1 U1 1 J 


. C10 




11 f ^ z? o 




O L. 1 Ctl 1U • 






OLal L 


4 Oft R 

4UOO . 




FnH 








o.innn^n^ is 04iQ n n r>i 

WUUVJU_>UJ 1 J t U11 ? . LIU i 


. yp 


M<=> t~ hnH 


AAT /CAP 




O Lai L 


4 fj ft R — 

*i U O O 




End 


*4 «J \J O 




Kj 1 


07 fl 1 




OLUI 


91 Q 




Exons 


4088. .4152, 4282. .4363 










Cpn Mo 


JUU J ? 




oc^ • 1 u 


o.tooo^o? is 041 q 


n 0 

. vlU 


(71 Tl O NJPi 


1179QQ 

11 f Z7 Z/ 




jLi aiiu. 






O L.d.1 L. 


4 

*i J -J J 




End 


4734 




Name 


ojnomo^ i s 041Q no o? 

UU U Uu J v J 1 J • Ui 1 J i LIU • vt. 


• yp 


Mot - h nH 


AAT /CAP 






4 ~~ 




End 


4734 






?^1 D7 P 1 

^. J 1 \J / U 1 




Score 


272 




Exons 


4333. .4363, 4609. .4734 












~j \j \j *i u 




Seq. ID 


OJ000303_15.0419 


n 1 
. L 1 1 




ii f ^s\j yj 




Strand 


+ 




Of- a r f- 


4 4 




End 


3148 




Name 


n.Tnno^o^ is 04iQ ni oi 


. gs 


Method 


GENSCAN 




oudrL 


4 4 ~ 




End 


3148 




yj i 


n on 

ilWllC 




Score 


.53 




Exons 


44 1 ^fi £S9 1 1 sn 


1 90Q. 

. . X Z 4. Z? 


0 1343. .141.9, 3020. .3148 




Seq. No. 


56040 




Seq. ID 


OJ000303_15.0419 


.Cll 


Gene No. 


117301 




Strand 


+ 




O Lai L 


7747 




End 


8092 




Name 


OJ000303 15.0419.Cll.ol 


.gp 


Method 


AAT / GAP 




jLai u 


7747 




End 


8092 




(IT 
oi 


uC-osrocyp002b09al 




Score 


477 






7747. .8092 












'4?68980/gb|AAD29703.1|AF140490 1 1 . Oe 


-35 (AF140490) heat-sl 




protein [Oryza sativa] 1 










Seq. No. ' 


56040 




Seq. ID 


OJ000303_15.0419 


.Cll 


Gene No. 


117302 




Strand 






Start 


8304 




End 


8811 




Name 


OJ000303 15.0419.Cll.o2 


.gp 


Method 


AAT /GAP 






8304 




End 


8811 




GI 


uC-osrocyp002b09bl 




Score 


972 




F von c: 


8304. .8811 










PT Hocrri r» 


'4521193/dbj IAB013450.L 


IAB013450 l.Oe- 


99 Oryza, sativa DNA, 




similar sequence to Pib 


gene ' 










56040 




Seq.' ID 


OJ000303_15.0419 


.Cll 




117303 




Strand 






O UcalT U 


10386 




End 


10833 




Name 


OJ000303 15.0419.Cll.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


10365 




End 


10833 




GI 


none 




Score 


72 




Exons 


10365. .10628, 104 62. .10623,- 10656. .10832, 10741. .10833 




Seq. No. 


56040 




Seq. ID 


OJ000303_15.0419 


.Cll 


Gene No. 


117303 




Strand 






Start- 


10386 




End 


10833 





56551 




LNcULlG 




uj # y o 


Method 


GENSCAN 




u Lai L 


-L v J O \J 




End 


10726 




\J J. 


none 




Score 


.5 






1 fHR6 1 07?fi 










Cfirr Kin 


56040 




Seq. ID OJ000303 15 


.0419 . C 1 1 


Gene No . 


117303 




Strand 






Start 


10386 




End 


10833 




Name 


OJ000303 15.0419.C11. 


ol . np 


Method 


AAT/NAP 




Start 


10389 




End 


10833 




GI 


6630685 




Score 


501 




Exons 


10389. .10833 










GI Descrip. 


(AP000969) Similar to 


copia 


-type pol 


polyprotein . 


(AF105716) 




[Oryza sativa] 











Seq. No. 56040 Seq. ID 

Gene No. 117303 Strand 

Start 10386 End 

Name OJ000303_15 . 04 19 . Cll . ol . tm Method 

Start 10407 End 

GI none Score 

Exons 10407. .10832, 10408.. 10833 



OJ000303_15. 0419. Cll 
10833 

TBLASTX: Maize 

10833 

201 



Seq. No. 56041 Seq. ID' OJ000303_ 

Gene No. 117304 Strand + 

Start 2114 End 2435 ■ 

Name OJ000303_15 . 04 19 . C12 . ol v gp Method AAT/GAP 

Start 2114 ' End 2435 

GI none Score " 625 

Exons 2114. .2435 



15.0419.C12 



Seq. No. 56041 Seq. ID 

Gene No. 117305 Strand 

Start 2215 End 

Name OJ000303_15 . 0419. C12 . o2 . gs Method 

Start . .2215 End 

GI • * none . Score -■ 

Ex : ons 2215. .2433 



OJ000303_15.0419.C12 

2433 
GENSCAN 
2433 
.99 



Seq. No. 56042 Seq. ID 

Gene No. 117306 Strand 

Start 1 ■ End 

Name OJ000303_15 . 04 19 . C13 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1. .305, 824. .856 ' 



OJ000303_15.0419.C13 
961 

AAT/GAP 

856 

652 



Seq. No. 56042 Seq. ID 

Gene No. 117306 Strand 

Start 1 End 961 

Name OJ000303_15 . 04 19 . C13 . ol . np Method AAT/NAP 

Start 1 End 933 

GI 2822157 Score . 82 

Exons 1..305, 824.. 933 

GI Descrip. (AC004084) similar to GTPase-activating proteins; 

JC5047 (PID:g2136083) [Homo sapiens] 



OJ000303 15.0419.C13 



35% similar to 



56552 




Seq. No. 


56042 




Seq. ID 


OJ000303_15.0419 


.C13 


Gene No. 


117306 




Strand . 






Start 


1 




End 


961 




Name 


OJ000303 


15 . 0419 . C13 .ol . tm 


Method 


TBLASTX : Mai ze 




Start 


'1 




End 


308 




GI 


none 




Score 


48 




Exons 


1 . . 39, 3 . 


.308, 76. . 306, 93. . 


308 






Seq. No. 


56042 




Seq. ID 


OJ000303_15.0419 


C13 


Gene No. 


117306 




Strand 






Start 


1 




End 


961 




Name 


OJ000303 


15 0419 C13 ol tc 


Mpt hod 


TBLASTX : Cress 




Start 


35 




End 


871 




GI 


none 




Score 


185 




Exons 


35 307, 


51 . . 308, 76 . . 306, 8 


06 . .871 






Sea No 


56042 




Seq. ID 


OJ000303_15.0419 


C13 


Gene No. 


117306 




Strand 






Start 


1 




End 


961 




Name 


OJ000303 

vy W v X/ v \y -^f 


15.0419. C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


87 




End 


935 




GI 


none 




Score 


63 




Exons * 


87 . . 194, 


222. .293, 246. .308, 


24/7 . .297, 


821. .934, 821. .925, 




822 . . 935 , 










Seq. No. 


56042 /. 




Seq. ID 


OJ000303_15.0419 


C13 


Gene No. 


117306 




Strand 






Start 


1 




End 


961 




Name 


OJ000303 


IS 0419 PI ^ ol as 




GENSCAN 




Start 


96 ~~ 




End 


961 




GI 


none 




Score 


.4 




Exons 


96 305. 


824 . . 961 








Sea No 


56043 




Seq. ID 


OJ000303_15.0419 


C14 


Gene No. 


117307 




Strand 






Start 


773 




End 


4218 




Name 


OJ000303 


15.0419.C14 .oL.gs 


Method 


GENSCAN 




Start 


773 




End 


4218 




GI 


none 




Score 


.87 




Exons 


773. .888, 


900. .981, 1009. .1419, 1538.. 


1681, 2171. .2296, 






2816. .2905, 2987. .3049, 3476 


..3583, 4030. .4218 




Seq. No. 


56043 




Seq. ID 


OJ000303_15.0419, 


C14 


Gene No. 


117308 




Strand - 






Start 


7339 




End 


87 41 




Name 


OJ000303 


15.0419.C14.ol.ts 


Method 


TBLASTX: Soybean 




Start 


780 




End 


1113 




GI 


none 




Score 


84 




Exons 


780. .902, 


787. .897, 788. .907 


, 789. .911 


, 1006. .1113 




Seq. No. 


56043 




Seq. ID 


OJ000303_15.0419. 


C14 


Gene No. 


117308 




Strand 






Start 


7339 




End 


8741 




Name 


OJ000303 


15.0419.C14 .o2.tm 


Method 


TBLASTX: Maize 




Start 


883 




End 


1239 




GI 


none 




Score 


52 




Exons 


883. .918, 


887. .916, 1003. .1221, 1007.. 


1237, 10.09.. 1239 





56553 




Seq . No . 


56043 




Seq. ID 


OJ000303_15.0419 


n 4 


Gene No. 


117308 




Strand 






Start 


7339 




End • 


8741 . 




Name 


OJ000303 15-.04I9.C14.ol 


.np 


Method 


AAT/NAP 




OLal L 


7339 




End 


8741 




(IT 


479357 




Score 


816 




P ynn c? 

DAUl 1 0 


7339. .8741 










W X LVC-OL-J L m 


hypothetical protein 612 - maize transposon MuA2 






ai 1 22375 1 emb 1 CAA4 4165 1 


(X62251) ORF [Zea mays] 




Seq. No. 


56043 




Seq. ID 


OJ000303_15.0419 


.C14 


Gene No. 


117308 




Strand 






Start 


7339 




End 


8741 




Name 


o.Tnnn^n^ is 0419 ri4 ni 


. tm 


Method 


TBLASTX: Maize 




O Lai. L 


7 97 S ~~ 




End 


8601 




w J. 


1 1L/1 JtZ. 




Score 


73 




J— I no 


797S R9S0 7976 R104 


8014. 


.8238, 8266..,'. 8331, 8267.. 8320, 




R^9 R601 R^S7 RS96 


fl 4 1 ^ 

O fi X o . 


.8598 






Seq. No. 


56044 




Seq. ID 


OJ000303 15 0419 


CIS 

■ LX J 




1 1 7 ^0 9 

XX / JU J 




U LJ. ail LI 






O Lai L 


969 

_7 U _7 




End 


1 S?4 

X .J *i 




IN dllLC 


o.Tnnn^n^ is 0419 ns n9 


.gs 


Mot* hnH 


V3 Hi IN O Ly.rt.LN 






969 ~ 

I? O .7 




End 


1524 




r* T 

o X 


none 




O L-LJ X C 


99 




Hi AvJI lp 


969 9R0 i nnn i s?4 










Seq. No. 


56044 




Qprr Tf) 
O " • 1 U 




n s 

» O X J 


UC1JC LN L* • 


117310 




O 1 — L CXI 1 LI 






O Lai L 


14^ 




EjI in 


4 7 S 




Name 


o.jooo^rn is 04i9 ris oi 


.gs 




vj i—i in ij vriiN 




O Lai L 


143 _ 




End 


4 75 




GI 


none 




Score 


.53 






143 1 6S 193 47 5 










Seq. No. 


56044 * 




'Seq. ID 


OJ000303_15.0419 


■ C15 


fipnp No 


117311 




Strand 






Start 


2144 : 




End 


3870 




Name 


O.TDnO^n? 1S 0419 ris n? 

vU UUU J J J X.J.VJIX-^.V^XJ.L'^- 


.tm 


Method 


TBLASTX: Maize 




Start 


2144 _ 




End 


2287 




GI 


none 




Score 


126 




uAUl 1 0 


2144. .2287, 2148. .2282 










Seq. No. 


56044 




Seq. ID 


OJ000303_15.0419 


.C15 




117311 




Strand 






O L CI J- L 


2144 




End- 


3870 






OJ000303 15.0419.C15.o3 


.gs 


Method 


GENSCAN 




Start 


2144 




End 


3868 




GI 


none 




Score 


.91 




Exons 


2144. .3868 










Seq. No. 


56044 




Seq. ID 


OJ000303_15.0419 


C15 


Gene No. 


117311 




Strand 






Start 


2144 




End 


3870 




Name 


OJ000303 15.0419.C15.ol 


np 


Method 


AAT/NAP 




Start 


2147 




End 


3870 





56554 




GI . 6498441 Score 2710 

Exons 2147.. 2428, 2522.. 3870 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 





Seq. No. 


5604 4 






Seq. ID 


OJ000303_15.0419 


C15 




f^pnp No 


117311 






Strand 








Start 


2144 






End 


3870 






Name 


OJ000303 15. 


0419.C15.b2. 


tw 


Method 


TBLASTX: Wheat 






Start 


2156 






End 


2758 






GI 


none 






Score 


77 






TT von ^ 


2156 2281 


21 fiO 2282 


94 fiQ 

T U ? • 


.2618, 2474. .2758, 2572. .2625, 








2fi9R 27R4 












Qpn No 


5604 4 






JClj . XL/ 


o.Tnnn^rR is D4iq 


m r 




flpno Ts]r> 


117311 






OLi CI 1 1 LI 








Start 


2144 






FnH 


JO / u 






Name 


0 JO 00 303 15. 


0419.C15.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


2759 






End 


3140 






(it 

\J X 


n on o 






Score 


238 




: 3 




97 RQ *31 *3Q 


97 QD ^1 4(1 




















OCvjt X U 


UuUUUju J X D • U H X .7 . 


n r 


£H 


CZ o n o XI o* 
















Start 


2144 






FnH 


jo / U 




£ Li 


Name 


OJ000303 15. 


0419.C15.ol. 


tm 


Mot - Vto^H 


TRT 2\QTY • M=i i 70 
1 Dlirtu 1 A . nal 






Start 


2945 - 






End 


3277 




: . s 


V3 -L 


none 






Score 


80 








2 Q 4 S' ? 1 R 7 

_7 T *J • . _) X J / , 


9QR4 ?977 


9 Q67 


.3248 










56044 






Seq. ID 


n.Tnnn^n^ ir D4iq 


PI R 




fif^T\f^ Mo 

vJCllC LIU ■ 


117311 






Strand 






f 1 


Start 


2144 






End 


^R7n 






Name 


OJ000303 15. 


0419.C15.o3. 


tw 


Method 


TRT.A9TX • Whp^t 
-L OLiriu J. /\ • vv 1 lc d L. 






Start 


3470 






End 


3791 






GI 


none *** 






Score 


77 




f ^ 


F. von 


3470. .3730, 


3606. .3791 












Sea No 


56045 






Seq. ID 


OJ000303_15.0419. 


C16 




fipn<=* No 


117312 






Strand 


+ 






Start 


4139 






End 


5313 






Name 


OJ000303 15. 


0419.C16.o2. 


np 


Method 


AAT/NAP 






Start 


4139 






End 


5313 






GI 


7523512 






Score 


205 






Exons 


4139. .4284, 


5190. .5313 












GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


.sativa] 






Seq. No. 


56045 






Seq. ID. 


OJ000303_15.0419. 


C16 




Gene No. 


117313 






Strand 








Start 


1 






End 


4273 






Name 


OJ000303 15. 


0419.C16.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


4273 






GI 


7228457 






Score 


5931 






Exons 


1..888, 1011 


..1846, 1910 


..3845, 3907.. 


4273 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 





retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 



56555 



sativa] 



Seq. No. 56045 Seq. ID 

Gene No. - 117314 Strand 

Start :v* 7607 ' End 

Name OJ000303_1 5 . 04 1 9 . CI 6 . o5 . tw Method 

Start 1 End 

GI none Score 
Exons 



1..99, 2.. 73, 143.. 319, 160.. 384, 187,. 



OJ000303_15.0419.C16 
7842 

TBLASTX: Wheat 
408 
63 
.408 



Seq. No. 56045 Seq. ID 

Gene No. 117314 Strand 

Start 7607 End 

Name OJ000303_15 . 04 19 . CI 6 . 06 . tw Method 

Start 766 End 

GI none Score 

Exons 76.6.-1053, 959.. 1048 



OJ000303_15.0419.C16 
7842 

TBLASTX: Wheat 

1053 

60 



Seq. No. 56045 Seq. ID 

Gene No. 117314 Strand 

Start 7607 End 

Name OJ000303_15 . 04 19 . CI 6 . ol . ts Method 

Start . 817 - End 

GI . none Score . 

-Exons ' 817.. 1047, 1043.. 1189, 104 7 1172- 



OJ000303_15.0419.C16/ 
7842 

TBLASTX: Soybean 

1189 

86 



Seq. No. 56045 Seq. ID 

Gene No P 117314 ' Strand 

Start 7607 End 

Name OJ000303JL5 . 04 19 . CI 6 . o2 . tm Method 

Start 940 End 

GI none Score 

Exons 940.. 1134, 959.. 1087, 1046.. 1324, 1047 



OJ000303_15.0419.C16 
7842 

TBLASTX: Maize 
1325 
60 
. .1325 



•Seq. No. 56045 Seq. ID 

Gene No. 117314 Strand 

Start 7607 End 
Name . OJ000303_15 . 041'9 . C16 . o3 . tw 'Method 

Start 1064 End 

GI none Score 

Exons - 1064.. 1369, 1077.. 1367, 1272.. 1370 



OJ000303_15.0419.C16 
7842 ■ 

TBLASTX: Wheat 

1370 

182 



Seq. No. 56045 Seq. ID 

Gene No. 117314 Strand 

Start 7 607 • End 

Name OJ000303_15 . 0419 . C16 . ol . tm Method 

Start 1352 End " 

GI none Score 

Exons 1352.. 1657, 1352.. 1708, 15.57.. 1673 



OJ000303._15.0419.C16 
7842 

TBLASTX: Maize 

1708 

124 



Seq. No. 56045 Seq. ID 

Gene No. 117314 Strand 

Start 7607 End 

Name OJ000303_15 . 0419 . C16 . ol. tw ' Method 

Start 1376 * End 

GI none Score 

Exons 1376.. 1837, 1382.. 1837, 1575.. 1838 



OJ000303_15.0419.C16 
7842 

TBLASTX: Wheat 

1838 

216 
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Seq. No. 


56045 






Seq. ID 


OJ000303_15.0419. 


C16 


UC11C I'V i 


117314 






O L. X 0. 1 1 Li 






Of r +- 
■j Lai. L. 


7607 






End 


7842 






OJ000 303 1 5 


04 1 9 pi n? 


. ts 


L1C L. 1 1 LJ Li. 


TRT.A^TX • ^nihpfln 
x 0 xino x /\ ■ uu yucaii 






1433 _ 






End 


17 98 




GI 


none 






Score 


117 




X_j ALJ1 1 0 


14 33 IS 67 


1574 1798 










Seq. No. 


56045 






Seq. ID 


OJ000303_15.0419. 


C16 




117314 






St rand 






Cf- o r 4- 
u Lai L 


7 607 






FnH 

Xjl ILi 


7ft 4 9 

1 O 1 c. 




IN CHLIC 




04 1 9 PI 6 n? 


. tw 


Mo +■ hnH 

L JC L. 1 1 W Li 


TRT.A9TX • Whps t" 

X D lirij i /\ . VV i iC- a. L. 






?oo^ ~~ 






End 


?4ft 9 

<C *i O Z? 




GI 


none 






Score 


Ill 






?oo^ ?4R8 


?0^4 ??94 


2316 


?4ft 9 






Seq. No. 


56045 






Seq. ID 


OJ000303_15.0419. 


C16 




117314 






Strand 






Start 


7607 






End 


7842 




Name 


OJ00030 3 1 5 


0419 PI n4 


. tw 


Method 


TBLASTX: Wheat 




Start 


3227 ~~ 






End 


3616 




GI 


none 






Score 


99 






^991 ^4ft4 


?soo 

.J L/ X . • J JUU / 


^4 67 


..3565, 3468. .3560, 3572. .3616 


Seq. No. 


56045 






Seq. ID 


OJ000303_15.0419. 


C16 


OCllC IN • 


117^14 






Strand 








7 607 






End 


7842 




Name 


n tooo^o ^ 1 r 


041Q Pi 

L"a 1 ^ . L-l O . UO 


• LIU 


Method 


TBLASTX: Maize 




Start 


3329 ~ 






End 


3577 




L3 X 


none 






Score 


106 






*3?99 ?S77 


O _) O U . • J J / J 










Seq. No. 


56045 






Seq. ID 


OJ000303_15.0419. 


C16 


Gene No. 


117314 






Strand 






Start 


7607 






End • 


7842 




Name 


OJ000303 15. 


0419.C16.o3 


• np 


Method 


AAT/NAP 




Start 


7607 






End 


7842 




GI 


5257279 






Score 


88 






7607. .7842 












\_J _L- 1—/ O ' -1- -I. • 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues . 


(L35053) [Oryza 


sativa] 






Seq. No. 


56046 






Seq.' ID 


OJ000303_15.0419. 


C17 




117315 






Strand 


+ 




Start 


306 






End 


1521 




Name 


OJ000303 15. 


0419.C17.ol 


. gs 


Method 


GENSCAN- ' 




Start 


306 




End 


1521. 




GI 


none 






Score 


.56 




Exons 


306. .422, 1462. .1521 










Seq. No. 


. 56046 






Seq. ID 


OJ000303_15.0419. 


C17 


Gene No. 


117315 






Strand 


+ 




Start 


306 






End 


1521 




Name 


0 JO 003'03 15. 


0419.C17.ol 


.gp 


Method 


AAT/GAP 




Start 


1277 






End 


1341 




GI 


uC-osf lcyplS 


8c04al 




Score 


91 





56557 



Exons 1277.. 1341 

GI Descrip. 1 4581164/gb | AAD24647 . 1 | AC006220_3 2.0e-17 (AC006220) putative 
polyprotein [Arabidopsis thaliana] * 



Seq. No. 56047 Seq. ID 

Gene No. 117316 Strand 

Start 658 End 

Name OJ000303_15 . 0419. C18 . ol . gs Method 

Start . 658 End 

GI none Score 

Exons 658.. 1044 



OJ000303JL5. 0419. CIS 
+ 

1044 
GENSCAN 
1044 
. 69 



Seq. No. 56048 Seq. ID 

Gene No. 117317 Strand 

Start 233 End 

"Name OJ000303_15 . 041 9 . C19 . ol . gp Method 

Start 233 End 

GI none Score 

Exons . 233.. 677 



OJ000303_15.0419.C1< 
+ 

7153 
AAT/GAP 
677 
855 " 



Seq. No. 

Gene No. 
f« Start 
*[? Name^ 
^ 'Start 

cn gi 

fll Exons 



56048 

117317 

233 

OJ000303_15.0419.C19.ol.gs 

335 
none 



Seq. ID OJ000303_15.0419.C19 
Strand + 
End 7153 
Method GENSCAN 
End • 71-53 

Score . 7 i * 

335.. 799, 1154.. 1291, 2189.. 2374, 3118.. 3255, 3370.. "3491, - 
3599. .3731, 3993. .4130, 4211. .4342, 4644. .4901, 5522. .5575, 
6022. .6151, 6321. .6377, 6389.-6489, 6576. .6704, 6784. .6872, 
6986. .7091, 7139. .7153 



13 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . ■ 

Exons 

GI Descrip. 



Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



56048 Seq. ID OJ000303JL5 . 04 19 . C19 

117317 Strand + 

233 End 7153 

OJ000303_15.0419.C19.ol.np Method AAT/NAP 

341 End 4964 

5902390 , Score 1018 

341. .799, 1154. .1291, 2189. .2374, 3115. .3255, 3370. .3491, 

3599. .3731, 3819. .3948, 4051. .4130, 4211. .4342, 4698.-4964 

(AC008148) Unknown protein [Arabidopsis thaliana] 

gi I 6453884 | gb | AAF09067 . 1 1 AC011663_3 (AC011663) unknown protein 

[Arabidopsis. thaliana] 



56048 
117317 
233 

OJ000303_15.0419.C19.o2.gp 
2185 

6840_2.R1084 

2185.. 2374, 3118.. 3255, 3370 
4051. .4130, 4211. .4342, 4689 
'5902390/gb|AAD554 92.1|AC008148_2 
protein [Arabidopsis thaliana] 1 



OJ000303_15.0419.C19 
+ 

7153 
AAT/GAP 
4888 
2061 

3599. .3731, 3819. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3491, 
4888 

1.0e-105 (AC008148) Unknown 



.3948, 



56048 

117317 

233 



Seq. ID OJ000303_15.0419.C19 
Strand + 
End 7153 



56558 



Name 

Start 

GI 

Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000303_15.0419.C19.o3.gp 

5851 

none 

5851. .6013, 6097. .6211 

56048 

117318 

7743 

OJ000303_15.0419.C19.ol.tm 
401 
none 
401. . 
2177. 
3369. 
3597, 
3818, 
4055, 
4677, 



451, 406. .450, 498. 
.2374, 2180. .2383, 
.3491, 3369. 
.3746, 3598. 



,3946, 3856. 
,4135, 4209. 



4871,, 
.4877. .4930, 



4687. 
4878. 



.3491, 
.3732, 
.3948, 
.4304, 
.4884, 
,4931, 



.569, 
3115. 
3370. 
3765. 
4023. 
4211. 
4688. 
5021. 



Method 

End. 

Score 



AAT/GAP 

6211 

484 



Seq. ID OJ000303_15.0419.C19 
Strand 

End 8856 
Method TBLASTX: Maize 
End 5107 
Score 85 

527. .571, 1139. .1294, 1139. .1291, 
.3255, 3117. .3254, 3367. .3489, 
.3492, 3596.. 3733, 3596. .3730, 
.3944, 3809. .3949, 3817. .3954, 
.4130, 4050. .4130, 4054. .4137, 
.4342, 4211. .4342, 4649. .4858, 
.4858, 4713. .4871, 4827 . . 4 934 , - ■' 
.5107 



Us 



Seq. No. 56048 

Gene No. 117318 

Start 7743 

Name OJ000303_15 . 0419 . C19:ol . tc 

Start 407 

GI none 
Exons 



Seq. ID OJ000303_15.0419.C19 
Strand 

End 8856 

Method TBLASTX: Cress 

End 3731 

Score 82 



407. .451, 1138. .1260, 1154. .1294, 2177. .2287, 2180. .2275, 
2264. .2386, 3114. .3254, 3115. .3255, 3370. .3432, 3451. .3492, 
3575. .3730, 3597. .3731 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



56048 

117318 

7743 

OJ000303_15.0419'.C19.o4.ts 

1148 

none . 



Seq. ID OJ000303_15.0419.C19 
Strand 

End 8856 

Method TBLASTX: Soybean 

End 2254 

Score 195 



1148. .1294, 1171. -.1260, 2180. .2254 



?i Seq. No, 
IZ Gene No, 
^ Start 
Name 
Start 
GI 

Exons 



56048 

117318 

7743 

OJ000303_15.0419.C19.ol.ts 

3178 

none 



Seq. ID OJ000303_15.0419.C19 
Strand 

End 8856 

Method TBLASTX : Soybean 

End 4130 

Score 90 



3178. .3255, 3183. .3254, 3369. .3491, 3370. .3492, 3597. .3746, 
3611. .3727, 3818. .3913, 3819. .3938, 4053. .4130 



Seq. No. 56048 

Gene No. 117318 

Start 7743 

Name OJ000303_15 . 04 19 . C19 . o3 . tc 

Start 3787 

GI none 
Exons 



Seq; ID OJ000303_15. 0419.C19 
Strand 

End 8856 

Method TBLASTX: Cress 

End 4864 

Score 77 



3787. .3918, 3792. .3935, 3800. .3949, 3818. .3913, 4053. .4130, 
4211. .4303, 4739.-4864, 4740. .4844 



Seq. No. 



56048 



Seq. ID OJ000303 15.0419.C19 
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Gene No. 117318 

Start 7743 

Name OJ000303_15 . 04 19 . C19 . o4 . tm 

Start 6108 

GI " none 

Exons 6108.. 6164, 6112.. 6165, 6205. 

6384. .6476, 6390. .6467, 6466. 



Strand 

End 8856 

Method - TBLASTX: Maize 

End 6710 

Score ,.4 9 

.6228, 6271.. 6303, 6272.. 6289, 
.6489/ 6566.. 6703, 6576.. 6710 



Seq. No. 56048- 

Gene No. 117318 

Start 7743 

Name OJ000303_15 . 04 19 . C19 . o3 . ts 

Start 6674 

GI none 

Exons 6674. .6709, 6675.. 6710, 6781, 
6984. .7130 



OJ000303_15.0419.C19 
8856 

TBLASTX: Soybean 

7130 

43 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6873, 6783. .6872, 6983. .7093, 



Seq. No. 56048 

Gene -No. 117318 

Start 7743 

Name OJ000303_15 . 0419.C19. o3 . tm 

Start 6784- 

GI none 

Exons 6784.. 6873, 6789.-6872, 6983. 

7096.;7197, 7119.. 7187 



Seq. ID OJ000303_15.0419.C19 
Strand 

End 8856 

Method TBLASTX : Mai ze 

End 7197 

Score 140 

.7138, 6984. .7124, 6985. .7125, 



:;; Seq. No. 56048 

^ Gene No, ■ 117318 

Q Start 7743 

LJ Name OJ000303JL5 . 04 19 . C19 . ol . tw 

Start 6816 

GI none 

Exons 6816.. 6872, 6817.. 6873, 6983.. 7123, 6984. .7124, 6988.. 7125, 
7119. .7166 



s y 



Seq. ID OJ000303_15.0419.C19 
Strand 

End 8856 

Method TBLASTX : Wheat 

End 7166 

Score 87 



Seq. No. 56048 Seq. ID 

Gene No. 117318 " Strand' 

Start 7743 End 

Name OJ000303_15 . 04 19 . C19 . o4 . gp Method ■' 

Start 7 4 30 ■ End 

GI 702658 Score 

Exons 7430.. 7870 



OJ000303_15.0419.C19 

8856 
AAT/GAP 
7870 
857 



Seq. No. 56048 

Gene No. 117318 

Start 7743 

Name OJ000303_15 . 04 19 . C19 . o2 . gs- " 

Start 7743 

GI none 

Exons 7743.. 7879, 8223.. 8388, 8493. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8632, 8742. .8843 



OJ000303_15.0419.C19 

8856 
GENSCAN 
8843 
.59 



Seq. No. 56048 Seq. ID 

Gene No. 117318 Strand 

Start 7743 End * 

Name OJ000303_15 .0419. C19 . 62 . tm Method 

Start 7746 End 

GI none Score 



OJ000303_15.0419.C19 
8856 

TBLASTX: Maize 

8856 

116 



56560 




Exons 7746. .7880, 7753. .7881, 7789. .7881, 7975. .8097, 7978. .8058, 

7979. .8059, 8147. .8218, 8150.. 8218, 8151. .8219, 8294. .8389, 

8296. .8397, 8472. .8630, 8500. .8631, 8746. .8850, 8755. .8856, 
8757. .8855 

Seq. No. 56048 . Seq. ID OJ000303_15 . 04 19 . C19 

Gene No. 117318 Strand 

Start 7743 End 8856 

Name OJ000303_15 . 0419 . C19 . o2 . np Method AAT/NAP 

Start 7764 End 8854 

GI 7489371 Score 404 

Exons 7764. .7879, 7987. .8060, 8151. .8218, 8296. .8388, 8493. .8632, 

8742. .8854 



GI Descrip. endonuclease (EC" 3 . 1 . 30 . - ) precursor - barley 

gi | 3242403 | dbj |BAA28942.1| (D83178) endonuclease [Hordeum 
vulgare] 





56048 




Seq. ID 


OJ000303_15.0419.C19 


Gene No . 


117318 




Strand 




Start 


7743 




End 


* 8856 


Name 


OJ000303 15.0419.C19.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


7791 




End 


8227 


(IT 


none 




Score 


72 


TP von 


7791 7RR0 779S 7RR1 


7972., 


.8061, 7979.. 8059, 8153.. 8227 




56048 




Seq. ID 


OJ000303_15.0419:*.C19 




117318 




Strand 




Start 


7743 




End 


8856 


Name 


OJ000303 15.0419.C19.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


'8457 




End 


8817 


GI 


none 




Score 


109 


Exons 


8457. .8630, 8488. .8631, 


8743. 


.8817 




Seq. No. 


56049 




Seq. ID 


OJ000303_15.0419.C20 


Gene No. 


117319 




Strand - 


+ 


Start 


1 




End 


109 


Name 


OJ000303 15. 0419. C20.pl 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


109 


GI 


LIB3477-003-P1-K1-E9 




Score 


134 


Exons 


1. .109 








GI Descrip. 


' 24 9858 6/sp|Q4 0 638 |MP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I)' 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


56049 




Seq. ID 


OJ000303_15.0419.C20 


Gene No. 


117320 




Strand 




Start 


257 




End 


796 


Name 


OJ000303 15.0419.C20.ol 


.gs 


Method, 


GENSCAN 


Start 


257 




End 


796 


GI 


none 




Score 


.79 


Exons 


257. .330, 383. .554, 656 


. .796 







Seq. No. 56049 Seq. ID OJ000303_15 . 04 19 . C20 

Gene No.. -117320 Strand 

Start " 257 End 796 

Name OJ000303_15 . 04 19 . C20 . ol . np Method AAT/NAP 

Start 377 End 778 



56561 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6715723 Score 207 

377. .554, 656. .778 

(AC016447) putative bifunctional nuclease [Arabidopsis thaliana 



Seq. ID OJ000303_15.0419.C20 
Strand 

End 796 

Method AAT/GAP 

End 7 94 

Score 581 



.5604-9 
117320 
257 

OJ000303_15.0419.C20.o2.gp 
379 

LIB3477-010-P1-K1-H6 
379. .554, 656. .794 

' 5672692/dbj | BAA82696.il 9.0e-17 (AB028448) nuclease I [Hordeum 
vulgare] 1 



Seq . No . 


5604 9 








Seq. ID 


OJ000303 15 0419 


. C20 


OfcSllC 1NVJ. 










n H 

OLJ. d.1 LKJi 






Start 


257 








End 


796 




Name 


OJ000303 


15.0419.C20 


.oi: 


:tm 


Method 


TBLASTX: Maize 




Start 


381 








End 


728 ■ 




GI 


none 








Score 


144 




Exons 


381. .560, 


382. .558, 


650, 


. .727, 


654 . .728 






Seq. No. ' 


56049 








Seq. ID 


OJ000303_15.0419. 


,C20 


Gene No. 


: 117320 








Strand 






Start 


257 








End- 


7 96 




Name 


OJ000303 


_15.0419.C20 


.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


381 








End 


743 




GI- 


none 








Score 


59 




Exons 


381. .551, 


656. .742, 


657. 


. .743 








Seq. No. 


56050 








Seq. ID 


OJ000303_15.0419. 


,C21 


Gene No. 


117321 








Strand 


+ 




Start 


1 








End 


1953 




Name 


OJ000303 


15.0419.C21 


.ol. 


.np 


Method 


AAT/NAP 




Start 


■ 1 








End 


1467 




GI 


4099833 








Score 


726 





Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 
Seq. No. 



1..198, 299. .392, 489 . . 552, 645 . . 728 , 878. .970, 1042. .1109, 
1199. .1272, 1376. .1467 

(U90265) bifunctional nuclease [Zinnia elegans] 



56050 

117321 

1 

OJ000303_15.0419.C21.ol.gs 

457 

none 



Seq. ID OJ000303_15. 0419.C21 

Strand + 

End 1953 

Method GENSCAN 

End 1953 

Score .71 



457. .552, 878. .970, 1042. .1109, 1199. .1272, 1883.^1953 



56050 

117322 

4626 

OJ000303_15.0419.C21.ol.ts 
12 

none ' 



Seq. ID OJ000303_15. 0419.C21 
Strand 

End 8844 

Method TBLASTX : Soybean 

End 552 

Score 204 



12. .200, 26. .187, 301. .381, 499. .552 

56050 Seq. ID OJ000303 15.0419.C21 



56562 




Gene No. 117322 

Start 4626 

Name OJ000303_15 . 04 19 . C21 . ol 

Start 50 

GI none 

Exons 50. .208, 51. .197, 86. .1 
498. .551, 499. .552, 623 

Seq. No. 56050 

Gene No. 117322 

Start 4626 

Name OJ000303_15 . 04 19 . C21 . o2 

Start 626 

GI none 

Exons 626.. 748, 642.. 731, 878 
1194. .1289, 1375. .1419 




Strand 

End 8844 
.tm Method TBLASTX : Maize 
. End 738 
. . Score . 229 
99, 301. .399, 301. .381, 333. .395, 
..730, 627. .734, 642. .731, 643. .738 

Seq. ID OJ000303_15.0419.C21 
Strand 

End 8844 

.ts Method TBLASTX : Soybean 

End 1419 

Score 108 
..970, 1048. .1125, 1193. .1264, 



Seq. No. 56050 
Gene No. . -117322 , . 

Start 4626 

Name OJ000303_15 . 04 19 . C21 . o2 . tm 

Start 878 

GI none 
[i Exons 



Seq. ID OJ000303_15.0419.C21 



Strand 
End 

Method 

End 

Score 



8844 

TBLASTX :Maize 

1488 

73 



878. .970, 1048. .1125, 1200 .. 1268 /• 1369 .. 14 64 , 1375. .1488 





Seq. No. * 


56050 








Seq. ID 


OJ000303_15.0419 


.C21 




Gene No. 


117322 








Strand 








Start 


4626 








End 


8844 






Name 


OJ000303 15. 


0419 


C21.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


1048 








End 


1467 






GI 


none 








Score 


74 






Exons 


1048. .1125, 


1200 


.1268, 


1369. 


.1467, 1374. .1460 






Seq. No. 


56050 








Seq. ID 


OJ000303_15.0419 


C21 




Gene No. 


117322 








Strand 








Start 


4626 








End 


8844 






Name 


■ OJ000303 15. 


0419 


C21.o2 


.gs 


Method 


GENSCAN . 






Start 


4626 








End 


8844 




t. jJi 


GI 


none 








Score 


.81 




£3 


Exons 


4626. .4755, 


8710 


.8844 












Seq. No. 


56051 








Se.q. ID 


OJ000303_15.0419 


C22 




Gene No. 


117323 








Strand 


+ 






Start 


1546 








End 


2619 






Name 


OJ000303 15. 


0419 


C22.ol 


gs 


Method 


GENSCAN 






Start 


1546 








End 


2619 






GI 


none 








Score 


. 62 






Exons 


1546-. . 1685, 


2377 


.2398, 


2601. 


.2619 








Seq. No. 


56051 








Seq. ID 


OJ000303_15.0419 


C22 




Gene No. . 


117324 








Strand 


+ 






Start 


3265 








End 


5464 






Name 


OJ000303 15. 


0419. 


C22.o2 


gs 


Method 


GENSCAN 






Start 


3265 








End 


4519 






GI 


none 








Score 


.82 






Exons 


3265. .3445, 


3744 . 


.4519 
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56051 






Seq. ID 


OJ000303_15.0419.C22 


Gene No. 


117324 






Strand 


+ 


Start 


3265 






End 


5464 


Name 


OJ000303 15.0419 


.C22.ol. 


np 


Method 


AAT/NAP 




3292 






End 


5464 * ■ 




6715735 






Score 


531 


P von ^ 


3292.. 3445, 3545 


. .3674, 


3770. 


.4131, 5375.-5464 


\J _L !_/ \^ .1. -U k-z • 


(AC016447) putative transcription factor [Arabidopsis thaliana] 


Q pipe KIpi 


56051 






Seq. ID 


OJ000303_15.0419.C22 


fipn^ No 


117325 






Strand 




Start 


2837 






End 


2890 


Name 


OJ000303 15.0419 


.C22.ol. 


no 


Method 


AAT/GAP 


Start 


2837 






End 


2890 




77434 1.R1084 






Score 


83 


T? v on ^ 


2837. .2890 










(it Dp^pti n 


'2827528/emb|CAA16536. 1 | 


2.0e 


-10 (AL021633) predicted protein 




[Arabidopsis thaliana] 1 








Qpn No 


jDUJl 






Seq. ID 


OJ000303_15.0419.C22 


Gene No. 


117326 






Strand 




Start 


3082 






End 


3938 


Name 


OJ000303 15.0419 


.C22.ol. 


tm 


Method 


TBLASTX: Maize 


Of- av-f 


3082 






End 


3657 




none 






Score 


50" 




3082.. 3126, 3103 


. .3150, 


3126. 


.3149, 3258.. 3449, 3259.. 3447,. 




3540.. 3623, 3544 


. .3657, 


3583. 


.3657 




Seq. No. 


56051 






Seq. ID 


OJ000303_15.0419.C22 


Gene No. 


117326 






Strand 




Start 


3082 






End 


3938 


Name 


OJ000303 15.0419 


.C22.ol. 


tc 


Method 


TBLASTX: Cress 


Qf art 


3346 






End 


3938 


GI 


none 






Score 


122 


fTynn q 

l—J AUl J. O 


3346. ..3447, 3354 


. .3449, 


3544. 


.3675, 3737.. 3937, 3768.. 3938 


°,^o" No 


5.6051 • 






.Seq. ID 


OJ000303_15.0419.C22 


Gene No. 


117326 






Strand 




Start 


3082 






End 


3938 


Name 


OJ000303 15.0419 


C22.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3346 






End 


3938 


GI 


none 






Score 


128 




3346.. 3447, 3352 


.3435, 


3354 . 


.3449, 3544. .3675, 3734. .3919, 




3768. .3938 










Seq. No. 


56051 






Seq. ID 


OJ000303_15.0419.C22 


Gene No. 


117326 






Strand 




Start 


3082 






End 


3938 


Name 


OJ000303 15.0419 


C22.ol. 


tw 


Method 


TBLASTX: Wheat . 


Start 


3352 






End 


3881 


(IT 


none 






Score 


93 


Exons 


3352.. 3447, 3354 


.3449, 


3544 . 


.3675, 3737. .3835, 3768. .3881 


Seq. No. 


56051 






Seq. ID 


OJ000303_15.0419.C22 


Gene No. 


117326 






Strand 




Start 


3082 






End 


3938 


Name 


OJ000303 15.0419 


C22.o2. 


tm 


Method 


TBLASTX: Maize 



56564 




Start 


3791 


- End 


3938 


GI 


none 


Score 


184 


Exons 


3791 . . 3937, 


3792 . . 3938 




Seq . ' No . 


56052 


Seq.' ID 


OJ000313_16.0419.C5 


Gene No. 


117327 


Strand 


+ 


Start 


1 


End 


1305 


Name 


OJ000313 16. 


04 1 9 . C5 . ol . np Method 


AAT/NAP 


Start 


1 


End 


1305 


GI 


7489049 


Score 


448 


Exons 


1..82, 325.. 


385, 477. .595, 690 . . 84 0, ' 917 . . 997 , 1093. .1179, 




1285. .1305 






GI Descrip. 


probable cullin protein - tomato gi | 3687389 | emb | CAA76074 . 1 | 




(Y16124) putative cullin protein [Lycopersicon esculentum] 


Seq. No. 


56052 


Seq. ID 


OJ000313_16.0419.C5 


Gene No. 


117327 


Strand 


+ 


Start 


1 ■ 


End . 


1305 


Name 


OJ000313 16,. 


0419.C5/ol.tm " Method 


TBLAS.TX: Maize 


Start 


2 


End 


1176 


GI 


none 


Score 


126 


Exons 


2. .82, 3. .83 


, 10. .84, 11. .85, 48. .86, 


305. .385, 308. .385, 




322. .387, 475.. 606, 476. .607, 495. .608 


, 645. .839, 673. .843, 



697.., 843, 914.. 997, 914. v 1000, 915.. 1001, 1090.. 1176, 1091.. 1174 



Seq. No. 56052 

Gene No. 117327 

Start 1 - 

Name OJ000313_16 . 0419. C5 . ol . gs 

Start 57 

GI none 
Exons 



Seq. ID OJ000313 16. 0419. C5 



Strand 
End 

Method 

End 

Score 



+ 

1305 
GEN SCAN 
1173 
.91 



57. .82, 325. .385, 477. .608, 703 840/ 917 997, 1093. .1173 



Seq. No. 56052 

Gene No. 117327 

Start • 1 

Name OJ000313_16 . 0419. C5". ol . 

Start 356 

GI none 

Exons 356.. 385, 463.. 609, 476 
920.. 997, 929.. 1009, 10 

Seq. No. 56052 

Gene No. 117327 

Start 1 

Name OJ00Q313_16 . 04 19 . C5 . ol . 

Start 514 

GI none 

Exons 514.. 582, 515.. 607, 516 
914.. 997, 914.. 1000, 91 
1090. .1176 

Seq. No. ' 56052 

Gene No,- 117327 

Start 1 

Name OJ000313_16 . 04 19 . C5 . ol . 

Start 696 



Seq. ID OJ000313_16.0419.C5 

Strand + 

End 1305 
tc Method TBLASTX: Cress 

End 1189 

Score 55 
..619, 495. .608, 675. .839, 676. .840, 
90. .1176, 1090. .1173, 1124. .1189 

Seq. ID OJ000313_16.0419.C5 

Strand + . 

End- 1305 
ts Method TBLASTX : Soybean 

End 1179 

Score 164 
..608, 645. .839, 673. .843, 695. .844, 
8. .1013, 1084. .1179, 1086. .1175, 



Seq. ID OJ000313_16.0419.C5 

Strand + 

End 1305 

gp Method AAT/GAP 

End 1173 



56565 



GI 

Exons 

*GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



J Seq. No. 

J Gene No. 

i Start 

a Name 

t Start 

3 GI 

3 Exons 



26540JL.R1084 Score 475 

696. .840, 917. .997, 1093. .1173 

, 3327204/dbj |BAA31670| 4.0e-58 (AB014595) KIAA0695 protein [Homo 
sapiens] 1 ■ 



56052 

117327 

1 

OJ000313_16.0419.C5.ol.tw 

768 

none 



Seq. ID OJ000313_16.0419.C5 

Strand + 

End 1305 

Method TBLASTX : Wheat 

End 1183 

Score 78 



768. .839, 768. .839, 769. .840, 769. .840, 914. .1000, 920. .997, 
952. .999, 1090. .1176, 1090. .1179, 1091. .1183 



Seq. ID OJ000313_16.0419.C6 

Strand + 

End 84 

Method AAT/NAP 

End . 84 

Score 134 



56053 
117328 
1 

OJ000313_16.0419.C6.ol.np 
1 

7489049 
1..84 

probable cullin protein - tomato gi | 3687389 | emb | CAA76074 . 1 | 
(Y16124) putative cullin protein [Lycopersicon esculentum] 



Seq. ID OJ000313_16.0419.C6 

Strand + 

End 277 

Method AAT/GAP 

End 277 

Score 526 



56053 
117329 
1 

OJ000313_16.0419.C6.ol.gp 
1 

26540_1.R1084 
1. .277 

'3327204/dbj |BAA31670| 4.0e-58 (AB014595) KIAA0695 protein [Homo 
sapiens] ' 



56053 ' 
117330 
.1053 

OJ000313_16.0419.C6.ol.gs 

1053 

none 

1053. . 1415 



Seq. ID OJ000313_16.0419.C6 

Strand + ... 

End 1415 

Method ■ GENSCAN 

End 1415 

Score .44 



Seq. No. 56054 

Gene No. 117331 

Start 1 

Name OJ000313_16 . 04 19 . C7 . ol . gs 

Start 1 

GI none 

Exons 1..35, 907.. 1057 



Seq. ID OJ000313_16.0419.C7 

Strand + 

End 1057 

Method GENSCAN 

End 1057 

Score .73 



Seq. No. 56055 

Gene No. 117332 

Start 261 

Name OJ000313_i6 . 0419 . C8 . ol .np* 

Start 261 

GI 7106528 

Exons 261.. 395, 751.. 789 



Seq. ID OJ000313_16.0419.C8 
Strand 

End 789 

Method AAT/NAP 

.End 789 

Score 61 



56566 



GP Descrip. (AP001278) EST D40774 (S2920) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 56056 . . Seq. ID 

Gene No. 117333 Strand 

Start 9 End 

Name OJ000313_16 . 04 19 . C9 . ol . gs Method 

Start 9 End 

GI none Score 

Exons 9. .33 



OJ000313_16.0419.C9 
33 

GENSCAN 

33 

.47 



Seq. No. 56057 Seq. ID 

Gene No. 117334 Strand 

Start 278 End 

Name OJ000313_16 . 04 19 . Cll . ol . gs Method 

Start 278 End 

GI none Score 

Exons 278.. 388, 462.. 638 



OJ000313_16. 0419. Cll 
639 

GENSCAN 

638 

.94 



Seq. No. 56057 

Gene No. 117334 

Start 278 

Name OJ000313_16 . 0419 . Cll . ol . tm 

Start 458 . 

*i Gfl none , 

m Exons 458.-634, 459.. 638, 460.. 639, 534 



Seq. ID OJ000313_16i 0419. Cll 
Strand 

End 639 

Method TBLASTX : Mai ze 

End 639 

Score 178 ' ■ ^ 

.638 



Seq. No. 56058 Seq. ID 

Gene No. 117335 Strand 

Start 190 End 

Name OJ000313_16 . 0419.C14 . ol . gs Method 

Start 190 End 

GI none Score 

Exons 190.. 329 



OJ000313_16.0419.C14 
+ 

756 

GENSCAN 
329 
. 94 



Seq. No. 56058 
Gene No. • . 117335 
Start 190 

Name OJ000313_16 . 0419.C14 . ol .np 

Start 190 

GI 7431424 

Exons 190.. 331, 685.. 756 

GI Descrip. probable (S) -2-hydroxy-acid 

rice gi | 2570515 l.gb | AAB82143 . 

[Oryza ' sativa] 



Seq. ID OJ000313_16.0419.C14 

Strand + 

End 756 

Method AAT/NAP 

End 756 

Score 188 

oxidase (EC 1.1.3.15), peroxisomal 
1| (AF022740) glycolate oxidase . 



Seq. No. ' 


56058 


Seq. ID 


OJ000313_16.0419.C14 


Gene No. 


117336 


Strand 




Start 


138 


End 


332 


Name 


OJ000313 16.0419.C14 .ol.gp 


Method 


AAT/GAP 


Start 


138 


End 


331 


GI 


LIB34 32-057-P1-K1-D10 


Score 


310 


Exons 


138.. 331 






GI Descrip. 


'2570515 1.0e-43 (AF022740) 


glycolate 


oxidase [Oryza sativa 


Seq. No. 


56058 


Seq. ID 


OJ000313_16.0419.C14 


Gene No. 


117336 


Strand 
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Start 


138 


End 


332 




Name 


OJ000313 16.0419.C14.ol.tm 


Mp t~ hod 


TBLASTX • Maizp 




Start 


178 *~ 


End 


332 




GI 


none 


Score 


233 




Exons 


" 178.. 324 r 180. .329, 188. .331 


, 192 . .332 






Seq. No. 


56058 


Seq. ID 


OJ000313_16.0419. 


.C14 


Gene No. 


117336 


Strand 






Start 


138 


End 


332 




Name 


OJ000313 16 0419 C14 ol ts 


Mp1" hoH 






Start 


186 ~ 


End 


329 




GI 


none 


Score 


204 




Exons 


186. . 329, 187 . . 324 








Seq. No. 


56058 


Seq. ID 


OJ000313_16.0419. 


.C14 


Gene No. 


117336 


Strand 






Start 


138 


End 


332 




Name 


OJ000313 16.0419.C14.ol.tc 


Met hod 


TBLASTX* Cress 




Start 


195 ~~ 


End 


330 




GI 


none 


Score 


197 




Exons 


195. .329, 196. .324, 256. .330 








Seq. No. 


56059 


Seq. ID 


OJ000313 16 0419 


C16 


Gene No. . 


117337 


Strand 






Start 


1 : 


End 


223 




Name 


OJ000313 16.0419.C16.ol.np 


Method 


AAT/NAP 




Start 


1 — 


End 


223 




GI 


7529257 


Score 


129 




Exons 


1 . . 223 








GI Dp^priiD 

\J J- LJ V** o V*-* J_ J. k-/ * 


(AT.1'3R6S4} riiital" i vp nrnfpi n 


[Arabidopsis thaliana] 




Seq. No. 


56060 


Seq. ID 


OJ000313_16.0419. 


C17 


Gene No. 


117338 


Strand 






Start 


1 


End 


1181 




Name 


OJ000313 16. 0419. CI 7 .ol .np 


Method 


AAT/NAP 




Start 


1 ~~ 


End 


1181 




GI 


7529257 


Score 


17 7 • 




Exons 


1..26, 590 754. 893 1019. 


1086. .1181 






GI Descrip. 


(AL138654) outat* i ve nrotpin 


[Arabidopsis thaliana] 




Seq. No. 


56060 


Seq. ID 


OJ000313_16.0419. 


C17 


Gene No. 


117339 


Strand 






Start 


3066 


End 


4250 




Name 


OJ000313 16.0419.C17.o2.np 


Method 


AAT/NAP 




Start 


3066 


End 


4250 




GI 


3928096 


Score 


711 




Exons 


3066.. 3697, 3731.. 4250 








GI Descrip. 


(AC005770) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


56060 


Seq. ID 


OJ000313_16.0419. 


C17 


Gene No. 


117339 


Strand 






Start 


3066 


End 


4250 




Name 


OJ000313 16.0419.C17.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3285 


- End 


3557 




GI 


none 


Score 


111 




Exons 


3285.. 3485, 3285.. 3557, 3356 


..3508, 3457. .3522 
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Seq. No. 


56060 


Seq. ID 


OJ000313_16.0419 


.C17 


Gene No. 


117339 


Strand 






Start 


3066 


End 


4250 




Name 


OJ000313 16.0419 C17 ol tm 


Method ' 


TBLASTX * Mai ze 




Start 


3380 ~~ 


End 


3671 




GI 


none 


Score 


166 




Exons 


3380. .3628, 3381. .3671, 3558.. 


3671 






Seq. No. 


56061 


Seq. ID 


OJ000313 16.0419 


.CI 8 


Gene No. 


117340 


Strand 


+ 




Start 


267 


End 


1495 




Name 


OJ000313 16.0419.C18.ol.gs 


Method 


GENSCAN 




Start 


267 


End 


1495 




GI 


none 


Score 


.79 




Exons 


267. .347, 682. .837, 1123. .1252 


, 1351.. 


1495 





Seq. No. 56062 

Gene No. 117341 

Start 290, 

Name "*OJ0 00 3 1 3_1 6 . 0 4 1 9 . C2 0 . ol . tm 

Start 281 

GI none 

□ Exons 281.. 487, 289.. 486 



Seq. ID OJ000313_16.0419.C20 

Strand + 

End 1087 

Method TBLASTX: Maize 

End 487 

Score . 250 



Seq. No. " 56062 ' 

Gene No. 117341 

Start 290 

Name OJ000313_16 . 04 19 . C20 . ol . ts 

Start 281 

GI none 
Exons 



Seq. ID OJ000313_16.0419.C20 

Strand + 

End 1087 

Method TBLASTX : Soybean 

End 859 

Score 314 



281. .487, 289. .486, 318. .488, 602. .682, 603. .692, 818. .859 



Seq. No. 56062 

Gene No. 117341 

Start 290 

Name OJ000313_16 . 04 19 . C20 . ol . np 

Start 290 

GI 6041789 

Exons 290.. 484, 615.. 692, 773.. 1081 

GI Descrip. (AC009755) putative N2, N2-dimethylguanosine tRNA 
methyltransf erase [Arabidopsis thaliana] 



Seq. ID OJ000313_16.0419.C20 

Strand + 

End 1087 

Method AAT/NAP 

End 1081 

Score 470 



Seq. No. 


56062 






Seq. ID 


OJ000313_16.0419. 


C20 


Gene No. 


117341 






Strand 


+ 




Start 


- 290 






End 


1087 




Name 


OJ000313 


16.0419.C20.ol 


.gs 


Method 


GENSCAN 




Start 


366 






End 


1087 . 




GI 


none 






Score 


.89 




Exons 


366. .484, 


773. .1087 










Seq. No. 


56062 






Seq. ID 


OJ000313_16.0419. 


C20 


Gene No. 


117341 






Strand 


+ 




Start 


290 






End 


1087 




Name 


OJ000313 


16.0419.C20.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


817 






End 


1054 




GI 


none 






Score 


187 




Exons 


817. .930, 


818. .931, 938 


. . 1054 
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Seq. No. 56063 
Gene No. 117342 
Start 267 

Name OJ000313_16 . 04 19 ..C22 . ol . tm 

Start 264 
GI none 

Exons 264.. 443, 265.. 447, 265 

602.. 664, 603.. 665, 613 
863. . 919 



Seq. ID 
Strand 
End 

Method 
End 
Score 
447, 537.. 599, 544 
666, 853.. 918, 861 



OJ000313_16.0419.C22 
+ . 
924 

TBLASTX: Maize 
923 
214 

609, 545.. 601, 
923, 861. .917, 



Seq. No. 56063 Seq. ID 

Gene No. 117342 Strand 

Start 267 End 

Name OJ000313_16 . 04 19 . C22 . ol . ts Method 

Start 264 End 

GI none Score 
Exons 



OJ000313_16.0419.C22 
+ 

924 

TBLASTX: Soybean 

924 

290 



264. .446, 265. .450, 271. .450, 302. 
542. .661, 835. .924, .843. .923 



.451, 537. .665, 541. .585, 



Seq. No. 56063 Seq. ID 

Gene No. 117342 Strand 

Start 267 End 

Name .. OJ000313_16 .04 19 . C22 . ol . gs Method 

Start 267 End 

GI none Score 

Exons 267.. 447 



OJ000313_16.0419.C22 
+ 

924 

GEN SCAN 

447- 

.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56063 
117342 
267 

OJ000313_16.0419.C22.ol.np 
267 

7489049 

267. .447, 543. .665, 864. .924 

probable cullin protein - tomato gi | 3687389 | emb | CAA76074 . 1 | 
(Y16124) putative cullin protein . [Lycopersicon esculentum] 



Seq. ID OJ000313_16. 0419.C22 

Strand + 

End 924 

Method AAT/NAP 

End 924 

Score 411 



56064 Seq. ID 

117343 Strand 

484 End 
OJ000313_16 . 0419. C25 . ol . gs Method 

4 84 End 

none Score 
484. .504 



OJ000313_16.0419.C25 
504 

GENSCAN 

504 

.62 



Seq. No. 56065 . Seq. ID OJ000313_16 . 04 1 9 . C26 

Gene No. 117344 - Strand + 

Start 1198 End 1363 

Name OJ000313_16 . 0419 .C26. ol . gp Method AAT/GAP 

Start 1198 End 1363 

GI 512_1.R1084 Score 304 

Exons 1198.. 1363 

GI Descrip. 1 7294 80/sp | P4 134 5 | FENS_ORYSA 0.0e+00 FERREDOXIN — NADP REDUCTASE, 
ROOT ISOZYME PRECURSOR (FNR) >gi_43564 7_dbj_BAA04232_ (D17410) 
f erredoxin-NADP+ reductase [Oryza sati-va] 

>gi 902936 dbj BAA07479.1 (D38445) root f erredoxin-NADP+ 
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reductase [Oryza sativa] >gi_1096932_prf 2113196A 

f erredoxin-NADP oxidoreductase [Oryza sativa] * 



Seq. No. 56065 _ Seq. ID 

Gene'.No.' • ' 117345 r ':' ' Strand 

Start 673 End 

Name • OJ000313_16. 0419.C26.ol .gs Method 

Start 673 End 

■ GI none Score 

Exons 673.. 877 



OJ000313_16.0419.C26 
877 

GENSCAN 

877 

.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56066 
117346 
1 

OJ000313 
1 

729480 
1..19, 191 



OJ000313 16.0419.C27 



16.0419.C27.ol.np 



Seq. ID 
Strand 

End 1810 
Method AAT/NAP 
End 1810 
Score 1275 
1392. .1810 

ROOT ISOZYME' PRECURSOR (FNR) 
gi|435647|dbj IBAA04232I (D17410) f erredoxin-NADP+ reductase 
[Oryza sativa] gi | 902936 | dbj | BAA07479 . 1 | (D38445) root 
f erredoxin-NADP+ reductase [Oryza sativa] 

gi 1 1096932 | prf | I2113196A f erredoxin-NADP oxidoreductase [Oryza 
sativa] , - ^. 



,432, 816.. 1038, 
FERREDOXIN--NADP REDUCTASE, 



Seq. No. 56066 

Gene No. 117346 

Start 1 

Name * OJ000313_16 . 04 19 . C27 .bl . tm 

Start 180 

GI none 
Exons 



Seq. ID OJ000313_16.0419.C27 
Strand 
End 

Method 
End 
Score 



1810 

TBLASTX: Maize 

1734 

130 



180. .248, 191. .316, 191. .316, 267. .317, 299. .433, 303. .434, 
312. .434, 814. .945, 815. .946, 830. .946, 962. .1039, 963. .995, 
1001. .1039, 1383. .1730, 1393. .1695, 1408. .1734 



Seq. No. 56066 Seq. ID 

Gene No. 11734 6 Strand 

Start i End 

Name OJ000313_16 . 04 19 . C27 . ol . tc Method 

Start 186 End 

GI none Score 
Exons 



OJ000313_16.0419.C27 
1810 

TBLASTX: Cress 

1724 

35 



186. .209, 188. .418, 190. .333, 191. .433, 198. .440, 261. .434, 
814. .939, 814. .945, 815. .946, 963. .1001, 994 .. 1035, - 995 .. 1039, 
1000. .10:38, 1383. .1649, 1393 .. 1584 ,. 1692 1724 



Seq. No. 56066 

Gene No. 117346 

Start 1 

Name OJ000313_16 . 04 19 . C27 . ol . gp 

Start 190 

GI 512_1.R1084 

Exons 190.. 432, 816.. 1038, 
GI Descrip. 



OJ000313 16.0419.C27 



Seq. ID 
Strand 

End 1810 
Method AAT/GAP 
End 1730 
Score 1493 
1392.. 1730 

' 72 94 80/sp|P4 134 5 |FENS_ORYSA 0.0e+00 FERREDOXIN— NADP REDUCTASE, 
ROOT ISOZYME PRECURSOR (FNR) >gi_4 35647_dbj_BAA04232_ (D17410) 
f erredoxin-NADP+ reductase [Oryza sativa] 

>gi_902936__dbj_BAA074 79.1_ (D384 45) root f erredoxin-NADP+ 
reductase [Oryza sativa] >gi_1096932_prf 2113196A 
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f erredoxin-NADP oxidoreductase [Oryza sativa] 1 



OJ000313_16.0419.C27 
1810 

TBLASTX: Soybean 
1635 
193 

191. .433, 194. .430, 195. .434, 261. .434, 814.'. 945, 815. . 946, ■ 
966. .1001, 1000. .1038, 1001. .1039, 1382. .1573, 1383. .1634, 
1393. .1635 



Seq. No. 56066 

Gene No. 117346 

Start 1 

Name OJ000313_16 . 04 19 . C27 . ol . ts . 

Start 191 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56066 Seq. ID 

117346 Strand 

1 End 
OJ000313_16. 0419.C27.ol.gs Method 

192 End 

none Score 

192. .432, 975. .1038, 1392. .1727 



56066 

117346 

1 

OJ000313_16.0419.C27 .ol..tw 

1493 

none 

1493. .1630, 1494. .1631, 1496, 
1656. .1730, 1659. .1730 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1630, 



OJ000313_16.0419.C27 

1810 
GENSCAN 
1727 
.71 



OJ000313 16.0419.C27 



1810 

TBLASTX: Wheat 
1730 
119 

1498. .1638, 1651. .1728, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56067 Seq. ID OJ000313_16 . 04 19 . C28 

117347 Strand 

1 End 78 

OJ000313_16. 0419.C28.ol.gp Method AAT/GAP 

1 End 78 

512JL.R1084 Score 156 

1..78 

1 7294 80 /sp | P4 134 5 | FENS_ORYSA 0.0e+00 FERREDOXIN--NADP REDUCTASE, 
ROOT ISOZYME PRECURSOR (FNR) >gi_4 35 64 7_db j_BAA042 32_ (D17410) 
f erredoxin-NADP+ reductase [Oryza sativa] 

>gi__902936_dbj_BAA07479. 1_ (D38445) root f erredoxin-NADP+ 

reductase [Oryza sativa] >gi_1096932_prf 2113196A 

f erredoxin-NADP oxidoreductase [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56068 Seq. ID OJ000313_16 . 04 19 . C29 

117348 Strand 

1 End 830 

OJ000313_16 . 04 19 . C29 . ol . gp Method AAT/GAP 

1 End 830 

22234_1.R1084 Score 305 

1..41, 391. .433, 727. .830 

•1620896/dbj IBAA13507I 8.0e-94 (D87956) protein 
sexual development [Schizosaccharomyces pombe] 
>gi_2408048_emb_CAB16251_ (Z99164) hypothetical protein 
[Schizosaccharomyces pombe] 1 



involved in 



Seq. No. 
Gene No. 



56068 
117348 



Seq. ID 
Strand 



OJ000313 16.0419.C29 
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Start 
Name 
Start 
GI 

•Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



830 

AAT/NAP 
830 
171 



OJ000313_16.0419.C29.ol.np 
1 

4885579 
1. ..41, 391. .433/ 727 .' . 830 

rcdl (required for cell dif fererftiation, S.pombe) homolog 1 
gi| 1620898 |dbj IBAA13508 | (D87957) protein involved in sexual 
development [Homo sapiens] 

56069 Seq. ID OJ000313_16 . 04 19 . C30 

117349 Strand 

110 End 325 

OJ000313_16.0419.C30.ol.gp Method AAT/GAP 

110 End 179 

22234_1.R1084 Score 117 

110. .179 

' 1620896/dbj | BAA13507 | 8.0e-94 (D87956) protein involved in 
sexual development [Schizosaccharomyces pombe] 
>gi_2408048_emb_CAB16251_ (Z99164) hypothetical protein 
[Schizosaccharomyces pombe] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gl' 

Exons 



56069 

117349 

110 

OJ000313_ 
110 ■ 
none 

110. .325 



16.0419.C30.ol.gs 



Seq. ID 
' Strand 
End 

Method 

End 

Score 



OJ000313_16.0419.C30 
325 

GENSCAN 

325 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56070 

117350 

158 

OJ000313_16. 0419.C31.ol.np 
158 

5106775 



Seq. ID OJ000313_16.0419.C31 

Strand + 

End 2341 

Method AAT/NAP 

End 2341 , 

Score 94 



158. .178, 1882. .1930, 2135. .2199, 2289. .2341 
(AF067732) ribosomal' protein ,S12 [Hordeum vulgare,] 



56071 Seq. ID 

117351 Strand 

1 End 

0 J000313_l 6.0419. C32 . ol . gp Method . 

1 End 

2506_1.R1084 Score 
1..83, 430. .575, 693. .865, 1949. .2063 

'3132476 1.0e-61 (AC003096) unknown protein [Arabidopsis 
thaliana] 1 



OJ000313_16.0419.C32 

2413 
AAT/GAP 
2063 
903 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 



56071 Seq. ID 

117351 Strand 

1 End 

OJ000313_16.0419.C32.ol.np Method 

1 End 

7487521 Score 



OJ000313_16.0419.C32 

2413 
AAT/NAP 
2146 
531 



1./83, 430. .574, 689. .865, 1949. .2146 

hypothetical protein T29F13.10 - Arabidopsis thaliana 
gi|3132476|gb|AAC16265.1| (AC003096) unknown protein - 
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[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56071 

117351 

1 

OJ000313_16. 0419.C32.ol.tm 
1 

none 



Seq. ID - OJ000313_16.0419.C32 
Strand 

End 2413 

Method TBLASTX : Maize 

End 2176 

Score 83 



1..84, -2. .88, 425. .574, 430. .576, 432. .578, 692. .868, 693. .866, 
694.. 867, 1904.. 2083, 1950.. 2114, 2054.. 2176, 2055.. 2147 



56071 

117351 

1 

OJ000313_16.0419.C32.ol.gs 
34 

none 

34. .83, 430. .575, 693. .817 



Seq. ID OJ000313_16.0419.C32 
Strand 

End 2413 

Method GENSCAN 

End 817 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 

V4 Gene No. 

y Start 

f[j Name 

: ~" Start 

'•^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56071 

117351 

1 

. OJ000313_16.0419.C32.ol.ts 
430 
none 



Seq. ID OJ000313_16.0419.C32 
Strand 

End 2413 

Method TBLASTX : Soybean 

End 2068 

Score 82 



430. .561, 431. .574, 432. .575, 692. .868, 693. .866, 709. .867, 
1938. .2045, 1949. .2068 



56071 

117351 

1 

OJ000313_16.0419.C32.ol.tc 

431 

none 



Seq. ID OJ000313_16.0419.C32 
Strand 

End 2413 

Method TBLASTX: Cress 

End 2065 

Score 97 



431. .571, 462. .575, 467. .571, 468.-572, 623. .868, 675. .866, 
1938.. 2063, 1949.. 2065 



56071 

117351 

1 

OJ000313_16.0419.C32.o2.gs 

1874 

none 

1874. .2413 



Seq. ID OJ000313_16.0419.C32 
Strand 

End 2413 

Method GENSCAN 

End 2413 

Score .81 



Seq. No. 56072 

Gene No. 117352 

Start 1 

Name OJ000313_16 . 04 1 9 . C33 . ol . np 

Start 1 

GI 7510076 

Exons 1..61, 589. .634, 810. .1045 
GI Descrip. hypothetical protein Y50E8A.i 



Seq. ID OJ000313_16.0419.C33 

Strand l + 

End 1045 

Method AAT/NAP 

End 1045 

Score 105 

- Caenorhabditis elegans V 



Seq. No. 
Gene No. 
Start 



56072 

117353 

2172 



Seq. ID OJ000313_16.0419.C33 
Strand + 
End 2589 
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Name 


OJ000313 16 


0419 . 


C33 . ol 


{TO 




AAT /GAP 




2172 ~~ 








End ■ 


2589 


\j j. 


3762204 








Score 


790 


it von s 


2172 2589 












Seq. No. 


56072 








Seq. ID 


OJ000313 


Gene No. 


117354 








Strand 




Start 


4812 








End 


6509 




OJ000313 16 


0419. 


C33 o2 


. y £> 


Mp1~ hr>H 


GENSCAN 


O Lai. L 


4812 _ 








End 


5744 


GI 


none 








Score 


.89 




4812 5744 












Seq. No. 


56072 








Seq. ID 


OJ000313 


Gene No. 


117354 








Strand 




Start 


4812 








End 


6509 


Name 


OJ000313 16. 


0419. 


C33.o2 


np 


Method 


AAT/ NAP 


Start 


4821 








End 


6509 


GI 


3128213 








Score 


734 


Exons 


4821. .5566, 


6346. 


.6509 









GI Descrip. (AC004077) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 56072 

Gene No. 117354 

Start 4812 

Name OJ000313_16 . 04 19 . C33 . o2 . gp 

Start 5315 

GI 27875_1.R1084 

Exons 5315.. 5789 

GI Descrip. f 3128213 2.0e-20 (AC004077) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ000313_16.0419.C33 
Strand 

End ~6509 

Method AAT /GAP 

End 5789 

Score 905 



Seq. No. 56072 

Gene No. 117355 

Start 6581 

Name OJ000313_16 . 04 19 . C33 . ol ..ts 

Start - 4 848 . ; . 

GI none 

Exons 4848.. 5279, 4903.. 5175 



Seq. ID OJ000313_16.0419.C33 
Strand 

End 7 64 3 

Method TBLASTX : Soybean 

End - 527 9 ". 

Score 176 



Seq. No. 56072 
Gene No. . 117355 

Start 6581 

Name OJ000313_16 . 04 19 .C33 . o3 . tm 

Start 4899 

GI none 
Exons 



Seq. ID OJ000313_16.0419.C33 
Strand 

End 7643 

Method TBLASTX : Mai ze 

End 5345 

Score 69 



4899. .5018, 4906. ..5019, 5016. .5177, 5020. .5178, 5208. .5345 



Seq. No. 56072 

Gene No. 117355 

Start 6581 

Name OJ000313_16 . 0419. C33 . ol . tc 

Start 5295 

GI none 

Exons * 5295.. 5570, 5311.. 5565 



Seq. ID OJ000313_16.0419.C33 
Strand 

End 7643 

Method TBLASTX : Cress 

End 5570 

Score 108 



Seq. No. 



56072 



Seq. ID OJ000313_16.0419.C33 



56575 






Gene No. 


117355 








Strand 






O Lai L 


6581 








End 


7643 






ojooo^i 3 i 6 


.0419 


C33 ol 


tw 

• L W 


Method 


TBLASTX: Wheat 




OUal L 


5394 ~~ 
j j ^ *± 








End 


5751 




OX 


none 








Score 


206 




Hj A. W i 1 CD 


5394 5567 


5395 


. .5562, 


5529 . 


.5567, 5692. .5751, 5703. .5750 




Seq. No. 


56072 








Seq. ID 


OJ000313_16.0419.C33 




Gene No. 


117355 








Strand 






9fa rt 


6581 








End 


7643 




Name 


OJ000313 16 


0419 


C33 o2 


. tm 


Method 


TBLASTX: Maize 




u Lai L 


5394 _ 








End 


5748 




O X 


none 








Score 


210 




TT von q 


5394 5570 


5395 


. . 5568 , 


5692 . 


.5748, 5703. .5747 




Qpfj Mo 


56072 








Seq. ID 


OJ000313_16.0419.C33 




Gene No. 


117355 








Strand 






Start 


6581 








End 


7643 




Name 


OJ000313 16 


.0419 


.C33.o3 


.np 


Method . 


AAT/NAF, 




Start 


6516 _ 








End 


•7 643 




GI 


5734747 








Score 


219 






6516 6585 


6778 


. .7013, 


7538. 


.7643 








<Aroo765i ) 


Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


56072*" 








Seq. ID 


OJ000313_16.0419,C33 


fS 


Gene No. 


117355 








Strand 






uLai L 


DJOl 








End 


7643 


fi§ 


Name 


n.Tnno^i ^ i 6 

uJUUUjIj XO 


.0419 


.C33.o3 


gs 


Method 


GENSCAN . 


~ ~ 


O Lai L 


6S8 1 _ 

DJOl 








End 


7580 




\j x 


n on a 








Score 


.49 




DAUllO 


6581 6585 


6894 


. .7028, 


7547. 


.7580 




| ii 


C cipf Mn 

OCLj • 1 NL> • 


5 607? 








Seq. ID 


OJ000313_16.0419.C33 


= 


Gene No. 


117355 








Strand 




H 


Start 


6581 








End 


7643 




Name 


OJ000313 1'6 


.0419 


.C33.ol 


tm 


Method 


TBLASTX: Maize 


. 


O LCtl L 


6757 ~~ 








End 


7641 




GI 


none 








Score 


94 




on s 


6757 6879 


6778 


. .7029, 


6779. 


.7030, 7535. .7633, 7545. .7640, 


£3 




7546 7641 














Seq. No. 


56073 








Seq. ID 


OJ000313_16.0419.C35 




Gene No. 


117356 








Strand 


+ 




Start 


559 








End 


666 




Name 


OJ00031 316 


.0419 


.C35.ol 


gs 


Method 


GENSCAN 




O LOI L 


5^9 — 

J J J 








End 


666 




GI 


none 








Score 


.5 




P von 


559 666 














Cpn Mo 


S 6074 








Seq. ID 


OJ000313_16.0419.C36 




Gene No. 


117357 








Strand 






Start 


6 








End 


152 




Nam,e 


OJ000313 16 


.0419 


.C36.ol. 


gs 


Method 


GENSCAN 




Start 


6 








End 


152 




GI 


none 








Score 


.58 




Exons 


6. .152 













56576 



Seq. No. 56075 Seq. ID 

Gene No. 117358 Strand 

Start 857 End 

Name OJ000313_16 . 04 19 . C37 . ol . gp . Method 

Start 857 End 

GI 8022_1.R1084 Score 

Exons 857.. 1093 

GI Descrip. 1 50914 96/dbj | AB0234 82 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ000313_16.0419.C37 

1093 
AAT/GAP 
1093 
279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56075 Seq. ID OJ000313_16 . 04 19 . C37 

117359 Strand 

1448 End 1530 

OJ000313_16 . 04 19 . C37 . o2 . gp Method AAT/GAP 

1448 End 1530 

38012_1.R1084 Score 88 

1448. .1530 

M097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor (Gns9) gene, complete cds 1 



Seq. No. 56076 Seq. ID 

Gene No. .117360 Strand 

Start 91 End 

Name OJ000313_16 . 04 19 . C38 . ol . gs Method 

Start 91 ' End 

GI none Score 

Exons 91.. 201, 496.. 559 



OJ000313_16.0419.C38 
559 

GENSCAN 
559 
. 66 



VS., 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56077 

117361 

1 

OJ000313_16.0419.C39.ol.np 
1 

7268194 



Seq. ID OJ000313_16.0419.C39 

Strand + 

End 1922 

Method AAT/NAP 

End 1922 

Score 152 



1.-45, 394. .482, 5.80. .627, 768. .901, 1876. .1922 
(AL1614 92) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


56077 








Seq. ID 


OJ000313 


Gene No. 


117361 








Strand 


+ 


Start 


1 








End 


1922 


Name 


OJ000313 16. 


0419 


.C39.ol. 


.gs 


Method 


GENSCAN 


Start 


49 








End 


857 


GI 


none 








Score 


.75 


Exons 


49. .121, 328 


. .48 


2,. 580. . 


.627, 


768. .857 




Seq. No. 


56077 








Seq. ID 


OJ000313 


Gene No. 


117361 








Strand 


+ 


Start 


1 








End 


1922 


Name 


OJ000313 16. 


0419 


.C39.ol. 


.tm 


Method 


TBLASTX : ] 


Start 


1338 








End 


1756 


GI 


none 








Score 


89 


Exons 


1338. .1412, 


1473 


. .1559, 


1475. 


.1564, 1477. .1560, 




1626. .1754, 


1643 


. .1756 








Seq. No. 


56078 








Seq. ID 


OJ000313 


Gene No. 


117362 








Strand 


+ 


Start 


268 








End 


1302 



56577 





Name 


OJ000313 16.0419 


.C40.ol.gs 


Method 


GEN SCAN 










Start 


268 




End 


1302 










GI 


none 




Score 


. 68 










Exons 


268. .511, 672. .733, 1242.. 


1302 












Seq. No. 


5607 9,, 




Seq. ID 


OJ000313_ 


_1.6 


.0419. 


C4 6 




Gene No. 


117363' 




Strand 


+ 










Start 


1098 




End 


1523 










Name 


OJ000313 ' 16. 0419 


.C46.ol.gs 


Method 


GENSCAN 










Start 


1098 




End 


1523 










GI 


none 




Score 


.58 










Exons 


1098. .1523 
















Seq. No. 


56079 




Seq. ID 


OJ000313_ 


16 


.0419. 


C4 6 




Gene No. 


117364 




Strand 


+ 










Start 


1557 




End 


4783 










Name 


OJ000313 16.0419 


, C4 6.ol.np 


Method 


AAT/NAP 










Start 


1557 




End 


4783 










GI 


5852093 - 




Score 


77 










Exons 


1557 . . 1593, ' 2931 


..3043, 3785. .3853, 4713.. 4783 










GI Descrip. 


(AL117264) zwhl6 


. 1 [Oryza 


sativa] 












Seq. No. 


56079 




Seq. ID 


OJ000313_ 


16 


.0419. 


C46 


an 

. -Ji 


Gene No. . 


117365 




Strand 












Start 


2132 


r 


End 


3978 








= si 


Name 


OJ000313 16.0419 


.C4 6.o2.np 


Method 


AAT/NAP 










Start 


2132 




■ End 


3978 








y 


GI 


5852093 




Score 


95 










Exons 


2132.. 2173, 3872 


. .3978 














GI Descrip. 


(AL117264) zwhl6 


. 1 [Oryza 


sativa] 












Seq. No. 


56080 




Seq. ID 


OJ000313_ 


16 


0419 . 


C47 


y 


Gene No. 


117366 




Strand 


+ 










Start 


3071 




End 


3438 










Name 


OJ00031.3 16.0419 


.C47 .oi.np 


Method. 


AAT/NAP 










Start 


3071 




End 


3438 








A. 


GI 


6715717 




Score 


95 








1 


Exons 


3071.. 3288, 3319 


/?34 38 












si 1 


GI Descrip. 


(AC016447) putative zinc finger protein [Arabidopsis thaliai 


c«- 


Seq. No. 


56080 




Seq. ID 


OJ000313_ 


16 


0419. 


C47 




Gene No. 


117367 




Strand 












Start 


1972 




End • 


3370 










Name 


OJ000313 16.0419 


.C47.ol.gs 


Method 


GENSCAN 










Start 


1972 




End 


3370' 










GI 


none 




Score 


.82 










Exons 


1972.. 2115, 3221 


. .3370 














Seq. No. 


56080 




Seq. ID 


OJ000313_ 


16. 


0419. 


C47 




Gene No. 


117368 




Strand 












Start 


3316 




End 


3438 










Name 


OJ000313 16.0419 


■C47.ol.tm 


Method 


TBLASTX: Maize 






Start 


3316 




End 


3438 










GI 


none 




Score 


205 










Exons 


3316.. 3438, 3317 


. .3436 














Seq. No. 


56081 




Seq.. ID 


OJ000313_ 


16. 


0419. 


C52 



56578 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



117369 Strand 
1 End 777 

OJ000313_1 6.0419. C52 . ol . gp Method AAT/GAP 
1 End 586 

22234 JL. R1084 '■" Score 192 

1..26, 484. .586 

1 1620896/dbj IBAA13507 | 8.0e-94 (D87956) protein involved in 
sexual development [Schizosaccharomyces pombe] 
>gi_240804 8_emb_CAB16251_ (Z99164) hypothetical protein 
[Schizosaccharomyces pombe] ' 



56081 
117369 
1 

OJ000313_16.0419.C52.ol.np 
1 

7385111 
1..26, 484. .579, 746. .777 
(AF221849) FL10 [Mus musculus] 



Seq. ID OJ000313_16.0419.C52 
Strand 

End 777 

Method AAT/NAP 

End 777 

Score 101 



Seq. No. 56082 

Gene No. 117370 

Start 671 

Name OJ000313_16 . 04 19 . C53 . ol . gs 

Start 671 

GI none 

Exons 671.. 736, 891. .941 



Seq. ID OJ000313_16.0419.C53 

Strand + 

End 941 

Method GENSCAN--' 

End "~ 941" 

Score ' .74 



Seq. No. 56082 

Gene No. 117371 

Start 1097 

Name OJ000313_1 6 . 04 1 9 . C53 . ol . gp 

Start 1097 

GI uC-osflm202106e04bl 

Exons 1097.. 1127, 1635.. 1758, 2366.. 2612, 3352.. 3404 
GI Descrip. ' 5734747/gb | AAD50012 . 1 | AC007 651_7 3.0e-33 (AC007651) 

s " Hypothetical protein [Arabidopsis thaliana] 1 



Seq. ID OJ000313_16.0419.C53 
Strand 

End 3789 

Method AAT/GAP 

End 3404 

Score 788 



Seq. No. 56082 

Gene No. 117371 

Start 1097 

Name . OJ000313_16 . 04 19 . C53 . ol . tm 

Start 1639 

GI none 
Exons 



Seq. ID OJ000313_16.0419.C53 
Strand 

End 3789 

Method TBLASTX : Maize 

End 2615 

Score 177 



1639. .1761, 1640. .1759, 2337. .2447, 2342. .2446, 2444. .2524, 
2507. .2614, 2508. .2615 



Seq. No. 56082 

Gene No. .117371 

Start 1097 

Name OJ000313_16 . 04 19 . C53 . ol . ts 

Start 1645 

GI none 
Exons 



Seq. ID OJ000313_16.0419.C53 
Strand 

End 3789 

Method TBLASTX : Soybean 

End 2 615 

Score 82 



1645. .1761, 1649. .1753, 2342. .2455, 2370. .2456, 2444. .2614, 
2445. .2615, 2454. .2615 



Seq. No. 



56082 



Seq. ID OJ000313_16.0419.C53 



56579 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



117371 Strand 

1097 End 3789 

OJ000313_16. 0419.C53.ol.np Method AAT/NAP 

1668 End 3789 

5734747 Score . 184 

1668. .1758, 2366. .2447, 2529. .2625, 3657. .3789 

(AC007651) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


56082 








Seq. ID 


OJ000313 


Gene No. 


117371 








Strand 




Start 


1097 








End 


3789 


Name 


OJ000313 16 


0419 


,C53.o2 


. gs 


Method 


GENSCAN 


Start 


2577 








End 


3416 


GI 


none 








Score 


.73 


Exons 


2577. .2612, 


3038 


. .3058, 


3156. 


.3416 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

'GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56083 
117372 

1 - 

OJ00032-3_16---04.19.C54.ol.np 

1 

4835763 



Seq. ID OJ000313_16.0419.C54 

Strand + 

End 3800 

Method AAT/NAP 

End 1665 

Score 737 



1..84, 135. .274, 448. .518, 644 . .938, 1036 .. 1325, ■ 1 611 .. 1665 
. (AC007202) T8K14.13 [Arabidopsis thaliana] 



56083 

117372 

1 

OJ000313_16.0419.C54 .ol.gp 
5 

LIB34 33-060-P1-K1-H4 



Seq. ID OJ000313_16.0419.C54 

Strand + 

End 3800 

Method AAT/GAP 

End 888 

Score 859 



5. .59, 158. .274, 448. .518, 644. .888 

'4585976/gb|AAD25612.1|AC005287_14 1.0e-43 (AC005287) Unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 56083 

Gene No*. 117372 

Start 1 

Name OJ000313_16 . 0419. C54 . ol . gs 

Start' 158 

GI none 

Exons 158.. 274, 448.. 518, 644 
2109. .2158, 3379. .3800 



Seq. ID OJ000313_16.0419.C54 

Strand + 

End 3800 

Method GENSCAN 

End 3800 

Score . 62 
938, 1036.. 1325, 1837.. 1905, 



Seq. No. 56083 

Gene No. 117372 

Start 1 

Name OJ000313_16 . 04 1 9 . C54 . o2 . gp 

Start 1027 

GI uC-osflcypl01c08bl 

Exons 1027.. 1325, 1611.. 1829 

GI Descrip. » 4 8357 63/gb | AAD3023.0 . 1 1 AC007202_12 6.0e-38 (AC007202) T8K14.13 
[Arabidopsis thaliana] 1 



Seq. ID OJ000313_16.0419.C54 

Strand + 

End 3800 

Method AAT/GAP 

End 1829 

Score 970 



Seq. No. 
Gene No. 
Start 



56083 

117373 

2188 



Seq. ID OJ000313_16.0419.C54 
Strand 

End 2590 



56580 



Name OJ000313_16 . 04 19 . C54 . ol . 

Start 2 
GI none 

Exons 2.. 58, 3.. 62, 155.. 274, 

461. .520, 596.-694, 597. 
723.. 944, 723.-932, 728. 
1036.. 1326, 1036.. 1326, 

Seq. No. 56083 

Gene No. 117373 

Start 2188 

Name OJ000313_16 . 04 19 . C54 . ol . 

Start 478 

GI none 

Exons 478.. 519, 603.. 677, 680. 

1036. .1128, 1044. .1124 



tm Method TBLASTX : Maize 

End 1671 

Score 73 
158. .277, 160. .285, 442. .519, 460. .519, 
.719, 633. .728, 640. .729, 706. .909, 
.943, 1028.. 1135, 1032.. 1325, 
1609.. 1671, 1610.. 1666 

Seq. ID OJ000313_16.0419.C54 
Strand 

End 2590 

ts Method TBLASTX : Soybean 

End 1128 

Score 78 
.781, 681. .944, 699. .899, 815. .943, 



fi 



Seq. No. , 56083 

Gene No. 117373 • - * 

Start * 2188 

Name OJ000313_16 . 04 19 . C54 . ol , 

Start 698 

GI none 

Exons *- 698. .790, 699. . 944/. 815 . 

■ 1036. .1326, 1564. .1674 

Seq. No. 56083 

Gene No. 117373 

Start 2188 

Name OJ000313_16 . 04 19 . C54 . o2 , 

Start 1129 

GI none 

Exons 1129.. 1326, 1163.. 1285, 



tc 



Seq. ID OJ000313_16.0419.C54 
Strand 

End' 2590 

Method TBLASTX : Cress 

End 1674 

Score 271 



,943, 1035.. 1142, 1036.. 1326, 



, Seq. ID OJ000313_16.0419.C54 
Strand 

End 2590 

ts Method TBLASTX : Soybean 

End 1683 

Score 202 
1203. .1325, 1540. .1683 



Seq. No-. 56083 

Gene No. 117373 

Start -2188 

Name- OJ000313_16 . 04 19 . C54 . o3 , 

Start 2188 

GI none 

Exons 2188.. 2590 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_16.0419.C54 

2590 
AAT/GAP 
2590 
784 



Seq. No. 56084 

Gene No. 117374 

Start 266 

Name OJ000313_16 . 04 19 . C55 . ol . 

Start 266 

GI none 

Exons 266.. 353, 554.. 738 



gs 



Seq. ID' OJ000313_16.0419.C55 

Strand + 

End 738 

Method GENSCAN 

End 738 

Score .98 



Seq. No. 56085 

Gene No. 117375 

Start 165 

Name . OJ000313_16 . 04 19 . C56 . ol . 

Start 165 

GI LIB34 77-003-P1-K1-E9 

Exons 165.. 267 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_16.0419.C56 
267 

AAT/GAP 

267 

117 



56581 



GI Descrip. 1 24 98586/sp I Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' * ' 



Seq. No'. 56086 

Gene No. 117376 

Start 1234 

Name OJ000313_16 . 04 19 . C57 . ol . gs 

Start 1234 

GI none 
Exons 



Seq. ID OJ0003l3_16.0419.C57 

Strand + 

End 2946 

Method - GENSCAN 

End 294 6 

Score .52 



1234. .1258, 1480. .1555, 2594. .2631, 2722. .2946 



Seq. No. 56087 Seq. ID 

Gene No. 117377 Strand 

Start 3341 End 

Name OJ000313_16 . 04 19 . C58 . ol . gp Method 

Start 3341 End 

GI 845_1.R1084 Score 

Exons 3341.. 4386 

GI Descrip. '2944088 1.0e-104 (AF050102) glutathione s-transf erase [Oryza 
sativa] 1 



OJ000313_16.0419.C58 
+ 

4386 
AAT/GAP 
4386 
2037 



Seq. No. 56087 

Gene No. 117378 

Start 143.2 

Name OJ000313_16 . 04.19 . C58 . ol . gs 

Start 1432 

GI none 
Exons 



Seq. ID OJ000313_16.0419.C58 
Strand 

End 4252 .- 

Method GENSCAN 

End 4252 

Score .58 



1432. .1509, 3080. .3231, 3474. .3607, 3711. .4252 



Seq. No. 56087 
Gene No. 117378 
Start 1432 

Name OJ000313_16 . 04 19 . C58 . ol . np 

Start 3560 
GI 7447301 
Exons . ■ 3560.. 4252 

GI Descrip. glutathione-- transferase (EC 2.5.1.18) - rice 

gi|2944088|gb|AAC05216.1| (AF050102) glutathione s-transf erase 
[Oryza sativa] 



Seq. ID OJ000313_16.0419.C58 
Strand 

End 4252 

Method AAT/NAP 

End 4252 

Score 1159 



Seq. . No. 56087 

Gene No. 117379 

Start 5744 

Name OJ000313_16. 0419. C58 ,o2 . tm 

Start .3488 

GI none 

Exons 3488.. 3751, 3555.-3743 



Seq.. ID .OJ000313_16.0419.C58 

Strand ' 

End 7648 

Method TBLASTX: Maize 

End 3751 

Score 116 



Seq. No. 56087 

Gene No. 117379 

Start 5744 

Name OJ000313_16 . 04 19 . C58 . ol . ts 

Start 3551 

GI none 

Exons 3551.. 3751, 3552.. 3746, 381£ 
4020. .4103, 4167. .4220 



Seq. ID OJ000313_16.0419.C58 
Strand 

End - 7648 

Method TBLASTX : Soybean 

End 4237 

Score 112 

.3925, 3870. .3941, 3989. .4237, 



56582 




Seq. No. 56087 

Gene No. 117379 

Start 5744 

Name OJ000313_16 . 0419 . C58 . ol 

Start 3554 

GI none 

Exons 3554.. 3751, 3555.. 3740, 
4020. .4220 

Seq. No. 56087 

Gene No. 117379 

Start 5744 

Name OJ000313_1 6 . 04 19 . C58 . ol 

Start 3818 

GI none 

Exons 3818.. 3925, 3870.. 3935, 
4167. .4220 




Seq. ID OJ000313_16.0419.C58 
Strand 

End 7648 

.tc Method TBLASTX : Cress 

End 4237 

Score 96 
3815. .3925, 3864. .3941, 3989. .4237, 



Seq. ID OJ000313_16.0419.C58 
Strand 

End 7648 

.tm Method TBLASTX : Maize 

End 4258 

Score 58 
3876.-3932, 3986. .4258, 3987. .4103, 





oeq . iNO . 


DDUo / 


Seq. ID 


OJ000313_16.0419.C58 




bene wo . 


ii / j / y 


Strand 






Q+- -a y~+- 


CL~1 A A 

3 / 4 ft 


End 


7648 


i. J! 


Name 


• UJUUUol j lo . 1 y . UOo . OX . lW 


Method 


TBLASTX: Wheat 




oiart 




End 


4240 




C T 


none 


Score 


121 


! y 


Exons 




. .4240, 4163. .4237 




Seq. No. 


56087 


Seq. ID 


OJ000313_16.0419.C58 




Gene No. 


117379 


Strand 








5744 


End 


7648 


\ y 


Name 


OJ000313 16.0419.C58.o2.gs 


Method 


GENSCAN 




Of -1 v- +- 

otart 


5744 


■ End 


7648 




GI 


none 


Score 


.75 


•a. s 


Exons 


5744. .5915, 6866. .6911, 7575 


. .7648 






Seq. No. 


56088 


Seq. ID 


OJ00031"3_16.0419,C59 




Gene No. •» 


117380 


Strand 


+ 




Start 


535 


End 


3760 




Name 


OJ000313 16.0419.C59.ol-.gs 


Method 


GENSCAN 




Start 


535 


End ■ 


3647 




GI 


none 


Score 


.44 




Exons 


535. .736, 1974. .2210, 2287.. 


2421, 2864. 


.2987, 32S9..3479, 






3628. .3647 








Seq. No. 


56088 •• 


Seq. ID 


OJ000313_16.0419.C59 




Gene No. 


117380 


Strand 


+ 




Start 


535 


End 


3760 




Name 


OJ000313 16.0419.C59.ol.gp 


Method 


AAT/GAP 




Start 


536 


End 


2499 




GI 


51025 1.R1084 


Score 


1101 




Exons 


536. .679, 1974. .2210, 2287.. 


2499 






GI Descrip. 


, 6041851/gb|AAF02160.1|AC009853 20 3.0e-18 (AC009853) unknot 






protein [Arabidopsis thaliana] ' 






Seq. No. 


56088 


Seq. ID 


OJ000313_16.0419.C59 




Gene No. 


117380 


Strand 


+ 




Start 


535 


End 


3760 



56583 




Name 


OJ000313 16 


.0419 


.C59.ol 


.np 


Method 


AAT/NAP 






Start 


1955 ~ 








End 


3444 






GI 


6041851 








Score 


509 






Exons 


1955. .2225, 


2269 


. .2557, 


3088. 


.3180, 3259.-3444 






GI Descrip. 


(AC009853) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


56088 








Seq. ID 


OJ000313 


_16.04 


19.C59 


Gene No- 


117380 








Strand 


+ 






Start 


535 








End 


3760 






Name 


OJ000313 16 


.0419 


.C59.o2 


.gp 


Method 


AAT/GAP 






Start 


3342 ~~ 








End 


3760 






GI 


none 








Score 


723 






Exons 


3342 . . 3760 
















Seq. No. 


56088 








Seq. ID 


OJ000313 


_16.04 


19.C59 


Gene No . 


117381 








Strand 








Start 


3844 








End 


4877 






Name 


OJ000313 16 


.0419 


.C59.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start A - ; ■ 


1964 








End 


2560 






GI 


none 








Score 


94 






Exons 


1964 . . 1993, 


1990 


. .2103, 


1993. 


.2211, 1994. .2179, 


1997. 


.2215, 




1998 . . 2234, 


2274 


. .2339, 


2281. 


.2331, 2281. .2424, 


2347. 


.2514, 




2347 . .2529, 


2357 


. .2536,, 


2498. 


.2536, 2515.. 2556, 


2516. 


:2560, 




2522 . .2560 
















Seq. No. 


56088 








Seq. ID 


OJ000313 


16.0419.C59 


Gene No . 


117381 








Strand 








Start 


3844 








End 


4877 






Name 


OJ000313 16 


.0419 


.C59.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1971 








End 


3467 






GI 


none 








Score 


76 






Exons 


1971 . .2111, 


1971 


. . 2108, 


1976 . 


.2146, 1978. .2145, 


2144 . 


.2179, 




2156. . 2215, 


2383 


. .2475, 


2384. 


.2437, 2416. .2487, 


2488. 


.2556, 




2513. .2560, 


3072 


. .3164, 


3072. 


.3176, 3088.. 3183, 


3255'. 


.3386, 




3258 . . 3344, 


3265 


. .3393, 


3414. 


.3467, 34 


15. .3453 






Seq. No. 


• 56088 


" w 






Seq. ID 


OJ000313 


_16.04 


19.C59 


Gene No. 


117381 








Strand 








Start 


3844 








End 


4877 






Name 


OJ000313 16 


.0419 


C59.ol 


tc 


Method • 


TBLASTX: 


Cress 




Start 


2516 ~ 








End 


3438 






GI 


none 








Score 


67 






Exons 


2516. .2560, 


3087 


.3176, 


3088. 


.3183, 32 


65. .3342, 


3403. 


.3438 


Seq. No. 


56088 








Seq. ID 


OJ000313 


_16.04 


19.C59 


Gene No. 


117381 








Strand 








Start 


3844 








End 


4877 






Name 


OJ000313 16 


.0419 


C59.o2, 


tm 


Method 


TBLASTX: 


Maize 




Start 


3118 








End 


3629 






GI 


none 








Score 


91 






Exons 


3118. .3183, 


3118 


.3180, 


3257. 


.3418, 3258.. 3416, 


3262. 


.3420, 




3417. .3461, 


3418. 


.3462, 


3483. 


.3629 








Seq. No. 


56088 








Seq. ID 


OJ000313 


_16.04 


19. €59 


Gene No. 


117381 








Strand 








Start 


3844 








End 


4877 






Name 


OJ000313 16 


.0419. 


C59.o2. 


gs 


Method 


GENSCAN 







56584 




OL ar 


"3 ft A A 

J044 


Hi 1 lv_l 


A R77 

4 O M 


PT 


none 


S core 


A A 

. 4 4 


XjXOIIo 


^QSQ 474P 4ft77 








JUUO J 


Seq. ID 


OJ000313 16 0419 C60 


Gene No. 


117382 


Strand 


+ ~~ 


Start 


1 


End 


2269 


Name 


Pl.TOnO^I^ 16 041 Q P60 nl rrn 


Method 


AAT/GAP 


OldlL 


1 ~~ 


End 


97 


PT 


LID J4 J^, VJJ / Ir X I\X UXVJ 


Score 


185 


Exons 


1 Q7 






ui uescrip. 




glycolate oxidase [Oryza sativa 


oeq- LN U . 


56089 


Seq. ID 


OJ000313_16.0419.C60 


ucllc LNU . 


117382 


Strand 


+ 


O l_ CI i- <_ 


1 


End 


2269 


Name 


OJ000313 16.0419.C60.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1780 


GI 


7431424 


Score 


1065 


IT v nn q 


1..46, 197. .244, 377. .454, 551. .675, 779. .845, 944. .1006, 




1130.. 1199, 1299. .1504, 1595 


. . 1780 




P T nocrri 1^ 
o J. UcoLiipt 


probable (S) -2-hydroxy-acid 


oxidase (EC 1.1.3.15), peroxisoi 




rice gi| 2570515 | gb | AAB8214 3 . 


1,| (AF022740) glycolate oxidase 




[Oryza sativa] 






oeq. ln o . 


56089 


Seq. ID 


OJ000313_16.0419.C60 


bene lno . 


117382 


Strand 


•f 


OLal L 


1 


End 


2269 


Name 


OJ000313 16.0419.C60.o2 . gp 


Method 


AAT/GAP 


Start 


197 


End 


2269 


P T 


803 1.R1084 


Score 


2198 


L ' V T% O 


197. .244, 377. .454, 551. .675, 779. .845, 


944 . . 1006, 1130 . . 11 




1299. .1504, 1595. .2131, 2240 


. .2269 






f 3075399 3.0e-16 (AC004484) 


SF16-like protein [Arabidopsis 




thaliana] 1 






O £2 q . IN (J > 


56089 . 


. Seq. ID 


OJ000313_16.0419.C60 


Gene No. 


117382 


Strand 


+ 


Start 


1 


End 


2269 


LN cUllC 


OJ000313 16.0419.C60.ol.gs 


Method 


GENSCAN 




551 


End 


1783 


PT 


none 


Score 


.94 ■ 


Exons 


551. .675, 779..84S, 944. .1006, 1130. .1199, 1299. .1504, 




1595. .1783 






O c q . LNU . 


56089 


Seq. ID 


OJ000313_16.0419.C60 


Porto M r~\ 
belle LNU. 


117383 


Strand 


+ 


Cf a -rf- 

oLdl L 


2778 


End 


3023 


Name 


OJ000313 16.0419.C60.ol.tm 


Method 


TBLASTX: Maize 


Start 


358 


End 


1764 


GI 


none 


Score 


69 


Exons 


358. .453, 376. .456, 377. .457 


, 545. .676, 


548. .676, 553. .678, 




555. .677, 601. .684, 776. .844 


, 777. .845, 


778. .852, 941. .1006 




943.. 1014, 1127.. 1210, 1129:; 


.1209, 1283 


..1405, 1288.. 1500, 




1301. .1507, 1429. .1497, 1594 


..1764, 1595.. 1753 


Seq. No. 


56089 


Seq. ID 


OJ000313_16.0419.C60 



56585 



Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



117383 Strand 

2778 End 

OJ000313_16 . 0419. C60 . ol . tc Method 

376 End 

none Score 



+ 

3023 

TBLASTX: Cress 

1480 

136 



376. .459, 377. .457, 389. .463, 545. .676, 553. .678, 601. .684, 
776. .841, 777. .845, 780. .860, 781. .861, 941. .1006, 946. .1008, 
1127. .1210, 1129. .1209, 1294. .1479, 1298. .1480 



56089 
117383 
2778 

OJ000313_16.0419.C60.ol.ts 
376 
none 



Seq. ID OJ000313_16.0419.C60 
Strand + 

3023 

TBLASTX: Soybean 
1753 
136 



End 

Method 
End 
Score 

376. .459, 377. .457, 542. .673, 545.-676, 601. .678, 776. .844/ 
777. .845, 780. .860, 781. .846, 941. .1006, 949. .1008, 1127. .1210, 
1129. .1209, 1288. .1497, 1301. .1507, 1594. .1752, 1595. .1753. 



Seq. No. 56089 

Gene No. 117383 

Start 2778 

Name OJ000313_16 . 04 19 . C60 . ol . tw 

Start 925 

GI none 

Exons 925.. 1029, 925.. 1008, 941.. 1030, 968. 
1126. .1197 



Seq. ID OJ000313_16.0419.C60 



Strand 
End 

Method 

End 

Score 



+ 

3023 

TBLASTX-': Wheat 

1198 

62 

,1009, 1118. .1198, 



Seq. No. 56089 Seq. ID 

Gene No. 117383 Strand 

Start 2778 End 

Name OJ000313_16 . 0419. C60 . o2 . tc Method 

Start 1594 End 

GI none Score 

Exons 1594.. 1752, 1595.. 1753 



OJ000313_16.0419.C60 
+ 

3023 

TBLASTX: Cress 

1753 

198 



Seq. No. , 


56089 




Seq. ID 


,OJ000313_ 


16 


0419 


C60 


Gene No. 


117383' 




Strand 


+ 








Start 


2778 




End 


3023 








Name 


OJ000313 16.0419.C60.o2 


.np 


Method 


AAT/NAP 








Start 


2778 




End 


3023 








GI 


7106516 




Score 


170 








Exons 


2778. .3023 














GI Descrip. 


(AP00127 8) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


56090 




Seq. ID 


OJ000313_ 


16 


0419 


C61 


Gene No. 


117384 




Strand 


+ 








Start 


225 




End 


407 








Name 


OJ000313 16.0419.C61.ol 


gs 


Method 


.GENSCAN 








Start 


225 




End 


'407 








GI 


none 




Score 


.88 








Exons 


225. .407 














Seq. No. 


56091 




Seq. ID 


OJ000313_ 


16 


0419. 


C62 


Gene No. 


117385 




Strand 


+ 








Start 


81 




. End 


570 








Name 


OJ000313 16.0419.C62.ol 


gs 


Method 


GENSCAN 









56586 






OLalt 


ft i 

0 X 






ill no. 


r ^ ^ 
j j j 




C T 
ox 


none 






Score 


Q ^ 
■ jD 




TJ 1 V ATI c 


ft 1 

OX. • J J J 












O /-\ r~t NT a 

oeq . iNo . 


56091 






oeq . iu 


UJUUU jIj 1 O . Ufi 1 y . L,0 




Gene No. 


117385 






.Strand 


+ ~~ 




Start 


81 






End 


570 




Name 


OJ000313 16 


.0419. 


C62.ol.tm 


^^^^ 4- Vi a a' 


TRT QQTY-Mai -70 
1 OXj/iO 1 A . IXlal Ze 






249 








R7 n 






none 






Score 


1X4 




Exons 


249. .338, 261. .329, 262. .348, 


occ; -3/1 p 
ZOO. . Jfi o 


979 ^Q4 44ft ^^7 






449. .535, 478. .570, 482.-538 








Q q ,--r Ma 


56092 






oeq . x u 


nifinmi ^ 17 n4iQ no 




Gene No. 


117386 






Strand 


+ ~~ 




Start 


2642 






End 


4757 




Name 


OJ000313 17 


.0419. 


C2.ol.np 


Method 


AAT/NAP 




o l art. 


2642 






End 


4620 




PT 

kj± 


DjjZ /OZ 






Score 


878 




X* 1 V AT"* O 


2642. .3317, 


4250. 


.4367, 4458. 


.4620 








(AC013482) 1 


T26F17 


.10 [Arabidopsis thaliana] 




Seq. No. 


56092 






Seq. ID 


OJ000313_17.0419.C2 




Gene No. 


117386 






-Strand 


+ 






2642 






■ End 


4757 




Naine 


OJ000313 17 


.0419. 


C2.'ol.tm 


Method 


TBLASTX: Maize 


- . . 


otart 


2710 






End 


3184 




OX 


none 






Score 


588 


L J 


Exons 


2710. .2964, 


2711. 


.3184, 3046. 


.3183 






Seq. No. 


56092 






Seq. ID 


OJ000313_17.0419.C2 


f Li 


Gene No. 


117386 






Strand 


+ 




OLaXVL 


2642 






End 


4757 


C3 


Name 


OJ000313 17 


.0419. 


C2.ol.tc 


Method 


TBLASTX: Cress 




DtaLL. 


2719 






End 


2953 


* J 


oX 


none 






Score 


230 




Exons 


971 Q 9ft 1 A 


97 9 0 


.2953 








o e q . in o . 


56092 






Seq." ID 


OJ000313_17.0419.C2 




Gene No. 


117386 






Strand 


+ 




Start 


2642 






End 


4757 






OJ000313 17 


.0419. 


C2.ol.ts 


Method 


TBLASTX: Soybean 






2720 






End 


3274 




PT 
uX 


none 






Score 


361 




Exons 


2720. .3073, 


. 2722. 


.2964, 3095. 


.3217, 310,3:-. .3216, 3215.. 3274, 






3217. .3273 












Cqa "Ma 

o e q . in o . 


56092 






Seq. ID 


OJ000313_17.0419.C2 




Gene No. 


117386 






Strand 


+ 




Start 


2642 






End 


4757 




Name 


OJ000313 17 


.0419. 


C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


4242 






End 


4757 




GI 


none 






Score 


169 




Exons 


4242... 4364,- 


4243. 


.4365, 4452. 


, 4.508, 4453. .4617, 4551. .4616, 






4671. .4757 












Seq. No. 


56092 






Seq. ID 


OJ000313_17.0419.C2 



56587 



Gene No. 117386 Strand + 

Start 2642 End 4757 

Name OJ000313_17 . 04 19 . C2 . ol . gp Method AAT/GAP 

Start . 4260 End 4729 

GI none Score - 54 5 

Exons 4260. .4367, 4458. .4619, 4697. .4729 



Seq. No. 56092 

Gene No. 117386 

Start 2642 

Name OJ000313_17 . 04 19 . C2 . o2 . tm 

Start 4280 

GI none 

Exons 4280.. 4345, 4281.. 4367, 4282, 
4460. .4606 



Seq. ID OJ000313_17 .0419.C2 

Strand + 

End 4 7 57 

Method TBLASTX : Mai ze 

End 4607 

Score 57 

.4365, 4452. .4607, 4453. .4605, 



Seq. No. 56092 Seq. ID 

Gene No. 117386 Strand 

Start 2642 End 

Name OJ000313_17 . 04 19 . C2 . o2 . tc Method 

Start 4297 End ■ 

GI none Score 
Exons 



OJ000313_17.0419.C2 
+ 

4757 - 

TBLASTX: Cress 

4617 

87 



4297. .4362, 4302. .4379, 4438. .4617 



Seqf-No.. 56093 < 

Gene No. 117387 

Start 1 

Name OJ000313_17 . 04 19 . C3 . ol . gp 

Start 1 

GI none 

Exons 1..213 



Seq. ID ''OJ0O0313_17.04tl9.e3 

Strand + 

End 2541 

Method AAT/GAP 

End 213 

Score 397 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



56093 



Seq. ID OJ000313_17.0419.C3 



117387 Strand 
1 End 
OJ000313_17 .0419.C3.ol.np Method 
1 End 
6069646 " Score 

1..50, 2224. .2541 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



+ 

,2541 
AAT/NAP 
2541 
97 

transcriptase 
11 (AP001129) 
F9013. genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 56093 Seq. ID 

Gene No. 117388 Strand 

Start 2662 End 

Name OJ000313_17 . 0419.. C3 . ol . gs Method 

Start 2662 End 

GI none Score 

Exons 2662.. 2877 



OJ000313_17.0419.C3 
+ 

2877 
GENSCAN 
2877 
.42 



Seq., No. 56093 Seq. ID 

Gene No. 117389 Strand 

Start 2736 End 

Name OJ000313_17 . 04 19 . C3 . o2 . np Method 



OJ000313_17.0419.C3 

2978 
AAT/NAP 



56588 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2736 End 2978 

6069646 Score 146 

2736.. 2978 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative" non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



56094 

117390 

480 

OJ000313_17.0419.C4.ol.gs 

480 

none 

480. .668, 2147. .2239 

56094,, 
117391 
3010 

OJ000313_17.0419.C4.ol.gp 
3010 

LIB34 32-023-P1-K1-F6 
3010. .3232. 

'3850581 1.0e-26 (AC005278) 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End. , 
Score 



OJ000313_17.0419.C4 
+ 

2239 
GENSCAN 
2239 
.89 



OJ000313_17.0419.C4 
+ 

3232 
AAT/GAP 
3232 
361 



EST gb_N96,383 comes from this gene. 



Seq. No. 


56094 








Seq. ID 


OJ000313_17.0419 


.C4 


Gene No. 


117392 








Strand 


+ 




Start 


6993 








End 


10189 




Name 


OJ000313 17 


.0419 


.C4.o3. 


gs 


Method 


GENSCAN 




Start 


6993 








End 


10189 




GI 


none 








Score 


.81 




Exons 


6993. .7043, 


7140 


. .8612, 


8811. 


.9032, 9311.. 9427, 9506.. 10189 


Seq. No. 


56094 








Seq. ID 


OJ000313_17.0419 


.C4 


Gene No. 


117393. 








Strand 






Start 


'2701 








End 


3368 




Name 


OJ000313 17 


0419 


.C4 ,o2. 


gs 


Method 


GENSCAN 




Start 


2701 








End 


3368 




GI 


none 








Score 


1 




Exons 


. 2701. .3170, 


3335 


. .3368 










Seq. No. 


56094 








Seq. ID 


OJ000313_17.0419 


C4 


Gene No. 


117394 








Strand 






Start 


10607 








End 


. 11800 




Name 


OJ000313 17 


0419 


.C4 .o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2824 








End 


2973 




GI 


none.. 








Score 


184 




Exons 


2824 .2973 














Seq. No. 


56094 








Seq. ID 


OJ000313_17.0419 


C4 


Gene No. 


117394 








Strand 






Start 


10607 ' 








End 


11800 




Name 


OJ000313 17 


0419 


.C4 .o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


10593 








End 


10816 




GI 


none 








Score 


47 





56589 



Exons 



10593. .10634, 10601 10816, 10607 .. 10786, 10713. .10799 



Seq. No. 56094 

Gene No. 117394 

Start 10607 ^" 

Name OJ000313_17 . 04 19 . C4 . ol . np 

Start 10607 

GI 4544372 

Exons 10607.. 11800 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000313_17.0419.C4 

Strand . - 

End 11800 . 

Method AAT/NAP 

End 11800 

Score 571 



Seq. No. 56094 

Gene No. 117394 

Start 10607 

Name OJ000313_17 . 04 19 . C4 . ol . tw 

Start 10622 

GI none 
Exons 



Seq. ID OJ000313_17.0419.C4 
Strand 

End 11800 

Method TBLASTX : Wheat 

End 11028 

Score 83 



10622. .10813, 10656. .10838, 1078 9 .. 11028 , 10937.. 11020 



Seq. No. 56094 

Gene No. 117394 

Start 10607 

C3 Name OJ000313_17 . 0419. C4 . ol . ts 

,3 Start 11188 

?5, GI none 

:;!■ Exons 11188. .11586, 11276.. 11482 



Seq. ID OJ000313_17.0419.C4 
Strand- 

End 11800 

Method TBLASTX: Soybean - 

End 11586 

Score 84 



Seq. No. 56094 

Gene No. 117394 

Start 10607 

Name OJ000313JL7 . 04 1 9 . C4 . ol . tm 

Start 11209 

GI none 

Exons 11209. .11433, 11431.. 11589 



Seq. ID OJ000313_17.0419.C4 
Strand 

End 11800 

Method TBLASTX : Maize 

End ' 11589 

Score 86 



La Seq. 'No. 56094 . 

*Gene No. 117394 

li Start 10607 

U Name OJ000313_17 . 04 19 . C4 . o2 . tw 

53 Start 11356 

GI none 

Exons 



Seq. ID O.J000313_17.0419.C4 

Strand ' - 

End 11800 

Method TBLASTX : Wheat 

End 11745 

Score 106 



11356. .11412, 11443. .11550, 11584. .11745 



Seq. ID OJ000313_17.0419.C5 
Strand 

' End 1599 

Method AAT/NAP 

End 1599 

Score 1302 



Seq. No. 56095 
Gene No. 117395 
Start 1 

Name OJ000313_17 . 04 19 . C5 . ol . np 

Start- 1 
GI ' 7248394 
Exons 1..597, 865.. 1599 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 (R01 65 ) 
correspond to a region of the predicted gene. -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



56590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

^3 Seq. No. 
. Gene No. 

Start 
[~ Name 
C3 Start 





GI 




Exons 




Seq. No. 




Gene No. 


P 

s s 
-as- 


Start 




Name 




Start 




GI 


- 


Exons 


- sr 


Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 




Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 




Seq. No. 




56095 

117395 

1 

OJ000313_17.0419.C5.ol.tm . 

2 

none 

2. .460, 3. .125, 65. .460 

56095 

117395 

1 

OJ000313_17.0419.C5.o2.tw 
26 

none 
26.. 328 

56095 

117395 

1 

OJ000313_17.0419.C5.ol.gs ■ 
84 

none 

84. .1135 

56095 

117395 

1 

OJ000313_17.0419'.C5.o2.ts 

155 

none 

155. .385, 201. .335 

56095 

117395 

1 

OJ000313_17.0419.C5.ol.tw 
329 

none J:., . 

329. .673, 329. .682, 330. .674, 

56095 

117395 

1 

OJ000313_17.0419.C5.o2.tm 

461 ■ 

none 

461. .679, 462. .674 

56095 

117395 

1 

OJ000313_17 . 0419.C5.ol. ts 

530 

none 

530. .664, 671. .895 
56096 






ninnn^i^ 17 041Q 


PC 


Strand 






FnH 

EjI 1H 


ij? j 




rJc Ul 


TRT A^ITY * M^* i 70 

X O LnO 1 /\ . L v l CI X ^ C 




FnH ' 






Score 


7 4 










Strand 








x j _/ J 




Mo I - Y\ /^H 






FnH 

EjI iVwl 


_) O 




Q rr~\ t*o 








VUUUU Jl J X / • (J 4,1. Z* 




Strand 






FnH 

HjI 1L1 


i c. q q 

X *J Z? Zf . 






O Hi IN O LvrtlN 




FnH 


X X J J 












runnmi ^ 17 n4iQ 




Strand 








1 RQQ 




ixie tnoa 


TT3T QQTY • QnuKoan 

1 oLlHo 1 A . oOyDcan 




Hjna 






Score 


D D 




Seq. ID 


OJ000313JL7.0419 


-C5 


Strand 






FnH 

£j1 ILi 






Mo f - Vi riH 
Lit; uilvJLi 


1 O XjrtO X/\ . VV 1 1 G a l_ 




FnH 


7 ^ ^ 




ouui tr 


c.'-x c. 




S89 67S 


ail 733 6R7 


728 




o.Tnnrm ^ 17 D4 1 q 

WL/UUV^>XJ X/ • w *± x ^ 




Strand 






FnH 


X *J Z? ZJ 




Mot" H pH 

Lie LilUU. 


1 oxirro 1 /\ • l id l lC 




FnH 

til id 


67 Q 




Q f> y o 








n.Tfinn^i ? i 7 D4iq 

UU UUU Jl J X/ .U*iX_7 


■ v~< -J 


Strand 






End 


1599 




Method 


TBLASTX: Soybean 




End 


895 




Score 


137 




Seq. ID 


OJ000313_17.0419 


.C6 



56591 



Gene No. 


117396 




Strand 




Start 


495 




End 


3251 


Name 


0,700011 ^ 17 041 Q Cfi 


np 


Method 


AAT /MAP 




4 J D 




End 


1 Q4 0 




f JlUODO 




Score 


1 5^ 
X J J 














^nt UUi JJX| IiypULIlcLXLdl 


protein [Oryza 


sat 1 va j 


jet]. LN U . 


5fiOQfi 
JDU 3D 




Seq. ID 




Gene No. 


117396 




Strand 




Start 


495 




• End 


3251 




n,Tnnn?i i 1 7 041Q pfi ni 


np 


Method 


AAT /NAP 


jtalt 


1 CQC ~ 
1 J 




End 


jZ jx 


PT 






Score 


7 5 


Exons 


1 SQS 17^R ^1 ftl 








PT nQCpri t*\ 
ol UcSCiip. 


/ Z\ Dfl fl 1 ^ift Q > h\mnf hol-i pal 

\nr U U 1 jo z? y nypoLneticai 


protein [Oryza 


s at 1 va J 


Seq. No. 


56097 




Seq. ID 


OJ000313 


Gene No. 


117397 




Strand 


+ 


Start 


1 




End 


390 


Name 


OJ000313 17.0419.C12.ol 


.gp 


Method 


AAT /GAP 


Start 


1 




End 


187 


GI 


uC-qsflcyp081a04bl 




Score 


157 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1. .34,,;. 125. .187 " ' 

'5262201/emb|CAB45798.1| 2.0e-19 (AL080252)" putative protein 
[Arabidopsis thaliaria] ' 



Seq. ID OJ000313_17.0419.C12 

Strand + 

End 390 

Method AAT /NAP 

End 390 

Score 144 



56097 
117397 
1 

OJ000313_17.0419.C12.ol.np 
1 

7486868 
1..37, 128. .214, 319. .390 

hypothetical protein T12G13.120 - Arabidopsis thaliana 
gi I 5262201 1 emb I CAB45798.il (AL080252) putative protein 
.[Arabidopsis thaliana] gi| 72674 68 | emb | CAB81164 . 1 | (AL161510) 
putative protein [Arabidopsis thaliana] 



J Seq. No. 


56097 




Seq. ID 


OJ000313_ 


17 


0419 


.C12 


3 Gene No. 


117397 




Strand 


+ 








Start 


1 




End 


390 








Name 


OJ000313 17.0419.C12.ol 


.gs 


Method 


GENSCAN 








Start 


125 




End 


389 








GI 


none 




Score 


. 64 








Exons 


125. .214, 258. .389 














Seq. No. 


56097 




Seq. ID 


OJ000313_ 


17 


0419 


.C12 


Gene No. 


117398 




Strand 










Start 


2075 




End 


3173 








Name 


OJ000313 17.0419.C12.o2 


gs 


Method 


GENSCAN 








Start 


2075 




End 


3173 








GI 


none 




Score 


.75 








Exons 


: - 2075. .2461, 2541. .2650, 


2942. 


.3173 










Seq. No. 


56097 




Seq. ID 


OJ000313_ 


11 


0419 


.C12 


Gene No. 


117399 




Strand 











56592 



Start 
Name 
Start 
GI 

Exons 



3781 End 
OJ000313_17 . 0419 . C12 . o2 . tm Method 
1 End • 

none Score 
1..39, 5.. 34, 1*22.. 214, 122 . . 214 124 
316. .396, 318. .395 



6000 

TBLASTX: Maize 

396 

48 

,216, 308. .394, 309. .395, 



Con Mn 
OcCj. IN (J . 










Seq. ID 


OJ000313 


17 04 1 Q PI 9 


UCllC 1NO . 


117 








Strand 








^7fi1 








End 


6000 




lvalue 


OJ000313 17 


.0419. 


C12.o3 


. gs 


Method 


GENSCAN 




Start 


3781 








End 


5245 




GI 


none 








Score 


.69 






3781. .3959, 


4316. 


.4344, 


4851. 


.4927, 5036. .5245 




o e CJ . IN O • 


56097 








Seq. ID 


OJ000313 


_17.0419.C12 


UcUc 1NU . 


117399 








Strand 






OLaiL 


3781 








End 


6000 . 




Name 


./OJ000313 17 


.0419. 


C12.o2 


.gp 


Method 


AAT/GAP 






4060 








End 


5073 




PT 


51163 1.R10 


84 






Score 


930 




Exons 


4060. .4460, 


4851. 


.4927, 


5036. 


.5073 






GI Descrip. 


'3548801 4. 


Oe-12 


(ACQ05313) putative transmembrane protein 




[Arabidopsis ' thaliana] 


>gi 4335768 gb AAD17445 






putative integral 


membrane protein [Arabidopsis 


thaliana] 1 


beq . no . 


56097 








Seq. ID 


OJ000313 


17 0/11 Q Pi 9 


bene ino . 


117399 








Strand 






o tar l 


3781 








End 


6000 




Name 


OJ000313 17 


.0419. 


C12.ol 


.tm 


Method 


TBLASTX : 


Maize 


OLalL 


4181 








End 


5252 




GI 


none 








Score 


37 




Exons 


4181. .4210, 


4182. 


.4214, 


4304. 


.4462, 4305. .4463, 


4341. .4499, 




4850. .4930, 


4850. 


.4927, 


5004. 


.5252, 5034.. 5102, 


5036. .5242, 




5059. .5247 














C o rr Mn 
O c . LN U . 


56097 








Seq. ID ' 


OJ000313 


_17.0419.C12 


ucHc LNU • 


117399 








Strand 






OLal L 


3781 








End 


6000 




Name 


OJ000313 17 


.0419. 


C12.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4286 








End 


5252 




GI 


none 








Score 


139 




L AUilO 


4286. .4462, 


4326. 


.4463, 


4801. 


.4848, 4844. .4915, 


4850. .4927, 




5010. .5102, 


5034. 


.5099, 


5036. 


.5104, 5036. .5113, 


5114 . .5242, 




5115. .5252, 


5131. 


.5247 










Seq. No. 


56097 . 








Seq. ID 


OJ000313 


_17-.0419.C12 


Gene No. 


117399 








Strand 






Start 


3781 








End 


6000 




Name 


OJ000313 17 


.0419. 


C12.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4311 








End 


5255 




GI 


none 








Score 


133 




Exons 


4311. .4466, 


4313. 


.4462, 


4850. 


.4927, 5010. .5108, 


5036... 5110, 




5117. .5242, 


5136. 


.5255, 


5157. 


.5246 






Seq. No. 


56097 








Seq. ID 


OJ000313 


_17.0419.C12 


Gene No. 


117399 








Strand 







56593 





Start 


3781 


End 


6000 




Name 


fhTOnrm *3 1 7 0419 CI? nn 


Method 


AAT/NAP 




q+- a r +- 


4-51 Q ~~ 
*i J X .7 


End 


6000 








Score 


266 




DAUilO 


4 31 Q 4 4 60 4 8 SI - 4 9? 7 SO 3 6 


..5251, 5974. .6000 




\j x ucooi • 


fAf011708) nnfaf ivp membrane 


protein [Arabidopsis thaliana] 




Seq. No. 


56097 


Seq. ID 


OJ000313_17.0419.C12 




Gene No. 


117399 


Strand 


- 




q+- a v-i - 

o Lai L 


-J / O X 


End 


6000 




Name 


O.T00031 3 17 041 Q n 9 nl fw 

WO UUUJIJ X / .U*iX-7.V^X^,.L»X. LW 


Method 


TBLASTX: Wheat 




c +- -3 r-4- 

O UdJL L 


JuOv 


End 


5252 








Score 


234 






SOfifi R949 S067 

JUDO . . Ji^Z, JUD i • . JZjZ 








o tr (-j ■ i>nj . 




Seq. ID 


OJ000313_17.0419.C13 






117400 


Strand 


+ 




Start 


5225 


End 


5290 




Name 


OJ000313 17.0419.C13.o2.gp 


. Method 


AAT/GAP 




oiai l 


S ? ? S 


End 


5290 






liv^ uoiunzuzuiiiuijji 


Score 


112 




IT v f~\T"l Q 
Lj AUIlO 












'9693304 1 Op-1 fi fAroo940Q^ 


similar to 


Medicago nodulin N21 


h sr 




F flraKi Hahc "i q f ha 1 i ana 1 ' . 
j^nLdiJiuupoio L.li.dXXCLllCl J 








Seq. No. 


56098 


Seq. ID 


OJ000313_17 .0419.C13 




Gene No. 


117401 


Strand 


+ 


f j| 


O Lai L 


68 Q7 

DO j / 


End 


11319 


= 3 


Name 


niooo3i3 1 1 04iQ n ? n3 rtQ 


Method 


GEN SCAN 






DO-?/ 


End 


10298 


W 




nunc 


Score 


. 63 


I y 


TP v An o 


6RQ7 69S6 7879 7Q84 83Q8 


..8572, 9145. .9280, 9784. .10298 


s 


JClj^ IN vJ . 


R60 Qft 

JDU JO 


Seq. ID 


OJ000313_17.0419.C13 


£3 


Gene No. 


'117401 


Strand 


+ . 


- 3 


Start 


6897 


End 


11319 




Name 


OJ000313 17.0419.C13.o5.gp 


Method 


AAT/GAP 




Start 


9246 


End 


9437 




GI 


5667165 


Score 


360 • 




Exons 


9246. .9437 








GI Descrip. 


5670155/gb|AF161269. 1 IAF1612 69 4 .0e-8 6 


Oryza sativa subsp. 



jappnica BAC clone 34K24, complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56098 

117401 

6897 

OJ000313_17. 0419.C13.o3.np 

9522 

6907086 



Seq. ID .OJ000313_17.0419.C13 

Strand- + 

End 11319 

Method AAT/NAP 

End 11319 

Score 1497 



9522. .10278, 10336 10500, 10735 .. 10875 , 10950. .11319 
(AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 56098 

Gene No. 117402 

Start 19494 

Name OJ000313_17 . 0419 . C13 . o5 . gs 

Start 19494 



Seq. ID OJ000313_17.0419.C13 

Strand + 

End 22664 

Method GENSCAN 

End 22401 



56594- 





PT 


none 




Score 


.95 






Hi A(Jl lo 


1 QR7Q 919QR 91 ^QR 


21491. .21672, 22133. 


999 "31 


















oeq . 1NQ . 






Seq. ID 


OJ000313^_ 


17 04 1 Q m ^ 




C* d t» ^ NT /~\ 

uene ino . 


1 1 7 d D9 

XX / 4 




Strand 


+ 






O UciX t. 


19494 




End 


22664 






Name 


OJ000313 17.0419.C13.o5.np 




Method 


AAT/NAP 






Start 


.19614 • 




End 


22528 






riT 

\J X 


6647559 




Score 


449 






Exons 


19614. .19878,- 21281 .. 21395, 


21491. .21672, 22133. 


.22231, 






22309. .22528 












ox 


PROBABLE INORGANIC PYROPHOSPHATASE (PYROPHOSPHATE 






PHOSPHO-HYDROLASE) (PPASE) 












O e q • IN (J . 


56098 




Seq. ID 


OJ000313_ 


17.0419.C13 




belle 1NU . 


117402 




Strand 


+ 






Start 


19494 




End 


22664 






Naine 


OJ000313 17.0419.C13.o6.gp 




Method 


AAT/GAP 






O Lai L 


19677 




End 


22664 






GI 


4963 1.R1084 




Score 


1643 






Exons 


19677. .19879, 21295 21395, 


2149-1. .21672, 22133. 


.22231, 






22309,. .22664 












OX ucov^iipi 


' 5824411/emb|CAA93107.2| 2. 


Oe- 


-54 (Z68882) Similarity to Bovine 


\J 


inorganic pyrophosphatase (SW 


: IPYR BOVIN) ; cDNA 


EST EMBL:D66533 


fn 




comes from this gene;' cDNA 


EST .EMBL : D7034 5 comes 


from this gene; 






cDNA EST yk338a8.3 comes from 


this gene; cDNA EST yk338a8.5 


ry 
% ~ 




comes ' 












Seq. No. 


56098 




Seq. ID 


OJ000313_ 


17.0419.C13 




Gene No. 


117403 




Strand 








OlaLL 


642 




End 


866 




§ i_j 


Mama 
IN dill ci 


OJ000313 17.0419.C13.ol.gs 




Method 


GENSCAN 




s 


O t.a.X L 


642 




End 


866 






\3 X 


none 




Score 


.99 






Exons 


642.. 866. 










Li. 


ijc^i IN (J . 


56098 




Seq. ID 


OJ000313_ 


17.0419.C13 


i j 


\J CI 1 C Li W • 


117404 




Strand 






[3 


Start 


3903 




End 


6370 






Name 


OJ000313 17.0419.C13.ol.gp 




Method 


AAT/GAP 






Start 


3875 




End 


4634 






ox 


15115 1.R1084 




Score 


960 








3875. .4128, 4266. .4417, 4513. 


4634 








ox ucot-i • 


M056506 2.0e-26 (AC005896) 


nodulin-like protein 


[Arabidopsis 






thaliana] 1 












Can KT/-v 


56098 




Seq. ID 


OJ000313_ 


17.0419.C13 




OCllC IN (J . 


117404 




Strand 








Start 


3903 




End 


6370 






Name 


OJ000313 17.0419.C13.o2.np 




Method 


AAT/NAP 






Start 


3893 




End 


6370 








6552743 




Score 


787 






Exons 


3893.. 4128, 4266.. 4417, 4513. 


4922, 5018.. 5136, 


5226. .5288, 






6180. .6370 












GI Descrip. 


(AC013482) T26F17.11 [Arabidopsis thaliana] 





56595 



Seq. No. 56098 

Gene No. 117404 

Start 3903 

Name OJ000313_17 . 04 19 . C13 . o2 . gs 

Start , 3903 

GI none 
Exons 



Seq. ID OJ000313_17. 0419.C13 
Strand 

End 6370 

Method GENSCAN 

End 6370 ■ 

Score .92 



3903. .4128, 4266. .4417, 4513. .4918, 5020. .5136, 5226. .5288, 
6180. .6370 



Seq. No. 56098 

Gene No. 117405 

Start 7593 

Name OJ000313_17 . 04 19 . C13 . o3 . gp 

Start 7593 

GI 38782JL.R1084 

Exons 7593.. 8088 

GI Descrip. * 6069643/dbj | AP000616 . 1 | AP00061 6 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. ID OJ000313_17.0419.C13 
Strand 

End 8088 

Method AAT/GAP 

End 8088 

Score 831 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56098 

117406 

16086 

OJ000313_L7,.0419.C13.o4 . gs 

16086 

none 



Seq-.: ID OJ000313_17.0419.C13 
Strand 

End 19175 

Method GENSCAN 

End 19175 

Score .51 



16086. .16208, 17513 .. 17 675 , 17942 .. 18088 , 18113 .. 18290, 
18389. .18484, 1854 1 .. 18720 , 19076. .19175 



Seq. No. 56098 

Gene "No- 117406 

Start 16086 

Name OJ000313JL7 . 04 19 . CI 3 . o4 . np 

Start 18106 

GI 5091602 

Exons 18106. . 18363 

GI Descrip. (AC007858) 10A19I.6 [Oryza sativa] 



Seq. ID OJ000313_17.0419.C13 
Strand 

End 19175 

Method AAT/NAP 

End 18363 

Score 382 



Seq. No. 56098 

Gene No. 117407 

Start 22928 

Name OJ000313JL7 . 0419 .C13 . o2 . tw 

Start 637 

GI none 

Exons 637.. 780, 642.. 764, 728.. 772 



Seq. ID OJ000313_17. 041.9. C13 
Strand 

End 25827 
Method . TBLASTX : Wheat 
End 780 
Score 202 



Seq. No. . 56098 

Gene No. 117407' 

Start 22928 

Name OJ000313_17 . 04 19 . C13 . o5 . tm 

Start 637 

GI none 

Exons 637.. 780, 639.. 764, 728.-772 



Seq. ID OJ000313_17.0419.C13 
Strand 

End 25827 

Method TBLASTX : Maize 

End 780 

Score 212 



Seq. No. 56098 

Gene No. 117407 

Start 22928 

Name OJ000313 17 . 04 19 . C13 . ol . tm .. 



Seq.. ID OJ000313_17.0419.C13 
Strand 

End 25827 

Method TBLASTX : Mai ze 



56596 



Start 
GI 

Exons 



4059 
none 

4059.. 4133, 4065.. 4130, 4266. 
4513. .4710 



End 4710 
Score 81 

.4418, 4268. .4417, 4499. 



,4708, 



Seq. No. 56098 

Gene No. 117407 

Start 22928 

Name OJ000313_17 . 04 19 . C13 . ol . tc 

Start 4265 

GI none 

Exons 4265.. 4417, 4513.. 4572, 4570. 

Seq. No. 56098 

Gene No. 117407 

Start 22928 

Name OJ000313_17 . 04 1 9 . C13 . ol . ts 

Start 4355 

GI none 

Exons 4355.. 4417, 4513.. 4608, 4573. 

4817.. 4921, 5019.. 5141, 5020. 
6179. .6352 



Seq. ID OJ000313_17.0419.C13 
Strand 

End 25827 

Method TBLASTX : Cress 

End 5138 

Score 122 

,4740, 4804. .4926, 5019. .5138 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4740, 4574 
.5136, 5225 



OJ000313 17.0419.C13 



25827 

TBLASTX : Soybean 
6352 
70 

.4732, 4807. .4926, 
.5308, 6177. .6341, 



13 Seq. No. 56098 

^ Gene No. 11*7-4 07 

It Start 22928 

Name OJ000313_17 .0419. C13 . o3 . tm 

[y Start 4778 

[3 GI none 

[J Exons 4778. 

= i 5220. 

'If, 6289, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,4921, 4783. .4923, 5005. .5136, 5019 
,5291, 5225.. 5290, 5235. .5297, 6179 
, 6378 



OJ000313 17.0419.C13 



25827 xf 
TBLASTX; Maize 
6378 
148 

5144, 5108. .5170, 
6370, 6180.. 6371, 



Seq. No. 56098 

Gene No. - 117407 

Start " . 22928 

Name- OJ000313_17 . 04 19 . C13 . ol . tw 

Start 4823 

GI none 

Exons 4823.. 4918, 4823.. 4918, 4825. 

5225.. 5281, 6179.. 6307, 6183. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_17.0419.C13 
25827 

TBLASTX: Wheat 

6358 

89 



56098 
117407 
22928 

OJ000313_17.0419.C13.o2.tm 
9569 



.4926, 5019. .5144, 5023. .5145, 
.6308, 6302.. 6358, 6306.. 6356 



OJ000313 17.0419.C13 



none 
9569. . 
18819. 
19616. 
21274 . 
21490. 
22306. 
22308. 



25827 

TBLASTX: Maize 

22493 

49 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

9679, 9659. .9736, 18683 .. 187 63, 18775 187 92, 
.18842, 19532. .19564, 19565 .. 19600, 19566 .. 19601, 
19633, 19641. .19880, 1964 9 .. 19882, 19781, 
21401, 21317. .21394, 21487, 
22233, 22133. .22231, 22136. 
22402, 22307. .22405, 22308. 
22410, 22407. .22433, 22410. 



,21393, 21294 , 

,21681, 22132. 

,22389, 22307. 

,22409, 22309. 



.19885, 
.21672, 
.22234, 
.22409, 
.22493 



Seq. No. 



56098 



Seq. ID OJ000313 17.0419.C13 



56597 





Gene No. 


117407 




Strand 








O Lai U 


99Q9R 




PnH 


9 ^R97 






. Name 


o.tooo^i ^ 17 041Q n3 


■ O-? . tw 




TRT BQTY • Whpat 
1 D±jr\0 J. /v . VVllCct L. 






C -1- 3 v-f- 

O Lai L 


1 Q4 7 S _ 






1 Q7 4 1 








none 




S C t 0 r"e 


1 RO 
lOU 






TT von q 


1 Q47S 1 974 1 1 9S63 


.19739 










O C q . IN U . 


r^oqr 

JuU^O 




Seq. ID 


OJ000313_17.0419 


pi 




otrllc 1NCJ . 


1 1 7 4 07 




Strand 








Start 


22928 




End 


25827 






Name 


OJ000313_17.0419.C13 


.o2. tc 


Method 


TBLASTX: Cress 






O Lcl-L U 


1 Q64 1 




End 


21576 






o x 






Score 


333 








1 Q64 1 19880 1 96SS 


1 9889 


21274 . .21393, 21282 .. 21392, 








91^17 91^94 9139^ 


91400 


21476. .21517, 21486. . 21575, 








21487 21576 21487 


. 21576 










Seq. No. . 


56098 




Seq. ID 


OJ000313_17.0419 


.C13 




Gene No . ' * 


117407 




Strand 








Of- o v-f 
O LclX L- 


99998 
y c. o 




End 


25827 






Ln cUUC 


0,700031 3 17 0419 n 3 


o9 1- 


Method 


TBLASTX: Soybean 






o Lai u 






End 


19880 






o x 


IlUl its 




Score 


344 






XT' v o n q 


1 96S9 1 9879 1 96S3 

X .7 U vJ 4- • • ± J O f Zs f X .7 U .J J . 


1 QRRO 










Seq. No. 


56098 




Seq. ID 


OJ0.00313_17.0419 


.C13 




Gene No. 


117407 




Strand 








O LaLL 






End 


25827 




I : 1 


Name 




. Oj . IS 


Method 


TBLASTX: Soybean : 






OLaiL 


91 ^R9 _ 




End 


22407 




! J 


pr 


none 




Score 


117 




= 




91 SR9 91 669 991^9 

t.lJ07. .Z.XuD-7/ X O iL . 


999 ^ 


22133. .22231, 22318.. 22407 




£3 


o e q . in o . 






Seq. ID 


OJ000313_17.0419 


pi ^ 




Gene No. 


117407 




Strand 








Start 


22928 




End 


25827 






ln dmc 


0.700031 3 17 0419 n 3 




Method 


TBLASTX: Cress 








99139 _ 




End 


22400 




^3 


\j± 






Score 


170 






P. v n n q 


22132 22233 22133 


99231 

■ 6 L J 1 / 


22307. .22393, 22309 .. 22395, 








99311 99400 99314 


993Q4 










9*=>rr Kin 


56098 




Seq. ID 


OJ000313_17.0419 


ri 3 




Gene No. 


117407 




Strand 








Start 


22928 




End 


■25827 






Name 


OJ000313 17.0419.C13 


. o 6 . np 


Method 


AAT/NAP 






Q+- a r-f- 
uLdl L 


22928 




End 


25827 








6751696 




Score 


-103 






Exons 


22928.-22946, 25292.. 


.25378, 


25514 . .25827 






PT noopT "i r^i 

OX UCi O ^--X X^J • 


(AC018908) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


56098 




Seq. ID 


OJ000313_17.0419 


• C13 




Gene No. 


117407 




Strand 








Start 


22928 




End 


25827 






Name 


OJ000313 17.0419.C13 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


25050 




End 


25282 






GI 


none 




Score 


190 





56598 



~~A 



[1 



T7" von Q 


?snsn psnsfi ?s?fi? 


25061. .25282 




Seq. No. 


56098 


Seq. ID 


OJ000313_17. 


0419. C13 


Gene No. 


117407 


Strand 


- 






22928 


End 


25827 




Name 


O.TnOO^I ^ 17 D41Q ofi 


Method 


GENSCAN 




Of arh 




End 


25766 




CI T 


•nnn o 


Score 


.81 






<L- J U U 4 . • £~ U f \J \J 








Seq. No. 


56099 


Seq. ID 


OJ000313_17. 


0419. C14 


Gene No. 


117408 


Strand 


+ 




u Lai L 


1054 


End 


4602 




Name 


OJ000313 17.0419.C14.ol.gs 


Method 


GENSCAN 




O Lai L 


1054 


End 


4584 




O -L 


none 


Score 


.57 




Hjauiio 


1054. .1111, 2250. .2336, 2833. .2873, 3189. .4584 




Qorr No 


56099 


■ Seq. ID 


■ OJ000313_17. 


0419. C14 


Gene No . 


117408 


Strand 


+ 




Start 


1054 


End 


4602 




Name 


OJ000313 17.0419.C14.ol.np 


Method 


AAT/NAP 




u Lai L 


3330 


End 


4602 






643753.4- 


Score 


405 




Exons 


3330.. 3798, 3900.. 4602 








O T q o r> >* i 

ia± uescnp . 


(AC012193) putative phorbol ester / diacylglycerol 


jjinuiny 




protein [Arabidopsis thaliana] 






Qarr Mo 
Oct]. In (J . 


56099 


Seq. ID 


OJ000313_17. 


041 Q n A 




117409 


Strand 






Start 


4204 


End 


4721 




Name 


OJ000313 17.0419.C14.ol.gp 


Method 


AAT/GAP 




Start 


4204 


End 


4721 




rij 


55901 1.R1084 


Score 


928 




daUUo 


4204. .4721 








\J ± L/C oOIX^. 


1 1504012/dbj IBAA13205I 6.0e 


-17 (D86969) similar to 


n LULlCii I 




zinc-finger protein, BR140( 


PI: JC2069) 


[Homo sapiens 


1 
J 




. >gi_580524 8_gb_AAD51905 . 1_ 


(AF127774) 


unknown [Homo 


1 O CI J.CUO 


Seq. No. 


56100 


Seq. ID 


OJ000313_17. 


0419. C15 


Gene No. 


117410 


Strand 


+ 




Start 


421 


End 


863 




LNdillt; 


OJ000313 17.0419.C15.ol.gs 


Method 


GENSCAN 




o Lai t 


421 


End 


863 




rir 


none 


Score 


.56 




Hi A. 1 1 O 


421. .613, 760. .863 








^p^rr No 


56101 


Seq. ID 


OJ000313_17. 


04 1 Q n Q 


Gene No. 


117411 


Strand 






Start 


1 


End 


2772 




Name 


OJ000313 17.0419.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2772 




GI 


4589610 


Score 


253 




Exons 


1..39, 524.. 767, 1254 1558., .'-2198 . .2496, 2733.. 2772 




GI Descrip. 


(AB023200) KIAA0983 protein 


[Homo sapiens] 




Seq. No. 


56101 


Seq. ID 


OJ000313_17. 


0419. C19 



56599 



□ 



Gene No. 


117411 








Strand 






O Lai L 


1 










9110 




Name 


OJ000313 17 


.0419 


.C19.ol 


.gs 


L v iC UIIOU 








422 










961 9 






none 








Score 


1 R 






422. .771, 1222.. 


1558, 2198.. 


9S97 9Sfi^ 

4L ~J t- 1 f 6 JO J 


9 61 9 




Seq. No. 


56101 








Seq. ID 


OJ000313_17.0419. 


C19 


Gene No. 


117411 








Strand 






C+- -n 7-4- 

O Lai L 


1 










977 9 




Name 


OJ000313 17 


.0419 


. CI 9 . ol 


an 




AZXT /CAP 






707 








Hi 11 (J 


ijjj 






none 








Score 


9 69 

Z, U <L, 






707. .771, 1222.. 


1333 










Con Mn 


56101 








Seq. ID 


OJ000313JL7.0419. 


C19 


Gene No. 


117411 








Strand 






Start 


1 








End 


2772 




LN di LIC 


OJ000313 17 


.0419 


PI 9 nl 


t <5 


Method 


TBLASTX: Soybean:- 




O Lai L 


1 99D 

± c. U 








End 


2377 




rir 


none 








Score 


66 






1220. .1318, 


1257 


• .1313, 


1292 


..1567, 1296. .1559, 1383. .1583, 




2198. .2377, 


2205 


. .2369 










Seq. No. 


56101 








Seq. ID 


OJ000313_17.0419. 


C19 


Gene No. 


117411 . 








Strand 






OLal L 


1 








End 


2.772 




Name 




\J *i -L Zf 


PI Q n9 




Method 


TBLASTX: Maize 




Ofa r-+- 


1223 








End 


1523 






none 








Score 


333 




P von 0 


1223. .1522, 


1224 


. . 1523 










Corf Mr^ 


* 56101 








Seq. ID 


OJ000313_17.0419. 


C19 


Gene No^' 


117411 








Strand 






Start 


1 








End 


2772 






OJ000313 17 


0419 


PI 9 nl 


. LIU 


Method 


TBLASTX: Maize 




O l_ a. J. U 


2298 








End-- 


2772 - 






none 








Score 


194 




IjAUII O 


2298. .2426, 


2298 


. .2426,. 


2300 


..2491, 2572. .2664, 2580. .2771, 




2581. .2772 














Seq. No. 


56101 








Seq. ID 


OJ000313_17.0419. 


C19 


Gene No. 


117411 








Strand 






91- a rt 


1 








End 


2772 




Name 


OJ000313 17. 


0419 


.C19.ol 


. tc 


Method 


TBLASTX: Cress 






2342 








End 


2732 






none 








Score 


59 






2342. .2491, 


2352 


. .2426, 


2583 


..2732, 25 


37. .2730 




0 e q . IN 0 . 


56102 








Seq. ID 


OJ000313_17.0419. 


C20 


Gene No. 


117412 








Strand 






Start 


' 241 








End 


291 




Name 


OJ000313 17. 


0419 


.C20.ol 


.gs 


Method 


GENSCAN 




Start 


241 








End 


291 




GI 


none 








Score 


.57 




Exons 


241. .291 















56600 



Seq. No. 56103 Seq. ID 

Gene No. 117413 Strand 

Start 1384 End 

Name OJ000313_17 . 04 19 . C22 . ol . gs Method 

Start 1384 End 

GI none Score 
Exons 



OJ000313_17.0419.C22 

5832 
GEN SCAN 
5832 
. 67 



1384. .1551, 1759. .1976, 4542. .4649, 4795. .4867, 5443. .5580, 
5730. .5832 ' 



£3 



Seq. No. 56104 

Gene No. 117414 

Start 22 

Name OJ000313_17 . 04 19 . C23 . ol . gs 

Start 22 

GI none 

Exons 22.. 228, 539.. 598 

Seq. No. 56105 

Gene No. 117415 

Start 603 

Name OJ000313_17 . 0419 . C24 . ol . gs 

Start 603 

GI none 
Exons 



Seq. ID OJ000313_17.0419.C23 

Strand + 

End 598 

Method GENSCAN 

End" 598 

Score ■ .55 



Seq. ID OJ000313_17.0419.C24 

Strand + 

End 6078 

Method GENSCAN 

End 4587 

Score .87 



603. .776, 877. .1230, 1318. .1415, 1717. .1777, 1945. .2005,. 
2093.. .2169, 2500.. 2549, 2956.. 3038, 3314.. 3384, 3708.. 3858, 
4170..4303, 4374. .4466, 4522. .4587 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



56105 

117415 

603 

OJ000313_17.0419.C24 .ol.gp 
1118 

58686 1.R1084 



Seq. ID OJ000313_17.0419.C24 

Strand + 

End 6078 

Method AAT/GAP 

End 2140 

Score 565 



1118. .1230, 1663. .1722, 1809. .1862, 1945. .2005, 2093. .2140 
1 4 17 6420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ■ 



56105 • Seq. ID 

117415 Strand 

603 End 

OJ000313_17.0419.C24 .ol.np Method 

2134 End 

7271117 Score 



OJ000313_17.0419.C24 
+ 

6078 
AAT/NAP 
6078 . 
236 



2134. .2169, 2500. .2549, 2956. .3038, 3314. .3384, 3708. .3767, 
5855.. 6078 • ^ 
(AJ276422) 25.7 kDa protein [Cicer arietinum] 



56105 

117415 

603 

OJ000313_17.0419.C24.o2.gp 

3721 

none 

3721. .3858, 4170;.4303, 4374, 

56105 
117416 



Seq. ID OJ000313_17.0419.C24 

Strand + 

End 6078 

Method AAT/GAP 

End 5061 

Score 1133 
.4466, 4805. .5061 

Seq. ID OJ000313_17.0419.C24 
Strand 



56601 



Start 
Name 
Start 
GI 

Exons 



5274 

OJ000313_17.0419.C24 .ol.ts 

1653 

none 

1653. .1718, 1657 
1929.. 1997, 1930 
2092.. 2172, 2488 
2969.. 3031, 3313 



End 6028 

Method TBLASTX : Soybean 

End 3821 

Score 71 



1722', 1809 
2004, 1930 



1862, 1817.. 1855, 1929.. 1994, 

2004, 2091. .2126, 2091. .2171, 

2565, 2499. .2546, 2956.. 3027, 2960.. 3043, 

3384, 3330. .3389, 3702. .3821, 3713. .3766 



Seq. No. 56105 

Gene No. 117416 

Start 5274 

Name OJ000313_17 . 0419 . C24 . ol . tc 

Start 1657 

GI none 

Exons 1657.. 1722, 1809.. 1862, 1930. 

2092. .2175, 2488. .2565, 2960. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 17.0419.C24 



6028 

TBLASTX: Cress 
3019 
79 

.2004, 1930. .2004, 2091. .2171, 
.3019 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56105 

117416 

5274 

OJ000313_17.0419.C24 .ol.tm 
1657 ■ 
none 
1657. 
1809. 
2094. 
3312. 
3774. 



,1722, 1660.. 1722, 1664^ 

,1862, 1929. .2003, 1930. 

,2171, 2482. .2565, 2948. 

,3383, 3313.. 3384, 3314. 

,3833, 3786.-3833, 4166. 

4225.. 4302, 4227.. 4307, 4229. 

56105 

117416 

5274 

OJ000313_17.0419.C24 .o2.gs 

5274 

none 

5274. .5332, 5806. .6028 



Seq. ID 
Strand 
End 

Method 

End 

Score 
-.1723, 1807 
.2004, 1939 



OJ000313 17.0419.C24 



6028 

TBLASTX: Maize 
4459 
97 

18-63, 
2004, 



,3043, 2953.. 3036, 

,3385, 3702.. 3785, 

.4210, 4167. .4211, 

.4312, 4361. .4459 



1808. 
2092. 
2954 . 
3707. 



. 186'4, 
.2172, 
,3040, 
,3784, 



4169. .4216, 



Seq. ID 

Strand 

End 

Method 
End 
• Score 



OJ000313_17.0419.C24 

6028 
GENSCAN 
6028'- 
.56 



Seq. No. 56106 Seq. ID 

Gene No. 117417 Strand 

Start 19 End 

Name OJ000313_17 . 04 19 . C25 . ol . gs Method 

Start 19 End 

GI none • Score 

Exons ' 19.. 247, 556.. 736, 930.. 997 



OJ000313_17.0419.C25 
997 

GENSCAN 
997 

.77 • 



Seq. No. 56107 Seq. ID 

Gene No. 117418 Strand 

Start 1 End 

Name OJ000313_17 . 0419 . C26 . ol . gp Method 

Start 1 End 

GI 61_1.R1084 Score 

Exons 1..77, 886. .1247, 1348. .1458 

GI Descrip. 1 3318615/dbj | BAA31584 . 1 | 0.0e+00 (AB016065) 'mitochondrial 
phosphate transporter [Oryza sativa] ' 



OJ000313_17.0419.C26 
+ 

1458 
AAT/GAP 
1458 
922 



56602 






beq. NO. 


0 o 1U / 






oeq . l u 


ujuuu oi J i/.U4iy.bZo 




Gene No. 


117418 






Strand 


+ ~~ 




Start 


1 






End 


1458 




Name 


UUUUUjI J 1 / . U'IIj.UZD.OI . 


np. 




Method 


AAT/NAP 




btarc 


1 ' 
1 






End 


1458 




bl 


jjXo DlO 






Score 


. 771 




Exons 


1 7 7 QQC 1 O /I 7 1 Oyl Q 
1..//, OOD. . 1^4 / , O . . 


1458 








bi uescrip. 


tHDUiDUDj ) miuocnonariai 


. phosphate transporter [Oryza sativ^ 




beq. NO. 


ODlU / 






Seq. ID 


- OJ000313_17.0419.C26 




Gene No. 


117418 






Strand 


+ 




Start 


1 






End 


1458 




Name 


riinnnn ^ 17 h/iiq hoc* 


tm 




Method 


TBLASTX: Maize 




b car u . 


Z 






End 


1418 




bl 


none 






Score 


136 






Z . . / O , J . . OU/ J. .OU; OO-J 




1241 


3, 885.. 


1247, 1053. .1262, 






1*5/17 1 /II Q 1 O/l Q 1 TQn 

io*4/. .i^itS/ lofty, . l jyu 












Seq. No. 


56107 






Seq. ID 


OJ000313_17.0419.C26 




Gene No . 


117418 






Strand 


+ 






i 
i 






End 


1458 




Name 


UJUUUjIj 1 / . VH i y . bZ D . oi . 


ts 




Method 


TBLASTX : Soybean 




C -1 tvf 

b tar t 


Z 






End 


1390 


H. .J 


bl 


none 






Score 


127 




Exons 


0 7C "3 on Q 7 C 1-177 
Z . . / O, J. ,oU, 0/0..11//, 


" 81 


33. 


.1248, 885. .1247, 1349. .1390 


L ! 3 

: LJ 


Seq. No. 


56107 






Seq.' ID 


OJ000313_17. 0419.C26 


f 1 


Gene No. 


117418 






Strand 


+ 




b tart 


i 
1 






End 


1458 


ij 


Name 


UJUUUolJ 1 / .U4iy.bZo.Ol. 


tc 




Method 


TBLASTX: Cress 




btart 


c 
3 






End 


1390 


= K? 


bl 


none 






Score 


123 


5 


Exons 


7 c c on QQO 1 OOQ 


883. 


.1239, 81 


85. .1247, 1349. .1390 




Seq. No. • 


56107 






Seq. ID 


OJ000313_17.0419.C2 6 




Gene No. 


117418 






Strand 


+ 




otart 


i 

i 






End' .. 


1458 


~ s? 


Name 


ujuuujIj i / . uh i y . bz t> . oi . 


gs 




Method 


GENSCAN 




Of 3 

ij Lai L 








End 


1391 




bl 


none 






Score 


. 91 






77 8Q£ 1947 1 ^D7 


.1391 








Seq. No. 


56107 






Seq. ID 


OJ000313_17.0419.C26 




Gene No. 


117418 






Strand 


. + 




o tar c 


1 






End 


1458 




Name 


OJ000313 17.0419.C26.ol. 


tw 




Method 


TBLASTX: Wheat 




btart 


883 






End 


■ 1378 




bl 


none 






Score 


514 




Exons 


883. .1248, 884. .1249, 885. 


.1247, 1346 


. . 1378, 1349. . 1378 




Q o rr Kin 


56108 






Seq. ID 


OJ000313_17.0419.C27 




Gene No. 


117419 






Strand 


+ 




Start 


1 






End 


1188 




Name 


OJ000313- 17.0419.C27.ol. 


gp 




Method 


AAT/GAP 




Start 


l' 






End 


1188 




GI 


61 1.R1084 






Score 


1168 




Exons 


1..121, 597. .721, 818. .1181 


3 







56603 



GI Descrip. ' 3318615/dbj | BAA31584 . 1 | O.Oe+00 (AB016065) mitochondrial 
phosphate transporter [Oryza sativa] 1 



o e CJ • IN O • 


56108 


Seq. ID 


OJ000313_17.0419.C27 


bene wo . 


117419 


Strand 


+ 


o tar u 


1 


End 


1188 


Name 


OJ000313 17.0419.C27.ol.np 


Method 


AAT/NAP 


otart 


1 


End 


881 


H T 
bl 


3318615 


Score 


454 


Exons 


1. .121, 597. .721, 818. .881 






b± uescrip . 


(AB016065) mitochondrial phosphate transporter [Oryza sativa] 


Seq. No. 


56108 


Seq. ID 


OJ000313_17.0419.C27 


bene lnq . 


117419 


Strand 


+ 


o tar t 


1 


End 


1188 


Name 


OJ000313 17.0419.C27.ol.tm 


Method 


TBLASTX: Maize 


o car t 


1 


End 


1124 


C T 


none 


Score 


206 


Exons 


1..129, 2.. 121, 588. .719, 596 


..721, 59£ 


..729, 599. .721, 




OIO OCO Old OCA OA o''*'- o on 

olo..ooy, oiy..oo4, o 4 o •. . o o / , 


962. .1075, 977. .1066, 1047. .1124, 




1050. .1124 






oeq . ino . 


56108 


oeq. id 


ninnmi ^ i 7 n/ 1 q con 


Gene No . 


117419 


Of v i r-s /-J 

o t rana 




btart 


1 


_na 


1 1 op • 


Name 


OJ000313 17.0419.C27.ol.tc 


netnoa 


fpDT AOTV « r\ o 

I DLtAo 1 A . LreSS 


C4- y.4- 

■otart 


2 


XT t-, 


Q n R 


GI 


none 


Score 


204 


Exons 




..718, 804 


..875, 818. .874 


oeq . no . 


56108 


beq. ID 




bene no . 


117419 


Strand 


+ 


o t ar t 


1 


End 


1188 


Name 


OJ000313 17.0419.C27.ol.ts 


Method 


TBLASTX: Soybean 




20 


End 


856 




none 


Score 


156 


Exons 


on i 01 oo i on rqq n q r< 


56,.. 721, "8 


04. .845, 818. ...856 


oeq. IN (J • 


56108 


Seq. ID 


OJ000313_17.0419.C27 


bene lno . 


117419 


Strand 


+ 


Of a v-+- 


1 


End 


1188 


Name 


OJ000313 17.0419.C27.ol. tw 


Method 


TBLASTX: Wheat 




588 


End 


1025 




none 


Score 


186 


Exons 


588. .719, 596. .721, 617. .721, 


818. .865, 


837. .968,' 8 : '97'. .974, 




977.. 1024, 981.. 1025 






oeq. no. 


56108 


Seq. ID 


OJ000313_17.0419.C27 


Gene No. 


117419 


Strand 


+ 


Start 


1 


End 


1188 


Name 


OJ000313 17.0419.C27.ol.gs 


Method 


GENSCAN 


Start 


597 


End 


884 


GI 


none 


Score 


.89 


Exons 


-597. .721, 818:. 884 






Seq. No. 


56109 


Seq. ID 


OJ000313_17.0419.C28 


Gene No. 


117420 


Strand 





56604 



Start 
Name 
Start 
GI 

Exons 



744 End 1042 

OJ000313_17 . 04 19 . C28 . ol . gs Method GENSCAN 

744 End 1042 

none Score .88 
744.. 1042 



Seq. No. 56109 
Gene No. 117421 
Start 2622 

Name OJ000313_17 . 04 19 . C28 . ol . gp 

Start 2556 
GI uC-osroM202029b04bl 
Exons 2556.. 3048 

GI Descrip. '3047096 1.0e-14 (AF058826) 
domains (Pfam: pkinase . hmm, 
thaliana] ' 



Seq. ID OJ000313_17.0419.C28 

Strand. + 

End 5477 

Method AAT/GAP 

End 3048 

Score 962 

similar to eukaryotic protein kinase 
score: 189.74) [Arabidopsis 



Seq. No. 56109 Seq. ID 

Gene No. 117421 Strand 

Start 2622 End 

Name OJ000313_17 . 04 1 9 . C28 . o2 . gs Method 

Start 2622 End 

GI none Score 

Exons 2622.. 5321 



OJ000313_17.0419.C28 

. + 

5477 
GENSCAN 
5321 
.98 



? *s Seq. No. 

Gene No. 

r*iJ Start 

[j Name 

hi Start 

aw 

,1 GI 

;;\ Exons 

iy GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56109 Seq. ID OJ000313_17 . 0419 . C28 

117421 Strand + 

2622 End 5477 

OJ000313_17.0419.C28.ol.np Method AAT/NAP 

2664 End 5318 

7434417 Score 1547 

2664. .3568, 3641. .4054, 4146. .5318 

hypothetical protein T26D22.12 - Arabidopsis thaliana 
gi|3047096|gb|AAC13608.1| (AF058826) similar to eukaryotic 
protein kinase domains (Pfam: pkinase. hmm, score: 189.74) 
[Arabidopsis thaliana] 



56109 Seq. ID 

117421 Strand 

2622 End 

OJ000313_17 .0419. C28 . o2 . gp Method 

4709 End. 

15443_1 .R1084 Score 
4709. .5477 

'3047096 6.0e-21 (AF058826) similar to 

domains (Pfam: pkinase. hmm, score: 18 9. 
thaliana] 1 



OJ000313_17.0419.C28 
+ 

5477 
AAT/GAP 
5477 
1408 

eukaryotic protein kinase 
74) [Arabidopsis 



Seq. No. 56109 Seq. ID 

Gene No. 117422 Strand 

Start 6360 End 

Name OJ000313_17 . 04 19 . C28 . o3 . gp Method 

Start 6302 End 

GI uC-osf Icyp034a05bl - * Score 

Exons 6302.. 6748 

GI Descrip. 1 4 126403/dbj | BAA36554 | 2.0e-22 (AB011796) flavonol synthase 
[Citrus unshiu] 1 



OJ000313_17.0419.C28 

+ 

7520 
AAT/GAP 
6748 
851 



56605 






Seq. No. 


56109 




Seq. ID 


OJ000313_ 


JL7.0419 


.C28 




Gene No. 


117422 




Strand 


+ 








art 

u Lai L 






End . 


7520 








Name 


o.Tono^i 17 


04 1 Q P?ft n? nn 


Method 


AAT/NAP- 








O Let I. L 


fi?S4 _ 




End 


7517 










41 2640? 

*i X U *i W J 




Score 


1009 








I? vnn q 

£j A L> 1 1 O 


U J «J t • • U U X ^ / 


6888' 19 1 S 7^08 


. .7517 










nT Flo crri n 
\J X UcoLI J.p . 


( AR01 1796^ 


iia vuiiui oyiiLiictoc 


[Citrus unshiu] 








Seq. No. 


56109 




Seq. ID 


OJ000313_ 


17.0419 


.C28 




OC11C LN Lf . 


117422 




Strand 


+ 








Q-h a rt- 
OLal L 






End 


7520 








IN ctiUtr 


d.tooo^i ? i 7 


04 1 Q n? rre? 


Method 


GENSCAN 








O Lai L. 


fi^fio — 

DJOU 




End 


7520 








\j x 


none 




Score 


.99 










fi^fin 6814 


6888 791 S 7^08 


. .7520 










Seq. No. 


56109 




Seq. ID ■ 


•OJ000313_ 


17.0419 


.C28 




OC11C INU i 


117423 




• Strand 


+ 








O LCt J. L 


14567 




End 


16829 








Name 


OJ000313 17 


.0419.C28.o5.gs 


Method 


GENSCAN 








Of a r f- 


14567- 




End 


16829 






J5S*. 
^ J 




none 




Score 


.95 






t is- 


CjAUII J 


14 567. .14 906, 15523. .15716, 


15811. .15844, 16183. 


. x D 0 £ y 






Seq. No. 


56109 




Seq. ID 


OJ000313_ 


_17.0419 


.C28 


?!h 

: cf 


aria \T s~\ 

ocUc In O . 


117424 




Strand 


+ 








o r.ax r. 


17246 




End 


17684 






iU 


No. me 


OJ000313 17 


.0419.C28.o6.gs 


Method 


GENSCAN 








C-f- -) r f 

O L d JL L 


17246 




End 


17684 






W 


O X 


none 




Score 


.69 






= 


Exons 


17246. .17299, 17433. .17684 












Seq. No. 


56109 . 




Seq. ID 


OJ000313_ 


17.0419 


.C28 


•- a 


Gene No. 


117425 




Strand 








■=£ 


Start * 


9518 




End 


10.937 








Name 


OJ000313 17 


.0419.C28.o3.np 


Method 


AAT/NAP 








O LCti- L 


9518 




End 


10937 








OX 


7340868 




Score 


194 






r 3 




9518. .9539, 


10749. . 10937 












OX UCDLi L^J . 


(AP001551) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


56109 




Seq. ID 


OJ000313_ 


17.0419 


.C28. 




Gene No. 


117426 




Strand 










Cf- a -rf- 
O LClX L 


18044 




End 


19603 








Name 


OJ000313 17 


.0419.C28.o2.tc 


Method 


TBLASTX: Cress 






C+- a r f 

OLdi L 


2853 




End 


5117 








\J X 


none 




Score 


56 








Exons 


2853. .2903, 


2994.. 3089, 3738 


..3851, 4176. .4295, 


4202. .4402, 






4317. .4469, 


4488. .4808, 4514 


..4816, 4911. .5117 








Seq. No. 


56109 




Seq. ID 


OJ000313_ 


17.0419 


.C28 




Gene No. 


117426 




Strand 










Start 


18044 




End 


19603 








Name 


OJ000313 17 


.0419.C28.o2.tw 


Method 


TBLASTX: Wheat 






Start 


4128 




End 


4331 







56606 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

4128. .4331, 



Score 



217 



4155. .4331 



56109 

117426. 

18044 

OJ000313_17.0419.C28.o5.ts 

4140 

none 

4140.. 4325, 4160. .4300, 4314. 



56109 

117426 

18044 

OJ000313_17, 

4178 

none 

4178. .4423, 



Seq. ID OJ000313_17.041'9.C28 
Strand 

19603 

TBLASTX : Soybean 
4412 
130 



End 

Method 
End 
Score 
.4412 



56109 

117426 

18044 

OJ000313_17, 

4338.. 

none 

4338. .4658, 

56109 

117426 

18044 

OJ000313_17, 

4412 

none 

4412. .4456, 



0419.C28.o4.tm 



4179. .4424 



0419.C28.ol.tw 



"4571.. 4654, 4689. 



0419.C28.o3.ts 



Seq. ID OJ000313_17.0419.C28 
Strand 

End 19603 

Method TBLASTX: Maize 

End 4424 

Score 392 



Seq. ID OJ000313_17.0419.C28 
Strand 

19603 

TBLASTX: Wheat 
4751 
306 



End 

Method 
End 
Score 
.4751 



Seq. ID OJ000313_17.0419.C28 
Strand 

End 19603 

Method TBLASTX : Soybean 

End 4 810 

Score 87 



4413. .4466,. 4466. .4810, 4488. .4808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56109 

117426 

18044 

OJ000313_17. 

4425 

none 

4425. .4472, 
4751. .4843, 

56109 

117426 

18044 

OJ000313_17, 

6374 

none 

6374 . . 6619, 



0419.C28.ol.tm 



4425. .4475, 4478. 
4752.. 4844, 4847, 



0419.C28.o6.tm 



6411. .6623 



Seq. ID OJ000313_17.0419.C28 

Strand - 

End 19603. 

Method TBLASTX: Maize 

End 4 991 

Score 83 
.4750, 4479. .4751, 4689. .4751, 
.4921, 4893..4979, 4917. .4991 

Seq. ID OJ000313_17.0419.C28 
Strand 

End 19603 

Method TBLASTX :Maize 

End 6623 

Score 236 



Seq. No. 
Gene No. 
Start 
Name 
Start 



56109 

117426 

18044 

OJ000313_17. 
6411 



0419.C28.ol.tc 



Seq. ID OJ000313_17.0419.C28 
Strand- 
End 19603 
Method TBLASTX : Cress 
End 7517 



56607 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 70 

6411. .6467, 6546. .6815, 6557. .6802, 6886. .7212, 7026. .7223, 
7296.-7382, 7301. .7381, 7431. .7517, 7442. .7513 



56109 

117426 

18044 

OJ000313_17.0419.C28.ol.ts 

6411 

none 



Seq. ID * OJ000313_17.0419.C28 



Strand 
End 

Method 

End 

Score 



19603 

TBLASTX: Soybean 

7511- 

47 



6411. .6455, 6546. .6815, 6569. .6814, 6886. .7218, 7011. .7223, 
7268. .7381, 7296. .7382, 7434. .7511 



Seq. No. 56109 Seq. ID 

Gene No. 117426 Strand 

Start 18044 End 

Name OJ000313_17 . 04 19 . C28 . o2 . tm Method 

Start 6624 End 

GI none . Score 
Exons 



OJ000313_17.0419.C28 
19603 

TBLASTX: Maize 

7511 

237 



6624. .6815, 6886. .7215, 7011. .7205, 7305. .7382, 7313. .7381, 
7434. .7511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56109 
117426 
18044 ' 
OJ000313 
14743 
none 
14743 
16160 
16572 



17.0419.C28.o2.ts 



14871, 14747. .14890, 
16396, 16182. .16403, 
16805, 17427. .17573, 



Seq. ID OJ000313_17.0419.C28 
St.rand' 

End 19603 

Method TBLASTX : Soybean 

End 17656 

Score 114 
15522. .15632, 15603. .15743, 
164 42 .. 1664 5, 164 43. .16805, 
17438. .17656 



Seq. No. 56109 Seq. ID 

Gene No. 117426 Strand 

Start 18044 End 

Name OJ000313_17 . 04 19 . C28 . o3 . tm Method 

Start 15642 - End . 

GI none Score 
Exons 



OJ000313_17.0419.C28 
19603 

TBLASTX: Maize 

17666 

73 



15642. . 15743, 15808 .. 15843, 16169 .. 16390, 16182 .. 16391, 

16242. . 16391, 164 40 .. 1664 6, 164 42 .. 16642 , 164 4 3 .. 16694 , 

16698. .16754, 16701 .. 16745, 16761 .. 16808 , 174 42 .. 17564 , 
17628. .17666 



Seq. No. 56109 Seq. ID 

Gene No. 117426 Strand 

Start 18044 End 

Name OJ000313_17 .0419. C28 . o3 . tc Method 

Start 16173 End 

GI none Score 

Exons 16173. . 16388, 16265 .. 16387, 16446. . 16748, 16520 

16761. . 16814, 17430. .17576, 174 32 .. 17674 , 17631 



OJ000313_17.0419.C28 
19603 

TBLASTX: Cress 
17675 
193 

16768, 
17675 



Seq. No. 56109 Seq. ID 

Gene No. ' 117426 Strand 

Start '18044 End 

Name OJ000313_17 . 04 19 . C28 . o4 . gp Method 

Start 17971 End 



OJ000313_17.0419.C28 

19603 

AAT/GAP 

18693 



56608 




C T 


none 






Score 


i in 






IliXCJIlb 


1 7 Q7 1 IRfiQ^ 

X / _7 / X • • X O U _7 O 














Seq. No. 


56109 






Seq. ID 


OJ000313 


_17.0419 


.C28 


Gene No. 


117426 






Strand 








Of □ y>f 


1 a n 4 a 

X O U 4 4 






End 


19603 






Name 


\JO UUUjI j 1 / . UfJ 


no ( 


j • O / . CfS 


Method 


GENSCAN 






otar L. 


X O U 4 4 






End 


19473 






C T 


none 






Score 


.4 






TP v /"\ v\ o 


IftHdd 1 ft 1 ^? IP 

X u U 4 4 • . lOl JZ , XO 


67 A 
D / 4 


1 ft 7ft ^ 

. • X O / 0 D t 


19069. .19473 






Seq. No. 


56109 






Seq. ID 


OJ000313 


JL7.0419 


.C28 


Gene No. 


117426 






Strand 










18044 






End 


19603 






Name 


OJOO'0313 17.0419 


.C2( 


j . oj . cm 


Method 


TBLASTX: 


Lxicix ze 






18519 . 






End 


18696 






P T 


none 






Score 


159 






CjXOIIo 


18519. .18695, 18525 




18526. .18 


696, 18526 


. . 1 O DUO 




oeq . no . 


56109 






Seq. ID 


OJ000313 


17 041 Q 

x / . u 4 x y 


POO 


Urene lno . 


117426 






Strand 








Start 


i r n a a 

X O U 4 4 






. End 


19603 






Name 


OJ000313 17.0419 


.C2* 


3.o4 .ts 


Method 


TBLASTX: 


Soybean 




OUaxL 


18537 






End 


19294 , 








none 






Score 


108 






Exons 


18537. .18659, 18 


538 


1 OCT) 


18681. .18749, 18681 


. . xooUb, 






18873. .18899, 18 


927 


. . lo y yy , 


18934. .18993, 19102 


. . i yzz / , 






19172. .19294 














Seq. No. 








Seq. ID 


OJ000313 


_17.0419 


.C28 


Gene No. 


117426 






Strand 








Of a -v-f- 
OlalL 


18044 






End 


19603 






Name 


OJ000313 17.0419 


.C2* 


3 . o5 . gp 


Method 


AAT/GAP 






OLalL 


19224 






End 


19603 






C T 


none 






Score 


710 






rjXpiio 


19224. .19603 














oeq . ino . 


56110 






Seq. ID 


OJ000313_ 


ii n a i "7 

X X . U 4 X / 




bene ino • 


117427 






Strand 


+ 






Start 


2575 






End 


6848 






Name 


OJ000313 11.0417 


.CI' 


o2 . gs 


Method 


GENSCAN 






O LciX U 


2575 






End 


6848 






PT 
OX 


none 






Score 


.44 








2575.. 2649, 2995 


..3022, 3267 


..3291, 3908. .4308, 


4378. .4 


507, 




4540. .4647, 4947 


.'r5042, 5306 


. .5498, '5 


366. .6035, 


6089. . 6189, 




6544 . . 6848 














Seq. No. 


56110 






Seq. ID 


OJ000313 


_11.0417 


.CI 


Gene No. 


117428 






Strand 


+ 






Of a y~f- 


7860 






End 


9129 






Name 


OJ000313 11.0417 


.CI. 


o3 . gs 


Method 


GENSCAN 






Start 


7860 






End 


9129 






GI 


none 






Score 


.89 






Exons 


7860';. 7873, 8653 


. .8E 


J40, 8972 


. .9129 








Seq. No. 


56110 






Seq. ID 


OJ000313_ 


_11.0417 


.CI 


Gene No. 


117429 






Strand 


+ 







5.6609 



Start 15876 End 15977 

Name OJ000313_11 . 04 17 . CI . o2 . gp Method AAT/GAP 

Start 15876 End 15977 

GI LIB3477-003-P1-K1-E9 Score 130 
Exons 15876. . 15977 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 56110 Seq. ID 

Gene No. 117430 Strand 

Start 16278 End 

Name OJ00031 3_1 1 . 04 17 . CI . o3 . gp Method 

Start 16278 - End 

GI none Score 

Exons 16278. .16491 



OJ000313_11.0417.C1 
+ 

164 91 
AAT/GAP 
16491 
376 



Seq. No. 56110 Seq. ID 

Gene No. 117431 : " ' Strand 

Start 24513 End 

Name OJ000313_11 . 0417 . CI . o5 . gp Method 

Start 24513 End 

GI none Scor,e 
Exons . 24513. .24823 



OJ000313_11.0417.C1 
+ 

24823 
AAT/GAP 
24823 
5.52 



Seq. No. 56110 
Gene No. 117432 
Start 25905 

Name OJ000313_11 . 04 17 . CI . o7 . gs 

Start 25905 
GI none ■ 

Exons 25905. 

27367, 

28325. 
. 29278. 



Seq. ID OJ000313_11.0417.C1 



.26062, 26349. 

,27444, 27565. 

,28414, 28593. 

.29345, 29429. 



■ Strand + 
End 30457 
Method GENSCAN 
End 30264 
Score .84 
26442, 26627. .26830, 26972. 
27696, 27925. .28005, 28170. 
28737/ 28813. .28901, 29040, 
29528, 29661. .29720, 30112, 



.27127, 
.28241, 
.29135, 
.30264 



Seq. No. 56110 

Gene No. 117432 

Start 25905 

Name OJ000313_11 . 04 17 . CI . 06 . gp 

Start 26187 

GI 7253_1.R1084 

Exons 26187. .26442, 26543.-26639, 
27367. .27444, 27565.-27 696, 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
26733. .26830, 
27925. .28005, 



OJ000313JL1. 0417. CI 
+ 

30457 
AAT/GAP 
28241 
1614 

26972. .27127, 
28170. .28241 



'4581156/gb|AAD24640.1|AC006919_18 0.0e+00 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] 1 



Seq. No. 56110 Seq. ID 

Gene No. 117432 Strand 

Start 25905 End 

Name OJ000313_11 . 04 17 . CI . 08 . gp Method 

Start 26237 End 

GI 7253_1.R1084 Score 

Exons 26237.'. 26442, 26543.-26639, 26733 

27367. .27444, 27565.-27696, 27925 

28325. .28428 

GI Descrip.- ' 4581156/gb | AAD24 640 . 1 | AC006919_18 0.0e+00 (AC006919) putative 



OJ000313_11.0417.C1 

+ 

30457 
AAT/GAP 
28428 
1680 

26830, 26972. .27127, 
28005, 28170. .28241, 



*56610 



pyruvate kinase [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 
GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56110 Seq. ID 

117432 Strand 

25905 End 

OJ000313_11. 0417.Cl.o7 .gp Method 

26254 End 

LIB3431-043-P1-K1-A7 Score 



OJ000313_11.0417.C1 
+ 

30457 
AAT/GAP 
26780 
403 



26254 . .26442, 2654 3 .. 2 6639, 26733. .26780 

'125606/sp|P22200|KPYC_SOLTU 2.0e-13 PYRUVATE KINASE, CYTOSOLIC 

ISOZYME >gi_1004 63_pir S12248 pyruvate kinase (EC 2.7.1.40) - 

potato >gi_2257 6_emb_CAA37727_ (X53688) pyruvate kinase [Solanum 
tuberosum] 1 



Seq. ID 
Strand 
End 

Method 
End- 
Score 



OJ000313_11.0417.C1 
+ 



56110 
117432 
25905 

OJ000313_11.0417.Cl.o9.gp 
26330 

7253_1.R1084 
26330. .26442, 26543. 
27367. .27444, 27565. 
28325.-28424 

M581156/gb|AAD24640.1|AC006919_18 0.0e+00 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] 1 



26639, 26733. 
27696, 27925. 



30457 
AAT/GAP 
28424 
1485 
26830, 26972. 
28005, 28170. 



,27127, 
.28241, 



56110 

117432 

25905 

OJ000313JL1.0417.Cl.ol0.gp 
26543 



7253_1. 
26543. . 
27565. . 
28593. . 



R1084 
26639, 
27696, 
28662 



26733. 
27925. 



.26830, 
.28005, 



Seq. ID OJ000313_11.0417.C1 

Strand + 

End 30457 

Method AAT/GAP 

End 28662 

Score 1396 
26972. .27127, 27367 .. 27444 , 
28170. .28241, 28325 .£-28414 , 



M581156/gb|AAD24640.1 |AC006919_18 0.0e+00 
pyruvate kinase .[Arabidopsis thaliana] ' 



(AC006919) putative 



56110 

117432 

25905 

OJ000313__11.0417 .Cl.oll.gp 
29505 

7253 4.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
29505. .29528, 29661 29720, 30112.. 30457 
, 4581156/gb|AAD24640.1|AC006919_18 1.0e-33 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] 1 



OJ000313_11.0417.C1 
+ 

30457 
AAT/GAP 
30457 
775 



56110 Seq. ID 

117433 Strand 

35630 End 
0 JO 0031 3_1 1.0417. CI. ol2.gp Method 

35630 End 

none Score . 
35630.. 35975 



OJ000313_11.0417.C1 
+ 

35975 
AAT/GAP 
35975 
660 



Seq. No. 



56110 



Seq. ID OJ000313_11.0417.C1 



56611 





Gene No. 


117434 




Strand 








Cf art- 
O Lai L 


1 068 9 






1118 7 

X X X 0 / 








o.Tnnrm ^ ii 0417 ri 

UU UUU Jl J XX.lS*iX/.V*rX 


O 4 O* G 












1 068 9 — 

1UUO J 




FnH 


11187 

X X X 0 / 








n on o 




^OO T*0 








IT von C3 


10689 10920 11000 


1 1 1 87 

. ■ X X X o / 










Qon Mo 
OcLj. INvJ ■ , 


^6110 




Seq. ID 


OJ000313_11.0417 






Gene No. 


117435 




Strand 








Start 


11674 




End 


15388 








OJ00 0?1^ 11 0417 n 


o R o*q 
• uj • Ljo 


Method 


GENSCAN 






Of a r 4- 


1 1 674 _ 

X X U / *i 




End 


15388 






oX 


n on o 




Score 


.5 






Hi A vJl 1 o 


1167 4 11844 11878 


1 1 999 


12692. .12929, 14 151 .. 14313, 








1 S^4 1 S^fift 












Can Mo 


56110 




Seq. ID 


OJ000313_11.0417 


PI 




Cpnp Mo 


117436 




Strand 








Start 


15414 




End 


15875 






Name 


OJ000313 11. 0417. CI 


.ol.gp 


Method 


AAT/GAP 






art 


15414 




End 


15875 






ox 


LIB34 32-05 9-P1-K1-D8 


Score 


723 ' 






F von q 


15414. .15875 










sr 


fl T Flo q o T* "i o 


? 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sati-va genomic 


3 




Uvir\ r Lfli OIUOoOIlTe O, 


clone: P0538C01' 






! 1 


Seq. No. 


56110 




Seq. ID 


OJ000313_11.0417 


pi 


=r 


Gene No. 


117437 




Strand 






"= 




22940 




End 


23170 






Name 


OJ000313 11. 0417. CI 


. o4 . gp 


Method 


AAT/GAP 






jLai L 


22940 




End 


23170 






V3X 


3762990 




Score 


437 




y 


F von Q 


22940. .23170 










ji 


Seq. No. 


56110 




.Seq. ID 


OJ000313_11.0417 


CI . . 




Gene No. 


117438 




Strand 








Of- =, r +- 


30538 




\ End 


42518 






Name 


OJ000313 11. 0417. CI 


. o4 . tc 


Method 


TBLASTX: Cress 




j 


Start 


22250 




End 


22504 






GI 


none 




Score 


256 




1 
*** 


F 1 von c 


22250. .22504, 22252 


. .22365 










Seq. No. 


56110 




Seq. ID 


OJ000313_11.0417 


CI 




Gene No. 


117438 




Strand 








Start 


30538 




End 


42518 






MaTTI^s 
LN dillC 


OJ000313 11. 0417. CI 


.08. ts ' 


Method 


TBLASTX: Soybean 






qi-arf 
OLdl L 


22250 




•End 


22507 






O J. 


none 




Score 


116 






F von g 


22250. .22384, 22379 


. .22507 










Sea. No. 


56110 




Seq. ID 


OJ000313_11.0417. 


CI 




Gene No. 


117438 




Strand 








Start 


30538 




End 


42518 






Name 


OJ000313 11. 0417. CI 


.o2. ts 


Method 


TBLASTX : Soybean 






Start 


22711 • 




End ;t " 


23888 «. 






GI 


none 




Score 


125 






Exons 


22711. .22857, 22715 


. .22858, 


23432. .23728, 234 7 9 .. 23577 , 





56612 




23653. .23727, 238 15 .. 23862, 23820.. 23888 





Seq. No. 


56110 




Seq. ID 


OJ000313 


_11.0417. 


CI 




Cpnp Kin 


117438 




Strand 










J Lai O 


JU J JO 




Enci .: 


42518 










0,7000^1^ 11 0417 PI 


0 1 I - m 

• Ul 1 LIU 


Method 


TBLASTX: 


M.a i 70 
Lid x z. c 






o Lai L 


9^49Q _ 
t jit ? 




■ End 


24459 








GI 


none 




Score 


129 








IT von q 


9^49Q - 9^SR4 9^691 

.c. J *i J • • ^ J J O *i , J U ^ X 


9^79R 


23815. ,23< 


)16, 23937 


94 1 67 








9^CHR 9416R 94947 


94 4^ 
■ • li 4 jj/ 


24247. .24459 








Seq. No. 


56110 




Seq. ID 


OJ000313 


JL1.0417. 


CI 




ri^n^ No 


1174 38 




Strand 










rt 


J JO 




End 


42518 








Name 


o.tooo^i ^ ii 0417 n 


ni t r 


Method 


TBLASTX: 


V»/X c 0 0 






Start 


23444 ~~ 




End 


24435 








GI 


none 




Score 


109 








DAUl 1J 


9^444 9^6? 9^S79 


. 23728 


23815. .23910, 23920 


24156, 








24063. .24161, 24241 


...24354^ 


24325. .24435' ■ 










sfii i n 

j \j x x \J 




Seq. ID 


OJ000313 


11 0417 

11 • U41 / . 


n 

\-r X 




udllC 1NLJ . 


1 1 7 4 ^R 

XX / 4 JO 




Strand 










OLdl L 


JwJ JO 




End 


42518 






^ — 




n.iooo^i ^ ii 0417 n 

u y jj j x.j ii • U4 l / • i^i 


. U X . L o 


Method 


TBLASTX: 


ouyucdii 






Cf a -r-l- 
O UctX u 


9 ^R Q9 ~ 

iJO 




End 


24519- 








ol 


none 




Score 


352 






i y 


Exons 


23892. .24155, 23905 


. .24159, 


24238. .24465, 24238 


. .24519 






O C L£ . L N L> • 


s fii i n 




Seq. ID 


OJ000313 


11 0417 

11 . U4 1 / . 


^ X 


1 : I 


UCilC LNU • 


1 1 7 4 ^R 

XX / 4 JO 




Strand 








w . 


u Lai U 


JUJJO 




End 


42518 






fyj 


IN allAC 


o.tooo^i ^ ii 0417 n 

wuUUU J1J XX . Ul 1 f • ^ x 


• O 4 ■ t W 


Method 


TBLASTX: 


IaTVi o a +■ 

wricdL 






Start 


24250 ~~ 




End 


24471 








CI 






Score 


190 






■_ S 




949R0 94471 

JU • . t.4 rt 'X, *i J O 


94^4^ 
* , ^ 4 j 4 j 












J C ^ ■ IN L> ■ 


S61 1 0 

J U X X U 




Seq. ID 


OJ000313 


11 0417 

11 . U41 / • 


\— x 


i 1 




117438 




Strand ■ 










Start 


J v J JO 




End 


42518 








Name 


OJ000313 11 0417 CI 

U U U J 1 J XX.UIX/ . v_> x 


o9 t r 


Method 


TBLASTX: 


^ x 0 0 






Start 


26335 ~ 




End 


30288 








GI 


none 




Score 


103 










9fi^S 964^9 96^70 


964 ^fl 

. .LU4 JO/ 


26528. .26638, 26542 


9 66^7 

. . £ O O J / , 








26725. .26835, 26726 


. .26833, 


26965. .27123, 26972 


. .27133, 








■27348. .27446, 27364 


. .27450, 


27529. .27699, 27562 


. .27696, 








97S76 97701 97Q99 


9R ons 


27924. .28001, 28139 


9R94 Q 








9R1R9 9R9S0 9R^99 


9fl 4 1 7 

. I L,U 4 1 J , 


28324 . .28416, 28586 


00 (Toq 

. . ZOD33/ 








9RSQ0 9R794 9RSQ9 


987 9 6 
. . l 0 / l 0 , 


28605. .28739, 28805 


9R Q97 








9RR19 9RQ01 9RR14 


9RQ1 9 


29028. .29138, 29039 


9Q1 "37 








29277. .29345, 29278 


. .29346, 


29301. .29351, 29418 


. .29525, 








29426. .29509, 29426, 


. .29527, 


29427. .29534, 29642 


. .29710, 








29658. .29774, 30111, 


. .30287, 


30112. .30264, 30115 


. .30288 






Seq. No. 


56110 




Seq. ID 


OJ000313 


_11.0417. 


CI 




Gene No. 


117438 




Strand 










Start 


30538 




End 


42518 








Name 


OJ000313 11. 0417. CI, 


. o3 . tm 


Method 


TBLASTX:] 


Maize 





56613 



Start 
GI 

Exons 



26370 

none 

26370. 

26542. 

26726. 

26965. 

27529. 

27925. 

28169. 

28324 . 

28805. 

29019. 

29268. 

29427. 

30111. 

30332. 

30372. 

39929. 



26441, 
26649, 
26833, 
27138, 
27699, 
28017, 
28240, 
28416, 
28936, 
29126, 
29345, 
29534, 
30281, 
30364, 
30425, 
40075 



26371. 
26543. 
26731. 
26972. 
27563. 
27926. 
28305. 
28566. 
28812. 
29028. 
29277. 
29642. 
30112. 
30333. 
30447. 



.26442, 
.26635, 
.26835, 
.27133, 
.27694, 
.28009, 
.28415, 
.28736, 
.28901, 
.29138, 
.29345, 
.29719, 
.30267, 
.30365, 
.30500, 



End 


40075 




Score * 117 




96^74 


964 S4 


j£. U >J O . 


. ^DDjo , 


96S4 ft 


966^7 




9 6ft 9 Q 






96Q69 


97117 


97 ^4 ft 


974 4 6 


97^64 


97447 


97 c >64 


97701 


97994 


9ft nm 

. ^ O U U x , 


9ft1 67 


9ft 94 1 


9ft1 69 


9ft 94 6 


28319. 


. 28447, 


28323 . 


9ft 4 1 ^ 


28592. 


.28735, 


28605. 


9ft 7 ^ Q 


28813. 


.28902, 


28814. 


9ft 9CH 

• Q Z* \J ■J f 


29038. 


.29130, 


29039. 


.29137, 


29278. 


.29346, 


29426. 


.29527, 


29651. 


.29722, 


29658. 


.29774, 


30114 . 


.30305, 


30326. 


.30364, 


30367. 


.30408, 


30371. 


.30409, 


30447. 


.30503, 


39853. 


.39918, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56110 

117438 

30538 

OJ000313_11.0417.Cl.o6.ts 
26370 . ^ 

none • 

26370. .26441, 26371 .. 26442, 
26542. .26637,. 26725. .26835, 
26972. .27133, 27364 .. 27447, 
27579. .27701, 27588 27704 , 
29645. .29719, 29658 /. 29774 , 
30132.. 30287 



Seq. ID 

Strand 

End 

Method 

End 

Score 

26373 

26726 



OJ000313_11.0417.C1 
42518 

TBLASTX : Soybean 

30287 

65 



26441, 26528. .26638, 

26833, 26965. .27120, 

27366. .27446, 27529 .. 27 699, 

29471. .29527, 29472 29534 , 

30111. .30272, 30112. .30264, ' 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



56110 

117438 

30538 

OJ000313_11.0417.Cl.o2.tw 

27612 . " 

none 



Seq. ID OJ000313_11.0417.C1 
Strand 

End 42518 
Method TBLASTX : Wheat 
End . 28633 

Score 70 



27612. .27689, 27612 .. 27704 , 27 613 .. 27 699, 27924 .. 28025 , 

27925. .28017, 28166 .. 28240, 28167 .. 28241, 28167 .. 2824 1 , 

28171. .28242, 28299 .. 284 15, 28319 .. 284 47 , 28324 .. 284 16, 

28586. .28633, 28592.. 28633 



Seq. No. 56110 
Gene No.- 117438 
Start 30538 

Name OJ000313_1 1 . 04 17 . CI . o5 . ts 

Start 27948 
GI none 
Exons 27948 

28319 

28590 

28811 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 11. 0417. CI 



28028, 27949. 

28417, 28323. 

28736, 28591. 

28900, 28812. 

29028. .29138, 29039. 

29301. .29351, 29426. 



.28017, 
.28415, 
.28617, 
.28907, 
.29137,- 
.29470, 



42518 

TBLASTX : Soybean 
29471 
74 

28166. .28279, 28170. .28250, 
28324 . .28416, 2858 6. .28 699, 
28592. .28729, 28605 .. 28739, 
28814 . .28936, 288 16 28 902 , 
29277. .29345, 29278 2934 6, 
29427. .29471 



Seq. No. 



56110 



Seq. ID OJ000313_11.0417.C1 



56614 



Gene No. 117438 
Start 30538 

Name OJ000313_11 . 0417 . CI . ol . tw 

Start 29096 

GI none 

Exons - 29096. .29137, 29100 

29277. .29345, 29278 
29427. .29537, 29642 
29658. .29774, 30111 



Strand 
' End 
Method 
End 
Score 

29150, 29102. .29134, 29268 
29346, 29426. .29527, 29427 
29719, 29642. .29710, 29655 
30263, 30112. .30264, 30112 



42518 

TBLASTX: Wheat 
30267 
70 



.29345, 
.29534, 
.29717, 
.30267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56110 

117438 

30538 

OJ000313_11.0417.Cl.o8.gs 

30538 

none 

30538. .30596, 31040 .. 31070, 
33294. .33502, 34 478.-34 885, 
35564..3S947, 36916 .. 3.7 120, 
37927. .38111, 384 91 38580, 
39795. .39981, 40699 4 07 18 , 



Seq. ID 
Strand 
End. 
Method 
End 
Score 

31747 

34929 

37469 

38697 



OJ000313 11. 0417. CI 



42518 
GENSCAN 
42382 
.49 

31782, 32641. .32787, 
35037-, 35112. .35242, 
37621, 37700. .37822, 



38876, 39092. .39141, 
41277. .41321, 42224. .42382 



Seq. No. . 56110 
□ Gene No. 1 117438 

Start 30538 

'It Name OJ000313_11 . 0417 . CI . o5 . tm 

J;; Start ' 31783 

i y GI none 

C3 Exons 31783. .31839, 31783 .. 3184 8 , 31788 

l:| 31951. .32160, 31956.. 32159 



Seq. ID OJ000313_11.0417.C1 
Strand 

'End * • 42518 

Method TBLASTX: Maize 

End 32160 

Score 77 

,31853, 31950. .32150, 



Seq. No. 56110 

Gene No. 117438 

Start 30538 

Name OJ000313_11 . 0417 . CI . o3 . tw 

Start 33128 
GI t •* none ' ' 
Exons 



Seq. ID OJ000313_11.0417.C1 
Strand 

End 42518 

Method TBLASTX : Wheat 

End ' * 33888 

Score 65 - 



33128. .33196, 33130 .. 33198 , 33291 .. 33404 , 33291 .. 334 82 , 
33462. .33503, 334 62 .. 33503, 33832.. 33888 



Seq. No. 56110 
Gene No. 1174 3.8 

Start 30538 

Name OJ000313_11 . 0417 . CI . o2 . tm 

Start 36792 
GI none 
Exons 36792. 

37466. 

37667. 

37769. 

38491. 



.37112, 36793. .37035, 

.37621, 37467. .37622, 

.37825, 37695.-37748, 

.37825, 37927. .38112, 

.38577, 38492. .38581, 

38689. .38877, 38699. .38878 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 11. 0417. CI 



42518 

TBLASTX: Maize • 
38878 ' 
119 

36794. .37120, 36795. .37121, 
37467. .37622, 374 68 .. 37 623, 
37699. .37752, 37 699 .. 37854 , 
37927. .38100, 37 968 .. 38114 , 
38493. .38582, 38 688 .. 38870 , 



Seq. No. 56110 Seq. ID 

Gene No. 117438 Strand 

Start 30538 End 

Name OJ000313 11 . 04 17 . CI . o4 . ts Method 



OJ000313_11.0417.C1 
42518 

TBLASTX : Soybean 



56615 




Of- a r f 


JDOUJ 




End 


37562 






none 




Score 


111 




Exons 


16ft01 171 90 16R07 


16Q4 1 

. J D V 4 X , 


37002. .37121, 37202 .. 3724 6, 






37466 37^61 37467 

J / *3 O U • . J r J U X , J f / t 


17S6? 

.. J f J O 








Con 


S6i i o 

j u x x u 




Seq. ID 


OJ000313JL1.0417 


Pi 

. \^X 


Gene No. 


117438 




Strand 






Start 


30538 • 




End 


42518 






OJ00031 ^ ii 0417 pi 

VJUOOVJXJ XX. W " X / * x * 


ol i*q 


Method 


TBLASTX: Soybean 




O t_ ci X U 


17^77 ~ 

J / J / f 




End 


38110 






none 




Score 


67 






17S77 17618 17^77 

J / J 1 / ■ i J / OlO/ J / J / / • 


17 691 

• J / OZ. X / 


37709. .37825, 377 10 37739, 






37769 37840 37921 


38103 

. J U X \J J / 


37924. .38100, 37976. .38110 




Seq. No. 


56110 




Seq. ID 


OJ000313_11.0417 


.CI 


Gene No. 


117438 




Strand 








30 Sift 

J U J J (J 




End 


42518 




Name 


o.toooii i ii 0417 n 


nl t- r 


Method 


TBLASTX: Cress 




C4-a r 4- 
jLdl L 


1R4Q9 ~~ 




End 


38869..... 






r*\ nm o 




Score 


89 




P 1 VAn c 


3849? 38S81 3R493 

J U 4 J'^. • • J O J O X , J O 4 J* J . 


1ft S76 

. J O J ' U , 


38689.-38868, 38699.-38869 




Seq. No. 


56110 




Seq. ID 


OJ000313_11.0417 


.CI 


Gene No. 


117438 **■ 




Strand 






C!t- a r-t- 
oLdiL 






End 


42518 




Name 


n.TOonn 3 ii 0417 n 


ob . tw 


Method 


TBLASTX: Wheat 




Of a r-4- 


O p 7 o n 
JO / ZU 




End 


38881 




Vjl 


none 




Score 


166 




IT 1 V /"V O 


-30-790 IftRRI TOTOfl 
JO / Z U . . JoOOl, JO /iU, 


O O O (TO 

. JoOoJ/ 


38725. .38 


377 




Can Kfn 


R61 1 0 

J O X X \J 




Seq. ID 


OJ000313_11.0417 


PI 
• k^l 


ucl it. IN (J . 


1 1 7 4 1R 

XX / 4 J O 




Strand 






Start 


30538 




End 


42518 




Name 


OJ000313 11. 0417. CI. 


ol3 . gp 


Method 


AAT/GAP 






41113 




End 


42518 






R 1 Q ft 4 1 ■ R 1 0 ft 4 




Score 


1910 




Exons 


dill 1 _ 4 1 Q 11 49994 

4 X X X J . . 4 X .7 J X , . 


.423,82, 


42484. .42518 




(~1 T Dpcrri o 
o x uc O ^ I L £J . 


* 600 6ft 9 S /rrh 1 AAF00670 


.1IAC008153 22 8. 


De-56 (AC008153) 






H \/t~i o 1~ H o 1 - "i nal nrnhp "i n 


[Arabidopsis thaliana] ' 




Seq. No. 


56110 




Seq. ID 


OJ000313_11.0417 


.CI 


Gene No. 


117438 




Strand 






O Lai L 


30S18 

J \J J J o 




End 


42518 






d.toooii i ii 0417 n 

UUUUU Jl J 11 • U1 1 f ■ 1 . 


o7.ts 


Method 


TBLASTX: Soybean 




OLal L 


4 i (Ci n _ 

HOIU 




End 


41915 




r-T 


none 




Score 


110 






4161 0 41796 41617 

1 1 U1U • .IX 1 C.\J f 4101 / • 


.41691, 


41724 . .411 


301, 41877. .41915 




Can Mn 


S 61 1 0 

J U X X o 




Seq. ID 


OJ000313_11.0417 


PI 


Gene No 


117438 




Strand 






Start 


30538 




End 


42518 




Name 


OJ000313 11. 0417. CI. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


41631 




End 


42518 




GI 


none 




Score 


7 6 




Exons 


41631. .41738, 41653. 


.41709, 


41724. .41813, 41877 .. 41972, 






42223. .42384, 42224. 


.42388, 


42486. .42518, 42487. .42516 





56616 



Seq. No. 56110 

Gene No. 117438 
Start - 30538 

Name OJ000313_11 . 04 17 . CI . o4 . tm 

Start 41685 

GI none 
Exons 



Seq. ID OJ000313_11.0417.C1 
Strand 

End 42518 

Method TBLASTX: Maize 

End 42518 

Score 211 



41685. .41972, 41686 .. 4 1934 , 42223 4238 1 , 42225 .. 42377 , 
42226. .42378, 42471 .. 42518 , 424 8-3 42518 



Seq. No. 56111 

Gene No. 117439 

Start 1576 

Name OJ000313JL1 . 04 17 . C2 . ol . gs 

Start 1576 

GI none 

Exons 1576.. 2044 



Seq. ID OJ000313_11.0417.C2 

Strand + 

End 2044 

Method GENSCAN ' 

End 2044 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons* - 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56111 
117440 
1 

OJ000313JL1 . 0417 . C2 . ol . np 
1 

6862912 
1..109, 1418. .1653 

(AG018907) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000313_11.0417.C2 

Strand - 

End 5477 

Method AAT/NAP 

End 1653 

Score 328 



56111 

117440 

1 

OJ000313_11.0417.C2.ol.ts 
22 

none 

22. .111, 1415. .1528, 1426. 



Seq. ID OJ000313_11.0417.C2 
Strand 

5477 

TBLASTX : Soybean 
1560 
92 



End 

Method 
End 
Score 
1560 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56111 
117440 
1 

OJ000313_11 . 0417 . C2 . o2 . np 
1382 
7484961 

1382. .1648, 1968. .2066, 3458. .4041, 5341. .5477 

extensin homolog T9E8.80 - Arabidopsis thaliana 

gi I 4584539 | embl CAB40769.il (AL049608) extensin-like protein 

[Arabidopsis thaliana] gi I 7268037 | emb | CAB7837 6 . 1 1 (AL161536) 

extensin-like protein [Arabidopsis thaliana] 



Seq, ID OJ000313_11.0417.C2 
Strand 

5477 
AAT/NAP 
5477 
163 



End- 
Method 
End 
Score 



56111 

117440 

1 

OJ000313_11.0417.C2.ol.tm 

1415 

none 



Seq. ID OJ000313_11.0417.C2 
Strand 

End 5477 

Method TBLASTX : Mai ze 

End 1587 

Score 120 



1415. .1534, 1429. .1545, 1543. .1587 



Seq. No. 
Gene No. 
Start 



56111 

117440 

1 



Seq. ID 

Strand 

End 



OJ000313 11. 04 17 .. C2 



5477 



56617 



Name 


ujuuujIj 11 . U4 1 / . . oz . gs 


Method 


PfMPP7\ XT 


Start 




T~> — — ] 

hna 


4 1UU 


bl 


none 


Score 


. oy 


Exons 


T/i /inn 






beq. NO. 


DDll 1 


beq. 11J 


UJUUUolo 11.U41/.LZ 


bene ino . 


1 1 7 A A n 


Strand 




Start 


1 


End 


5477 


Name 


OJ000313 11.0417.C2.ol.gp 


Method 


AAT/GAP 


otart 


4300 


End 


4665 


bl 


55507 1.R1084 


Score 


474 


Exons 


4300. .4367, 4406. .4665 






GI Descrip. 


' 50424 37/gb|AC007789. 1 |AC0077t 


39 1.0e-16 Oryza sativa BAC T49B20 




genomic sequence, complete sequence 1 




Seq. No. 


56111 


Seq. ID 


OJ000313_11.0417.C2 


Gene No. 


117440 


Strand 




C -t |V-f 

ocart 


1 


End 


5477 


Name 


OJ000313; 11.0417.C2.o3.gs 


Method 


GEN SCAN 


btart 


4788 


End 


5444 




none 


Score 


.44 


Exons 


4788. .5149, 5228. .5444 






Seq. No. . 


56112 


Seq. ID 


OJ000313 11. 0417. C3 


Gene No. 


117441 


Strand 


+ 


Start 


182 


End 


1627 


Name 


OJ000313 11.0417.C3.ol.gs 


Method 


GENSCAN 


Start 


182 


End 


1627 


GI 


none 


Score 


.63 


Exons 


182. .274, 483. .645, 675. .766, 


1517. .1627 


beq. no. 


56113 


Seq. ID 


OJ000313_11.0417.C5 


Gene No . 


117442 


Strand 


+ . 


btart 


402 


End 


806 


Name 


OJ000313 11.0417.C5.ol.np 


Method 


AAT/NAP 




402 


End 


803 


GI 


6069646 


Score 


461 


Exons 


402. .803 






vai uescrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis -thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement. 


reverse ' 


transcriptase. (AC00624 8) 




[Oryza sativa] 






Seq. No. 


56113 


Seq. ID 


'OJ000313_11.0417.C5 


Gene No. 


117442 


Strand 


+ 


b uarti 


4 02 


End 


806 


Name 


OJ000313 11.0417.C5.ol.gs 


Method 


GENSCAN 


Start 


423 


End 


806 


bl 


none 


Score 


.53 


Exons 


423. .517, 605. .806 






Seq. No. 


56113 


Seq. ID 


OJ000313_11.0417.C5 


Gene - No . 


117443 


Strand 


+ 


Start 


2016 


End 


9194 


Name 


OJ000313 11.0417.C5.ol.gp 


Method 


AAT/GAP 


Start 


1864 


End 


5415 



56618 





1648 2.R1084 




Score 


1789 


Exons 


1864. .2218, 4115. .4355, 4481. 


.4601, 4740.. 4855, 5116. .5415 




'451193 1.0e-52 (L28008) wali7 [Triticum aestivum] 




>gi_109084 5_prf 20194 8 6B 


wali7 gene [Triticum aestivum] ' 


oeq. in \j . 


JUll J 




Seq. ID 


OJ000313_11..0417.C5 


Gene No. 






Strand 


+ 


Start 


Z. U J. O 




End 


9194 


Name 


0.1000*31 ^ 11 0417 r>9 rrc< 




Method 


GEN SCAN 


OLal t 


9m ^ — 




End 


9194 




none 




Score 


. 68 




2016. .2218, 4115. .4355, 44 


81. 


.4601, 4740. .4855, 6132. .6463, 




6978. .7106, 8450. .8545, 91 


88. 


.9194 






56113 




Seq. ID 


OJ000313_11.0417.C5 




117443 




Strand 


+ 




2016 




End 


9194 


Name 


OJ000313 11.0417.C5.o2.np 




Method 


AAT/NAP 


Start 


2019 




End 


5251 




7489671 




Score 


931 


Exons 


2019. .2218, 4115. .4355, 4481. 


.4601, 4740. .4855, 5116. .5251 




hypothetical protein wali7 




wheat (fragment) 




gi | 451193 | gb | AAC374 16 . 1 1 (L28008.) wali7 [Triticum aestivum] 




gi| 1090845 |prf| I2019486B wali7 gene [Triticum aestivum] 


o e q . in o . 


56113 




Seq. ID 


OJ000313_11.0417.C5 


Gene No . 


117444 




Strand 


+ 


Start 


9781 




End 


10638 


Name 


OJ000313 ll.0417.C5.o4 . np 




Method 


AAT/NAP 


C-t- -a v-+- 


9781 




End 


10638 


bl 


6721507 




Score 


96 


Exons 


9781. .10044, 10290. .10353, 


10560. .10638 




(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


56113 




Seq. ID 


OJ000313_11.0417.C5 


Gene No. 


117445 




Strand 




O Lai L 


3859 




End 


9893 


Name 


OJ000313 11.0417.C5.o2.tm 




Method 


TBLASTX: Maize 


Of- 3 y-f- 


449 




End 


5893 




none 




Score 


90 




449.-547, 588. .773, 5588.. 


5800, 5729.. 


5893 




56113 




Seq. ID 


OJ000313_11.0417.C5 


Cano Mo 


117445 




Strand 




Start 


3859 




End 


9893 


Name 


OJ000313 11.0417.C5.ol.ts 




Method 


TBLASTX: Soybean 


C-j- o r -(- 
OLal L 


1991 




End 


4861 




none 




Score 


199 




1991.. 2167, 2004.. 2219, 4112. 


.4237, 41 


13. .4355, 4119. .4355, 




4298. .4357, 4481. .4603, 44 


89. 


.4602, 4739. .4765, 4765.-4857, 




4766. .4861 








Seq. No. 


56113 




Seq. ID 


OJ000313_11.0417.C5 


Gene No. 


117445 




Strand 




Start 


3859 




End 


9893 


Name 


OJ000313 11.0417.C5.ol.tc 




Method 


TBLASTX: Cress 


Start 


2010 




End 


4861 



56619 



GI 

Exons 



none Score 215 

2010. .2219, 2012. .2167, 4098. .4355, 4113. .4355, 4298. .4357, 

4480. .4602, 4481. .4603, 4739. .4765, 4766. .4861, 4768. .4857, 
4781. .4861 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



56113 

117445 

3859 

OJ000313_11. 
2011 
none 
2011. 
4112. 
4480. 
4771. 



.2052, 
.4204, 
.4602, 
.4884, 



0417.C5.ol.tm 



2012. 
4113. 
4738. 
5116. 



.2167, 2013. 

.4232, 4200. 

.4764, 4739. 

.5157, 5122. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2219, 2194 
.4355, 4203 
.4765, .4766 
.5247, 5207 



OJ000313 11. 0417. C5 



9893 

TBLASTX: Maize 
5247 
82 

.2223, 4112. 
.4343, 4469. 
.4858, 4768. 
.5239 



.4204, 
.4603, 
.4857, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56113 Seq. ID 

117445 Strand 
3859 End 
OJ000313JL1 . 0417 . C5 . o3 . np Method 
3859 End 
6598399 Score 
3859. .3917, 5632 . .'5798,* 9866 .. 9893 

(AC003952) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ000313_11.0417.C5 

9893 
AAT/NAP 
9893 
50 



Seq. No. 56114 Seq. ID 

Gene No. 117446 Strand 

Start 3358 , End 

Name OJ000313_11 . 04 17 . C6 . ol . gs Method 

Start 3358 End 

GI none Score 

Exons 3358.. 3446, 3697.. 3811 



OJ000313__11.0417.C6 
+ 

3811 
GENS CAN 
3811 
.43 



El 



OJ000313_11.0417.C6 
+ 

7852 
AAT/GAP 
7852 
130 



Seq. No. 56114 Seq. ID 

Gene No. 1174 47 A - Strand 

Start 77,59 . ■ End 

Name OJ000313_11 . 0417 . C6. ol . gp Method 

Start .7759 End 

GI 5867_1.R1084 ■ Score 

Exons 7759..78S2 

GI Descrip. 1 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE' 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 56115 Seq. ID 

Gene No. 117448 Strand 

Start 304 End 

Name OJ000313_11 . 0417 . C7 . ol . gs Method 

Start 304 --End , 

GI none Score 

Exons 304.. 528 



OJ000313_11.0417.C7 
+ 

528 

GENSCAN 
528 
. 9 



56620 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000313_11.0417.C7 



56115 

117449 Strand + 

2008 End 2215 

OJ000313_11 . 0417 . C7 . ol . np Method AAT/NAP 

2008 End. 2215 

6069646 Score 128 

2008. .2215 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 





Seq. No. 


56115 


Seq. ID 


OJ000313_11.0417.C7 




Gene No . 


1 1 Til Cfl 


Strand 


+ 




Start 


A O A Ci. 


End 


4613 




Name 


OJUUUolo 11 . 04 1 / . C / . ol . gp 


Method 


AAT/GAP 




Start 


A O A Q 

4z4 y 


End 


4613 




GI 


4oUoo 1.R10o4 


Score 


616 




Exons 


4z4 y . . 4 olo 








GI Descrip. 


14z(jyoz/gb I Uoloo 6 \ OKUbl 6o 5 I 


.Oe-21 Oryza rufipogon 






4 -coumarat e-CoA ligase gene, 


intron 1, 


partial sequence 1 


C3 


*Seq. No. 


56115' 


Seq. ID 


OJ000313_11.0417.C7 




Gene No . 


117451 


Strand 






Start 


1345 


End 


13059 . 




Name 


OJ000313 11.0417.C7.o2.gs 


Method 


GEN SCAN 




Start 


1345 


End 


13059 




bl 


none 


Score 


. 67 




Exons 


1345. .1477, 3217. .3352, 4404. 


.4454, 45( 


31- .4687, 4701. .6165, 






6269. .6344, 6855.. 6868, 7030. 


.7142, 8920. .9207, 9513. .9561, 






9997. .10143, 12966. .13059 








Seq. No. 


56115 


Seq. ID 


OJ000313_11.0417.C7 




Gene No. 


117451 


Strand 






Start 


1345 


End 


13059 




Name 


.OJ000313 11.0417.C7.o2.np • 


Method- 


AAT/NAP 




Start 


4700- 


End 


6600 


\ -J 


GI 


6862917 


Score 


635 




Exons 


4700. .4845, 4871. .5185, 5231. 


.5491, 5543. .6165, 6269. .6344, 






6571. .6600 








GI Descrip.. 


(AC018907) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


56115 


Seq. ID 


OJ000313_11.0417.C7 




Gene No. 


117451 


■Strand 






Start 


1345 ' 


End 


13059 




Name 


OJ000313 11.0417.C7.o2.gp 


Method 


AAT/GAP 




Start 


5339 


End 


5726 




GI 


none 


Score 


610 




Exons 


5339. .5726 







Seq. No. 56115 Seq. ID 

Gene No. 117451 Strand 

Start 1345 End 

Name OJ000313_1L. 0417 . C7 . o3 . gp Method 

Start 5736 End 

GI 26615 1.R1084 Score 



OJ000313_11.0417.C7 

13059 
AAT/GAP 
7030 
1370 



56621 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5736.. 6165, 6269.. 6344, 6571.. 6665, 6795.. 7030 
1 4097573 2.0e-10 (U64917) GMFP7 [Glycine max] 1 



56115 Seq. ID 

117452 Strand 

14023 End 

OJ000313_11 . 0417 . C7 . ol . tw Method 

5938 End 

none Score 



OJ000313_11.0417.C7 
14310 

TBLASTX: Wheat 

6299 

76 



5938.. 5991, 5953.. 5988, 6000.. 6020, 6029.. 6166, 6030.. 6170, 
6267. .6299, 6268. .6297 



Seq. No. 56115 Seq. ID 

Gene No. 117452 Strand 

Start 14023 End 

Name OJ000313_11 . 04 17 . C7 . ol . tm Method 

Start 5953 End 

GI none Score 
Exons 



OJ000313_11.0417.C7 
14310 

TBLASTX : Maize 

6347 

71 



5953. .5991, 5953. .6003, 6029. .6166, 6032. .6166, 6033. .6170, 
6267.. 6347, 6268.. 6345 



Seq. No. 56115 

Gene No. 117452 

Start 14023 ' 

Name - ■ , OJ000313_11 . 04 17 . C7 . ol . ts - 

Start 6032 

GI none 

Exons 6032.. 6166, 6036.. 6170, 6267. 

Seq. No. 56115 

Gene No. 117452 

Start 14023 

Name OJ000313_11 . 04 17 . C7 . ol . tc 

Start 6035 

GI none 
Exons 



Seq. ID OJ000313_11.0417.C7 
Strand 

End 14310 ' 

Method TBLASTX : Soybean 

End 6350 

Score 128 
.6350, 6268.. 6342 

Seq. ID OJ000313_11.0417 .C7 
Strand 

End 14310 

Method TBLASTX : Cress 

End 6354 

Score 94 



6035.. 6166, 6036.. 6170, 6267.. 6347, 6268.;. 6354 



Seq. No. 56115 

Gene No. 117452 

Start 14023 

Name OJ000313_11 . 0417 . C7 . o3 . gs 

Start 14023 

GI none 

Exons 14023. .14310 



Seq. ID OJ000313_11.0417.C7 
Strand 

End 14310 

Method GENSCAN 

End 14310 ... 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.- 
Gene No. 
Start 



56116 

117453 

1 

OJ000313_ll.0417.C8.ol.np 
1 

3980411 



OJ000313 11. 0417. C8 



Seq. ID 
Strand 

End 7989 
Method AAT/NAP 
End 7 98 9 

Score 55 

1..38, 1885. .2037, 4368. .4587, 7273. .7403, 7926. .7989 
(AC004561) putative . proline-rich protein [Arabidopsis thaliana] 



56116 

117453 

1 



Seq. ID OJ000313_11.0417.C8 
Strand 

End 7989 



56622 



Name 

Start 

GI- 

Exons 

GI De scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000313_11.0417 .C8.ol.gp 
874 

2312838 

874. .932,' 1133. .1159 
1420932/gb|U61383|ORU61383 



Method 

End 

Score 



AAT/GAP 

1159 

64 



7.0e-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence 

OJ000313 11. 0417. C8 



56116 
117453 
1 

OJ000313_11. 0417 .C8.ol.gs 

1370 

none 

1370.. 1587, 1661. 
4416. .4499, 4561, 



Seq. ID 
Strand 
End 

Method 

End 

Score 



1700, 1827. .2148, 2187 
4616, 4716. .4834 



7989 
GENSCAN 
4834 
.54 

2326, 3479. .3594, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313 11. 0417. C8 



56116 
117453 
1 

OJ000313_11.0417 .C8.o2.np 
5161 
7489383 

5161. .5379, 5780. .5986, 6787. .6939, 7675. .7712, 7948. .7989 
jacalin homolog - barley gi | 1167.955 | gb | AAA87042 . l.| (U43497) 
putative 32.7 kDa j asmonate-^induced protein [Hordeum vulgare] 
gi I 2465428 |gb| AAB72097.il (AF021257) 32 kDa protein [Hordeum 
vulgare] 



7989 
AAT/NAP 
7989 
476 





Seq. No. 


56116 








Seq. ID 


OJ000313 




Gene No. 


117453 








Strand 




H. Us 


Start 


1 








End 


7989 




Name 


OJ000313 11 


.0417 


.C8.o2. 


gs 


Method 


GENSCAN 


: Li. 


Start 


5164 








End 


6885 




GI 


none 








Score 


.45 


f 1 


Exons 


5164. .5385, 


6733 


. . 6885 








i, jl 


Seq. No. 


56116 - 








Seq. ID 


OJ000313 




Gene No. 


- 117453 








Strand 


_ • 




Start 


1 








End 


7989 




Name 


OJ000313 11 


.0417 


.C8.ol. 


tm 


Method 


TBLASTX: 


f ^ 


Start 


5336 








End 


6972 




GI 


none 








Score 


69 




Exons 


5336. .5383, 


5813 


.'.5917, 


5817. 


.5918, 5918..5980, 






6781. .6972, 


6788 


. .6934, 


6799, 


.6951 






Seq. No. 


56116 








Seq. ID 


OJ000313 




Gene No. 


117453 








Strand 






Start 


1 








End ' 


7989 




Name 


OJ000313 11 


.0417 


.C8.o3. 


gs 


Method 


GENSCAN 




Start 


7153 








End 


7433 




GI 


none 








Score 


.71 




Exons 


7153. .7433 














Seq. No. 


56117 








Seq. ID 


OJ000313_ 




Gene No. 


117454 ' 








Strand 


+ 




Start 


734 








End 


3448 




Name 


OJ000313 11 


.0417 


.C9.ol. 


gs 


Method 


GENSCAN 



,5974, 



56623 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



734 End 3448 

none Score .55 

734. .1087, 1899. .1981, 3331. .3448 



56117 
117455 
1 

OJ000313_11.0417.C9.ol.np 
1 

7489383 
1..37, 780.. 1060 

jacalin homolog - barley gi | 1167955 | gb | AAA87042 . 1 | (U43497) 
putative 32.7 kDa jasmonate-induced protein [Hordeum vulgare] 
gi|2465428|gb|AAB72097.1| (AF021257) 32 kDa protein [Hordeum 
vulgare] 



Seq. ID OJ000313_11.0417.C9 
Strand 

End 1060 

Method AAT/NAP 

End 1060 

Score 214 



Q&rf Mo 


56117 








Seq. ID 


OJ000313_11.0417 


.C9 


l^ono Mo 


117456 








Strand 






Start 


3334 








End 


3563 . 




Name 


OJ000313 11. 


0417 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


782 








End 


1033 






none 








■ Score 


119 






782. .865, 869. .1033 




f 








56117 








Seq. ID 


OJ0003I3_11.0417 


.C9 


f^pnp Mo 


117456 








Strand 






OLdl L 


3334 








End 


3563 




Name 


OJ000313. 11. 


0417 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3290 








End 


3563 




O X 


none 








Score 


125 




LAUilo 


3290. .3451, 


3290 


. .3328, 


3308. 


.3451, 3313. .3453, 3313. .3453, 




3524. .3562, 


3534 


. .3563 










Q^rr Mo 


56117 








Seq. ID 


OJ000313_11.0417 


.C9 




117456 








Strand 






Start 


3334 








End 


3563 




Name 


OJ000313 11. 


0417 


.C9.ol. 


9P ■ , • 


Method ' 


AAT/GAP 




Start 


3334 








End 


3563 




GI 


67687 1.R1084 






Score 


206 




Exons 


3334 . .3450, 


3534 


. .3563 










GI Descrip. 


'1420932/gbl 


U61383IORU61383 7 


.0e-21 Oryza rufipogon 






4-coumarate- 


■CoA 


ligase 


gene, 


intron 1 ; , 


partial sequence 


i 


Seq. No. 


56118 








Seq. ID 


OJ000313_11.0417 


.C10 


Gene No. 


117457 








Strand 


+ 




Start 


4365 








End 


5909 




Name 


OJ000313 11. 


0417 


.C10.o2 


. gs 


Method 


GENSCAN 




Start 


4365 








End 


5242 




GI 


none 








Score 


.93 




Exons 


4365. .4518, 


4995 


. .5085, 


5161. 


.5242 






Seq. No. 


56118 








Seq. ID 


OJ000313_11.0417 


.C10 


Gene No. 


117457 








Strand 


+ 




£tart 


4365 








End 


5 909 




Name 


OJ000313 11. 


0417 


.C10.o2 


. np 


Method 


AAT/NAP 




Start 


4398 








End 


5909 




GI 


7437846 








Score 


255 





56624 



Exons 4398. .4518, 5025. .5085, 5161. .5238, 5720. .5791, 5880. .5909 

GI Descrip. probable long-chain-fatty-acid — CoA ligase (EC 6.2.1.3) - rape 

gi| 1617274 | emb | CAA96522 . 1 | (Z72152) AMP-binding protein 

[Brassica napus] 



Seq. No. 56118 Seq. ID 

Gene No. 117457 Strand 

Start 4365 End 

Name OJ000313_11 . 04 17 . C10 . o3 . gp Method 

Start 5019 End 

GI uC-osflm202110cllbl Score 

Exons 5019.. 5085, 5161.. 5243 

GI Descrip. ' 161727 4 /emb | CAA9 6522 | 3.0e-28 (Z72152) AMP-binding protein 
[Brassica napus] 1 



OJ000313_11. 0417. C10 
+ 

5909 
AAT/GAP 
5243 
202 



Seq. No. 56118 Seq. ID 

Gene No. 117458 Strand 

Start 1093 End 2852 

Name OJ000313_11 . 041-7 ■. C10 . ol . np Method AAT/NAP 

Start 1093 End 2400 

GI 3850581 Score 342 

Exons 1093. .1275, 1427. .1509, 1924. .2032, 2274. .2400 

GI Descrip. . (AC005278) EST gb|N96383 cornea from this gene, 
thaliana] 



OJ000313 11. 0417. C10 



[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56118 

117458 

1093 

OJ000313_11 . 0417 . C10 . ol . gs 

1117 

none 



Seq. ID OJ000313JL1. 0417. C10 
Strand 

End 2852 

Method GENS CAN 

End '2852 
Score .85 



1117. .1275, 1427. .1509, 1836. .1880, 1924. .2032, 2274. .2347, 
2428. .2585, 2746.-2852 



Seq. No. 56118 

Gene No. 117458 

Start 1093 

Name OJ000313_11 . 0417 . C10 . ol . gp 

Start 1233 

GI 702145 

Exons 1233.. 1275, 1426.. 1509, 1924 
GI Descrip. 



OJ000313 11. 0417. C10 



Seq. ID 
Strand 

End 2852 
Method AAT/GAP 
End 2596 
Score 780 

2032, 2274. .2347, 2464. .2596 
3850581 1.0e-26 (AC005278) EST gb_N96383 comes from this gene. 
[Arabidopsis thaliana] 



•Seq. No. 56118 
Gene No. . 117458 
Start 1093 

Name OJ000313_11 . 0417 . C10 . ol . tm 

Start 1426 
GI none 

Exons 1426.. 1509, 1427.. 1510, 

1915. .2034, 1919. .2035, 
2271. .2360, 2459. .2521 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 11. 0417. C10 



2852 

TBLASTX: Maize 
2521 
96 

1427. .1510, 1428. .1511, 1902. .2024, 
1919. .2038, 2239. .2346, 2269. .2349, 



Seq. No. 
Gene No. 
Start 



56118 

117459 

5022 



Seq. ID 

Strand 

End 



OJ000313 11. 0417. C10 



5907 



56625 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000313 11.0417.C10.o2.tm 



Method T BLAST X : Maize 



5022 End 5907 

none Score 59 

5022. .5084, 5026. .5076, 5027. .5086, 5146. .5229, 5159. .5236, 

5160. .5228, 5161. .5244,' 5717. .5791, 5721. .5792, 5721. .5861, 

5722. .5799, 5863. .5907 



56119 

117460 

139 

OJ000313_11. 0417.Cll.ol.tc 

123 
none 



Seq. ID OJ000313_11.0417.C11 

Strand +. 

End 1976 

Method TBLASTX : Cress 

End 1057 

Score 63 



123. .242, 138. .245, 139. .246, 139. .252, 320. .379, 321. .401, 
795. .872, 962. .1057 



56119 

117460 

139 

OJ000313_11.0417.Cll.ol.tm 

136 

none 



Seq. ID OJ000313_11.0417.C11 



Strand 
End 

Method 

End 

Score 



+ . 
1976 

TBLASTX: Maize 

1062 

181 



136. .246, 139. .237, 320. .397, 321. .401, 325. .402, 798. .872, 
816., 872, 824.. 877, 962.. 1057, 966 . .'1058,,- 970 1062 



Se'q. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



56119 Seq. ID OJ000313_ 

117460 Strand + 

139 ' End 197 6 

OJ000313_11 . 04 17 . Cll . ol . np Method AAT/NAP 
139 End 1976 

6671960 Score 235 

139. .244, 322. .398, 971. .1061, 1868. .1976 
(AC013454) putative long-chain-f atty-acid--CoA ligase 
[Arabidopsis thaliana] 



11. 0417. Cll 



56119 
117460 
139 

OJ000313_11.0417.Cll.ol.gp 
148 

uC-osrocyp010a04bl 
148. .244, 322. .421 
' 1617274/emb|CAA96522| 6.0e-33 
[Brassica napus] ' 

56119 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ00'0313_ 
+ 

1976 
AAT/GAP 
421 
2 64 



11. 0417. Cll 



[Z72152) AMP-binding protein 



117460 
139 

OJ000313_11.0417.Cll.ol.gs 

294 

none 



Seq. ID OJ000313_11.0417.C11 
Strand + - 



End 

Method 

End 

Score 



1976 
GENSCAN 
1934 
.4 



294. .398, 825.-869, 971. .1057, 1802. .1934 



56120 ' Seq. ID 

117461 Strand 
632 End 

OJ000313 11.0417.C12.ol.ts Method 



OJ000313_11.0417.C12 
+ 

1464 

TBLASTX: Soybean 



56626 



Start 
GI 

Exons 



586 End 1464 

none Score 70 

586. .717, 631. .711, r 632..730, 845. .949, 856. .978, 1110. .1283, 
1120. .1257, 1128. .1259, 1332. .1391, 1336. .1464, 1337. .1456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56120 

117461 

632 

OJ000313_11 . 04 17 . C12 . ol . np 
632 

6671960 



Seq. ID OJ000313_11.0417.C12 

Strand + 

End 1464 

Method AAT/NAP 

End 1464 

Score 485 



632. .720, 853. .941, 1127. .1256, 1348. .1464 

(AC013454) putative long-chain-fatty-acid — CoA ligase 

[Arabidopsis thaliana] 



Seq. No. 56120 

Gene No. 117461 

Start 632 

Name' OJ000313_11 . 0417 . C12 . ol . gs 

Start 853 

GI none 
Exons 



Seq. ID OJ000313_11.0417.C12 

Strand + 

End 1464 

Method GENSCAN 

End 1428 

Score . 6 



853. .941, 1127. .1256, 1348. .1428 



Seq. No. 56120 

Gene No. 117461 

Start 632 

Name OJ000313_11 . 04 17 . C12 . ol . tm 

Start 863 

GI none 
Exons 



Seq. ID OJ000313_11.0417.C12 

Strand' + . 

End 1464 

Method TBLASTX : Mai ze 

End 1464 

Score 131 



863. .949, 863. .928, 864. .929, 1110. .1259, 1120. .1257, 
1125. .1259, 1336. .1464, 1337. .1462, 1348. .1464 



Seq. No. 56120 

Gene No. 117461 

Start 632 

Name OJ000313_11 . 0417 . C12 . ol . gp 

Start 1129 

GI 568356 

Exons 1129.. 1256, 1348.. 1464 

GI Descrip. 1617274 /emb | CAA96522 | 2.0e-49 (Z72152) AMP-binding protein 
[Brassica napus] 



Seq. ID OJ000313_11.0417.C12 

Strand + 

End 1464 

Method AAT/GAP 

End 1464 

Score 4 66 



Seq. No. 56120 

Gene No. 117461 

Start 632 

Name OJ000313_11 . 04 17 . C12 . ol . tc 

Start 1189 

GI none 
Exons 



Seq. ID OJ000313_11.0417.C12 

Strand ■ + 

End !* 14 64 

Method TBLASTX : Cress 

End 14 64 

Score 85 



1189. .1257, 1189. .1257, 1337. .1462, 1339. .1464, 1348. .1464 



Seq. No. 56121 

Gene No. 117462 

Start 1 

Name 0 J00'0313_ll .0417. C13 . ol . gp 

Start 1 

GI LIB3434-005-P1-K1-E4 

Exons 1 . . 148 



Seq. ID OJ000313_11.0417.C13 

Strand + 

End 148 

Method AAT/GAP 

End 148 

Score 289 



56627 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



' 1617274 /emb | CAA96522 | 2.0e-10 (272152) AMP-binding protein 
[Brassica napus] 1 



56121 Seq. ID 

117463 ; .*.*.'■ Strand 

64 9 End 

OJ000313_11 . 04 17 . C13 . ol . np Method 

64 9 End 

7437846 Score 



OJ000313_11.0417.C13 
+ 

9184 
AAT/NAP 
1529 
386 

1416, 1490.. 1529 



649.. 761, 839.. 925, 1150.. 1233, 1330 
probable long-chain-fatty-acid — CoA ligase (EC 6.2.1.3) 
gi|1617274|emb|CAA96522.1| (Z72152) AMP-binding protein 
[Brassica napus] 



rape 



56121 Seq. ID 

117463 Strand 

64 9 End 

OJ000313_11 . 0417 . C13 . ol . gs Method 

822 . End ■■ 

none ' * Score 



OJ000313_11.0417.C13 
+ 

9184 
GENSCAN 
8958 . * 
.79 



822. .925, 1147. .1233, 1330. .1457, 5128 .. 5315, . 5423 5530, 
6408. .6499, 664 6 67 17 , 6811 .. 684 9, 7792. .7837, 8188. .8204, 
8237.-. 8329, 8411. .8479, 8571. .8649, 8735. .8958 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



56121 Seq. ID 

117463 Strand 

64 9 End 
OJ000313_11 . 0417 . C13 . o2 . gp Method 

840 End 

LIB34 34-052-P1-K1-B11 Score 
840. .925 

1 1617274 /emb | CAA96522 | 8.0e-22 (Z72152) AMP-binding protein 
[Brassica napus] 1 



OJ000313_11.0417.C13 
+ 

9184 
AAT/GAP 
925 
157 



OJ000313__11.0417.C13 

+ 



56121 Seq. ID 

117463 4 Strand 

64 9 ■ V * End 9184- 

OJ000313_11.0417.C13.o3.gp Method" AAT/GAP 

1147 End 1372 

LIB3434-052-P1-K1-B11 Score 198 
1147. .1233, 1330. .1372 

' 1617274/emb|CAA96522| 8 . 0e-22 (Z72152) AMP-binding protein 
[Brassica napus] f 



56121 

117463 

649 

OJ000313_11.0417.C13.o4 . gp 



Seq. ID OJ000313_11.0417.C13 

Strand + 

End 9184 

Method AAT/GAP 

End 1858 

Score 84 3 



1334 
3767955 

1334. .1416, 1490. .1858 
1617274/emb|CAA96522| l v 0e-09 (Z72152) AMP-binding protein 
[Brassica napus] 



56121 

117463 

649 



Seq. ID OJ000313_11.0417.C13 
Strand + 
End 9184 



56628 



Name 

Start 

GI 

Exons 



GI Descrip. 



OJ000313_11 . 0417 . C13 . o2 . np Method AAT/NAP 
5431 End 9184 

7229683 Score 1289 

5431. .5530, 6408. .6499, 6646. .6717, 6811. .6849, 7019. .7076, 
7162. .7207, 7792. .7837, 7926. .7987, 8089. .8155, 8237. .8329, 
8411. .8479, 8571. .8649, 8735. .8901, 9143. .9184 
(AF234170) DMC1 protein [Hordeum vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56121 

117464 

9891 

OJ000313_11. 0417 .C13.ol.tm 

647 

none 



Seq. ID OJ000313_11. 0417 .C13 
Strand 

End 11912 

Method TBLASTX : Maize 

End 1586 

Score 180 



647. .760, 648. .761, 651. .761, 652. .762, 808. .924, 839. .925, 
842. .958, 1144. .1233, 1145. .1231, 1149. .1235, 1150. .1236, 
1320. .1418, 1327. .1419, 1329. .1421, 1463. .1585, 1484. .1561, 
1488. .1586, 1489. .1584 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI * 
Exons 



C3 

m 
ru 

Q 

la 
ru 

= 

N - " 

Seq. No. 
W Gene No. 
£3 Start 
£3 Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56121 

117464 

9891 

OJ000313_11.0417.C13.o2.ts 
647 

none v 



Seq. ID OJ000313_11.0417.C13 
Strand 

End 11912 

Method TBLASTX: Soybean 

End 1585 

Score 178 



647. .760, 648. .761, 657. .761, 808. .978, 839. .937, 1147. .1236, 
1152. .1229, 1317. .1418, 1327. .1419, 1463. .1585, 1489. .1563 



56121 

117464 

9891 

OJ000313_11.0417.C13.o2.tc 

1147 

none 



Seq. ID OJ000313_11.0417.C13 
Strand 

End 11912 

Method TBLASTX : Cress 

End 1585 

Score 83 



1147. .1236, 1149. .1229, 1311. .1415, 1327. .1419, 1463. .1585, 
1484. .1543 



56121 

117464 

9891 

OJ000313_11.0417.C13.ol.tw 

1149 

none 

1149. .1232, 1149. .1268, 1150, 
1329. .1421, 1463. .1594, 1481. 



Seq. ID OJ0*00313_11.0417 : .C13 
Strand 

End 11912 
Method TBLASTX: Wheat 
End 1614 
Score 110 

.1236, 1320. .1418, 1327. .1419, 
.1564, 1489. .1614, 1489. .1614 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56121 

117464 

9891 

OJ000313_11. 

6388 

none 

6388. .6498, 
6817. .6849, 
7923. .7985, 
8237. .8332, 
8704. .8904, 



0417.C13.ol.ts 



6398. 
7010. 
7925. 
8404 . 
8733. 



.6499, 6425. 

.7099, 7161. 

.7984, 8089. 

.8478, 8411. 

.8900, 8743. 



Seq. ID OJ000313_11.0417.C13 
Strand 

End 11912 

Method TBLASTX : Soybean 

End 8906 

Score 154 

.6499, 6642. .6713, 6646. .6717, 
.7208, 7766. .7840, 7777. .7839, 
.8154, 8090. .8158, 8236. .8328, 
.8479, 8568. .8648, 8570. .8641, 
,8904, 8748. .8906 



56629 




Seq. No. 


56121 








Seq. ID 


OJ000313 


_11.0417.C13 




11 / 4 04 








Strand 






Of arl" 
OLdl L 


Qft Q1 

-70 -? X 








End 


11912 






o.tooo^i ^ 1 1 

wu yuujij x x . 


04 17 


• x _) . <j o 




Method 


TBLASTX: 


ndlZ>c 


o Lai u 


77 QO ~ 








End 


8464 




(IT 


i h_ji it; 








Score 


71 




Exons 


77Qn 7ft40 


7Q9^ 


7 Qft R 


ft 0Q0 


,8158, 8237.. 8287, 


ft 4 1 1 ft 4 64 
O 4 X X . .0404 


Con Mo 


R61 91 








Seq. ID 


OJ000313 


11 0417 n ^ 

11 . U41 / .tlJ 


Gene No. . 


117464 








Strand 






Start 


9891 








End 


11912 




Mania 


d.tooo^i ^ ii 

UuUUU Jl J XX. 


04 17 

U *i X / 


PI ^ n1 




Method 


TBLASTX: 


^rsss 


OLdlL 


7QR9 ~~ 








End 


8762 






none 








Score 


41 






7QR9 7QR4 


7QR^ 


7 Qft R 


ft OftQ 
o u o _? . 


.8130, 8090.. 8122, 


ft 9^6 ft ^9ft 




ft9^7 ft^9 


ft 4 1 0 
o 4 x u 


ft 4 7 R 


ft 4 1 1 

O 4 X X . 


.8479, 8568. .8648, 


ft R70 ft 64 7 
0 J /U . .004 / , 




ft 7 ^ ^ ft 7 69 














Seq. No. 


56121 








Seq. ID 


OJ000313 


_11.0417.C13 


Gene No. 


117464 








Strand 






Start 


9891 








End 


11912 




Name 


• OJ000313 11. 


0417 
**„ 


.C13.o3 


np 


Method 


AAT/NAP 




Start 


9891 . 








End 


11912 




GI 


6539567 








Score 


101 




Exons 


9891. .10011, 


10053. .10310, 11 


863. .11912 





GI Descrip. (AP000836) EST C72938 (E2506) corresponds to a region of the 

predicted gene.; Similar to Arabidopsis thaliana chromosome I 
BAC T5A14 genomic sequence; unknown protein (AC005223) [Oryza 
sativa] 



Seq. No. 


56121 


Seq. ID 


OJ000313JL1.0417 


.C13 


Gene No. 


117465 


Strand 






Start 


12666 


End 


13077 




Name 


OJ000313 11.0417 .C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


12666 


End 


13077 




GI :% ; ",. 


none 


Score 


88 




Exons 


12666. . 12803, 12889. .13077 








Seq. No. 


56122 


Seq. ID 


OJ000223_18.0417 


.CI 


Gene No. 


117466 


Strand 


+ 




Start 


3145 


End 


5982 




Name 


OJ000223 18.0417.Cl.o2.gs 


Method 


GENSCAN 




Start 


3145 


... End 


5982 




GI 


none 


Score 


.5 




Exons 


3145. .3264, 3419. .3575, 5215 


..5276, 5683.. 5982 




Seq. No. 


56122 


Seq. ID 


OJ000223_18.0417 


.CI 


Gene No. 


117467 . 4 


Strand 






Start 


1 


End 


1439 




Name 


OJ000223 18.0417.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


585 




GI 


7485529 


Score 


165 




Exons - 


1..318, 346..58S 








GI Descrip. 


hypothetical protein F16A16. 


130 - Arabidopsis thaliana 





gi|4218122|emb|CAA22976.1| (AL035353) putative protein 
[Arabidopsis thaliana] gi | 7269731 | emb | CAB814 64 . 1 | (AL161573) 



56630 



putative protein [Arabidopsis thaliana] 



Seq. No. 56122 Seq. ID 

Gene No. 1174 67 Strand 

Start 1 End 

Name OJ000223_18 . 04 17 . CI . ol . gs Method 

Start 77 End 

GI none Score 

Exons 77.". 581, 1397.. 1439 



OJ000223_18.0417.C1 

1439 
GENSCAN 
1439 
.65 



Seq. No. 56122 Seq. ID 

Gene No. 117468 Strand 

Start , 6868 End 

Name OJ000223_18 . 0417 . CI . o3 . gs Method 

Start 6868 End 

GI none Score 

Exons 6868.. 6944, 7274.. 7436 



OJ000223_18.0417.C1 

7436 
GENSCAN 
7436 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56123 Seq. ID OJ000223_18 . 04 17 . C3 

117469 ~ ' Strand + 

1219 End 1733 

OJ000223_18 . 0417 . C3 . ol . np Method AAT/NAP 

1219 End 1733 

2129478 Score 103 

1219.. 1733 - - 

chitinase (EC 3 . 2 . 1 . 1*4 ) precursor - beet gi | 488731 1 emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi | 829258 | emb | CAA5694 6 | 
(X81056) Chitinase [Beta vulgaris] 



56124 Seq. ID 

117470 Strand 

1 End 

OJ000223_18 . 0417 . C4 . ol .np Method 

1 End 

7444451 Score 

1..446, 2872. .2933, 



OJ000223_18. 
+ 

8328 
AAT/NAP 
8328 
4257 



0417. C4 



4698.. 8328 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 258 6082 | gb | AAB82754 . 1 | 
retrofit [Oryza longistaminata] 



(U72725) 



Seq. No. 56124 Seq. ID 

Gene No. .117471 Strand 

Start 10563 End 

Name OJ000223_18 . 04 17 . C4 . o2 . np Method 

Start 10563 ■• End 

GI 3687240' Score 

Exons 10563. .10587, 11701.. 12815 

GI Descrip. (AC005169) putative disease resistance protein [Arabidopsis 
thaliana] 



OJ000223_18.0417.C4 
+ 

13108 
AAT/NAP 
12815 . . 
340 



Seq. No. 56124 Seq. ID OJ000223 

Gene No. 117471 Strand + 

Start 10563 End 13108 

Name OJ000223_18 . 04 17 . C4 . ol . gp Method AAT/GAP 

Start 11943 End 12483 

GI 65052_1.R1084 Score 1024 

Exons 11943. .12483 



18. 0417. C4 



56631 



GI Descrip. 1 3687240 1.0e-12 (AC005169) extensin-like protein [Arabidopsis 
thaliana] ' 



Seq. No. 56124 
Gene No. 117471 
Start 10563 

Name OJ000223_18 . 04 17 . C4 . o2 . gp 

Start 12461 
GI 65125JL.R1084 
Exons 12461. . 13108 

GI Descrip. '2781362 5.0e-12 (AC003113) F2401.18 [Arabidopsis thaliana] 
>gi_5454187_gb_AAD43602.1_AC005698_l (AC005698) T3P18.1 
[Arabidopsis thaliana] 1 



Seq. ID OJ000223_18.0417.C4 

Strand + 

End 13108 

Method AAT/GAP 

End 13108 

Score 1265 



Seq. No. 56124 

Gene No. 117472 

Start 13339 

Name OJ000223_18 . 04 17 . C4 . o5 . tm 

Start 5 

GI none 

Exons 5.. 310, 12.. 311 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 

Method TBLASTX : Mai ze 

End 311 

Score 307 



Seq. No. 56124 

Gene No. 117472 

Start 13339 

Name OJ000223_18 . 0417 .C4 . o5 . tw 

Start 141 

GI none 

Exons 141. .440, 173.. 436 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 

Method ' TBLASTX: Wheat 



End 
Score 



440 
243 



Seq. No. 56124 

Gene No. 117472 

Start 13339 

Name OJ000223_18 . 0417 . C4 . o7 . tm 

Start 4792 

GI none 
Exons 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 

Method TBLASTX: Maize 

End .5058 

Score 109 



47-92. -.4929, 4819. .4929, 4-914 .. 4967, - 4915 . . 5058, 4945. .5058 



Seq. No.> 56124 

Gene No. 117472 

Start 13339 

Name . OJ000223_18 . 04 17 . C4 . o2 . tw 

Start 4881 

GI none 

Exons 4881.. 5267, 4897.. 5265 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 

Method TBLASTX : Wheat " 

End 5267 

Score 34 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56124 

117472 

13339 

OJ000223_18.0417.C4 .o4.tw 

5554 

none 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 

Method TBLASTX : Wheat 

End 6168 

Score 154 



5554.. 5736, 5583 . ..$335, ' 5761 5955, 57.97.. 5958, 5962.. 6024, 
6061. .6168 - ■ 



Seq. No. 
Gene No. 



56124 
117472 



Seq. ID OJ000223_18.0417.C4 
Strand 



56632 



Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

f * s Seq. No. 

^ Gene. No. 

-;3 Start 

[Fl Name 

fij Start 

Exons 
~'f GI Descrip. 

fjj Seq. No. 
- Gene No. 
t<2 Start 

Name 
y Start 

H: GI 

k3 Exons' 

-3 

Seq. No. 
ia? Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



13339 End 

OJ000223_18.0417.C4.o6..tm " Method 
5715 End 
none Score 



17387 

TBLASTX: Maize 

6176 

68 



5715. .5822, 5749. .5838, 5815. .6174, 5823. .6176 

OJ000223 18. 0417. C4 



56124 
117472 
13339 

OJ000223_18 . 04 17 . C4 . ol . tc 

5740 

none 

5740. .6201 

56124 

117472 

13339 

OJ000223_18.0417.C4.o4.ts 

5740 

none 

5740. .6186 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



17387 

TBLASTX: Cress 

6201 

333 



OJ000223_18.0417.C4 
17387 

TBLASTX : Soybean 

6186 

250 



56124 

117472 , " 

13339 

OJ000223_18. 0417 .C4.o2.ts'- 

6798 

5509260 

6798. .7286, 6935. .7084, 7124. 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 

Method TBLASTX : Soybean 

End J7286 

Score 362 
.7285 



56124 

117472 

13339 

OJ000223_18.0417.C4.o8.tm 

684 6 

none 

6846. .7097, 6893. .7090 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 
Method TBLASTX: Maize- 
End 7097 
Score • 197. 



56124 

117472 

13339 

OJ000223_18.0417.C4.o3.tc 

6915 

none 

6915. .7184, 6929.' .7183 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387.. 
Method TBLASTX : Cress 
End . 7184 
Score ' 253 



56124 

117472 

13339 

OJ000223_18 . 0417 .C4 .o3. tw 

6981 

none 

6981. .7289^,, 6983. .7063, 7124, 

56124 
117472 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 

Method TBLASTX : Wheat 

End 7477 

Score 251 
.7183, 7301. .7477 

Seq. ID OJ000223_18.0417.C4 
Strand 



56633 



Start 
Name 
Start 
GI 

Exons 



13339 End 

OJ000223_18.0417 .C4 .o3. tm Method 

7098 End- 

none Score 
7098.. 7304, 7292, .7543 ' 



17387 

TBLASTX: Maize 

7543 

199 



Seq. No. 56124 

Gene No. 117472 

Start 13339 

Name- OJ000223_18 . 04 17 . C4 . ol . tw 

Start 7478 

GI none 
Exons 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 

Method TBLASTX : Wheat 

End 7917 

Score 51 



7478. .7513, 7522. .7917, 7533. .7916 



Seq. No. 56124 

Gene No. 117472 

Start . 13339 

Name OJ000223_18 . 0417 . C4 . o2 . tm 

Start 7672 

GI none 
Exons 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 

Method TBLASTX : Maize 

End 8277 

Score 270 



7672.. 8103, 7686.. 8018, 8100.. 8198, 8101.. -8277 



Seq. No. 
Gene No. 
Start ,. 
Name 
Start 
GI 

Exons 



56124 
'""117472 
13339 

OJ000223_18.0417'.C4 .ol.ts 

7681 

none 



Seq. ID OJ000223_18.0417.C4 
Strand 

End * "17387 ' 

Method TBLASTX : Soybean 

End 8277 

Score 493 



7681.. 8277, 7683.. 7808, 7869.. 8267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56124 

117472 

13339 

OJ00.0223_18 . 04 17 . C4 . o5 . tc 

7879 

none 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 

Method TBLASTX: Cress 

End 8304 

Score 56 



787-9. .7944, 7954. .8082, 8110.. 8304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56124 

117472 

13339 

OJ000223_18.0417.C4 .o6.tw 

7954 

none 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 

Method TBLASTX ; Wheat 

End 8280 

Score 85 



7954.. 8079, 7960.. 8055, 8098.. 8280, 8109.. 8279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56124 

117472 

13339 

OJ000223_18.0417 .C4 .ol.tm 

11638 

none . 



Seq. ID OJ000223_18.0417.C4 
Strand 

End 17387 

Method TBLASTX : Mai ze 

End 12503 

Score 93 



11638. .11724, 11678. . 11779, 11685 .. 11987 , 117 18 .. 11 966, 
11723. .11986, 11967. . 12059, 12167 .. 12502 , 12168 .. 12503, 
12168. .12503 



Seq. No. 



56124 



Seq. ID OJ000223_18.0417.C4 



56634 



Gene No. 


117472 




Strand 






OLall 


i j j j" 




End 


17387 




Name 


pitooo997 i q nzi i ca 


. 04 . tC 


Method 


TBLASTX: 


bres s 


o tart. 


11 / Uj 




End 


11981 




P T 


none 




Score 


104 






11707 11ft17 1177c; 

11 / UO . . HOlJ; X X / J .J 


1 1 ft 1 9 

. . X X O XZ , 


11810. .11956, 11823 


1 1 Qftl 

• * X X _/ O X 


beq. wo. 


D OlZ. H 




Seq. ID 


OJ000223 


i ft c\a i 7 

1 0 . U fi 1 / 


Gene No. 


117472 




Strand 






Start 


13339 




End 


17387 




Name 


PT000997 ift ozii7 pzi 

UJUUUZZ J 10. U41 / . bfi 




Method 


TBLASTX: 


oOyUcall 


btart 






End 


12749 




P T 


none 




Score 


61 




Exons 


1 1 QOO 1 1 Qp/ 19901 
1 1 i?ZZ . . 11?04 / XZZ U X 


1 9 790 


12347. .12550, 12348 


1 9 R 

■ . 1 Z O O O , 




1 OQQ/ 19R£fi 19Rft^ 
1Z j04 . . IZjOO/ 1^ JO J 


1 9 7 Zi Q 

• • 1 Z / *a .7 , 


12585. .12698, 12602 


1 97Zlft 

■ . X Z / H O 


Q q/v NT 

o e q . in o . 


JD1Z4 




Seq. ID 


OJ000223 


1ft OZl 1 7 

X O ■ VJ *± X / 


Gene No. 


117472 




Strand 






Start 


13339 ' 




End 


17387' - 




Name 


OT000997 1ft Odl 7 CA 
UOUUUti J 10.U41 / ,^4 


• UZ • L,(— 


Method 


TBLASTX: 


tlcob 


ouart * 


1ZZ / J 




End 


12674 




bl 


none 




Score 


40 




Exons 


19977 1979Q 1997Q 

izz/o. . iz j^y, izz / y 


1 9 70 R 


12347. .12541, 12384 


1 9 c p 7 
. . IZjO / , 




1 9R7Q 1 9 £7/1 
1Z j / j . .lZD/f± 










beq. no. 


cci 9/1 




Seq. ID 


OJ000223 


i o n a i 7 
1 O . U 4 1 / 


Gene No. 


117472 




Strand 






Start 


13339 




End 


17387 




Name 


PT000997 1 q n/n p>i 

UuUUUZZ J lo.U41/.bfl 


. o4 . tm 


Method 


TBLASTX: 


Slai ze 


otart 


Iz OU4 




End 


12793 




P T 


none 




Score 


92 




Exons 


1 9cri/l 1 9C£;n 19RO/1 


. . IZjj / , 


12506. .12559, 12543 


1 9 R 7 9 

. . IZj / z, 




19RR7 197R7 1 9RC1 
1Z jj / . . Iz / D / , IZOOl 


1 9 7 R Q 
. . 1Z / 0 0 , 


12583. .12792, 12590 


1 9 7 Q 7 

. . iz / yo 


Seq. No. 


56124 




Seq. ID 


OJ000223 


_18.0417 


Gene No. 


117472' 




Strand 






Of a >-+- 


1 777Q 




End 


17387 




Name 


P1T000997 ir ozii7 pzi 


. oz . qs 


Method 


GENSCAN 




OtdlU 


1 7 OO Q ~ '* 




End 


17387 




bl 


none 




Score 


.4 




Exons 


1 777Q 1 7R7Q 17^7^ 
Ijjjj. .1-jOj:?, Ijj / j 


1 A 00Q 
. . 1 H U U :7 , 


15305. .15443, 17167 


1 7 7ft 7 
. . 1 1 JO / 


Oct]. LN U . 


56125 




Seq. ID 


OJ000223 


1ft OZl 1 7 

1 O . U H 1 / 


Gene No. 


117473 




Strand 


+ 




Start- 


96 




End 


1736 




Name 


OJ000223' 18. 0417. C5 


. ol . np 


Method 


AAT/NAP 




C +- n v* f- 

b u ar l 


96 




End 


1736 




PT 
bl 


7339707 




Score 


54 




IT 1 V7 /"\ y* C 


96. .188, 459. .672, 1697. .1736 






bi Ucborip . 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


56125 




Seq. ID 


OJ000223 


_18.0417 


Gene No. 


117474 




Strand 






Start 


357 




End 


2751. 




Name 


OJ000223 18. 0417. C5 


ol . qs 


Method 


GENSCAN 




Start 


357 




End 


2751 




GI 


none- 




Score 


.53 





56635 




Exons 


OC7 C "3 O QCQ 1 HQO 1 1 QQ 

jo / . . Doz, yoy..iuoo, iioy . . 


1 H OZ , 1 jOU . 




1 7 7 "3 




9H£d 9RQ4 9^9^ 97R1 








Seq. No. 


56126 


•Seq. ID 


OJ000223_18 


.0417. C6 


Gene No. 


117475 


Strand 






Of a yf 


1 47 


TTr»H 

iijna 


I 1 A £ 

I I Q 0 




Name 


^700099^ 1 Q 0 4 1 7 P£ r-il rro 

ujuuuz^ j J.0 . ufi i / . . oi . gs 


Method. 


btilNoU/iN 




Cf -i >~f 


1/17 
1*1/ 


bnu 


1 ± 4 O 




C T 


none 


Score 


R 7 






147 707 Q79 114fi 
-L fi / . . / U / , y . . 111D 








Seq. No. 


56127 


Seq. ID 


OJ000223_18 


.0417. C7 


Gene No. 


117476 


Strand 






Cf a >~f 




T7 1 -n #~J 

Lna 


JOlU 




Name 


riTnnnoo"? i o n^i7 n aO /-»e< 
UJUUUZZ j lo . U^i 1 / . L / . . gs 


Method 


C U 1 M c 7\ KF 




otart 


Z D jU 


rjna. 


00 1U 




p t 


none 


Score 


. O 0 






6 jjU • . JOlU 








Seq. No. 


56127 


" Seq. ID 


OJ000223_18 


.0417. C7 


Gene No. 


117477 


Strand 






Of a v-4- 


4982 


End 


DU U / 




Name 


OJ000223 18.0417.C7.o3.gs 


•Method 






O-l i -vf 

btart 


4*982 . 


End " 


CLC\C\~l 

OUU / 




P T • 


none 


Score 


7 7 




Exons 


4982. .5048, 5183. .5375, 5926. .6007 






Seq. No. 


56128 


Seq. ID 


OJ000223_18 


.0417. C8 


Gene No. 


117478 


Strand 






Cf -K-f 


1 


End 


/JOT 




Name 


OJ000223 18.0417.C8.ol.gp 


Method 


7\ 7\ rn //"• 7\ rj 

AA 1 / CaAF 




C -) i -K-f 

otdrt 


1 


End 






P T 


4107133 


Score 


617 




Exons 


1. .339 








Seq. No. 


56128 


Seq. ID 


OJ000223_18 


0417. C8 


Gene No. 


117478 


Strand 






Of -a ~f 


1 


End 


433 




Name 


OJ000223 18.0417.C8.ol.tm 


Method 


TBLASTX : Maize 


Of -w-f 


128 


End 


433 




PT ' 


none 


Score 


149 




IJAUilb 


128. .184, 260. .424, 292. .423, 305. .433 






oeq . ino . 


56129 


Seq. ID 


OJ000223 18 


0417. Cll 


Gene No. 


117479 


Strand 


+ 




Start 


855 


End 


10024 




Name 


OJ000223 18.0417.Cll.ol.gs 


Method 


GENSCAN 




Cf 3 y~f 


855 


End 


6295 




bl 


none 


Score 


.58 




Exons 


855. .889, 1585. .1612, 2695. 


.2801, 3313 


..3356, 3670. 


.3809, 




3842. .4955, 5094.. 6295 








Seq.. -No. 


56129 


Seq. ID 


OJ000223_18. 


0417. Cll 


Gene No. 


117479 


Strand 


+ 




Start 


855 


End 


10024 




Name 


OJ000223 18.0417.Cll.ol.np 


Method 


AAT/NAP 




Start 


3176 


End 


3637 





56636 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5042454 Score 184 

3176.. 3356, 3584.. 3637 

(AC007789) putative polyprotein [Oryza sativa] 



56129 Seq. ID 

117479 Strand 

855 End 

OJ000223_18 . 04 17 . Cll . o3 . np Method 

3869 End 

7228457 Score 



OJ000223_18. 0417. Cll 
+ 

10024 
AAT/NAP 
10021 
9352 



3869. .4235, 4297. .6232, 6296. .7130, 7253. .8404, 8471. .10021 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 56129 Seq. ID 

Gene No. 117479 Strand 

Start 855 End' 

Name ^ OJ000223_18 . 0417 . Cll . o2 . gs Method 

Start 6359 End 

GI none Score 

Exons 6359.. 10024 



OJ000223_18. 0417. Cll 
+ 

10024. 
GENSCAN 
10024 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



56129. . ; Seq. ID 

117480 Strand 
12029 . End 

OJ000223_18 . 04 17 . CI 1 . ol . gp Method 
12029 End 
5816518 Score 
12029. .12134 

4521193/db j | AB013450 . 1 | ABO 134 50 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ000223 18. 0417. Cll 
+ 

12134 
AAT/GAP v 
12134 
170 



56129 Seq. ID 

.117481 Strand 
18045 End 
•OJ000223_18 . 0417 .Cll . o2 . gp Method 
18045 End 
5816518 ' Score 

18045. .18150 

4521193/dbj IAB013450. 1 IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ000223_18. 0417. Cll 
+ 

18150 
AAT/GAP 
18150 
166 



56129 ■ Seq. ID 
117482 Strand 
20491 End 22563 

OJ000223_18. 0417 .Cll. o5.np Method AAT/NAP 
20491 End 21922 

5042454 Score 223 

20491. .20565, 20736 .. 20791, 21468 .. 21640, 21869. 
(AC007789) putative polyprotein [Oryza sativa] 



OJ000223_18. 0417. Cll 



.21922 



56129 
117.482 
20491 * 

OJ000223_18 .0417 .Cll. o6.np 
20819 



Seq. ID^,OJ000223_18.0417.C11 
Strand * + 
End 22563 
Method AAT/NAP 
End 21922 



56637 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5042454 Score 180 

20819. .21240, 214 66 21640, 21869.. 21922 
(AC007789) putative polyprotein [Oryza sativa] 



56129" Seq.- ID 

117482 Strand 

20491 End 

OJ000223_18 . 04 17 . Cll . o5 . gs Method 

21258 ' End 

none Score 



OJ000223_18. 0417. Cll 
+ 

22563 
GENSCAN 
22563 
.89 



21258. .21318, 21955 .. 2204 3, 22264.. 22563 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



56129 Seq. ID 

117483 Strand 

22950 End 
OJ000223_18 . 0417 . Cll . o7 . np Method 

22950 End 

6016874 Score 

22950. .23028, 23112 .. 2324 9, 23314 

24490. .24669, 24 787 .. 25127 , 25596 



OJ000223_ 
+ 

26263 
AAT/NAP 
26263 
2201 
23546, 23937. 
26263 



18. 0417. Cll 



,24096, 



(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
• transposase . (PO'3010) [Oryza sativa] 



56129 Seq. ID 

117483 Strand 
22950 End 
OJ000223_18. 0417 .Cll. o3.gp Method 
2363*9 End 
uC-osflcyp!10c07bl Score 
23639. .24147 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 ' 



QJ00O'2'23_18 . 0417 . Cll 
+ 

26263 
AAT/GAP 
24147 
966 



Seq. No. 


56129 




Seq. ID 


OJ000223_18, 


.0417. Cll 


Gene No. 


117484 




Strand 


f 




Start 


26779 




End 


28110 




Name 


OJ000223 18. 0417. Gil. o4 . 


• gp 


. Method 


AAT/GAP 




Start 


26779 




End . 


28110 




GI 


none 




Score 


875 




Exons 


26779. .26852, 27709.. 28110 








Seq. No. 


56129 




Seq. ID 


OJ000223_18, 


.0417. Cll 


Gene No. 


117485 




Strand 






Start " 


2273 




End 


3791 




Name 


OJ000223 18. 0417. Cll. o2, 


.np 


Method 


AAT/NAP 




Start 


2273 




End 


3791 




GI 


5922623 




Score-. 


239 




Exons 


2273.. 2293, 2939.. 3014, 


3182. .3339, 3711. .3791 




GI Descrip. 


(AP0004.92) hypothetical 


protein [Oryza 


sativa] 






gi | 6016856 |dbj IBAA85199. 


.11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


56129 




Seq. ID 


OJ000223_18. 


,0417. Cll 


Gene No. • 


117486 




Strand 






Start 


10665 




End 


20385 





56638 






Name 


OJ000223 18 


.0417 


.Cll.o4 


.np 


Method 


AAT/NAP 






Start 


10665 








End 


20385 






GI 


5803259 








Score 


4474 . 






p von q 


10665. . 1169.0, 18 


152. . 19028, 


19127.. 20385 






G~T Dpsrrin 


(AP000399)' 


hypothetical 


protein [Oryza 


sativa] • 






Seq. No. 


56129 








Seq. ID 


OJ000223_18.0417 


.Cll 




Gene No. 


117486 








Strand 








Start 


10665 








End 


.20385 






Name 


OJ000223 18 


.0417 


.Cll.o4 


.gs 


Method 


GENSCAN 






Start 


16150 








End 


20385 






GI 


none 








Score 


.74 






Exon *=; 

1—i Vh/ 1 1 O 


16150. .16737, 17095. . 17334, 


18152. .19028, 19127. .20385 






Seq. No. 


56129 








Seq. ID 


OJ000223_18.0417 


.Cll 




Gene No. 


117487 








Strand 








Start 


28400 








End 


28764 






Name 


OJ00022 3 18 


.0417 


. Cll . 06 


. tw 


Method 


TBLASTX: Wheat 






Start 


4523 








End , 


4915 






GI 


none 








Score 


58 






Exon s 

J-J *\ \j 1 1 o 


4523. .4570, 


4577 


. .4675, 


4594 


..4674, 4642. .4803, 4658. .4915 




Seq. No. 


56129 








Seq. ID 


OJ000223_18.0417 


.Cll 


J 


Gene No. 


117487 








Strand 


- 




ST 


Start 


. 28400 








fend 


28764 




i = 


LN CUlLC 


OJ000223 18 


• \J *i x i 


• \^ X X • \J\J 


• Ullt 


MpfhnH 
ciks LilUvu 


1 DxjriO 1 A • rial, 








4528 








End 


4813 




y 




none 








Score 


192 




M j 




4528. .4812, 


4565 


. .4813 












Seq. No. 


56129 








Seq. ID 


OJ000223_18.0417. 


.Cll 


i ; 


Gene No. 


117487 








Strand 






w 


Start 


28400 








End 


28764 






Name 


OJ000223 18 


. 0417 


. Cll . o3 


. tw 


Method 


TBLASTX: Wheat 




3 


Start 


5653 








End 


6139 






GI 


none 








Score 


411 






Rynnc; 

i™l V\ w HO 


5653. .5826, 


5654 


. .6139, 


5666 


. .6082 






J 


Seq. No. 


56129 








Seq. ID 


OJ000223_18.0417, 


.C.11 


=? 


Gene No. 


117487 








Strand 








Start 


28400 








End 


28764 






Name 


OJ000223 18 


.0417 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


6303 








End 


6766 • 






GI 


none 








Score 


202 






E x o n *s 


6303. .6746, 


6304 


. .6765, 


6305 


. . 6766 








Seq. No. 


56129 








Seq. ID 


OJ000223_18.0417, 


.■Cll 




Gene No. 


117487 








Strand 








Start 


28400 








End 


28764 






Name 


OJ000223 18 


.0417 


,Cll.o3 


. ts 


Method 


TBLASTX: Soybean 






Start 


6344 








End 


6709 






GI 


none 








Score 


117 






Exons 


6344 . . 6568, 


6575 


. .6709 












Seq. No. 


56129 








Seq. ID 


OJ000223JL8.0417. 


.Cll 




Gene No. 


117487 








Strand 








Start 


28400 








End 


28764 





56639 



Name 

Start 

GI 

Exons 



OJ000223_18 . 0417 . Cll . ol . tm Method 

64 34 End 

none Score 
6434. .6790, 6469. .6780 



TBLASTX: Maize 

6790 

384 



Seq. No. 56129 

Gene No. 117487 

Start 28400 

Name OJ000223_18 .0417. Cll . o2 . tm 

Start 6817 

GI none 

Exons 6817.. 7182, 6818.. 7201 



Seq. ID OJ000223_18. 0417. Cll 
Strand 

End 28764 

Method TBLASTX : Maize 

End 7201 

Score 363 



Seq. No. 56129 

Gene No. 117487 

Start 28400 

Name OJ000223_18 . 0417 . Cll . o2 . tw 

Start 6874 

GI none 

Exons 6874.. 7299, 6875.. 7294 

Seq. No. 56129 

Gene No. t 117487. 

Start: 28400 

Name 'OJ00022'3_18 .D417 .Cll .ol . ts 

Start 6953 

GI ' none 

Exons 6953.-7324, 6970.. 7113 



Seq. ID OJ000223_18. 0417. Cll 
Strand 

End 28764 

Method TBLASTX : Wheat 

End 7299 

Score 4 93 



Seq. ID OJ000223_18. 0417. Cll 
Strand 

End 28764 

Method TBLASTX : Soybean 

End 7324 

Score 279 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56129 

117487 

28400 

OJ000223_18.0417.Cll.o5.tw 

7925 

none 



Seq. ID OJ000223_18. 0417. Cll 
Strand 

End 28764 

Method TBLASTX : Wheat 

End 8383 

Score 236 



7925. .8173, 7948. .8187, 7949. .8173, 8234. .8383, 8243. .8380, 
8245. .8382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



56129 

117487 

28400 

OJ000223_18.0417.Cll.o2.ts 

8072 
5666795 



Seq. ID OJ000223_18. 0417. Cll 
Strand 

End 28764 

Method TBLASTX : Soybean 

End 8638 

Score 68 



8072,. .8170, 8246.. 8383, 8438. .8638 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



56129 

117487 

28400 

OJ000223_18.0417.Cll.o8.tw 

8386 

none 

8386. .8562, 8438. .8698 

56129 
117487 



Seq. ID OJ000223_18. 0417. Cll 
Strand 

End 28764 

Method TBLASTX : Wheat 

End 8698 

Score 192 



Seq. ID OJ000223_18. 0417. Cll 
Strand 



5664 0 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28400 End 
OJ000223_18 . 0417 . Cll . o3 . tm Method 
8891 End 
none Score 
8891.. 9214, 8920.. 9201, 9011-. .9223 



56129 

117487 

28400 

OJ000223_18.0417.Cll.o4.tw 

9028 

none 

9028. .9378, 9029. .9409 



28764 

TBLASTX: Maize 

9223 

362 



Seq. ID OJ000223_18. 0417. Cll 
Strand 

End 28764 

Method TBLASTX : Wheat 

End 9409 

Score 375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56129 

117487 

28400 

OJ000223_18.0417.Cll.o7. tw 

9410 

none 



Seq. ID OJ000223_18. 0417. Cll 
Strand 

End 28764 

Method TBLASTX : Wheat 

End 10012 - 

"Score 265 



9410. .9694, 9415. .9693, 9550. .9720, 9886. .9999, 9887. .10012 



Seq. No. 56129 

Gene No. 117487 

Start 28400 

Name OJ000223_18 . 0417 . Cll . o4 . tm 

Start 23298 

GI none 
Exons 



Seq. ID OJ000223_18. 04-17. Cll 
Strand 

End 28764 

Method TBLASTX : Mai ze 

End 23744 

Score 69 



23298.-23384, 23369.-23578, 23370 23618 , 23655 .. 23711, 
23706.. 23744 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56129 

117487 

28400 

OJ000223_18 .0417.Cll.o6.tm 

23838 

none 



Seq. ID OJ000223_18. 0417. Cll 
Strand 

End 28764 

Method TBLASTX : Mai ze 

End 24152 

Score 66 



'23838-. .23912,' 23925 .. 24 152 , 23933.. 24151 



Seq. No. 56129 

Gene No. 117487 

Start 28400 

Name OJ000223_18 . 04 17 . Cll . o7 . tm 

Start 24357 

GI none 

Exons 24357. .24638, 24368.. 24709 



Seq. ID OJ000223_18. 0417. Cll 
Strand 

End 28764 

Method TBLASTX : Mai ze 

End 24709 • 

Score 241 



Seq. No. 56129 

Gene No. 1.17487 

Start 28400 

Name OJ000223_18 . 04 17 . CI 1 . o5 . tm 

Start 24821 

GI none' 

Exons 24821. .24979, 24831.. 25064 



Seq. ID OJ000223_18. 0417. Cll 
Strand 

End 28764 

Method TBLASTX : Maize 

End 25064 

Score 282 



Seq. No. 
Gene No. 



56129 
117487 



Seq. ID OJ000223_18. 0417. Cll 
Strand 



56641 



Start 
Name 
Start 
GI 

Exons 



28400 End 28764 

OJ000223_18 . 04 17 . Cll . o5 . gp Method AAT/GAP 

28400 End 28764 

none Score 730 
28400. .28764 ' . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56130 
117488 
307 

OJ000223_18.0417.C12.ol.gs 
307 
none 



Seq. ID OJ000223_18.0417.C12 



307. .900, 967. 
3196. .4223 



Strand 
End 

Method 
End 
Score 

,1687, 1790. .1909, 2355. 



+ 

4298 
GENSCAN 
4223 
.63 

,2519, 3020. .3194, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56130 Seq. ID OJ000223_18 . 04 17 . C12 

117488 Strand + 

307 End 4298 

OJ000223_18.0417.C12.ol.np Method AAT/NAP 
1444 End 4298 

7444456 Score 1250 

1444. .1581, 1702. .2083, 2129. .3138, 3383..4298 
hypothetical protein T12H20.12 - Arabidopsis thaliana 
gi|3600044|gb|AAC35532.1| (AF080119) contains similarity to 
proteases [Arabidopsis thaliana] 



tn 
















fy 


-Seq. No. 


56130 








Seq. ID 


OJ000223_18.0417.C12 




Gene No. 


117489 








Strand 






Start 


1 








End 


186 




Name 


OJ000223 18 


.0417 


.C12.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


18 6 


: : = 


GI 


none 








Score 


346 


: =? 


Exons 


1. .186 














Seq. No. 


. 56130 








Seq. ID 


OJ000223_18.0417.C12 




Gene No. 


117490 








Strand 






Start 


1698 








End 


■2070 




Name 


OJ000223 18 


.0417 


.C12.--ol 


. tw 


Method 


TBLASTX: Wheat 


r **a 


Start 


1698 








End 


2070 


fed 1 

=. «. 


GI 


none 








Score 


114 


: 2 
■a sf 


Exons 


1698. .1835, 


1717 


. .1845, 


1816. 


.2058, 1852. .2070, 1859. .2059 




Seq. No. 


56130 








Seq. ID 


OJ000223_18.0417.C12 




Gene No. . 


117490 








Strand 






Start 


1698 








End 


2070' 




Name 


OJ000223 18 


.0417 


.C12.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1828 








End 


2070 




GI 


none 








Score 


203 




Exons 


1828. .2070, 


1857 


. .2000 










Seq. No. 


56130 








Seq. ID 


OJ000223_18.0417.C12 




Gene No. 


117491 








Strand 






. Start 


2134 








End 


3064 




Name 


OJ000223 18 


.0417 


.C12.o3 


. tc 


* Method 


TBLASTX: Cress 




Start 


2134 








End 


2413 




GI 


none 








Score 


39 




Exons 


.2134 . .2154, 


2231 


. .2413, 


2315. 


.2413 





56642 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. .No. 
Gene No,. 
Start w ' 
Name 
Start 
GI 

3 Exons 

F| Seq. No. 
is Gene No. 
tj Start 

Name 
U Start 

3 GI 

!| Exons 

_ Seq. No. 
^ Gene No. 
J --Start 
& ' Name 
2 Start 

i gi 

f Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




56130 

117491 

2134 

OJ000223_18.0417.G12.o4 .tw 

2306 

none 

2306.. 2740 

56130 

117491 

2134 

OJ000223_18 .0417. C12 . ol . tm 

2342 
none 

2342. .2416, 2426. .2731, 2759. 

56130 

117491 

2134 

OJ000223_18.0417.C12.o2.ts 

2522 

none 

2522. .2983 

56130 

117491 

2134 

OJ000223_18.0417.C12.ol.tc 

2546 

none 

2546. .2980, 2689. .2967 

56130 

117491 

2134 

OJ000223_18.0417.C12.o3.tw 

2767 

none 

2767.. 3006, 2768.. 3064 

56130 

117492 

3380 

OJ000223_18.0417.C12.ol.ts 

3380 

5509260 

3380. .3796, 3803. .3886 




Seq. ID OJ000223_18.0417.C12 
Strand 

End 3064 

Method TBLASTX : Wheat 

End 2740 

Score 246 



Seq. ID OJ000223_18.0417.C12 
Strand 

End 3064 

Method TBLASTX : Mai ze 

End 2983 

Score 90 

2983 

Seq. ID OJ000223_18.0417.C12 
Strand 

End 3064 

Method TBLASTX : Soybean 

End 2983 

Score 291. 



Seq. ^ : ID OJ000223_18.0417.C12 
Strand 

End 3064 

Method TBLASTX: Cress 

End 2980 

Score 293 



Seq. ID OJ000223_18.0417.C12 
Strand 

End 3064 

Method TBLASTX : Wheat 

End 3064 

Score 316 



Seq. . ID OJ000223_18.0417.C12 
Strand 

End 4129 

Method TBLASTX : Soybean 

End 388 6 

Score 338 



56130 

117492 

3380 

OJ000223_18.0417 .C12.o3.tm 

3428 

none 

3428. .3688 



Seq. ID OJ000223_18.0417.C12 
Strand 

End 4129 

Method TBLASTX : Mai ze 

End 3688 

Score 214 



56643 



Seq. No. 


56130 








Seq. ID 


OJ000223_18.0417.C12 


Gene No . 


1 i n A Q o 

±1/4 yz 








Strand 




otart 












/II OQ 

4 iz y 


Name 




n A T "7 

. U4 1 / 


. blZ . oz 


. tc 


Method 


T>DT A C""P V . O y» ir< 

1 bij/io i a : tress 


O 4 ! v4- 

otart 










bna 


0 / / 0 


bl 


none 








Score 


z y z 


Exons 


JjX J . . O / / D f 




"3 *7 A 1 


ODZ / . 


. 0 1 1 0 




Seq. No. 


56130 








Seq. ID 


OJ000223_18.0417.C12 


Gene No . 


I i n A GO 

I I / 4 yz 








Of y,.-, J 

btrana 




btart 










bna 


A 1 O O, 

4 1 z y 


Name 


UJUUUZZo lo 


ft/11 7 

. U4 1 / 


. blZ . OZ 


4.., 


Method 


i oiiAb i a : wnea l. 


C 4 > v~4- 

btart 


"3 c; c: T 








bna 


a n Q T 
4 U o / 


bl 


none 








Score 


ZZ 1 


Exons 


ooo / . . j / y y , 


O Q ft O 


TQQC 

. . jo y 


OOO / . 


/I ftOT 

. 4 U 0 / . 




Seq. No. 


56130 








Seq. ID 


OJ00022.3_18.0417 .C12 


Gene No . 


ii / 4 y z 








Strand 




O 4- -> v- 4- 

btart 


TTQ A 

jjoU 








End 


4129 


Name 


UJUUUzZo lo 


. U 4 1 / 


pi 0 A o 

. biz . OZ 


4- m 

. tm 


Method 


TBLASTX: Maize 


btart 


ooyz 








End 


4129 


bl 


none 








Score 


97 


Exons 


Jbyz . .o/o4/ 


joyo 


. . J /Dj, 


0 0 ft ft 


.4129, 3835.. 3894, 3967.. 4122 


Seq. No. 


56130 








Seq. ID 


OJ000223_18.0417.C12 


Gene No . 


I 1 "7 /i ri o 

II / 4 y J 








Strand 




Start 


4 (Jbo 








End 


4282 


Name 


/~\Tftftftooo to 
OJUUUZZO lo 


. U4 1 / 


. LIZ . Oo 


. ts 


Method 


TBLASTX : Soybean 


Start 


^ n c c 
4 (J03 








End 


4282 . 


bl 


none 








Score 


188 


Exons 


/I acc ylOQO 
4 Uj j . . 4ZoZ 












o c q . IN U . 










Seq. ID 


OJ000223_18.0417.C13 


Gene No. 


117494 








Strand 


+ 


Start 


1 . 








End 


1115 ■ 


Name 


UJUUUzi o lo 


.0417 


.C13.01 


.np ' ■ 


. Method 


AAT/NAP ■ 


0 4 1 v4- 

o tart 


1 








End 


411 


bl 


z y ol J4 y 








Score 


295 


Exons 


1 /ITT 

i . .411 












GI Descrip. 


i AbUZZ 14UJ 


LTR retrotransposon like protein [Arabidopsis 




thaliana ] 












Seq. No. 


56131 








Seq. ID 


OJ000223_18.0417.C13 


Gene No . 


I 1 1 A OA 

I I / 4 y 4 








Strand 


-f 


O 4 1 v4- 


1 








End 


1115 


Name 


UJUUUzZ j lo 


.0417 


.C13.01 


. ts 


Method 


TBLASTX: Soybean 


Of -> v-4- 

b tart 


1Z 








End 


396 


bl 


none 








Score 


232 


Exons 


IO OCT 1 O 

lZ . . ZDl , 1 J 


. .396 










Seq. No. 


56131 








Seq. ID 


OJ000223_18.0417.C13 


Gene No. 


117494 








Strand 


+ 


Start 


1 








End 


1115 


Name 


OJ000223 18 


.0417 


.C13.01 


.gs 


Method 


GENSCAN 


Start 


91 








End 


1115 


GI 


none 








Score 


. 67 



56644 



Exons 



91. .273, 655. .763, 809. .891, 960. .1115 



Seq. No. 56131 

Gene No. 117494 

Start 1 

Name OJ000223_18 .0417. C13 . ol . tm 

Start 130 

GI none 

Exons 130.. 384, 135.. 365 

Seq. No. 56131 

Gene No. 117494 

Start 1 

Name OJ000223_18 . 04 17 . C13 . ol . gp 

Start 423 

GI none 

Exons 423. . 556 



Seq. ID OJ000223_18.0417.C13 

Strand + 

End 1115 

Method .TBLASTX: Maize " 

End 384 

Score 233 



Seq. ID OJ000223_18.0417.C13 

Strand + 

End 1115 

Method AAT/GAP 

End 556 

Score 224 



Seq. No. 
Gene No. 
Start 
Name 
O Start 
GI 

Exons' 
^ GI. Descrip. 

C3 Seq. No. 
Lj Gene No. 

Start 
?["= Name 
iy Start 

E3 Exons 

^ . i 

ijj. GI Descrip. 

H Seq. No. 

Gene No. 
C3 Start 

Name 

Start 

GI 

Exons 



56132 
117495 
50 

OJ000223_18 . 04 17 ..C14 . ol . np 
50 

6539588 
50.. 390, 1076.;1122 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ000223_18.0417.C14 

Strand + 

End 1122 

Method AAT/NAP 

End 1122 

Score 225 



56133 
117496 
■1 

OJ000223_18 .0417.C15.o2.np 

1 

3777527 



Seq. ID OJ000223_18.0417.C15 

Strand + 

End 4206 

Method AAT/NAP 

End 4206 

Score 1175 



1..710, 810. .1082, 1470. .1689, 1795. .2001, 2282, 
3730. .4206 

(AF053008) gag-pol polyprotein [Glycine max] 



3571, 



Seq. ID OJ000223_18.0417.C15 

Strand + 

End 4206 

Method GENSCAN 

. End . 4145 

Score .52 

164. .921, 1177. .2080, 2264. .2788, 2992. .3172, 3497. .3657, 
3663. .4145 



56133 

117496 

1 

OJ000223_18.0417.C15.ol.gs 

164 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56133 

117496 

1 

OJ000223_18.0417.C15.ol.tw 

2869 

none 



Seq. ID OJ000223_18.0417.C15 

Strand + 

End 4206 

Method TBLASTX : Wheat 

End 3480 

Score 238 

2869.. 3294, 2877.. 3002, 3066.. 3290, 3142.. 3303, 3322.. 3402, 
3397. .3480 



Seq. No. 
Gene No. 



56133 
117496 



Seq. ID OJ000223_18.0417.C15 
Strand + 



56645 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
' Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000223_18. 

2911 

none 

2911. .2976, 

56133 

117496 

1 

OJ000223_18. 

3085 

none 

3085. .3396, 

56133 

117496 

1 

OJ000223_18. 
3102 
' none 

3102. .3188, 

56133 
117496 
■ 1 

OJ000223_18". 

3855 

none 

3855. .3932, 
4097. .4159 

56133 

117496 

1 

QJ000223_18. 
3861 
5509260 
3861. .3911, 



0417.C15.ol.tm 



End 

Method 

End 

Score 



4206 

TBLASTX: Maize 

3546 

87 



2916.. 2978, 3039.. 3398, 3055.. 3399, 3394.. 3546 



0417.C15.o2.ts 
3102.. 3389, 3418. 

0417.C15.ol.tc 
3103.. 3393, 3408. 

0417.C15.o2.tm 
3939.. 4082, 3956. 



Seq. ID OJ000223_18.0417.C15 
Strand .' + 

4206 

TBLASTX : Soybean 
3546 
254 



End 

Method 
End 
Score 
.3546 



0417.C15.ol.ts 



Seq. ID OJ000223_18.0417.C15 

Strand + 

End 4206 

Method TBLASTX : Cress 

End 3545 

Score 173 
.3545, 3409.. 3540 

Seq. ID OJ000223_18.0417.C15 

Strand + ■ 

End 4206 

Method TBLASTX : Mai ze 

End 4159 

Score 4 8 

.4078, 4074, .4157, 4074. .4157, 



Seq. ID OJ000223_18.0417.C15 

Strand + 

End 4206 

Method TBLASTX : Soybean 

End 4205 

Score 40- 



3861. .3911, 3924. .4154, 3933.. 4205, 3950.. 4201 



56134 Seq. ID 

117497 Strand 

1 End 
OJ000223_18 . 04 17 . C16 . ol . np Method 

1 End 

4416302 Score 
1..607 

(AF105716) copia-type pol polyprotein [Zea mays] 



OJ000223_18.0417.C16 
+ 

607 

AAT/NAP 
607 
636 



56134 

117498 

1813 

OJ000223_18.0417.C16.o2.np 

1813 

6539588 

1813.. 1834, 2556..2866, 5047, 



Seq. ID OJ000223_18.0417.C16 
Strand + 

5086 
AAT/NAP 
5086 
222 



End 

Method 
End 
Score 
.5086 



(AP000837) hypothetical protein [Oryza sativa] 



56646 



Seq. No. 


56134 








Seq. ID 


OJ000223_ 


_ 18 


.0417 


-C16 


bene ino * 


117 4 QP 








Q 4- v o ri^ 

otrana 


T 










1 fil "3 
1 O X J 










DU 0 D 








Name 


UJUUUzZJ Xo 


O A 1 7 
.1)41/ 


.Lib. Ol . 


gp 


Method 


/\A1 / KjHf 










1 QH1 
X i?U X 








ona 










VjX 


h y do oy 0 








Score 


Ol Q 

oiy 








Exons 


lorn o^^q 
x y u x . . z jjo 


















Seq. No. 


56134 








Seq. ID 


OJ000223_ 


18 


.0417 


.C16 


Gene No. 


117499 








Strand - 


+ 








C ■)- n v-H 
OLdlt 










End 


1 9 9 R £ 








Name 


UJUUU^ZO Xo 


fl/) 1 7 
. U4 X / 


.tlO.Oj. 


np 


Method 










otart 


J / Dl 








End 


1 9 9 t; c 










jjj XOOX 








Score 


9 "3 








Exons 


J / Jl . . JOU / ; 


Q"}1 7 
"jl / 


Q4 P 7 


12191 


. .12256 










tax uescrip. 


^ Hd U X / H J / J 


avena 


LbdllUS 


gallus] 










Seq. No. 


56134 








Seq. ID 


OJ000223_ 


18 


.0417 


.C16 


Gene No. 


117499 








Strand 


+ 








Start 


5751 








End 


12256 








Name 


OJ000223 18 


.0417 


C16.o2. 


gs 


Method 


GENSCAN 








Start 


6036 








End 


6349 








GI 


none 








Score 


.46 








Exons 


'* 6036.". 6112, 


6157 


. 634 9" 















fy Seq.. No, 

?^ Gene No. 

'1% Start 

-~- Name 

W Start 

fy gi 

H Exons 

£»» 

" Seq. No. 

Gene No. 

Start 
Q Name 
fi Start ■ 

Exons 

GI Descrip. 



56134 Seq. ID 

117499 Strand 

5751 End 

OJ000223_18.0417 .C16.o3.gs Method 

7769 End 

none Score 
7769. .7954, 9276. .9524, 10139. .10483 

56134 Seq. ID 

117499 Strand 

5751 End 

OJ00'0223_18.0417 .C16.o2.gp • Method 

8499 End 

2309880 Score 
8499. .8861 

4521194/dbj | AB013613 . 1 | AB013613 3.0e 
centromere sequence RCB11 



OJ000223_18.0417.C16 
+ 

. 12256 
GENSCAN 
10483 
.9 



0417. C16 



OJ000223_18. 
+ 

12256 
AAT/GAP 
8861 
712 



-60 Oryza sativa DNA, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56134 Seq. ID" 

117499 Strand. 
5751 End 
OJ000223_18.0417.C16.o3.gp Method 
10101 End 
5455323 Score 
10101. .10772 

6069646/dbj_BAA85422. 1_ 1.0e-17 (AP000616) similar to putative 
reverse transcriptase (AC005315) [Oryza sativa] 



OJ000223_18.0417.C16 
+ 

12256 
AAT/GAP 
10772 
1307 



Seq. No. 
Gene No. 
Start 



56134 

117499 

5751 



Seq. ID OJ000223_18.0417.C16 
Strand + 
End 12256 



56647 



Name OJ000223_18 . 0417 . C16 . o4 . np Method AAT/NAP 

Start 10186 End 10635 

GI 6069646 Score 170 

Exons 10186.. 10635 

GI Descrip. ' (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 69071121 dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 56134 Seq. ID 

Gene No. 117499 Strand 

Start 5751 End 

Name OJ000223_18 . 0417 . CI 6 . o5 . np Method 

Start 10546 End 

GI 6815099 Score 

Exons 10546. . 10576, 11705.. 11851 

GI Descrip. (AP.001081) hypothetical protein [Oryza sativa] 



OJ000223_18.0417.C16 
+ 

12256 
AAT/NAP 
11851 
87 



Seq. No. 56134 Seq. ID 

Gene No. 117500 Strand 

Start 1144 5 • End 

Name OJ000223_18 . 0417 . C16 . ol . tm Method 

Start 1 . End 

GI none Score 

Exons 1..576, 2.. 586 



OJ000223_18.0417.C16 
11693 

TBLASTX: Maize 

586 

621 



Seq. No. 56134 

Gene No. 117500 

Start 11445 

Name OJ000223_18 . 0417 . CI 6 . ol . ts 

Start 2 

GI none 

Exons 2.. 337, 136.. 294, 356.. 616, 370.. 540. 



Seq. ID OJ000223_18.0417.C16 



Strand 
End 

Method 

End 

Score 



11693 

TBLASTX : Soybean 

616 

206 



Seq. No. 56134 

Gene No. 117500 

Start 11445 

Name OJ000223_18 . 0417 . CI 6 . ol . tw 

Start 146 

GI none 

Exons . . 146.. 337, 350.. 541, 365.. 541 



Seq. ID OJ000223_18.0417.C16 



Strand 
End 

Method 

End 

Score 



11693 

TBLASTX: Wheat 

541 

103 



Seq.^ No. 56134 Seq. ID 

Gene No. 117500 ' Strand 

Start 11445 End 

Name OJ000223_18 . 04 17 . CI 6 . ol . tc Method 

Start 221 End 

GI none Score 

Exons 221.. 352, 374.. 586 



OJ000223_18.0417.C16 
11693 

TBLASTX: Cress 

586 

83 



Seq. No. 56134 Seq. ID 

Gene No. 117500 Strand 

Start 11445 End 

Name OJ000223_18 . 04 17 . C16 . o2 . tm Method 

Start 10180 End 

GI none Score 



OJ000223_18.0417.C16 
11693 

TBLASTX: Maize 

10608 

158 



56648 



Exons 10180. .10350, 10459.. 10608 



beq. no. 


obi J4 




Seq. ID 


OJ000223_18.0417 


.C16 


Gene No . 


II / OU U 




Strand 






C 4- -\ v-t- 

otart 


I 1 /I A K 

I I 4 4 O 




End 


11693 




Name 


UJUUU^/iO 1 0 . U 4 1 / .LID. 


oz . tw 


Method 


TBLASTX: Wheat 






i m ft 6 




End 


10506 




GI 


none 




Score 


166 




Exons 


10186. .10350, 10188.. 


10340, 


10468. .10506 




beq. No. 


0 Ol o4 




Seq. ID 


OJ000223 18.0417.C16 


Gene No . 


II / OUU 




Strand 






Start 


1 1 4 4 O 




End . 


1 1 oyo 




Name 


UJUUUz^o lo.U41/.Glb. 


o4 . gs 


Method 


GhiNbGAN 




btart 


I 1 A A R 

I I 4 4 O 




End 


ii byo 




C -r 

GI 


none 




Score 


. 66 




Exons 


11445. .11540, 11564.. 


11693 








beq. no. 


0 D I JJ 




Seq. ID 


UuUUVZZo lo.U41/ 


. Glcf 


Gene No. 


i 1 t cm 
II / OU 1 




Strand 


+ 




btart 


b4 




End 


Q 1 "7 
81/ 




Name 


OJUUUzzJ lo.U41/.Glo. 


ol . gs 


Method 


GLNbGAN 




bt art 


C A 

D4 




End 


oil 




GI 


none 




Score 


.83 




Exons 


.64. ^66, 659. .817 










beq. No. 






Seq. ID 


OJUUUzzo lo.U41/ 


. Clo 


Gene No . 


11 / oUl 




Strand 


+ 




Start 


C A 

64 




End 


ol / 




Name 


OJUUUZZo lo.U41/.Glo. 


ol . tin 


Method 


1 BLAb I x : Maize 




Start 






End 


0 1 *7 

01 / 




GI 


none 




Score 


O *2 "7 

Zo f 




Exons 


652. .813, 656. .817 










beq. no. 


jol J J 


- 


oeq . iv 


UJUUUZZO lo.U41/ 


PI Q 

..Lib 


Gene No . 


II /OUl 




Strand 






btart: 


D4 




End 


Q1 "J " 

O 1 / ' 




Name 


UJUUUzZJ lo.U41/.Ulo. 


OI . tc 


Method -* : • 


TOT AOTV.Pv«nPfi 

i oiiAb ia: Gress 




b tart 


bob 




End 


Q1 1 

oil 




GI 


none 




Score 


Z4 U 




Exons 


fee oil ceo om 
bOb. .oil, boo. . ou / 










Seq. No. 


56135 




Seq. ID 


OJ000223JL8.0417 


C18 


Gene No. 


117501 




Strand 


+ 




btart 


64 




End 


817 




Name 


OJ000223 18.0417.C18. 


ol .np 


Method 


AAT/NAP 




btart 


659 




End 


814 




GI 


4580455 




Score 


211 




Exons 


659. .814 










GI Descrip. 


(AC006081) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


56135 




Seq. ID 


OJ000223_18.0417 


C18 


Gene No. 


117501 




Strand 


+ 




Start 


64 




End 


817 




Name 


OJ000223 18.0417.C18. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


664 




End 


808 




GI 


none 




Score 


200 





56649 





LAUllo 


fifi4 ft07 


fifiS ftOff 










Seq. No. 


-56136 




Seq. ID 


OJ000223_18.0417. 


C19 




Gene No. 


117502 




Strand 


+ 






Q far -f- 


4 70 




Hi 11 Li 


J JjO 






Name 


o,tooo99 ^ 


1 Q 0417 ri Q o1 rrQ 


rlc L 1 i \j LI 


\3 Ej LN O V^-TlLN 








4 7 0 ~ 




HI 1(J. 


jjjD 






\j l. 






Score 


4 R 






HjXUIlb 


4 70 60 S 
y / u . .DUO/ 


OQi o 94 9 R 'Jl 1 Q 


"31 7 1 "39ft 1 
O X / X , O X 


. . jjjO 






O G CJ . LN O ■ 


^61 "37 




c prf t n 


O.T00099^ 1ft 0417 


K^Z. X 




Gene No. 


117503 




Strand 








Start 


224 




End 


714 






Kfamo 


OJ000223 


18.0417.C21.ol.np 


Method 


AAT /MAP 






Q-f- a r-t" 
OLdlL 


224 




End 


71 4 

/ X 4 








6705984 




Score 


J U J 






v An c 


224 . .714 














(AB033235) gag-pol polyproteiiv [Oryza 


Da LI va J 






Seq. No. 


56137 




.Seq. ID 


OJ000223_18.0417. 


C21 




Gene No. 


117503 




Strand 








O Lai L- 


224 




End 


714 






LN cuut; 


OJ000223 


18.0417.C21.ol.tm 


Method 


1 D±J.rt.O 1 A . Lid 




f i 




282 * 




End 


4 ft ft 
fl 0 0 




%2 


PT 


none 




Score 


7Q ' ' 




lf\- 


T7 1 v /~\ t"*i o 

Hj x o n 


282. .488, 


283\ .465 








\ y 


Seq. No. 


56137 




Seq. ID 


OJ000223JL8.0417. 


C21 




Gene No. 


117503 




Strand 








OLalL 


224 




End 


714 

/ X H 




w 


Name 


OJ000223 


18.0417.C21.ol.tw 


Method 


i dXjH.o i a . wnea u 








420 




End 


679 




i y 


CT 

\J -L 


none 




Score 


^6 
o o 






Exons 


420. .491, 


421. .465, 519. .671, 565. .672 








Qprr No 


56138. 




Seq. ID 


O.T000?? ^ 1ft 0417 


r?9 




Gene No. 


117504 . 




Strand. 








Start 


82 




• End 


819 ■ 






Name 


OJ000223 


18.0417.C22.ol.gs 


Method 


GENSCAN 






Start 


82 




End 


819 




: a 


GI 


none 




Score 


.68 






Exons 


82. .219, 


312. .418, 507. .616, 


.801. .819 







Seq. ID OJ000223__18.0417.C24 
Strand 

2695 
AAT /GAP 
2695 
3542 



End 

Method 

End 

Score 



Seq. No. 56-139 
Gene No. 117505 • 

Start 776 

Name OJ000223_18 . 04 17 . C24 . ol . gp 

Start 776 
GI 4110_1.R1084 
Exons 776.. 1527, 1618.. 2695 

GI Descrip. ' 2130082/pir | | A5767 6 9.0e-74 protein kinase Xa21 (EC 2.7.1.-) - 
rice >gi_1122443 (U37133) receptor kinase-like protein [Oryza 
sativa] >gi_2586085 (U72723) receptor kinase-like protein [Oryza 

longistaminata] >gi_1586408_prf 2-203451A receptor kinase-like 

protein [Oryza sativa] 1 



Seq. No. 



56139 



Seq. ID OJ000223 18.0417.C24 



56650 



Gene No. 


117505 




Strand 




Q f a yf 


/ / D 




una 




Name 


UuUUUtZ J xo . u*± i / . l^z *i . 01 . 


9 s 


rie inoQ 


P T7 M C A XI 




1191 ~ 




Lna 


Z D*i / 




none 




Score 


7 9 
. / Z 


VP V /"\ T"^ 


1191 1^97 1 £1 fl 0&A1 








o e CJ . IN O . 


JDl 




oeq, x u 


n Tnnn99^ i p n*ii7 

UJUUUZ<c J lO.Ufil/ 


Hpnp Ma 


117505 




St rand 




Start 


776 




End 


2695 


Name 


OJ000223 18.0417.C24.ol. 


np 


Method 


AAT/NAP 


Start 


1157 




End 


2695 


GI 


7434424 




Score 


898 


Exons 


1157. .1527, 1618. .2695 








GI Descrip. 


protein kinase Xa21 (EC 


2.7 


1.-) Al, 


receptor type - 



long-staminate rice gi | 2586083 | gb | AAB82755 . 1 | (U72725) receptor 
kinase-like protein [Oryza longistaminata] 



Seq. No. *• 


; 56139 








Seq. ID 


OJ000223_18.0417.C24 


Gene No. 


117505 








Strand 




Of 2 >-f- 

o tar u 


7 7 £ 








End 


2695 


Name 


UJUUUZZO xo 


n/i i 7 
. Udl / 


r*9 a n'i 
. L,Z 4 . OO 


f m 

. rm 


Method 


TBLASTX: Maize 


Of a r f 

o tart 


117 9 

1 1 / z 








End 


1663 


C T 


none 








Score 


113 


Exons 


1179 "l QyiP 
XX/Z. . 1 041 O , 


1 i op 
XXOO 


• 1 ICiA 


i "3 1 1 
loll . 


.1529, 1313. .1531, 1313. .1528, 




1 "31 /I I^^Q 
1 Old . . 1 J JO , 


10D1 


1 COQ 

. . iooy, 


1 £1 Q 


.1663, 1620.. 1661 


Seq. No. 


56139 ; - 








Seq. ID 


OJ000223_18.0417.C24 


Liene no . 


1 1 7 R 

XX / DUD, 








Strand 




Of a >-f 


7 7 £ 
/ / 0 








End 


2695 


Name 


UUUUUZZJ Xo 


Ud 1 / 


no A /->1 
. LZ f! . OX 


f o 

. z s 


Method 


TBLASTX : Soybean 


Of 3 >~f 


lOdD 








End 


2203 


LrX 


none 








Score 


94 


Exons 


1346. .1528, 


1395 


. .1529, 


1619. 


.2095, 1698.. 1859, 1890.. 2096, 




2114 . .2203 












S.eq. "No.' 


56139 








Seq. ID 


OJ00022.3_18.0417.C24 


Gene No. 


117505 








Strand 




Start 


776 








End 


2695 


Name 


OJ000223 18 


0417 


.C24.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1433 








End 


2203 


GI 


none 








Score 


156 . 


Exons 


1433. .1528, 


1694 


. .1864, 


1892. 


.1942, 1979.. 2203 


Seq. No. - 


56139 








Seq. ID 


OJ000223_18.0417.C24 


Gene No. 


117505 








Strand 




Start 


776 








End 


2695 


Name 


OJ000223 18 


0417 


.C24 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1665 . 








End 


2059 


GI 


none 








Score 


325 


Exons 


1665. .2033, 


1665 


. .1820, 


1666. 


.2034, 1685.. 2059, 1685.. 2032 


Seq. No. 


56139 








Seq. ID 


OJ000223_18.0417.C24 


Gene No-. 


117505 








Strand 




Start 


776 








End 


2695 


Name 


OJ000223 18. 


0417 


.C24 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2299 








End 


2668 



56651 







none 


Score 


177 




Exons 


ooQQ 9/119 o^nn OC1 Q ooni 


..2516, 2508. .2654, 2520. .2579, 






Z3Z 0 . . Z D Do 








Seq. No. 


56139 




rnnnn99? 1 r oam c?a 




Gene No. 


117505 








C4- -i -v~ 4- 

o tart 


/ / D 




z d y 0 




Name 


UJUUUZzo lo. U41 / .L^4 .Oz, tS 


1x1 e unou 






Start 


z j y y 


£jI ILL 


ZOO./ 






none 


Score 


D D 




Exons 


TOQQ 9CQ.G O / HI O/l QC 0/171 

zoyy..zooy, z4UJ..Z4yo, Z4 / ± 


. .2662 






Seq. No. 


56139 


Seq. ID 


OJ000223_18.0417.C24 




Gene No. 


117505 


Strand 






btart 


/ / D 


End 


2695 




Name 


UJUUUZZo X O . U <± 1 / . CZ 4 . OZ . L.C 


Method 


TBLASTX: Cress 




C H ! v- 4- 

otiarti 


9/111 

Z H 1 1 


End , 


2695 




r* T 


none 


Score 


189 




Exons 


0/111 9£QCi 9/l£c; 9£QQ 9/171 
Z 4 1 1 . .ZOyO/ Z 4 DO . . Z DO y , Z 4 / 1 


...2689, 2471.. 2689, 2495.. 2689 




Seq. No. 


56140 


Seq. ID 


OJ000223_18.0417.C25 




Gene No. 


117506 


Strand 


+ 


■ ~ ss. 


OH i 4- 

otart 


1 *5 "5 C £ 


End 


18824 


i J 


Name 


a iq n/117 roc; rt o ^ ~ 
OJUUUzzJ lo . U4 I / . Czo . oz . gs 


Method 


GENSCAN 




Start 




End 


15229 . 


LI 


GI 


none 


Score 


.95 


§ y 


Exons 


1 J Job . . 1 ooo 1 , ioo Uy . . lozzy 






l jj 


Seq. No. 


3 Ol4 U 


Seq. ID 


OJ000223_18.0417;.C25 






117506 


Strand 


+ 




Start 


13366 


End 


18824 


ry 


Name 


OJ000223 18.0417.C25.o3.np 


Method 


AAT/NAP 


3 


Start 


13758 


End 


18824 




GI 


6466937 


Score 


1727 




Exons 


13758. .13997, 14154. .15264, 


16587. .18! 


824 




GI Descrip.- 


(ACOi'1621) putative retroelement pol polyprotein [Arabidop'sis 



thaliana] 

Seq." No. 56140 

Gene No. 117506 

Start 13366 

Name . OJ000223_18 . 04 17 , C25 . o2 . np 

Start 13899 

GI 6466937 

Exons ■ 13899. .15264, 16587.. 18824 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000223_18.0417.C25 

Strand + 

End 18824 

Method . AAT/NAP 

End 18824 

Score 1710 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



56140 

117506 

13366 

OJ000223_18.0417.C25.o3.gs 

16143 

none ... 



Seq. ID OJ000223_18.0417.C25 

Strand + 

End 18824 

Method GENSCAN 

End 18791 

Score .59 



16143. .16196, 16585. .184 4 5, 18527. .18791 

56140 Seq. ID OJ000223_18 . 04 17 . C25 



56652 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



18824 

TBLASTX: Cress 

12972 

40 



117507 Strand 
7194 End 
OJ000223_18 . 0417 . C25 . ol . tc Method 
7188 End 
none Score 
7188. .7238, 7305. .7358, 7660 7689, ' 7661 7693, 7781. .7882, 
7786. .7899, 10712 .. 10783, 11397 11453, 11397 .. 11480, 
11404. .11481, 11553. .11615, 11555 11 620, 11562 11621, 
11667. .11759, 11850. .11948, 11938 .. 11991, 12209 .. 1228 6, 
12213. .12293, 12302 12334 , 124 10 .. 12451, 12470 12538, 
12471. . 12539, 12616 .. 12663, 12620 12 64 9, 12907 .. 12972 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. v 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56140 Seq. ID 

117507 Strand 

7194 End 

OJ000223_18 . 0417 . C25 . ol . np Method 

7194 End 

4510428 Score 



OJ000223_18.0417.C25 

18824 
AAT/NAP 
18824 
695 



7194.. 7357, 7659.. 7690, 7?84 .-V7881, 10703 .. 10773, 11345 .. 11477 , 
11555. .11618, 11695. .11757, 11851 .. 11991 , 12197 .. 12334 , 
12413. .12537, 12612 .. 12753, 12842 12960, 18009 .. 18 17 6, 
18675. .18824 

(AC006929) Argonaute (AGOl)-like protein [Arabidopsis thaliana] 



56140 
117507 
7194 

OJ000223_18 . 04 17-. C25 . o7 . 
7660 - - 

none 
7660. . 
10716. 
11555. 



Seq." ID OJ000223_18.0417.C25 
Strand 

End 18824 
_ tm • Method TBLASTX : Maize. . 

- - End 11756 

Score 66 

7689, 7786.-7899, 10709 .. 10780, 107 12 .. 10783, 
.10811, 11394. .11480, 11395 11478 , 11555 .. 11617 , 
.11620, 11694. .11756 



Seq. No. 56140 
Gene No. : 117507 
Start 7194 

Name OJ000223_18 . 0417 . C25 . o5 .'ts 

Start 11817 
GI none 
Exons 11817, 

12302. 

12483, 



,11948, 11938. 
,12334, 12410. 
,12539, 12616. 



.11991, 
.12451, 
.12663, 



Seq. ID 
Strand 
^.End 
Method 
End 
Score 

12209 

12411 



OJ000223- 18.0417.C25 



18824,.- 

TBLASTX : Soybean 
12972 
68 

12286, 12213. . 12287, 
12461, 12470. . 12538, 



12907. .12972 



Seq. No; - 56140 
Gene No. 117507 
Start 7194 

Name OJ000223_18 . 04 17 . C25 . o3 . tm 

Start 12206 
GI none 
Exons 12206. 

12411. 

12610. 



12334, 12207. 
12458, 12450. 
12720, 12877. 



,12335, 
,12545, 
,12945 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12212 

12473 



OJ000223 18.0417.C25 



18824 

TBLASTX: Maize 
12945 
120 

12358, 12410. . 12457, 
12544, 12608. .12658, 



Seq. No. 
Gene No. 
Start 



56140 

117507 

7194 



Seq. ID 

Strand 

End 



OJ000223 18.0417.C25 



18824 



56653 



Name 

Start 

GI 

Exons 



OJ000223_18 .0417.C25.o3.tw 

12209 

none 

12209. .1228 6, 12213. .122 93, 
12411. .12449, 12458. .12538, 



Method TBLASTX : Wheat 

End 12539 

Score 78 
12302. .12334, 124 10 .. 124 60 , 
12459.. 12539 



Seq. No. 56140 

Gene No. 117507 

Start 7194 

Name OJ000223_18 .0417. C25 . o5 . tm 

Start 14114 

GI none 

Exons 14114. .14377, 14146 .. 14388, 14155. .14388 



Seq. ID OJ000223_18.0417.C25 
Strand 

End 18824 

Method TBLASTX: Maize 

End 14388 

Score 267 



Seq. No. 56140 

Gene No. 117507 

Start 7194 

Name OJ000223_18 .0417 . C25 . 08 . tm 

Start . 14549 

GI none 

Exons 14549. . 14626, 1454 9 .. 14 614 , 
1473.2. . 14851, 14734. .14868 



Seq. ID OJ000223_18.0417.C25 
Strand 

End 18824 

Method TBLASTX: Maize 

End 14868 

Score 63 
14557. . 14625, 14729 .. 14854 , 



Q Seq. No. 

ffl Gene No. 

f\s Start 

;z Name 

^ Start 

U GI 

Q Exons 
f y 

'J* Seq. No. 

Gene No. 

M start 

*4 Name 

U Start 

= 5, Exons 



56140 
117507 
7194 

OJ000223_18 .0417.C25.ol.tw 
16861 
none 

16861. .17346, 1 6959 .. 17288 , 16978. .17304 



Seq. ID OJ000223_18.0417.C2-5 
Strand 

18824 

TBLASTX: Wheat 
17346 
399 



End 

Method 
End 1 
Score 



56140 

117507 

7194 

OJ000223_18.0417.C25.o4.ts 

16900 

none 

16900. . 17214 



Seq. ID OJ000223_18 .0417.C25 
Strand 

End - 18824 

Method TBLASTX : Soybean 

End 17214 

Score. 210 



Seq. No. 56140 

Gene No. 117507 

Start 7194 

Name OJ000223_18 . 04 17 . C25 . ol . tm 

Start 16914 

GI none • - 

Exons 16914. .17318, 16915.. 17400 

Seq. No. 56140 

Gene No. 117507 

Start 7194 

Name OJ000223_18 . 04 17 . C25 . ol . ts 

Start 17323 

GI none 

Exons 17323. . 17673, 17394.. 17657 



Seq. No. 
Gene No. 



56140 
117507 



Seq. ID OJ000223_18.0417.C25 
Strand 

End 18824 

Method TBLASTX: Maize 

End 17400 

Score 4 95 



Seq. ID OJ000223_18.0417.C25 
Strand 

End 18824 

Method TBLASTX : Soybean 

End 17673 

Score 321 



Seq. ID OJ000223_18.0417.C25 
Strand 



56654 





Start 


7194 




End 


18824 




Nam© 


OJ000223 18 0417 C25 


. o2 . tw 


Mpfhnd 


TBLASTX • Wheat 




u L.QI U 


17395 




End 


17793 




GI 


none 




Score 


246 




UAvl 1 O 


17395 17673, 17677 


. 17793 








Seq. No. 


56140 




Seq. ID 


OJ000223_18.0417 




Gene No. 


117507 




Strand 






Start 


7194 




End 


18824 




Name 


OJ000223 18 0417 C25 


. o2 . tm 


Mp"t~hnd 

11C LI 1 A 


TBLASTX • Maize 




Start 


17473 _ 




End 


17892 




GI 


none 




Score 


459 




Exons 


17473.. 178 92, 17496. 


. 17885 








Seq. No. 


56140 . 




Seq. ID 


OJ000223_18.0417 




Gene No. 


117507 




Strand 






Start 


7194 




End 


18824 




Name 


OJ000223 18 0417 C25 


. o3 . ts 


Me>t hod 


TBLASTX : Soybean 




Start 


17703 ~ 




End 


17949' 




GI 


none 




S core 


210 




Exons 


17703. 17852, 17704. 


. 17949 








Seq. No. 


56140 




Seq. ID 


OJ000223_18.0417 




Gene No. 


117507 




Strand 






Start 


7194 




End 


18824 


u = 


INdiLLC 


OJ000223 18^0417 P2S 


r\ f\ +- m 
• \J \J . L.1LI 


MprhnH 


TRT.A^TX 'Mai 7P 


Fil 


O Lai L 


1 80 S? _ 




End 


18396 

X O J _7 U 












_i. -J X 




Pynn q 

DAUl lO 


lOU Jt. • • X O J J U 










Seq. No. 


56140 




Seq. ID 


OJ000223_18.0417 


- — 


Gene No. 


117507 




Strand 






Start 


7194 




End 


18824 


[ J 


Name 


OJ000223 18 0417 C25 


. o 4 . tm 


Method 


TBLASTX: Maize 




Start 


18432 _ 




End 


18824 




GI 


none 




Score 


303 


? = 

IS 

i li 


pvnnq 

J_i A Ul 1 J 


18432 18464 18495 


. 18824 , 


18517. .18822 • ■ 




Seq. No. 


56140 




Seq. ID 


OJ0002"23_18.0417 


□ 


Gene No. 


117507 




Strand 






Start 


7194 




End 


18824 




Name 


OJ000223 18 0417 C25 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


184 60 _ 




End 


18762 




GI 


none 




Score 


23,2- - 




Rxon ^ 


18460 18762. 18471 


. 18761 






Seq. No. 


56140 




Seq. ID 


OJ000223_18.0417 




Gene No. 


117507 




Strand 






Start 


7194 




End 


18824 




Name 


OJ000223 18 0417 C25 


* o4 . tw 


Method 


TBLASTX: Wheat 




Start 


18610 _ 




End 


18822 




GI 


none 




Score 


183 




Exons 


18610. .18822, 18684. 


.18821 








Seq. No. 


56141 




Seq. ID 


OJ000223_18.0417 




Gene No. 


117508 




Strand 






Start 


585 




End 


888 



56655 



Name OJ000223_18 . 0417 . C26 . ol . np Method AAT/NAP 

Start 585 End 888 

GI 2149640 Score 64 

Exons 585.. 656, 745.. 8.§£ . 

GI Descrip. (U91995) Argonaute protein [Arabidopsis 'thaliana] 

gi|5733867|gb|AAD49755.1|AC007932_3 (AC007932) Identical to 
gb|U91995 Argonaute protein from' Arabidopsis thaliana. ESTs 
gb|H76075, gb|AA720232, gb|N65911 and gb|AA651494 come from this 
gene. 



Seq. No. 56142 Seq. ID 

Gene No. 117509 Strand 

Start 1437 End 

Name OJ000323_11 . 04 19 . C3 . ol . gs Method 

Start 1437 End 

GI none Score 

Exons 1437.. 1611 



OJ000323_11.0419.C3 
+ 

1611 
GENSCAN 
1611 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56142 Seq. ID OJ000323_11 . 04 19 . C3 

117510 Strand 

1581 End 1838 

OJ000323_11.0419.C3.ol.np Method AAT/NAP 

1581 End 1838 

544262 ■ Score 65 

1581. .1838 

PISTIL-SPECIFIC EXTENS IN-LIKE PROTEIN PRECURSOR (PELP) 
gi I 322761 Ipir | UQ1696 pistil extensin-like protein precursor 
(clone pMG15) - common tobacco gi 1 19929 | emb | CAA78397 | (Z14019) 
pistil extensin like protein [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 
GI Descrip. 



56143 

117511 

4337 

OJ000323_11.0419.C4 . o2 . gs 

4337 

none 



Seq. ID OJ000323_11.0419.C4 

Strand + 

End 7883 . 

Method GENSCAN 

End- 7011 

Score .41 



4337. .4435, 4 665 .. 4 877 , 5272 .. 6173, 6217. .6752, 6863. .7011 



56143 Seq. ID 

117511 Strand 
4 337 End 
OJ000323_11 ,0419 . C4 . ol . np Method 
6007 End 
6630696 Score 
6007. .7883 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000323_11.0419.C4 
+ 

7883 
AAT/NAP 
7883 
3228 



Seq. No. 56143 Seq. ID 

Gene No. 117511 Strand 

Start 4337 End 

Name OJ000323_11 . 04 19 . C4 . ol . gp Method 

Start 6049 ■. End . 

GI 101595_1.R1084 Score 

Exons 6049.. 6747, 6863.. 6937 

GI Descrip. '3047066 3.0e-15 (AF058825) contains similarity to 



OJ000323_11.0419.C4 
+ 

7883 
AAT/GAP 
6937 
1431 



56656 



retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. No. 56143 

Gene No. 117512 

Start 399 ■ 

Name OJ000323_11 . 0419.C4 .ol.gs 

Start 399 

GI none 
Exons 



Seq. ID OJ000323 11. 0419. C4 



Strand 
End 

Method 

End 

Score 



3837 
GENSCAN 
3837 
.69 



399.. 710, 843.. 923, 1261.. 2190, 2643.. 2708, 3835.. 3837 



Seq. No. 56143 

Gene No. 117513 

Start 7259 

Name OJ000323_11 . 04 19 . C4 . o2 . 

Start 5901 

GI none 

Exons 5901.. 5999, 5902.. 6036, 
6200. .6295 

Seq. No. 56143 

Gene No. 117513 

Start 7259 

Name OJ000323_11 . 04 19 . C4 . o3 . 

Start 604 9 

GI none 

Exons * 6049.. 6201, 6096.. 6200, 

Seq. No. 56143 

Gene No. 117513 

Start 7259 

Name OJ000323_11 . 0419 .C4 . ol . 

Start 6878 

GI none 

Exons 6878. .7150, 6879. .7151, 
7181. .7222 



Seq. ID OJ000323_11.0419.C4 
Strand 

End 7411 

tw Method TBLASTX : Wheat 

End 6295 

Score 128 
6013. .6201, 6087. .6206, 6200. .62 95, 



Seq. ID OJ000323_11.0419.C4 
Strand 

End 7411 

tm Method TBLASTX : Maize 

End 6355 

Score 131 
6199. .6276, 6203. .6355, 6206. .6352 

Seq. ID OJ000323_ll. 0419.C4 
Strand 

End 7411 

tm Method TBLASTX : Maize 

End 7222 

Score 389 
687 9. .7151, 68 80. .7152, 6880. .7152, 



Seq. -No. 56143 Seq. ID 

Gene No. 117513 Strand 

Start 7259 End 

Name OJ000323_11 . 04 19 . C4 . o3 . gs Method 

Start 7259 End 

GI none Score 

Exons 7259.. 7411 



OJ000323_11.0419.C4 

7411 
GENSCAN 
7411 
.82 



Seq. No. 56143 Seq. ID 

Gene No. 117514 Strand 

Start 7333 End 

Name OJ000323_11 . 04 19 . C4 . o2 . tm Method 

Start 7333 End 

GI none Score 

Exons 7333.-7797, 7572.. 7790 



OJ000323_11.0419.C4 
7844 

TBLASTX: Maize 

7797 

313 



Seq. No. 56143 Seq. ID 

Gene No. 117514 -Strand 

Start 7333 End 

Name OJ000323_11 . 04 19 . C4 . ol . tw Method 

Start 7440 End 



OJ000323_11.0419.C4 
7844 

TBLASTX: Wheat 
7844 



56657 



GI 

Exons 



none Score 328 

7440. .7688, 7441. .7689, 7662.-7844, 7663.-7842 



Seq., No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

3 Gene No. 
i Start 

~ Name 

:a Start 

'i GI 

^ Exons 

I Seq. No. 

II Gene No. 
~ Start 

Name 
,1 Start 

4 GI 

di- Exons 

~ GI Descrip. 

^ Seq. No. 
J Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 

Exons"' 

Seq. No. 
Gene No. 



56143 Seq. ID 

117514 Strand 

7333 End 

OJ000323_11.0419.C4 .ol.ts Method 

7585 End 

none Score 

7585.. 7806, 7587.. 7802 



OJQ00323 11. 0419. C4 
7844 

TBLASTX: Soybean 

7806 

207 



56144 Seq. ID OJ000323_11 . 04 19 . C5 

117515 Strand + 

1 End 1549 

OJ000323_11 . 0419 . C5 . ol . np Method AAT/NAP 

1 End 1549 

6630696 Score 2662 

1..1549 

(AP000969) ESTs 022114(010364), AU076106 (E204 23) correspond to 
region of the predicted gene.; Similar to retrovirus-related pc 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



56144 Seq. ID 

117515 Strand 
1 " * End- 

OJ000323_11 . 0419 . C5 . o3 . tw Method 
1 End 
none Score 

1. .237, 2. .232, 48. .233 



OJ000323_11.0419.C5 
+ 

1549 

TBLASTX: Wheat 

237 

296 



56144 

117515 

1 

OJ000323_11. 0419. C5. ol.ts 
157 

5509260 

157. .606, 252. .413, 367. .507 



Seq. ID OJ000323_11. 0419.C5 

Strand + 

End 1549 

Method .TBLASTX : Soybean 

End 606 

Score 387 



56144 

117515 

1 

OJ000323_1 1 . 04 1 9 . C5 . ol . tc 

250 

none 

250. .510, 252. .422 

56144 

117515 

1 

OJ000323_1 1 . 04 1 9 . C5 . ol . tm 

291 

none 

291. .422, 292. .756,. 427. .507, 

56144 
117515 



Seq. ID OJ000323_11. 0419.C5 

Strand + 

End 1549 

Method TBLASTX : Cress 

End 510 

Score 291 



Seq. ID OJ000323_11.0419.C5 

Strand + 

End 1549 

Method TBLASTX :Maize 

End 756 

Score 360 

543..6S3, 

Seq. ID OJ000323_11.0419.C5 

Strand + 



56658 




C -1 > v*+- 


i 
i 


End 


1549 




Name 


UJUUUoVJ 1 I . U4 1 y . Lo . 0£ . tw 


Method 


TBLASTX: Wheat 




Start 




End 


1044 




bl _ ; T ~. ■ .- 


none 


Score 


313 




Exons 




991. .1044 




Seq. No. 


56144 


Seq. ID 


OJ000323_11.0419 


.C5 


Gene No. 


117515 


Strand 


+ 




otart 


1 


End 


1549 




Name 


UJUUloZJ 1 1 . U4 iy . Lj . OZ . lS 


Method 


TBLASTX : Soybean 




btart 


can 
by u 


End 


1041 




bl 


none 


Score 


146 




Exons 


byu. .ojy, o y i . . o 4 y , o3y..iuo/ / 


850. .1038, 859. .1041 




Seq. No. 


56144 


Seq. ID 


OJ000323_11.0419 


.C5 


Gene No. 


117515 


Strand 


+ 






i 


End 


1549 




Name 


ujuuu j 1 1 . u 4 1 y . bo . oz . x^m 


Method 


TBLASTX: Maize 




C H , vf 

otart 


01/ 


End 


1188 




bl 


none 


Score 


358 




Exons 


01/ . . lloo, o 4 U . . 1 1 0 / 








Seq. No. 


56144 


Seq. ID 


OJ000323_11.0419 


-C5 


Gene No. 


117515 


Strand 


+ 




Start 


1 


End 


.1549 




Name 


ujuuujzo i i . U4 i y . bo . oi . tw 


Method 


TBLASTX: Wheat. 




Start 


lU4o 


End 


1520 




GI 


none 


Score 


105 




Exons 


XU40 . . Illy, 1U4O..11U0, 1UOU . . 


1118, 1134. .1520, 1135. .1518 


Seq. No. 


56144 


Seq. ID 


OJ000323_11.0419 


.C5 


Gene No. 


117515 


Strand 


+ 




CI--, vl- 

btart 


1 


End 


1549 




Name 


UJUUUoVJ ll.U4iy.LO.OJ.tS 


Method 


■TBLASTX: Soybean- 




O -4- •^■4- 


i r\t;i 
XUjJ. 


End 


1392 




bl 


none 


Score 


97 




Exons 


1U01 ... Ilb4, 1U00..11D4,. lloJ.. 


1392,. 1188. .1313 




oeq . ino . 


56145 


Seq. ID 


OJ000323_11.0419 


.C6 


Gene .No. 


117516 


Strand 


+ 




Start 


1 


End 


3886 




wame 


OJ000323 11.0419.C6.ol.np 


Method 


AAT/NAP 




otart 


1 


End 


3886 




bl 


2842424 


Score 


103 




Exons * 


1..21, 441. .584, 668. .904, 959. .1073, 


1162.. 1378, 3827. 


.3886 


GI Descrip. 


(AJ223948) RNA helicase [Homo 


sapiens] 






beq . no . 


56145 


Seq. ID 


OJ000323_11.0419 


.C6 


Gene No. 


117516 


Strand 


+ 




Start 


1 


End' 


3886 






OJ000323 11.0419.C6.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


3886 




GI 


7267243 


Score 


32 




Exons 


1..41, 2009. .2182, 3861. .3886 








GI Descrip. 


(AL161501) putative potassium 


transporter [Arabidopsis 


thaliana] 


Seq. No. 


56145 


Seq. ID 


OJ000323JL1.0419 


.C6 



56659 





Gene No. 


117516 




Strand 


+ 






i 




c^nci 


JOOD 




Name 


UJUUUjZ J ll.U4iy.L,o 


ol . gs 


jxie tnoa 






btart 


Q 
0 




Lna 


4 oy 




C T 


none 




Score 






Exons 


ft 4 £Q 

0 * . 4 O y 










Seq. No. 


56145 




Seq. ID 


OJ000323_ 




Gene No. 


117516 




Strand 


+ 






i 
i 




PnH 


^ft ft 




Name 


mnnmo^ ii 0.41Q 


Ol . ts 


jxieunoa 


rjiDT 7\ CTY • C/ 




btart 


AAA 
4 4 4 




Hjna 


ft A A 
O 4 4 






none 




Score 


/ Z 




Exons 


4 4 4 RDQ ^Q^ 

444. . JO/ • i JJJ, 




669 ft 4 4 


/ D / J. . OjI 




Seq. No. 


56146 




Seq. ID 


OJ000323 




Gene No. 


117517 




Strand 


+ 




Of a rf 
otalt 


1 Pl9 
lUi 




ill I Id 


14 14 
14 14 




Name 


nTnnn^9^ ii n4iQ a 
Uuuuu j ii . iy , t / 


ol . gs 


/"v /^J 

jyietnoa 






o rare 


i no ~~ 
1 uz 






14 14 




C T 


none 




Score 


. D 




HjXons 


1 HO 14ft 1 1 "5/1 1 "3p|C 
1UZ . .140/ 11.34. . i jUt 




14 14 






Seq. No. 


D ol4 d 




Seq. , I D 






Gene No. 


117518 




Strand 


+ 




Start 


1405 




End 


1901 


; y 


Name 


OJ000323 11. 0419. CI. 


ol.gp 


Method 


AAT/GAP 


Start 


1405 




End 


1901 




GI 


uC-osflcypl34g08al 




Score 


98 6 




Exons 


1405. .1901 









11. 0419. C7 



GI Descrip. * 5803254 /dbj I BAA83564 . 1 1 5.0e-ll (AP000399) ESTs 

C97429(C60159) ,D22427 (C11106) , AU078031 (E31854 ) , D15683 (C1084) 
correspond to a region of the predicted gene; hypothetical 
. protein [Oryza sativa] ' 



Seq. No. 56146 ^ .Seq. ID - OJ000323_11 . 04 19 . C7 

Gene No. 117519 Strand 

Start 1701 End 2285 

Name OJ000323JL1 . 04 19 . C7 . ol . np Method AAT/NAP 

Start 1698 End 2285 

GI 5803254 Score 333 

Exons 1698.. 2033, 2121.. 2285 

GI Descrip. (AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 

AU078031 (E31854) , D15683 (C1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 56146 

Gene No. 117519 

Start 1701 

Name 0 JO 0 0 32 3_1 1 . 0 4 1 9 . C7 . o2 gs 

Start 1701 

GI none 

Exons 1701.. 2069 



Seq. ID OJ000323_11.0419.C7 
Strand 

End 2285 

Method GENSCAN 

End 2069 

Score .61 



Seq. No. 
Gene No. 
Start 



56146 

117519 

1701 



Seq. ID 

Strand 

End 



OJ000323 11. 0419. C7 



2285 



56660 



• • 

Name OJ000323_11 . 0419 .C7 . ol . tm Method TBLASTX : Maize 

Start 1706 End 2021 

GI none Score 68 

Exons 1706. .1795, 1710. .1820, 1710. .1820, 1711. .1821, 1830. .1865, 
1876. .1983, 1877. .2008, 1879. . 2019, " 1881 .. 2021 

Seq. No. 56147 Seq. ID OJ000323_11 . 04 19 . C8 

Gene No. 117520 Strand + 

Start 1 End 1557 

Name OJ000323_11 . 0419.C8 .ol .np Method AAT/NAP 

Start 1 End 1557 

GI 5777623 Score 718 

Exons 1..491, 1061.. 1121, 1383.. 1557 

GI Descrip. (AJ245900) CAA303711.1 protein [Oryza sativa] 

Seq. No. 56147 Seq. ID OJ000323_11 . 04 19 . C8 

Gene No. 117521 Strand - 

Start 153 End , 572 

Name 0 JO 0 0 32 3_1 1 . 0 4 1 9 . C8 . ol '."gs Method ■ GENSCAN 

Start 153 End 572 

GI none Score . 89 

Exons 153. .572 

Seq. No. 56147 v. Seq. ID OJ000323_11 . 04 19 . C8 

Gene No. 117522 Strand * - ' 

Start 1465 ' End 4516 

Name OJ000323_11 . 04 19 . C8 . o2 . np . Method AAT/NAP 

Start 1465 End 4516 

GI 4680186 " Score 187 

Exons ■ 1465.. 1882, 2363.. 2421, 4451.. 4516 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 

Seq. No. 56147 Seq. ID OJ000323_11 . 04 19 . C8 

Gene No. 117522 Strand 

Start 1465 End 4516 

Name OJ000323_11 . 04 19 . C8 . o3 . np Method AAT/NAP 

Start 2635 * ' -End 3090 

GI 5803254 Score 344 

Exons . 2635. . 3090 

GI Descrip. (AP000399) ESTs C97429 (C60159 ) , D22427 (C11106 ) , 

AU078031 (E31854) , D15683 (C1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 

Seq. No. 56148 Seq. ID OJ000323_11 . 04 19 . C9 

Gene No. 117523 Strand + 

Start 262 End 2468 

Name OJ000323_11 . 04 19 . C9 . ol . np Method AAT/NAP 

Start 262 End 2468 

GI 7441831 .. Score 89 

Exons 262.. 425, 1727.. 2063, 2364.. 2468 

GI Descrip. extensin - soybean gi 1 1165322 | gb | AAB53156 . 1 1 (U44838) extensin 
[Glycine max] 

Seq. No. 56148 * Seq. ID OJ000323_11 . 04 19 . C9 

Gene No. 117523 Strand + 

Start 262 End 2468 

Name OJ000323_11 . 04 19 . C9 . ol . gs Method GENSCAN 



56661 



Start 
GI 

Exons 



358 End 8 92 

none Score .47 

358. .387, 437. .648, 749. .892 



Seq. No. 56148 Seq. ID 

Gene No. 117524 Strand 

Start 1119 End 

Name OJ000323_11 . 0419 . C9 . o2 . gs Method 

Start 1119 End 

GI none Score 

Exons 1119.. 1213, 1899.. 2337 

Seq. No. 56149 Seq. ID 

Gene No. 117525 Strand 

Start 1 End 

Name OJ000323JL1 . 0419. CIO. ol.gs Method 

Start 1 End . 

GI none Score 

Exons 1..67, 94. .262, 325. .3638, 3918. .4483 

Seq. No. 56149 Seq. ID 

Gene No.. 117525 Strand 

Start 1 End 

Name OJ000323_11 . 0419 . CIO . ol . gp Method 

Start 4112 , End 

GI none Score 

Exons 4112.. 4554, 4915.. 4953 



OJ000323_11.0419.C9 

2337 
GEN SCAN 
2337 
.56 



OJ000323_11. 0419. CIO 
+ 

4953 
GENSCAN 
4483 
.67 



OJ000323JL1. 0419. C10 
+ 

4953 
AAT/GAP 
4953 
848 



Seq. No. 
Gene No . 
Start. 
Name 
Start 

gi 

Exons" 

GI Descrip. 



56149 Seq. ID 

117526 Strand 
5636 End 
OJ000323_11 . 0419. CIO . o2 . gp Method 
5636 End 
38010_1.R1084 Score 
5636. .6348 

'3915039/sp|Q411'44 |STC_RICCO 3.0e-35 SUGAR CARRIER PROTEIN C 
>gi 169718 (L08196) sugar carrier protein . [Ricinus '.communis ] 1 



OJ000323JL1. 0419. C10 
+ 

6348 
AAT/GAP 
6348 
1314 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56149 Seq. ID 

117527 Strand 

19073 End 
OJ000323_11. 0419. C10. o4.gs ' Method 

19073 End 

none . Score 
19073.. 19363 



OJ00032 ; 3_11. 0419. C10 
+ 

19363 
GENSCAN 
19363 
.98 



Seq. No. 56149 Seq. ID 

Gene No. 117528 Strand 

Start 22140 End 

Name * OJ000323_11 . 04 19 . C10 . o5 . gs Method 

Start 22140 End 

GI none Score 

Exons 22140. .22672, 22998.. 23085 _ 



OJ000323_11. 0419. C10 
+ 

23085 
GENSCAN 
23085 
.73 



Seq. No. 
■Gene No. 
Start 



56149 

117529 

5873 



Seq. ID 

Strand 

End 



OJ000323_11.0419.C10 
12446 



56662 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000323_11. 0419. CIO. o2.np 

5852 

7446741 

5852. .6843, 6945.. 7073, 8951. 



Method AAT/NAP 
End 10178 
Score 2077 
.9270, 10046.. 10178 



probable hexose transport protein F9D12.17' - Arabidopsis 
thaliana gi | 3319354 | gb | AAC26243 . 1 | (AF077407) contains 
similarity to sugar transporters (Pfam: sugar_tr . hmm, score: 
395.39) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56149 

117529 

5873 

OJ000323 
5873 
none 
5873. 
10393 



_11. 0419. C10. o2.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_11. 0419. C10 

12446 
GENSCAN 
12446 
.69 



6745, 6763. .6844, 6949. .7089, 8925. .9270, 
.10487, 10555. .10831, 11835 .. 11940, 11946. 



10046. .10235, 
.11978, 



12018. .12359, 12373.. 12446 



Seq. No. 56149' Seq. ID OJ000323_11 . 04 19 . C10 

Gene No. 117529 Strand 

Start 5873 End 12446 

Name OJ000323_11 . 04 19 . C10 . o3 ,'gp Method AAT/GAP 

Start 6639 End * 7076 

GI LIB3432--047-P2-K11-D7 Score 613 

Exons 6639.. 6844, 6949.. "7076 

GI Descrip. 1 3582000/emb | CAA094 19 . 1 | 2.0e-50 (AJ010942) hexose transporter 
protein [Lycopersicon esculentum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. . Descrip . 



56149 Seq. ID OJ000323_11 . 04 19 . C10 

117530 Strand 

16302 End 18038 

OJ000323_11. 0419. C10. o4 . gp Method AAT/GAP 

16058 End 16769 

88764JL.R1084 Score 1258 

16058. . 16769 

' 4263707/gb| AAD15393 | -8.0e-24 (AC006223) putative 70kD heat 
shock protein [Arabidopsis thaliana] 1 



Seq. No. 56149 Seq. ID 

Gene No. 117530 Strand 

Start 16302 End 

Name OJ000323_11 . 04 19 .C10 . o3 . gs Method 

Start 16302 End 

GI none - Score . 

Exons 16302. . 18038 



OJ000323JL1. 0419. C10 

1.8038 
GENSCAN 
18038 
.98 



Seq. No. 56149 Seq. ID 

Gene No. 117530 Strand 

Start 16302 End 

Name 0 JO 0 0 32 3_1 1 . 0419. C10. o3 . np Method 

Start 16311 End 

GI 4263707 Score 

Exons • 16311. . 17155, 17189 .. 18038 . 

GI Descrip. (AC006223) 70kD heat shock protein [Arabidopsis thaliana] 



OJ000323JL1. 0419. C10 

18038 
AAT/NAP 
18038 
1926 



Seq. No. 



56149 



Seq. ID OJ000323_11. 0419. C10 



56663 



Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



117530 Strand 

16302 End 18038 

OJ000323_11 . 0419. CIO . o5 . gp Method AAT/GAP 

16761 End 17324 

3760128 Score 1088 

16761. .17324 

4263707/gb|AAD15393| 8.0e-53 (AC006223) putative 70kD heat shock 

protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323 11. 0419. C10 



56149 
117530 
16302 

OJ000323_ll.0419.C10.o6.gp 
17494 
2312484 
17494. .17945 

4263707/gb|AAD15393| 5.0e-44 (AC006223) putative 70kD heat shock 
protein [Arabidopsis thaliana] 



18038 
AAT/GAP 
17945 
877 



Seq. No. 56149 Seq. ID OJ000323_11 . 04 19 . C10 

Gene No. 117531 Strand 

Start 21266 End 21555 

Name. OJ000323_11 . 04 19 . C10 . o7 . gp Method AAT/GAP 

Start 21266 End 21555 ~ 

GI 15591JL.R1084 , Score 432 

Exons 21266.. 21555 

GI Descrip. * 5257255/dbj | AP000364 . 1 1 AP000364 2.0e-14 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' • 



Seq. No. 56149 Seq. ID OJ000323_11 . 04 19 . C10 

Gene No. 117532 Strand 

Start 21703 End 22655 

Name OJ000323_11 . 04 19 . C10 . o4 . np Method AAT/NAP 

Start 21703 End 22655 

GI 6907106 Score 393 

Exons 21703. .21908, .21981, .22524, 22555, .22655 

GI Descrip. (AP001129) EST AU0 682*91 (C12960-) corresponds to a region of the 
-predicted gene . ,v hypothetical protein [Oryza sativa] 



OJ000323 11. 0419. C10 



Seq. No. 56149 Seq. ID 

Gene No. 117533 Strand 

Start 23479 End 

Name OJ000323_11 . 04 19 . C10 . o2 . tc Method 

Start 395 End 

GI - * none Score 

Exons 395.. 481, 2935.. 3063, 2966.. 3355, 3109.. 3327, 3379.. 3561, 
. 3380. .3550 



23697. 

TBLASTX: Cress 

3561 

384 



Seq. No. 


56149 








Seq. ID 


OJ000323_11.0419.C10 


Gene No. 


117533 








Strand 




Start 


23479 








End 


23697 


Name 


OJ000323 11 


.0419 


C10.o9 


tm 


Method 


TBLASTX: Maize 


Start 


1751 








End 


2255 


GI 


none 








Score 


109 * 


Exons 


1751. .2008, 


1751 


.1987, 


1982. 


.2254, 2024.. 2254, 2025.. 2255 


Seq. No. 


56149 








Seq. ID 


OJ000323_11. 0419. C10 



56664 




Gene No. 


117533 






O Lax L 


l j4 / 3 






Name 




. u 4 1 y . 


LXU . Oft 


Of -i -K-4- 


0 Q 0 O 








none 






dXOIIo 


0009 "5^04 


9 Qn fi 




beq. NO. 










X J. / JJJ 






Start 


" 23479 






Name 


OJ000323 11 


.0419. 


C10.o3 


Start 


2917 






GI 


none 






Exons 


2917. .3348, 


2918. 


.3349, 




3373. .3672, 


4163. 


.4423, 




Strand 

End 23697 

.tm Method TBLASTX :Maize 

End 4 4 68 

Score 687 
2911. .3627, 4169. .4468, 4195. .4464 

Seq. ID OJ000323_11. 0419. CIO 
Strand 

End 23697 

.ts Method TBLASTX: Soybean 

End 4423 

Score 519 
3111. .3365, 3350. .3637, 3353. .3637, 
4192. .4422 



Seq. No. 56149 

Gene No. 117533 

Start 23479 

Name OJ000323_11 . 04 19 . CIO . o3 . tw 

Start 3293 

GI none 

Exons 3293.. 3511, 3299.. 3487, 3301. 



Seq. ID OJ000323JL1. 0419. C10 
Strand 
End 

Method 
End 
Score 
.3510 



23697 

TBLASTX: Wheat 

3511 

222 



Seq. No. 56149 Seq.. ID 

Gene No. 117533 Strand 

Start . 23479 End 

Name OJ000323_11 . 04 19 . C10 . o4 . tc 'Method 

Start 4190 End 

GI none Score 

Exons 4190.. 4477, 4198.. 4473 



OJ000323_11. 0*419. C10 
23697 

TBLASTX: Cress 

4477 

224 



Seq. No. 56149 
Gene No. 117533 
Start .. 23479 

Name OJ000323_11 . 04 19 . C10 . ol . tc 

Start 5882 
GI none 
Exons 5882. 

6315. 

8948. 



.5974, 5889. .5972, 5981, 
.6668, 6689. .6832, 6694, 
.9217, 8955. .9155, 9188. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 11. 0419. C10 



23697 

TBLASTX: Cress 
10173 
50 

6280, 5982. .6281, -6314 . , 
6834, 6948.. 7076, 6949., 
9271, 9222.. 9272, 10044, 



6691, 
7092, 
.10127, 



10045. .10173 



Seq. No. 56149 .Seq. ID 

Gene No. 117533 Strand 

Start 23479 End 

Name OJ000323_11 . 0419. C10 . ol . tm Method 

Start 5912 End 

GI none Score 

Exons 5912.. 6544, 5928.. 6545 



OJ000323JL1. 0419. C10 
23697 

TBLASTX: Maize 

6545 

778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



56149 

117533 

23479 

OJ000323_ 

5913 

none 



11.0419.C10.ol.ts 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



OJ000323_11. 0419. C10' 
23697 

TBLASTX: Soybean • 

10170 

813 



56665 



Exons 



5913. .6668, 5927. .6691, 6689. .6835, 6694. .6834, 6949. .7074, 
6954. .7076, 8948. .9196, 8955. .9071, 9138. .9170, 9197. .9271, 
9222. .9272, 10044 .. 10130, 10045. .10170 



Seq. No. 56149. Seq. ID 

Gene No. 117533 Strand 

Start 23479 End 

Name OJ000323_11 . 0419. CIO . o2 . tw Method 

Start 5925 End 

GI none Score 

Exons 5925.. 6284, 5981.. 6283 



Seq. No. 56149 

Gene No. 117533 

Start 23479 

Name OJ000323_11 . 04 19 . C10 . o4 . tw 

Start 6320 

GI none 

Exons 6320.. 6577, 6437.. 6592, 6447, 



OJ000323_11. 0419. C10 
23697 

TBLASTX: Wheat 

6284 

294 



Seq. ID OJ000323_11. 0419. C10 



Strand 
End 

Method 
End 
Score 
.6617' 



23697 

TBLASTX: Wheat 

6617 

83 



Seq. No. 
Gene No. 
Start. 
Ncl'me 
Start , 
GI 

Exons 



56149 

117533 

23479 1 

OJ000323_11, 

6548 

none 

6548. .6691, 
6955. .7026 



0419.C10.o6.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_11.0419.C10 
23697 

TBLASTX: Mai ze 

7026 

111 



6549. .6668, 6689. .6838, 6694. .6843, 6954. .7025, 



Seq. No. 56149 

Gene No. 117533 

Start 23479 

Name O JO 0032 3_1 1 . 0419. C10. o7 . tm 
Start . ■ 9039 

GI • none 

Exons ^ 



Seq. ID OJ000323_11. 0419. C10 



Strand 
End 

Method 

End 

Score 



23697 

TBLASTX: Maize 

10149 

43 



9039.. 9062, 9041.. 9064, 9101.. 9271, 9138.. 927-2, 9221.. -9274, 
10044. .10130, 10045.*. 10149 . ■ - 



Seq. No. 56149 

Gene No. 117533 

Start 23479 

Name 0 J000323JL1 , 04 1.9 ; C10 . o2 . tm. 

Start 16296 

GI none 
Exons 



Seq. ID OJ000323JL1. 0419. C10 
Strand 
End" 
Method 
End 
Score 



23697 

TBLASTX: Maize 

16896 

455 



16296. .16895,. 16296. .168 95, 16306 ... 168 96 



Seq. No. 56149 
Gene No. 117533 
Start 23479 

Name OJ000323_11 . 0419. C10 . o2 . t s 

Start 16312 
. GI none 

Exons 16312.. 16437, 16314.. 16436, 16315 

16443. .16937, 16444 .. 16935, 16674 
16938. .17246, 16956. .17246 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 11. 0419. C10 



23697 

TBLASTX : Soybean 
17246 
115 

16437, 16365. . 16439, 
16946, 16936. . 17160, 



Seq. No. 



56149 



Seq. ID 

56666 



OJ000323 11. 0419. C10 



Gene No. 


117533 






Strand 








Start 


23479 






End 


23697 






Name 


OJ000323 11. 0419. CIO 


. ol . tw 


Method 


TBLASTX: 


Wheat 




otart 


16458 






End 


19138 








none 






Score 


117 






Exons 


16458. . 


,16760, 16459., 


i £7 a n 


16783. .17028, 16785 


1 7 HA 9 






17267. . 


,17359, 17359., 


1 7 "3 Q7 
. X / J y 1 , 


17410. .17532, 17415 


. . X / DO X , 






• 17647. . 


,17742, 17697., 


i -7 7 c q 
. X / / 0 y , 


17817. .17957, 19100 


1 Q1 ^R 
. . Ly lOO 




oeq. wo. 


56149 






Seq. ID 


OJ000323 


11 n/11 Q 
X X . U4 X y , 


r*i n 
LIU 


Gene No. 


117533 






Strand 








Start 


23479 






End 


23697 






Name 


OJ000323 11. 0419. CIO, 


. O J . tc 


Method 


TBLASTX: 


Cress 




otart 


16458 






End 


17957 






<^X . 


none 






Score 


121 






Exons 


16458. . 


16760, 16459., 


1 £7 A n 
. Id / 4 U , 


16783. . 16935, 16785 


1 7 ft A O 
. . X / U H z , 






17267. . 


17323, 17415., 


i 7 7 c Q 
. X / / D y , 


17817. .17957 






Seq. No. 


56149 






Seq. ID 


OJ000323 


_11.0419. 


C10 


Gene No. 


117533 






Strand 








Of -i vf 

btdlL 


23479 






End 


23697 






Name 


OJ000323 11. 0419. CIO, 


> oz> • tm 


Method 


TBLASTX: 


PUT *~N T r*T rt 




o u art 


16897 




- 


End 


17297 






bX 


none 






Score 


• 373 






Exons 


16897. . 


17280,. 16899. . 


1 7 9 Q7 
, X / Z y 1 










Seq. No. 


56149 






Seq. ID 


OJ000323 


li . U4 x y . 


ClU 


Gene No. 


117533 






Strand 








Start 


23479 






End 


23697 






Name 


OJ000323 11. 0419. CIO. 


, o4 . t s 


Method 


TBLASTX : 


Soybean 




C+- -a -»~4- 

o tar l 


17247 






End 


18042 






LX 


none 






Score 


436 






TP T/ 1^ t~i 

Lxons 


17247. . 


17816, 17248.. 


1 7 7 R 1 
, X / / O X , 


17793. .17996, 17812 


1 7 Q £7 
. . X / y D / , 






17967. . 


18041, 17979., 


1 R C\A 1 
, X O U fl X , 


17980. .18042 






Seq. Nov 


56149 






Seq. ID 


. OJ000323 


_11.0419. 


C10 


Gene No. -.- 


' 117533 






Strand 








Of ayf 


23479 






End' 


23697 






Name 


OJ000323 11. 0419. CIO. 


, o3 . tm 


Method 


TBLASTX:: 


Maize 




otart 


17486 






End 


18017 








none 






Score 


523 






XT' v /"\ t^i c 


17486... 


18007,, 17487.. 


. X / yOO , 


17487. .18017, 17488 


1 7 Gft 9 
. . X / yO Z . 




oeq . mo . 


56149 






Seq. ID 


OJ000323 


1 1 CiA 1 Q 
X X . \JH X y . 


LIU 


Gene No . 


117533 






Strand 








otart 


23479 






End 


23697 






Name 


OJ000323 11. 0419. C10, 


, 08 . tm 


Method 


TBLASTX:; 


Maize 




Start 


21800 






End 


22270 








none 






Score 


75 






Exons 


21800. . 


21841, 21802.. 


. Z lyoo , 


21803. .21856, 21822 


. . Z X y oZ , 






21868. . 


21933, 21870.. 




21907. .21960, 21936 


O 1 Q C Q 

. . z x y do , 






21970. . 


22068, 21982.. 


,22125, 


22024. .22068, 22066 


. .22146, 






22067. . 


22171, 22238.. 


22270 










Seq. No. 


56149 






Seq. ID 


OJ000323 


_11.0419. 


C10 


Gene No. 


117533 






Strand 








Start 


23479 






End 


23697 







56667 



Name 

Start 

GI 

Exons 



OJ000323_11.0419.C10.o6.gs Method GENSCAN 

23479 . End 23697 

none ' Score .95 

23479. .23499, 23584.. 23697 



Seq. No. 56150 Seq. ID 

Gene No. 117534 Strand 

Start 1814 End 

Name OJ000323_11 .0419. C12 . o2 . gs Method 

Start 1814 End 

GI none Score 

Exons 1814. .2373, 3231. .3318, 4879. .4887 



OJ000323_11.0419.C12 

4887 .. 
GENSCAN 
4887 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56151 

117535 

2337 

OJ000323_11.0419.C13.ol.gp 
2337 „ . 
53812. '.1.R1084 



Seq. ID OJ000323_11.0419.C13 

Strand + ■ 

End 5163 

Method AAT/GAP 

End - 3610 

Score 952 



2337. .2545, 2664. .2781, 3228. .3316, 3412. .3458, 3550. .3610 
'3935137 5.0e-41 (AC005106) T25N20.1 [Arabidopsis thaliana] • 



56151 

117535 

2337 

OJ000323_11, 
2438 
3935137 
2438. .254*5-, 
3677. .3760, 



0419.C13.ol.np 



2664 , 
4157 , 



.2781, 
,4272, 



3228, 
4417 , 



Seq. ID 
.Strand 
End 

Method 
•End 
Score 

.3316, 3412 
.5101 



OJ000323_ 
+ 

5163 
AAT/NAP 
5101 
601 

3458, 



11.0419.C13 



3550. .3638, 



GI Descrip. (AC005106) T25N20.1 [Arabidopsis thaliana] 



Seq. No. 56151 

Gene No. . 117535 ■ 

Start 2337 

Name OJ000323_11 .0419. C13 . ol . gs 

Start -., 245 9 

GI hone 

Exons 2459. .2545, 2664.. 2781, 3228. 

4197. .4330, 4417. .5163 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_ 
+ 

5163 
GENSCAN 
5163 
.82 



11.0419.C13 



3316, 3412.. 3458, 3550.. 3638, 



Seq. No.. 56151 

Gene No. 117536 

Start 4627 

Name OJ000323_11 . 04 19 . C13 . o3 . tm 

Start 2428 

GI none 

Exons 2428.. 2544, 2429.. 2551, 2658. 

2738. .2779, 3224. .3271, 3272. 



Seq. ID 
Strand 
End 

•Method 
End' 
Score 



OJ00.0323 11.0419.C13 



5380 

TBLASTX.: Maize ' 
3319 
126 

,'2735, 2660.. 2737, 2712.. 2780, 
,3319 



Seq. No. 56151 

Gene No. 117536 

Start 4627 

Name ■ OJ000323_11 . 04 19 . C13 . ol . tm 

Start 3424 

GI none 
Exons 



Seq. ID OJ000323 11.0419.C13 



Strand 
End 

Method 

End 

Score 



5380 

TBLASTX: Maize 

4614 

45 



3424.. 3459, 3552.. 3602, 3553.. 3639, 3554.. 3640, 4175.. 4330, 



56668 



4193. .4249, 4204. .4368, 4413. .4550, 4414, 
4578. .4613 



,4551, 4558. .4614, 



beq. No. 


56151 






Seq. ID 


ujuuuj^j ii.Ufiiy.uu 


Gene No.. 


117536 






Strand 




Start 


4627 






End 


coon 


Name 


OJ000323 11.0419. 


C13.o2 


■ gp 


Method 




Start 


4627 






End 




GI 


uC-osroM202035d07al 




Score 


lid 


Exons 


ft OZ / . . O fi 










GI Descrip. 


^ joojou j . ue 11 


(AC000098) YUP8H12.1 


[Arabidopsis thaliana 


Seq. No. 


CC1 CI 

JDIDI 






Seq. ID 


OJ000323_11.0419.C13 


Gene No . . 


1 1 IRQC 
11 / DO 0 






Strand 




C 4- v 4- 

otart 


A C O T 






End 


5380 


Name 


OJ000323 11.0419. 


C13.o2 


.tm 


Method 


TBLASTX: Maize 


btart 


4831 






End 


5380 




none 






Score 


126 


Exons 


4831.. 4932, 4857. 


.4928, 


4918. . 


5064, 4960.. 5058, 5004.. 5060, 




5074. .5115, 5076. 


.5114, 


5227. . 


5286, 5240.. 5281, 5303.. 5380, 




5348. .5374 










Seq. No. 


56152 






Seq. ID 


OJ000323_11.0419.C14 


Gene No. 


117537 






Strand 




Start 


55- 






End 


4451 


Name 


OJ000323 11.0419. 


C14.,-ol 


gs 


Method 


GEN SCAN 


Start 


55 






End 


4360 


GI 


none 






Score 


.63 


Exons 


55..2S3, 604. .758 


, 1498 


.1551, 


2948. . 


3043, 4025.. 4126, 




4255. .4360 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



Seq. ID 

Strand 

End 

Method 

End . . r - 
Score 



OJ000323 11.0419.C14 



56152 
117537 
55 

OJ000323_11.0419.C14\ol.gp 
983 

2655_1.R1084 

983.. 1316, 1498.. 1551, 2635; .2710, 2803, 
4025. .4126, 4255. .4451 

'3334333/spl 049044 |S0D2_MESCR 1.0e-57 SUPEROXIDE DISMUTASE-2 
[CU-ZN] >gi_2660798 (AF034832) cytosolic copper/zinc superoxide 
dismutase [Mesembryanthemum crystallinum] 1 



4451 
AAT/GAP 
4451 
1422 
.2834, 



2948. .3043, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323 11.0419.C14 



.56152 

117537 - 
55 

OJ000323_11. 0419.C14 .ol.np 
1291 
3334333 

1291. .1316, 1498. .1551, 2635. 
4025. .4126, 4255. .4348 

SUPEROXIDE DISMUTASE [CU-ZN] 2 gi 12660798 (AF034832) cytosolic 
copper/zinc superoxide dismutase [Mesembryanthemum crystallinum] 



4451 
AAT/NAP 
4348 
397 



.2699, 2792. .2834, 2948. .3043, 



56152 

117538 

4820 



Seq. ID 

Strand 

End 



OJ000323 11.0419.C14 



6051 



56669 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 



OJ000323_11.0419.C14 .o2.tc 

1494 

none 

1494. .1553, 14.96. .1555, 2627. 
2795.. 2836, 2946.. 3044, 2959. 

56152 

117538 

4820 

OJ000323_11.0419.C14.o3.tw 

1494 

none 

1494 . .1574, 
2946. .3044, 



1496. .1555, 
2947. .3045, 



2627, 
4023, 



56152 

117538 

4820 

OJ000323_11.0419.C14 .o2.ts 

.1494 
none 

1494. .1553, 
2798. .2836, 
4044. .4127 



1496.. 1552, 2626. 
2946.. 3044, 2947. 



Method TBLASTX: Cress 

End 4131 

Score 71 
.2710, 2628. .2711, 2791. .2835, 
.3045, 4023. .4127, 4024. .4131 

Seq.. ID OJ000323_11.0419.C14 
Strand 

End 6051 
Method TBLASTX : Wheat 
End 4128 
Score 65 

.2710, 2628. .2714, 2791. .2835, 
.4127, 4024. .4128 

Seq. ID OJ000323_11.0419.C14 
Strand 

End 6051 

Method TBLASTX : Soybean 

End ■ 4128 

Score 81 

.2712, 2627. .2713, 2791. .2835, 
.3045, 4023.. 4043, 4042.. 4128, 



Seq. No. 56152 

Gene No. 117538 

Start 4820 

Name OJ000323_11 . 04 19 . C14 . o2 . tm 

Start 2627 

GI none 

Exons 2627.. 2713, 2627.. 2716, 2791. 

2947. .3045, 4023. .4124, 4024. 



Seq. ID OJ000323_11.0419.C14 
Strand 

End 6051 

Method TBLASTX :Maize 

End 4282 

Score 99 

.2835, 2935. .3045, 2946. .3044, 
.4125, 4071. .4127, 4256.-4282 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56152 Seq. ID OJ000323_11 . 04 19 . C14 

1175.38 Strand ~ - 

4820 End 6051 

OJ000323_11.0419.C14 .o2.gp Method AAT/GAP 

4820 End 5635 

331_4.R1084 Score 1408 

4820. .5326, 5419. .5635 

1 60 94430/ sp | 02 2348 | TBA2_ELEIN 3.0e-86 TUBULIN ALPHA- 2 CHAIN 
(ALPHA-TUBULIN 2) >gi_2511533 (AF008121) alpha-tubulin 2 
[Eleusine indica] 1 



56152 

117538 

4820 

OJ000323_11.0419.C14.o2.gs 

5014 

none 



Seq. ID OJ000323_11.0419.C14 
Strand 

End 6051 

Method GENSCAN 

End 6051 

Score .98 



5014. .5326, 5419. .5927, 6022. .6051 



Seq. No. 1 5'6152 Seq. ID 

Gene No. 117538 Strand 

Start 4820 End 

Name OJ000323 11 . 04 19 . C14 . o2 . np Method 



OJ000323_1'1 : .0419.C14 

6051 
AAT/NAP 



56670 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



SJ Seq. No. 

IH Gene No. 

fit Start 

Name 

H Start 

^ GI 

%J Exons 



Seq. ■ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5023 End 5930 

6094430 Score 1316 

5023. .5326, .5419. .5930 

TUBULIN ALPHA-, 2 CHAIN (ALPHA-TUBULIN 2) gi j 2511533 (AF008121) 
alpha-tubulin 2 [Eleusihe indica] 



56152 
117538 
4 820 

OJ000323_11.0419.C14 .ol.tc 

5074 

none 

5074. .5349, 5080. .5202, 5117, 
5649. .5804, 5851. .5925 

56152 

117538 

4820 

OJ000323_ll.0419.C14.ol.tm 

5074 

none 

5074.. 5349, 5089. .5193, 5117. 
5649.. 5819, 5851.. 5931 



Seq. ID OJ000323_11 .0419. C14 
Strand 

End 6051 

Method TBLASTX : Cress 

End 5930 

Score 95 

.5326, 5416.. 5793, 5418.. 5930, 



Seq. ID OJ000323_11.0419.C14 
Strand 

End 6051 

Method TBLASTX: Maize 

End 5931 

Score 83 

.5326, 5416. .5793, 5418. .5930, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323 11.0419.C14 



56152 
117538 
4820 

OJ.000323JL1. 0419.C14.ol.ts 
5074 
none 

5074. .5325, 5089 .. 5193, .5117 5326, 5416. .5484, 5418 
5466. .5525, 5467. .5523, 5523. .5714, 5527. .5700, 5712 
5715. .5819, 5851. .5925 



6051 

TBLASTX : Soybean 
5930 
82 



5483, 
5930, 



56152 
117538 
4 820 

\ OJ000323_11.0419.C14.ol.tw 
5074 
none 

5074.. 5325, 5117.. 5326, 5416. 

56152 

117538 

4820 

OJ000323_11. 0419.C14 .o2.tw 

5730 

none 

5730.. 5930, 5734.. 5793, 5741. 

56152 

117538 

4820 

OJ000323_11.0419.C14.o3.gp 
5742 

634_1.R1084 
5742. .5930 



Seq. ID OJ000323_11.0419.C14 
Strand 

End.. 6051" 

Method TBLASTX: Wheat 

End 5729 

Score 266 

.5727, 5418. .5726, 5649. .5729 

Seq. ID OJ000323_11.0419.C14 
Strand 

End 6051 

Method TBLASTX : Wheat 

End 5930 

Score 65 
.5803, 5857.. 5925 

Seq. ID OJ000323_11.0419.C14 
Strand 

End 6051 

Method AAT/GAP 

End 5930 

Score 342 



56671 



GI Descrip. 1 60 94430/ sp| 02 23481 TBA2_ELEIN 1.0e-115 TUBULIN ALPHA- 2 CHAIN 
(ALPHA-TUBULIN 2) >gi_2511533 (AF008121) alpha-tubulin 2 
[Eleusine indica] 1 

Seq.- .No. 56153 Seq. ID OJ000323_11 . 0419 . C15 

Gene No. 117539 . Strand + 

Start 4614 End 6695 

Name OJ000323_11 . 04 19 . C15 . o3 . np Method AAT/NAP 

Start " 4614 End 6695 

GI 7486788 Score 283 

Exons 4614.. 4661, 6396.-6695 

GI Descrip. hypothetical protein M3E9.70 - Arabidopsis thaliana 

gi|2982456|emb|CAAia220.1| (AL022223) putative protein 
[Arabidopsis thaliana] gi | 7269502 | emb | CAB7 9505 . 1 | (AL161565) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56153 Seq. ID 

117540 Strand 

8 64 4 /. ' End 

OJ000323_11 . 0419 . C15 . o3 . gp Method 

8 64 4 End 

38495_1.R1084 Score 
8644. .9019 

»4836910/gb|AAD30612.1|AC007153_4 4.0e-28 (AC007153) 51396 
[Arabidopsis thaliana] 1 



OJ000323_11.0419.C15 
+ 

9019 

AAT/GAP ' 
9019 
647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56153 

117541 

1 

OJ000323_11.0419.C15.ol.np 



OJ000323 11.0419.C15 



Seq. ID _ 
Strand - 
End 5291 
Method AAT/NAP 
1 End 2031 

6094430 Score 812 

1..88, 612. .824, 1268. .1482, 1919. .2031 

TUBULIN ALPHA- 2 CHAIN (ALPHA-TUBULIN 2) gi 12511533 (AF008121) 
alpha-tubulin 2 [Eleusine indica] 



Seq. No. 56153 ; " 

Gene No. 117541 

Start 1 

Name OJ000323_11 . 04 19 . C15 . o2 . gs 

Start 602 

GI none 

Exons 602.. 624, 669.-824, 1268. 

'337.3. .4369, 4439. .5291 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 
1537, 2528.. 



' OJ000323_11.0419.C15. 

5291 
GENSCAN 
5291 
.49 

2744, 3101. .3236, 



Seq. No. 56153 

Gene No. 117541 

Start 1 

Name OJ000323__11 .0419. C15 . ol . gp 

Start 625' 

GI 634_1.R1084 

Exons 625.-824, 1268.. 1482, 1919 
GI Descrip. 



OJ000323 11.0419.C15 



Seq. ID _ 
Strand 

End 5291 
Method AAT/GAP 
End 2100 
Score 1132 
2100 

1 6094430/sp | 022348 | TBA2_ELEIN 1.0e-115 TUBULIN ALPHA- 2 CHAIN 
(ALPHA-TUBULIN 2) >gi_2511533 (AF008121) alpha-tubulin 2 
[Eleusine indica] ' 



Seq. No. 



56153 



Seq. ID OJ000323 11.0419.C15 



56672 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



117541 Strand 

1 End 5291 

OJ000323_11 . 0419 . C15 . o2 . np Method AAT/NAP 

3354 End 5291 

4836910 Score 1554 - 
3354. .3724, '3764 . .4333, 4439.. 5156, 5202. .5291 

(AC007153) 51396 [Arabidopsis thaliana] 



Seq. No. 56153 

Gene No. 117541 

Start 1 

Name OJ000323_11 . 0419 . C15 . o2 . gp 

Start 3482 

GI 2427512 

Exons 3482.. 3874 

GI Descrip. 4 836910/gb | AAD30612 . 1 | AC007153_4 4.0e-28 (AC007153) 51396 
[Arabidopsis thaliana] 



Seq. ID OJ000323_11.0419.C15 
Strand 

End 5291 

Method AAT/GAP 

End 3874 

Score 709 



Seq. -No. 

Gene No. 

Start 

Name 

Start 
□ GI 
,1 Exons 



56153 . 
117542 
8802 

OJ000323_11.0419.C15.o2.tc 

622 

none' 



Seq. ID OJ000323_11.0419.C15 
Strand 

End ■ 12540 

Method TBLASTX: Cress 

End 2031 

Score 88 



622. .825, 623. .697,- 634 . .825, 1255. .1485, 1269. . 1484 
1916. .2014, 1919. .2029, 1921. .2031 ' . 



Seq. No. 56153 

Gene No. 117542 

Start 8802 

Name OJ000323JL1 . 0419 . C15 . o5 . tm 

Start 622 

GI none 
Exons 



Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 

Method TBLASTX : Mai ze 

End 2176 

Score 143 



622. .825, 622. .825, 624. .827, 1255. .1485, 1269. .1484, 
1900. .2043, 1910. .2014, 1921. .2043, 2087. .2176 



Seq. No. 56153 

Gene- No. ' 117542 

Start 8802 

Name OJ000323_11 . 0419 . C15 . o2 . tw 

Start 634 

GI none 

Exons 634. .666, 649. .825, 661, 
1921.;.2031, 1922. .2014 



Seq. ID OJ000323_11.041'9.C15 
Strand' 

End 12540 

Method TBLASTX : Wheat 

End 2031 

Score 8 9 
325, 1255. .1482, 1269. .1481, 



Seq. No. 56153 

Gene No. 117542 

Start 8802 

Name . OJ000323_11 . 0419 . C15 . o3 . ts 

Start 748 

GI none 
Exons 



Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 

Method TBLASTX : Soybean 

End 2031 

Score 230 



748. .822, 752. .823, 1269. .1484, 1270. .1485, 1900. .2031, 
1910. .2008 



Seq. No. 
Gene No. 
Start 



56153 

117542 

8802 



Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 



56673 



Name 

Start 

GI 

Exons 



OJ000323JL1. 

3384 

none 

3384. .3635, 



0419.C15.o4 .ts 



3385. .3528 



Method TBLASTX : Soybean 
End, 3635 
Score 91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 
C3 Start 
=.3 Name 
fa Start 

fit GI 
■J^ Exons 

i-J. Seq. No. 

^3 Gene No. 

f~l Start 

~ Name 

!„ Start 

Q GI 

Exons 



£3 
fi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



56153 

117542 

8802 

OJ000323JL1. 

3820 

none 

3820. .4287, 

56153 

117542 

8802 

OJ000323JL1. 

4311 

none 

4311. .4334, 

56153 

117542 

8802 

OJ000323_11. 

4575 

none 

4575. .4754, 

56153 

117542 

8802 

OJ000323_11. 

4974 

none 

4974. .5162, 

56153 

117542 

8802 

OJ000323_11. 

6386 

none 

6386. .6589, 
6564. .6674, 

56153 

117542 

8802 

OJ000323_11. 

6398 

none 

6398. .6538, 

56153 

117542 

8802 



0419.C15.o2.tm 



3822. .4286 



0419.C15.o4.tm 



Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 

Method TBLASTX: Maize 

End 4287 

Score 512 



Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 

Method TBLASTX : Mai ze 

End 4713 

Score 40 



4312. .4335, 4437. .4712, 4438. .4713 



0419.C15.o6.ts 



4576. .4755, 4797, 



0419.C15.o6.tm 



4981. .5163 



0419.C15.o3.tm 



6387, .6596, 6391, 
6587.. 6709, 6587, 



0419.C15.o2.ts 



6399. .6548, 6539. 



Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 

Method TBLASTX : Soybean 

End 4853 

Score 120 
.4853, 4798. .4848 

Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 

Method TBLASTX : Maize 

End 5163 

Score 211 



Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 

Method TBLASTX: Maize 

End . 6709 

Score 321 
.6600, 6392.. -6598, 6564 .. 6707, 
.6700 

Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 

Method TBLASTX : Soybean 

End 6695 

Score 175 
.6691, 6546. .6695 

Seq. ID OJ000323_11.0419.C15 
Strand 

End- 12540 



56674 






Name 




U4iy.LlD.04 . tC 


Method 


TBLASTX : 


Cress 






btart 


0414 




End 


6701 










none 




v ' Score 


123 








Exons 


0414. . 004 0 , 


t)4iy. . OO 4 / , OJ4 j 


. . 6701, 6545. .6694 








beq. No. 






Seq. ID 


OJ000323 


_11.0419 


C15 




Gene No . 






Strand 










Start 


8802 




End 


12540 








Name 


OJ000323 11. 


0419.C15.ol.tm 


Method 


TBLASTX : 


Maize 






b tzar l 


8754 




End 


10526 










none 




Score 


1174 








Exons 


8754. .9776, 


8781.. 9782, 8794 


. . 9777, 9425. .9805, 


9775. . 10224 






9780. .10223, 


9785. .10234, 10220. .1034 5, 


10221. . 


10364, 








10222. .10350, 10353. .10523, 


10357. .10524, 10362 


. .10526 






Seq. No. 


56153 




Seq. ID 


OJ000323 


_11.0419 


C15 




Gene No. 


117542 




Strand 










C4- i v<f 

b cart 


8802 




End 


12540 








Name 


OJ000323 11. 


0419.C15.o3.gs 


Method 


GENSCAN 








btart 


8802 




End 


12540 








I'"* T 

bi 


none 




Score 


.48 








Exons 


8802. .10241, 


10575. .10613, 10925. .11006, 12530. 


. 12540 






Cart W /*\ 

beq. in o . 


56153 




Seq. ID 


OJ000323 


JL1.0419 


C15 




Gene No. 


117542 - 




Strand 








£n 


Start 


8802 




End 


12540 








Name 


OJ000323 11. 


0419.C15.ol.tc 


Method 


TBLASTX: 


Cress 






Start 


8814 




End 


9338 








GI 


none 




Score 


333 








Exons 


8814. .9338, 


8992. . 9324 











Seq. No. 56153 

Gene No. 117542 

Start 8802 

Name OJ000323_11 . 04 19 . C15 . o4 . np 

Start 8*823 ■■" . 

GI 7446096 ■ 

Exons 8823.. 9330, 9427.. 9521, 9573 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 11.0419.C15 



9427. .9521, 
RNA helicase homolog yfmL 
gi|24 43255|dbj | BAA22326.il 
gi | 2633067 | emb | CAB12572 . 1 | 
[Bacillus subtilis]. 



12540 
AAT/NAP 
10139 . 
411 . 
9895, 9929.. 10139 
Bacillus subtilis 
(D86417) YfmL [Bacillus subtilis] 
(Z99108) similar to RNA helicase 



Seq. No. 56153 Seq. ID 

Gene No. 117542 Strand 

Start 8802 End 

Name OJ000323_11 . 04 19 . C15 . o3 . tw Method 

Start 8859 End 

GI none Score 

Exons 8859.. 9290 



OJ000323_11.0419.C15 
12540 

TBLASTX: Wheat 

9290 

235 



Seq. No. 56153 Seq. ID 

Gene No. 117542 Strand 

Start 8802 End 

Name OJ000323_11 . 0419.C15.o5.ts Method 

Start 8859 End 

GI none Score 



OJ000323_11.0419.C15 
12540 

TBLASTX: Soybean 

9410 

240 



56675 



Exons 



8859. .9410 



Seq. No. 56153 Seq. ID 

Gene No. 117542 Strand ■ 

Start 8802 . - End 

Name OJ000323_11 . 04 19 . C15 . o4 . gp Method 

Start 9203 End 

GI none Score 

Exons 9203.. 9673 



OJ000323_11.0419.C15 

12540 
AAT/GAP 
9673 
858 



Seq. No. 56153 

Gene No. 117542 

Start 8802 

Name OJ000323_11 . 04 19 . C15 . ol . tw 

Start 9295 

GI none 

Exons 9295.. 9564, 9295.. 9342, 9297, 
9560.. 9718, 9673..9723 



Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 

Method TBLASTX : Wheat 

End 9723 

Score 274 

.9578, 9558. .9716, 9558. .9722, 



Seq. No. 56153 

Gene No. 117542 

Start 8802 

Name .. OJ000323_11 . 0419 . C15 . ol . ts 

Start ■'" 9567 . 

GI " none 

Exons 9567.. 9905, 9568. .9900 



Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 

Method TBLASTX : Soybean 

End- 9905 

Score > 269 



Seq. No. 56153 

Gene No. 117542 

Start 8802 

Name OJ000323_11 . 04 19 . C15 . o3 . tc 

Start ' 9828 

GI none 

Exons 9828.. 9935, 9829.. 9927, 9888. 



Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 

Method TBLASTX : Cress 

End 10218 

Score 73 
.10211, 9937. .10218 



"' 4 Seq. No. -56153 i 

Gene No. 117542 - 

Q Start • 8802 

□ Name OJ000323_11 . 04 19 . C15 . o5 . gp 

I» Start 10159 

GI 426660 

Exons 10159.. 10518 



Seq. ID OJ000323_11.0419.C15 
Strand 

End 12540 

Method AAT/GAP 

End 10518 

Score 68 6 



Seq. No. 56154 
Gene No. 117543 
Start 1111 

Name OJ000323_11 . 04 19 . C16 . ol . tm 

Start 1050 
GI none 

Exons 1050.. 1211, 1094.. 1210, 1098, 

1313. .1378, 1314. .1382, 1464, 
1481. .1531 



Seq. ID. OJ000323_11.0419.C16 

Strand + 

End 2058 

Method TBLASTX : Mai ze 

End 1540 

Score 150 

.1211, 1136. .1216, 1144. .1212, 
.1517, 1468. .1524, 1475. .1540, 



Seq. No. 56154 

Gene No. 117543 

Start 1111 

Name OJ000323_11 . 04 19 . CI 6 . ol . gs 



Seq. ID OJ000323_11.0419.C16 

Strand + 

End 2058 

Method . GENSCAN 



56676 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1111 
none 

1111. .1212, 1579. .1624 

56154 

117543 

1111 

OJ000323_ll.'0419.C16.ol.gp 
1324 v^.. . 

none 



End 
Score 



1624 
.52 



Seq. iD_ OJ000323_I1.0419.C16 

Strand + 

End 2058 

Method AAT/GAP 

End 2058 

Score 410 • 



1324. .1382, 1468. .1533, 1603. .1722, 2024. .2058 



56155 
117544 
667 

OJ000323_11.0419.C17 .ol.np 
667 ■ 
400986 
667. .885 

50S RIBOSOMAL PROTEIN L15, CHLOROPLAST PRECURSOR (CL15) " 
gi I 81947 | pir | | S18001 ribosomal protein L15 precursor, 
chloroplast - garden pea (fragment) gi | 20867 | emb | CAA77595 | 



Seq. ID OJ000323_11.0419.C17 
Strand + 
End 885 
Method AAT/NAP 
End 885 
Score . 195 





( Z11510) 


Plastid ribosomal " 


protein CL15 [Pisum sativum^ 


1 


Seq. No...; 


56155 . 




Seq. ID 


OJ000323_11. 041.9. 


.CI / 


Gene No. 


117545 




Strand 






Start 


704 




End 


1005 




Name 


OJ000323_ 


11.0419.C17.ol.tc 


Method 


TBLASTX: Cress 




OLaiL 


0 41 3 




End 


870 




GI 


none 




Score 


223 




Exons 


645. .866, 


652. .870 








Seq. No. 


56155 




Seq. ID 


OJ000323_11.0419, 


.C17 


Gene No. 


117545 




Strand 






Start 


704 




End 


1005 




Name 


OJ000323 


ll!6419.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


645. 




End" 


934 




GI 


none 




Score 


248 




Exons 


645. .920, 


651. .908, 652. .912, 665. .934 






Seq. No. 


56155 




Seq. ID 


OJ000323JL1.0419. 


X17 


Gene No. 


117545 




Strand 






Start 


704 




End 


1005 




Name 


OJ000323 


11.0419.C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


660 




* End 


861 




GI 


none 




Score 


202 




Exons 


660. .848, 


667. .861 








Seq. No. 


56155 




Seq. ID 


OJ000323_11.0419. 


■ C17 


Gene No. 


117545 




Strand 






Start 


704 




End 


1005 




Name 


OJ000323 


ll.0419.C17.ol.gs 


Method 


GENSCAN 




Start 


704 




End 


1005 




GI 


none 




Score 


.69 




Exons 


704. .836, 


950. .1005 








Seq. No. 


56156 




Seq. ID 


OJ000323_11.0419. 


,C18 



56677 




Gene No. 


117546 




Strand 


+ 








Of av-f 






End 


1 ft 1 0 








Name 


n.Tnnn??^ 11 H41Q n ft 

UJUUU J X X . U fi X :? . O X O 


. ol . gs 


Method. 


\J Hi LN O OrtJN 








DLalL 


"34 Q ~ 




End 


t ft i n 

J- O X VJ 








PT 


none 




Score 


. -) 








Exons 


Q/q RTfi 744 7ft Q 


1433.. 1527, 1556.. 


1 ft i n 

lulu 








oeq ■ ino . 


56156 




Seq. ID 


OJ000323_ 


i i 

X X 


04 1 Q 
• u h x y 


pi ft 


n VI /-\ 

ocuc 1NU . 


117547 




Strand 


+ 








Start 


3625 




End 


17005 








Name 


OJ000323 11.0419.C18 


. ol . np 


Method 


AAT/NAP 








oLdl L 


3625 




End 


17005 








PT 
tal 


6539570 




Score 


182 








Exons 


3625.. 3731, 3865.. 3959, 4110 


..4176, 14662. .14705 




X J \J Z> 


1 SOR Q 

. • lJUO J/ 




15297. .15496, 15624. 


.15732, 


16741. .17005 








ul UcoCIip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








C /-> /-t Mn 
Oc4« IN O • 


56156 




Seq. ID 


OJ000323_ 


11 


.0419 


PI ft 


Gene No. 


11 / O 4 o 




Strand 










Start 


11473 




End 


15862 








LN diLLC 


OJ000323 11.0419.C18 


. o3 .gs 


Method 


GEN SCAN 








Qf- a rl- 
oial L 


11473 




End 


15862 








PT 


' none 




Score 


.65 








TP \r /^s r*i o 


11473. . 11642, 12956. 


.13011, 


13473. . 13605, 14844 . 


.14987, 






15249. . 15559, 15645, 


.15862 










- 


Seq. No. 


c a t c a 




Can T n 

beq. lu 


UJ UUUjZ j 


1 1 
1 1 


n a i q 
. u 4 1 y 


.C18 


Gene No. 


117549 




Strand 












16288 




End 


16585 








Name 


OJ000323* 11.0419.C18 


. o4 . gs 


Method 


GENSCAN 








oUail. 


16288 




End 


16585 








PT 
oX 


none 




Score 


.6 








Cj AUJ lo 


16288. .16435, 16461. 


. 16585 












Seq. No. 


56157 




Seq. ID 


OJ000323_ 


11 


.0419 


.C21 


Gene No. 


117550 




Strand 


+ 








O La X L 


.71 




End 


933 








Name 


'OJ000323 11.0419.C21 


. ol . gs . 


Method 


GENSCAN 








O Lai L 


71 




End 


933 








PT 


none 




Score 


..54 








LAUilo 


71. .702, 910. .933 














Seq. No. 


56157 ' 




Seq. ID 


OJ000323_ 


11 


.0419 


.C21 


Gene No. 


117550 




Strand 


+ 








o Lai L 


71 




End 


933 








Name 


OJ000323 11.0419.C21 


.ol.gp 


Method 


AAT/GAP 








<Zi- a y- 1- 
oLdlL 


97 




End 


392 








PT 


3107476 




Score 


501 








Exons 


97. .392 














oeq. wo. 


56157 




Seq. ID 


OJ000323_ 


11 


.0419 


P9 1 
. X 


Gene No. 


117551 




Strand 


+ 








Start 


1395 




End 


1620 








Name 


OJ000323 11.0419.C21 


.o2.gp 


Method 


AAT/GAP 








Start 


1329 




End 


1620 








GI 


24962 1.R1084 




Score 


560 








Exons 


1329. .1620 















56678 



GI Descrip. 



• 400986/sp|P31165|RK15_PEA 2.0e-18 SOS RIBOSOMAL PROTEIN LIS, 

CHLOROPLAST PRECURSOR (CL15) >gi_8194 7_pir S18001 ribosomal 

protein LIS precursor, chloroplast - garden pea (fragment) 
>gi_20867_emb_CAA77595_ (Z11510J Plastid ribosomal protein CL15 
[Pisum sativum] 1 " - • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56157 Seq. ID 

117551 Strand 

1395 . End 
OJ000323_11 .0419. C21 . o2 . gs Method 

1395 End 

none Score 
1395. .1510 



OJ000323_11.0419.C21 
+ 

1620 
GENSCAN 
1510 
.78 



Seq. No. 56158 Seq. ID 

Gene No. 117552 Strand 

Start 84 End 

Name OJ000323_11 . 04 19 . C25 . ol . gs Method 

Start 84 End - 

GI none '• Score 

Exons 84.. 212, 508.. 609 



OJ000323_11.0419.C25 
+ 

609 

GENSCAN 

609 

.63 



Seq. No. 56158 Seq. ID OJ000323_11 . 04 19 . C25 

Gene Ng^- - ■ 117553 Strand + 

Start 1946 End 2953 

Name OJ000323_11 . 04 19 . C25 . ol . gp Method AAT/GAP 

Start 1946 End 2953 

GI 3869_1.R1084 Score 1912 

Exons 1946.. 2953 

GI Descrip. 1 5001734 /gb | AAD37 122 . 1 | AF129511_1 1.0e-108 (AF129511) 

very-long-chain fatty acid condensing enzyme CUT1 [Arabidopsis 
thaliana] ' 



Seq. No. 56158 Seq. ID 

Gene „, No. 117554 Strand 

Start 2216 End 

Name OJ000323_11 . 04 19 . C25 : o2 . gs . Method 

Start 2216- ; End ■ 

GI none Score 
Exons 



OJ000323_11.0419.C25 

7743 
GENSCAN 
7743 : 
.82- 



2216. .2989, 3083. .4057, 4797. .4846, 5897. .6052, 7653. .7743 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. -No. 
Gene No. 
Start 
Name 



56158 Seq. ID OJ000323_11 . 04 19 . C25 

117554 Strand 

2216 .End 7743 

OJ000323_11.0419.C25.or-hp * Method AAT/NAP 

2219 End 3793 

5001734 Score 2062 

2219.. 2989, 3083.. 3793 

(AF129511) very-long-chain fatty acid condensing enzyme CUT1 
[Arabidopsis thaliana] gi | 6553942 | gb | AAF16606 . 1 | AC011915_9 
(AC011915) very-long-chain fatty acid condensing enzyme (CUT1) 
[Arabidopsis thaliana] 



56158 

117554 

2216 

OJ000323 



11.0419.C25.ol.tc 



Seq. ID 

Strand 

End 

Method 



W000323_11.0419.C25 
7743 

TBLASTX: Cress 



56679 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2219 
none 

2219. .2293, 2244. .2276, 2285. 

2601.. 2720, 2606.. 2992, 2802. 

3195.. 3326, 3371.. 3442, 3372. 

3686.-3766, 3690. .3767 

56158 

117554 

2216 

OJ000323_il.0419.C25.ol.tw 

2234 

none 

2234. .2284, 2276. .2452, 2277. 



End 37 67 

Score 36 

.2584, 2286. .2582, 2496. .2594, 

.2984, 3083.. 3340, 3087.. 3140, 

.3446, 3455. .3577, 3465. .3578, 



Seq. ID OJ000323_11.0419.C25 
Strand 

End 77 4 3 

Method TBLASTX : Wheat 

End 24 53 

Score 197 
.2453 



Seq. No. 56158 Seq. ID 

Gene No. • 117554 Strand 

Start 2216 End 

Name OJ000323_11 . 0419 C25 . ol . ts Method 

Start 2237 End 

GI none Score 
Exons 



OJ000323_11.0419.C25 
7743 

TBLASTX: Soybean 

3767 

239 



2237. .2584, 2259. .2585, 2588.-2992, 2613. .2720, 2793. .2984, 
3077. .3340, 3084. .3140, 3195. .3326, 3381. .3449, 3455. .3601, 
3465.-3599, 3686.. 3766, 3690.. 3767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56158 

117554 

2216 

OJ000323 
2246 
none 
2246 
3065 
3456 



11.0419.C25.ol.tm 



2581, 
3340, 
3554, 



2262 
3084 
3559 



.2582, 
.3140, 
.3585, 



2588. 
3195. 
3681. 



Seq. ID OJ000323_11.0419.C25 
Strand 

End 77 4 3 

Method TBLASTX : Maize 

End 37 67 

Score 287 

.2971, 2625.-2699, 2793.. 2972, 
.3338, 3372. .3449, 3455. .3601, 
.3767, 3686.-3766 



U Seq. No. 56158 

^3 Gene No. 117554 r . ' ■ ' 

Start 2216 

IZ Name OJ000323_11 . 04 19 . C25 . o2 . tw 

u Start 3252 

GI none 

Exons 3252.-3449, 3252 .. 34 04 , 3254 , 



Seq. ID OJ000323_11.0419.C25 
Strand 
End 

Method 
End 
Score 
.3457 



7743 

TBLASTX: Wheat 

3457 

145 



Seq. No. 56158 Seq. ID OJ000323_11.0419.C25 

Gene No. 117554 - Strand 

Start 2216 End 7743 

Name OJ000323_11 . 04 19 . C25 . o2 . gp Method AAT/GAP 

Start 3450 End 3961 

GI 58768_1.R1084 - Score 952 

Exons 3450.. 3961 

GI Descrip. 1 5001734 /gb I AAD37 122 . 1 | AF129511_1 8 . 0e-33 (AF129511) 

very-long-chain fatty acid condensing enzyme CUT1 [Arabidopsis 
thaliana] 1 



Seq. No. 
Gene No. 
Start 



56159 

117555 

254 



Seq. ID 

Strand 

End 



OJ000323 12. 0419. C3 



1456 



56680 



Name 

Start 

GI 

Exons 



OJ000323_12 . 04 1 9 . C3 . ol . gs Method GEN SCAN 

254. End 1456 

none Score . 64 

254. .346, 443.-734, 776. .794, 1411. .1456 



Seq. No. 56160 Seq. ID 

Gene No. 117556 Strand 

Start 2636 End 

Name OJ000323_12 . 04 19 . C4 . ol . gs Method 

Start 2636 End 

GI none Score 

Exons 2636.. 2765 



•OJ000323_12.0419.C4 
+ 

2765 
GENSCAN 
2765 
.56 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



56160 Seq. ID 

117557 Strand 

2663 End 

OJ000323_12.0419.C4 .ol.np Method 

2663 End 

3894191 -Score 
2663.. 2860 

(AC005662) ■ unknown protein [Arabidopsis thaliana] 



OJ000323_12.0419.C4 

2860 
AAT/NAP 
2860 
154 



56161 Seq. ID 

117558 - Strand 

2147 1 . End 

OJ00032-3_12 . 04 19 . C5 . o2 . gs Method 

2147 End 

none Score 
2147. .2491 



OJ000323__12.0419.C5 
+ 

2491 
GENSCAN 
2491 
.74 



Seq. No. 56161 

Gene No. 117559 

Start 2921 

Name OJ000323_12 . 04 19 . C5 . o3 . gs 

Start 2921 

GI none 
Exons 



Seq. ID OJ000323__12.0419.C5 



Strand 
End 

Method 

End 

Score 



+ 

9534 
GENSCAN 
5736 
.92 



2921.. 2968, 3379.. 3515, 3531.:. 4183, 4337.. 5736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



56161 

117559 

2921 

OJ000323JL 
3466 
^5922631 
3466. .3590 
5498. .6401 
(AP000492) 
region of 
retrotrans 
gi | 6016864 
C26347 (C12 
predicted 
Cinful-1 . 

56161 

117559 

2921 



2. 04 19. C5. ol.np 



3849, 
7008, 



.4093, 4352, 
.9534 



OJ000323_12.0419.C5 
+ 

9534 
AAT/NAP 
9534 ' 
6609 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4551, 4597.. 5178, 5221.. 5371, 



ESTs C26347 (C12145) ,AU078074 (C12145) correspond to a 
the predicted gene.; similar to prpol; Zea mays 
poson Cinful-1. (AF049110) [Oryza sativa] 
| dbj IBAA85207.il (AP000570) ESTs 

145) , AU078074 (C12145) correspond to a region of the 
gene.; Similar to prpol; Zea mays retrotransposon 
(AF049110) [Oryza sativ 

Seq. ID OJ000323_12. 0419.C5 
Strand + 
End - 9534 



56681 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

* Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq . No . 
Gene No. 
Start 
Name 



OJ000323_12. 

5892 

none 

5892. .6383 

56161 

117559 

2921 

OJ000323_12. 

6677 

none 

6677. .7480 

56161 
117560 . 
21 

OJ000323_12. 
21 

none 
21. .430 

56161 

117561 

4782 

OJ000323_12'. 

4782 

none 

4782. .4844, 

56161 

117562 

5826 

OJ000323_12. 

5826 

none 

5826. .6167, 

56161 ' 
117563 
6418 

OJ000323__12. 

6418 

none 

6418. .6873, 

56161 

117563 

6418 

OJ000323^12. 

6548 

none 

6548. .6904, 

56161 

117564 

6989 

OJ000323 12. 



0419.C5.o4 .gs 



Method 

End 

Score 



GEN SCAN 

6383 

1 



0419.C5.o5.gs 



0419.C5.ol.gs 



0419.C5.o7.tw 

V 



4783. .5184 

0419.C5.o6.tw 
5918. .6160 

0419.C5.ol.tw 
6419. .6874 

0419.C5.o3. tm 
6589. . 6780 

0419.C5.o2.tw 



Seq. ID OJ000323_12.0419.C5 

Strand + 

End 9534 

Method GENSCAN 

End 7480 

Score .89 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End " 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_12.0419.C5 
430 

GENSCAN 

430 

.92 



OJ000323_12.0419.C5 

5184 ' • ' 

TBLASTX: Wheat 
5184 
287 



OJ000323_12.0419.C5 
6167 

TBLASTX: Wheat 

6167 

319 



Seq. ID OJ000323_12.0419.C5 
Strand 

End 6904 

Method TBLASTX: Wheat 

End. 6874 

Score . 457 



Seq. ID OJ000323_12.0419.C5 
Strand 

End 6904 

Method TBLASTX : Maize 

End 6904 

Score 331 



Seq. ID OJ000323_12. 0419.C5 
Strand 

End 7555 

Method TBLASTX : Wheat 



56682 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



6989 
none 

6989. .7408, 

56161 

117564 

6989 

OJ000323_12< 

7037 

none 

7037. .7468, 

56161 

117564 

6989 

OJ000323_12< 

7135 

none 

7135. .7395, 

56161 

117565 

7576 

OJ000323_12. 

7576 

none 

7576. .7821, 

56161 

117565 

7576 

OJ000323_12, 

7694 

none 

7694. .7798, 

56161 

117565 

7576 

OJ000323_12. 

7757 

none 

7757. .7927, ; 

56161 

117566 

7985 

OJ000323_12. 

7985 

none 

7985. .8275, 

56161 

117567 

8437 

OJ000323_12. 
8437 



7033. .7413 

0419.C5.ol.ts 
7079. .7228, 7084, 

0419.C5.o2.tm 
7136. .7396, 7412. 

0419.C5.o4 .tw r 



End 
Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7434 

Seq. ID 

Strand 

End 

Method 
End 
Score 
r 7555 

Seq. ID 

Strand 

End 

Method 

End' 

Score 



7413 
427 



OJ000323_12.0419.C5 
7555 

TBLASTX : Soybean 

7468 

287 



OJ000323_12.0419.C5 
7555 

TBLASTX: Maize 

7555 

287 



OJ000323_12.0419.C5 
8082 

TBLASTX: Wheat 

7984 

254 



7577.. 7807, 7837.. 7983, 7838.. 7984 



0419.C5.o2 .ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_12.0419.C5 
8082 

TBLASTX: Soybean 

8082 

88 



7702. ,7797, 7834.. 8082, 7838.. 8080 



0419.C5.o5.tm 



Seq. ID- 
Strand 
End 

Method 
End 

Score - 



OJ000323._12.0419.C5 
8082 * 

TBLASTX: Maize 
8026 

120 . . . 



7757. .78 61, 7837. .7926, .7 931. .8026, 7948. ,.8019 



0419.C5.o8.tw 
7993. .8124, 8033. 

0419.C5.ol.tm 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8269 

Seq. ID 

Strand 

End 

Method 
End 



OJ000323_12.0419.C5 
8275 

TBLASTX: Wheat 

8275 

262 



OJ000323_12.0419.C5 
8829 

TBLASTX: Maize 
8799 



56683 






none 








Score 


331 




Exons 


0 4 J / . . 0 / u J , 


ft A "3 ft 
O ft Jo . 


r 7 ri7 


ft 7 n 1 

O / u X • 


.8745, 8752. .8799 




Seq. No. 


56161 








Seq. ID 


OJ000323_12.0419 


.C5 


Gene No. 


117567 








Strand * 






Dcarr. 


ft 4 "37 








End 


8829 




Name 


n to nn ^9? 19 

VJJVJUUJZJ 


Hzl 1 Q 
. u x y . 


. OO . 


L W 


Method 


TBLASTX: Wheat 




Of -J 


ft A A A 
O H 4 H 








End 


8829 




LrX 


none 








Score 


254 




Exons 


QAAA ft7H7 


ft 4 £7 
O H D / . 


ft £61 

. O 0 O X , 


ft inn 


.8753, 8701. .8829, 8701. .8829 


Seq. No. 


56161 








Seq. ID 


OJ000323_12.0419 


.C5 


Gene No. 


117568 








Strand 






o tar l 


0 y H fi 








End 


9540 




Name 


n Tnnn ^ 9 1 9 

UUUUU J£ j XZ 


041 q 
. u 4 x y . 


L/O . O J . 




Method 


TBLASTX: Wheat 




oEari. 


O y 4 4 








End 


9540 






none 








Score 


342 




Exons 


ft QA A Q4 "3 R 


ft Q £A 

0 y D^i . 


QO ^9 

. y u jz , 


QfiQQ 

y u y y . 


.9227, 9421.. 9540 




Seq. No. 


56161 








Seq. ID 


OJ000323_12.0419 


.C5 


Gene No. 


117568 








Strand 






Of a r f 


ft A 








End 


9540 




Name 


n Tnnn "3 9 "3 19 

UJUUU jZj XZ 


. u f± x y . 


Lj . Ofi . 


LIU 


Method 


TBLASTX: Maize 




otar t. 


yz bo 








End 


9519 






none 








Score 


138 




Exons 


yz do . . y4 0 0 , 


y j x 0 . 


Q/l "57 

. y h j / , 


y 4 x / . 


.9518, 9418.. 9519 




beq. no. 










Seq. ID 


OJ000323_12.0419 


.C6 


Gene No. 


117569 








Strand 


+ 




Start 


7666 








End 


8255 




Name 


0 Tnnn ^ 9 ^ 19 

UJUUU J XZ 


.0419. 


C6.o2. 


np 


Method 


AAT/NAP 




0 tar l 


/ODD 








End 


8255 




CjX 


oyu / u y z 








Score 


492 




Exons 


7 £ 7 Q R 9 
/ODD. . / y , 


8008. 


.8049, 


8119. 


.8255 






GI Descr ip . 


t ArU U X XZ y J 


hypothetical 


protein [Oryza 


sativa] 














Seq. ID 


OJ000323_12.0419 


.C6 


Gene No. 


117570 








Strand 






Start 


1 








End 


4837 




Name 


OJ000323 12 


.0419. 


C6.0I. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2718 




GI 


6691716 








Score 


2338 




Exons 


1..238, 313 


. .428, 


578. . 


678, 753. . 940, 


1018. . 1199, 1276.. 


.13' 



. 1459. .1653, 1843. .2718 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa]' 

gil 6691717 | db j | BAA89397.il (AP000570) hypothetical' protein 
[Oryza sativa] 



Seq. No. 56162 Seq. ID 

Gene No. 117570 Strand 

Start 1 End 4837 

Name OJ000323_12 . 04 19 . C6 . ol . gs Method GENSCAN 

Start 23 End' 4837 

GI none Score .84 

Exons 23. .238, 501. .678, 753. .940, 1018. .1376, 1459.. 
2623. .2731, 4782. .4837 



OJ000323 12. 0419. C6 



1628, 1834.. 2160, 



56684 



Seq. No, 


56162 


Seq. ID 


OJ000323_12.0419 


.C6 


Gene No. 


117571 


Strand 








/ 3 / 3 




ft 9 *3ft 

O Z 30 




Name 


AT^nmo^ io n/iid pc f ti 
vJJUUUOZ3 IZ.Ufliy.OD.Ol.uW 


■ Mei-noQ 


1 oiiAo 1 a . wnear, 




otart 


ZOUo 




Z DZ 3 




P T 

bl 


none 


Score 


9 n 0 
ZU j 




Exons 


Z jUO . . Z DZ 3 








Seq. No. 


56162 


Seq. ID 


OJ000323_12.0419 


.C6 


Gene No. 


117571 


Strand 






btart 


/ 3 / 0 


i^na 


Q 9 0 ft 




Name 


uouuu jz j lz . U4 i y . bt3 . o J . gs 


fuT y^*N 4" r\ s~\ 


P M Q P Zi M 




Of — 4- 


/ 3 / 3 


EjIIU 


ft 9 "3ft 

0 z 00 




P T 


none 


Score 


ft 4 




Exons 


7C7C "7QnO 1 ft 1 Oj Tftftd 

/3/3. . / OUZ/ / 0 1 y . . / /O jj. 


ft 9 ^ft 
. 0 z 3 0 






Seq. No. 


56163 ' 


Seq. ID 


OJ000323_12.0419 


,C7 


Gene No. 


117572 


Strand 


+ 




otar l 


a p n 
*± 0 u 


IliIlU. 


y D 




Name 


UJUUUJZ3 1Z . Uft ly . L, / . Ol . CfS 


l v Jc LJIOU 






C 4- -s v4- 

otart 




Jjua 


y d 




p t 


none 


Score 


4 ft 

. H O 




Exons 


4 0 u . . 4 y 0 








Seq. No. 




beq. lu 


nTnnno.00. 1 o^-n A 1 Q 
UJ UUU3Z3 iz.U4iy 


pi 


UCUC IN (J. 


117573 


Strand 






Start 


1941 


End 


3231 




Name 


OJ000323 12.0419.C7.ol.gp 


Method 


AAT/GAP 




Start 


1394 


End 


1828 




GI 


2428185 


Score 


656 




Exons 


1394. .1828 








GI Descrip. 


5852170/emb|AL1172 65.1 IOST17804 1 . Oe- 


177 Oryza sativa 





indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI * 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



56163 Seq. ID 

117573 Strand 

1941 End 

OJ000323JL2 . 04 19 . C7 . o2 . gs Method 

1941 End 

none Score 



OJ000323_12.0419.C7 

3231 
GENSCAN 
3231 
.43 



1941.. 2057, 2390.. 2551, 2557.. 2809, 3173.. 3231 



56163 Seq. ID 

117573 , Strand 
1941 End * 
OJ000323_12 . 04 19 . C7 . ol . np Method 
1963 End 
5852178 Score 
1963. .2058, 2422. .2525, 2557. .2865 
(AL117265) zhb0008.1 [Oryza sativa] 

56164 Seq. ID 

117574 Strand 
444 End 
OJ000323_12 . 04 1 9 . C8 . ol . np Method 
444 End 
4585884 Score 



OJ000323_12.0419.C7 

3231 
AAT/NAP 
2865 
495 



OJ000323_12 .0419.C8 
+ 

1598 
AAT/NAP 
1598 
514 



56685 



Exons 444.. 1190, 1289.. 1598 

GI Descrip. (AC005850) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 56164 7 Seq. ID 

Gene No. 117574 . - Strand 

Start 444 End 

Name OJ000323_12 . 04 1 9 . C8 . o2 . tm Method 

Start 707 End 

GI none Score 
Exons 



OJ000323_12.0419.C8 
+ 

1598 

TBLASTX: Maize 

1153 

94 



707. .886, 784. .834, 889. .984, 890. .1153 



oeq . iNo . 


56164 




Seq. ID 


OJ000323JL2.0419 




Lrene ino . 


117574 




Strand 


+ 




o tar u 


444 




End 


1598 




Name 


OJ000323 12.0419 


.C8.ol.tw 


Method 


TBLASTX: Wheat 




o tar z 


824 




End 


1195 




GI 


none 




Score 


90 




Exons 


824. .904, , 908... 1192, 946. .1191, 950.. 


1195 




beq . ino . ■ 


56164 




Seq. ID 


OJ000323_12.0419 




Gene No . 


117574 




Strand 


+ 




b tar u 


444 




End 


1598 




Name 


OJ000323 12.0419 


.C8.ol.ts 


Method 


TBLASTX: Soybean 




btarT: 


1263 ^ 




End 


1586 




GI 


, none 




Score 


132 




Exons 


1263.. 1364, 1264 


..1377, 1264 


..1368, 1404.. 1586 




oeq. wo. 


56164 




Seq. ID 


OJ000323_12.0419 




Gene No . 


117574 




Strand 


+ 






: 444 




End 


1598 




Name 


OJ000323 12.0419 


.C8 .ol .tm 


Method 


TBLASTX: Maize 






1318 




End 


1574 






none 




Score 


123 




Exons 


1318.. 1410, 1320 


..1418, 1404 


..1574, 1404. .1574 




Seq. No. 


56165 




Seq. ID 


OJ000323_12.0419 


C9 


Gene No- 


117575 




Strand 






Start 


526 




■■" End 


4115 




Name 


OJ000323 12.0419 


.C9.ol.gs 


Method 


GENSCAN 




Start 


526 




'End 


4115 




GI 


none 




Score 


. 61 




Exons 


526. .687, . 2788. . 


2929, 4012.. 


4115 






Seq. No. 


56165 




Seq. ID 


OJ000323_12.0419 


C9 


Gene No. 


117575 




Strand 






Start 


526 




End 


4115 




Name 


OJ000323 12.0419 


.C9.o3.tw 


Method 


TBLASTX: Wheat 




Start 


2098 




End 


2402 




GI 


none 




Score 


45 




Exons 


2098.. 2199, 2101 


..2238, 2227 


..2256, 2232. .2402 





Seq. No. 56165 

Gene No. 117575 

Start 526 

Name OJ000323_12 . 04 19 . C9 . o2 . tm 

Start 2191 

GI none 



Seq. ID OJ000323_12.0419.C9 
Strand 

End , 4115 

Method TBLASTX : Maize 

End 2659 

Score 87 



56686 



Ljl 



Exons 


z iy 1 . . zzoo , 


O O "3 O - O O "7 Q 

££z>4. . . zz / y / 


zzo y . 


O /I O Q O / 

. Z4 zy , Z4 


zy..zbDy, z4oy..zDDo 


Seq. No. 


56165 






Seq. ID 


OJ000323_12.0419.C9 


Gene No. 


117575 






Strand 




otart - 


c; 0 a 

OZO 






hna 


A 1 1 
4 113 


Name 


(JJ UUUoz J . 


U4 1 y . cy . oz . 


tw 


Metnoa 


1 oLAb 1 a : wneat 


Start 


OCCQ 

ZDOO 






n— -J 

bna - 


■51 f|Q 

jIUo 


bl 


none 






Score 


Q O 
OZ 


Exons 


OCCQ O^CC 
ZJJO ■ . dUJU , 


z / 4 O • . JlUo , 


O Q A *3 
ZO 4 J . 


. jUI J 




Seq. No. 


56165 






Seq. ID 


OJ000323_12.0419.C9 


Gene No. 


117575 






Strand 




otart 


^ 0 a 






End 


4115 


Name 


UJUUUj^o lz . 


U4 iy . by . 01 . 


t s 


Method 


TBLASTX : Soybean 


Start 


z 00 y 






End 


3261 




none 






Score 


71 


Exons 


O^qq OTTO 


z / ji . . z y 1 0, 


0 an R 
z y uo . 


.3132, 2906.. 3016, 3202.. 3261 


Seq. No. 


oblbo 






Seq. ID 


OJ000323 J.2.0419.C9 


Gene No. 


117575 






Strand 




Start 


526 






End 


4115 


Name 


. UJ UUUozo lz . 


U4 1 y . by . 01 . 


tm 


Method 


TBLASTX: Maize 


Start 


Z 0 D O 






End 


3823 


GI 


none 






Score 


' 44 


Exons 


0 0 0 ■ oici 

ZO DO . . J JOl , 


z yo 0 . . /o , 


o. n *7 / 


.3136, 3203. .3349, 3351. .3491, 




J Jbl . . J4 bo , 


n a ai 0 q 0 0 
J4 b / . . oozo, 




.3809 




Seq. No. 


56165 






Seq. ID 


OJ000323_12.0419.C9 


Gene No. 


117575 






Strand 




Start 


oz b 






End 


4115 


Name 


OJOOUizo lz. 


U4iy . cy . 01 . 


tw 


Method 


TBLASTX: Wheat 


Start 


o y 






End 


3776 


bl 


none 






Score 


162 


Exons 


04 o y . . J4 yi , 


n A Q A OTTC 

o4y4..o//o, 


oool . 


.3776 . 




beq. No. 


OOlOD 






Seq. ID 


OJ000323_12.0419.C13 


Gene No. 


11 /o / p.; 






Strand ' 




Start 


1 






End 


984 ' 


Name 


OJ000323_12. 


0419.C13.ol 


• gp 


Method 


AAT/GAP 


otart 


1 
1 






End 


361 


bl 


t tdq / to mo 
L1do4oz-Uoz- 


P2-K1-E12 




Score 


678 


Exons 


1 . . JDl 










GI Descrip. 


ooDzl /U/emc 


IAL117265.1IOST17804 l.Oe- 


177 Oryza sativa 




inaica (bL»A4 ) 


genomic DNA, chromosome 4, BAC clone : tl7804 1 


Seq. No. 


56166 






Seq. ID 


OJ000323_12.0419.C13 


Gene No. 


117576 






Strand 




otart 


1 






End 


984 


Name 


^ TAA/T3O0 TO 

OJUUU Jzo lz . 


0419.C13.ol 


.gs 


Method 


GENSCAN 


Start 


/ 






End 


875 


GI 


none 






Score 


.49 


Exons 


7. .139, 298. 


.875 








Seq; No. 


56166 






Seq. ID 


OJ000323_12.0419.C13 


Gene No. 


117576 






Strand 




Start 


1 






End 


984 


Name 


OJ000323 12. 


0419.C13.ol 


. ts 


Method 


TBLASTX : Soybean 



56687 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



297 End 654 

none Score 153 

297. .572, 298.-654, 311. .571, 318. .653 



56166 
117576 
1 

OJ000323_12 . 04 19 . C13 . ol . np 
374 

7445541 
374. .984 

hypothetical protein T27E13.16 - Arabidopsis thaliana 
gi|3150410|gb|AAC16962.1| (AC004165) putative leucine-rich 
repeat protein [Arabidopsis thaliana] 



Seq. ID OJ000323_12.0419.C13 
Strand 

End 984 

Method AAT/NAP - 

End 984 

Score 522 



56166 

117576 

1 

OJ000323_12.0419.C13..ol.tc 

378 

none 



Seq. ID OJ000323_12.0419.C13 

Strand 

End 984 

Method • TBLASTX : Cress 

End "729 

Score 135 



378. .410, 429. .728, 447. .728, 448. .729 



Seq.. No. 56166 : 

Gene No. 117576 - ; " 

Start -1 

Name . OJ000323JL2 . 04 19 . C13 . ol . tm 

Start 403 

GI none 

Exons 403.. 852, 405.. 863, 408.. 863 

Seq. No. 56166 

Gene No. 117576 

Start 1 

Name OJ000323_12 . 0419 . C13 . o2 . ts 

Start 699 

GI none 

Exons 699..866, 699.. 950, 700.. 948 



Seq. ID OJ000323_12.0419.C13 

Strand 

End 984 

Method TBLASTX : Mai ze 

End -8 63 

Score 616 



Seq. ID OJ000323_12.0419.C13 

Strand 

End 984 

Method TBLASTX : Soybean 

End 950 

Score 75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56167 
117577 
1 

OJ000323_12.0419.C14.ol.np 
1 

7445541 
1..32, 1649. .2121 

hypothetical protein T27E13.16 - Arabidopsis thaliana 

gi I 3150410 | gb IAAC16962.il (AC004165) putative leucine-rich 

repeat protein [Arabidopsis thaliana] 



Seq. ID OJ000323_12.0419.C14 
Strand 

End 2121 

Method AAT/NAP 

End 2121 

Score 366 



56168 

117578 

823 

OJ000323_12.0419.C15.ol.gs 

823 

none 

823.. 923 



Seq. ID OJ000323_12.0419.C15 

Strand + 

End 923 

Method GENSCAN 

End 923 

Score .58 



56688 




Seq. No. 


56168 




Seq. ID 


OJ000323_ 


12.0419 


.C15 


bene 1NO • 


I 1 1 ^ 7 Q 

II f 0 / y 




C +- v a -n H 
O t L cillU 
















jujO 






Name 


UJUUUj^. j 1 Z . U H 1 y . bl 3 • OZ 


. gs 


\A f*\ 4— W j-4 


bUjlNObrilN 






Of a r"h 


no — 




CjIIU 


jU JO 






bl 


none 




Score 








Exons 


9^n^ 9^q*7 "30/11 ^n^£ 












o e q . in o . 


56169 




Seq. ID 


OJ000323_ 


12.0419 




Gene No. 


117580 




Strand 


+ 






Start 


1 




End 


4348 






Name 


OJ000323 12.0419.C16.o2 


.np 


Method 


AAT/NAP 






O 4_ _ „4- 

ouar l 


1 




End 


4348 






C T 


7513472 




Score 


103 






Exons 


1.-71, 2700. .2816, 4055 


. .4348 










ui uescrip. 


actin-depolymerizing protein 


N-WASP, brain - bovine 






/-r-i i 1 ^/i /i OT) i ^k-i i nasi 1 HQO 
gi | 1 o4 4 ^jZ 1 uDJ | b/\Al 1 U o Z 


.11 (D67066) N- 


■WAorr [rSOS 


taurus ] 




Seq. No. 


56169 




Seq. ID 


OJ000323_ 


12.0419 


.C16 


bene ino . 


117580 




Strand 


+ 






o tar t 


i 




End 


4348 






Name 


U J UUUjz J lZ.U4iy.blD.01 


.gs 


Method 


GENSCAN 






Of 5 ^ 4- 


1 1 J 




. End 


439 






bl ■ 


none 




Score 


.9 






Exons 


1 1 T /I "5 Q 

11-3. . 4 o y 












Seq. No. 


ooloy 




Seq. ID 


OJ000323_ 


i o n A 1 Q 
LZ . U4 i y 


.C16 


Gene No. 


I 1 1 ^ Q 1 

II / 001 




Strand 










1 




End 


3040 






Name 


OJ000323_12.0419.C16.ol 


.np 


Method 


AAT/NAP 






otari 


i 
J. 




End 


2573 






bl 


0 o OZ lo U 




Score 


1113 






TP r"\ c 

iiiXons 


I. . jl, 1/40.. ZO/O 












bi uescrip . 


(AL117265) zhbOOOlO.l [ 


Oryza 


sativa] 








Seq. No. ' 


56169 




Seq. : ID 


OJ000323_ 


12.0419 


.C16 


oene ino . 


117581 




Strand 








Of a r-4- 

ot art 


1 




End 


3040 






Name 


OJ000323 12.0419.C16.o2 


.gs 


Method 


GENSCAN 








1669 




End 


2981 






bl 


none 




Score 


.66 






Exons 


1669. .1968, 2089. .2198, 


2339. 


.2464, 2903. .2981 






oeq . lno . 


56169 




Seq. ID 


OJ000323_ 


12.0419 


.C16 


Gene No. 


117581 




Strand 








Start 


1 




End 


3040 






Name 


OJ000323 12.0419.C16.ol 


.gp 


Method 


AAT/GAP 






Q+- a rf 

o tarn. 


2752 




End 


3040 






C T 

bl 


LIB34 31-028-P1-K1-C3 




Score 


480 






Exons 


2752. .3040 












GI Descrip. 


M176420/dbj IBAA37167 | 


2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 












Seq. No. 


56170 




.Seq. ID 


OJ000323_ 


12.0419 


.C19 


Gene No. 


117582 




Strand 


+ 






Start 


391 




End 


1696 







56689 



Name OJ000323_12 . 0419 . C19 . ol . np Method AAT/NAP 

Start 391 End 1696 

GI 6815099 Score 81 

Exons 391.. 413, 1555.. 1696 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 





Cqa- Ma 

OcCj. IN O • 


^61 if) 




. XL/ 




PI Q 

b X V 




f*' a t*i ^ M a 

bene ino . 


XX / JOt, 




Of- ranH 
OLI Cli IvJ 








Start 


391 




End 


1696 






Name 


OJ000323_12. 0419.C19.ol 


.gs 


Method 


GENSCAN 








S ^4 

J .J *s 












bX 


none 




C A O. T~ O 


fi4 






XT' v An 0 


^4 S7fi Q^4 1 04 ^ 












Qqa M a 
Oct}. IN U . 


R61 7H 




Coa; T D 
O L£ ■ 1L/ 


0,7(100^9? 19 041 Q 


PI Q 




bene inu . 


1 1 mfi^ 
J. X / JO J 




OLI a.1 1U 








Start 


1890 




End 


2534 






Name 


OJ000323 12-.0419.C19.o2 


.gs 


Method 


GENSCAN 






0 uar l 


i pan 




Hi 11 (J. 


9 R14 






P T 
bl 


none 




Score 


/I 






Exons 












-st 


O ,— «• Ma 

oeq . INO . 


R £ 1 7 1 
DDI / 1 




C Art t pi 

oeq. .x u 


n7Pnm97 19 H41Q 


p9 n 

b^ u 




Gene No . 


I 1 "7 R Q / 

II / O 0 H 




onrana 


_i_ 






btart 


41 y 3 




it a* 


1 1U 1 






ln all 


n.Tnnn^9^ 19 n4iQ P90 ni 


.tm 


Method 


TBLASTX: Maize 




r! * 


Start 


488 




End 


740 




- 


GI 


none 




Score 


68 ' 




S . 3 


Exons 




; .740, 


492. .713 






- ST 


oeq . NO . 


0 D 1 / 1 




Seq. ID 


OJ000323_12.0419. 


C20 




bene ino . 


"1 1 1 CO/ 

11 / D O ft 




Strand 


+ 








4 

f± _/ □ 




End 


1101 






Name 


n.Tnnn^?^ 19 n4iQ P9n ni 


• gp 


Method 


AAT/GAP 




s i 
- e? 


Start 


495 




End 


1101 






GI 


47 1.R1084 




Score 


1190 






Hi lo 


4QR 1im 












P T Hfl O A V "1 A 

bX UcbLIip • 


j jo jOOj / UXJ J | DrxriO fi O D X | 1 


O.Oe+00 (AB011270) importin-betal 1 [0] 






oaf i Tra 1 ' 

o a t. lva J 










C3 












f i 


Co A* Kl A 

O c q . In U . 


^61 71 




Seq. ID 


OJ000323_12.0419. 


C20 




Cono Ma 
belle LnU . 


i i 7 Rft 4 

XX / J04 




Strand 


+ 






Start 


495 




End 


1101 






Name 


OJ000323 12.0419.C20.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


500 




End 


923 






GI 


none 




Score 


471 






Exons 


500. .682, 504. .923, 507 


. .758, 


740. . 922 








Seq. No. 


56171 




Seq.; -ID 


OJ000323_12.0419. 


C20 




Gene No. 


117584 




Strand 


+ 






Start 


495 




End 


1101 






Name 


OJ000323 12.0419.C20.ol 


.gs 


Method 


GENSCAN 






Start 


507 




End 


1019 






GI 


none 




Score 


.52 






Exons 


507. .1019 












Seq. No. 


56171 




Seq. ID 


OJ000323_12.0419. 


C20 



56690 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



117584 Strand + 

495 End 1101 

OJ000323_12.0419.C20.ol.np Method AAT/NAP 

507 End 1101 

3983663 Score 955 
507. .1101 

(AB011270) importin-betal [Oryza sativa] 



56171 
117584 
495 

OJ000323_12.0419.C20.ol.ts 
735 
none 

735.-938, 743. .898, 932. .1024, 936. .1031 



Seq. - ID OJ000323_12.0419.C20 



Strand 
End 

Method 

End 

Score 



+ 

1101 

TBLASTX : Soybean 
1031 
187 



Seq. No. 56172 Seq. ID 

Gene No. 117585 Strand 

Start ■ : * 1 .• ' " , End 

Name ' OJ000323_12 . 04 19 . C23 . oi . np Method 

Start 1 End 

GI 128352 Score 

Exons 1..25, 2066.. 2282, 3494.. 3749, 4166.. .4260 

GI Descrip. NITROGEN CATABOLIC ENZYME REGULATORY PROTEIN 

gi I 1107471 1 gb | AAB03891.il (M33956) nitrogen catabolic enzyme 

regulatory protein [Neurospora crassa] 



OJ000323_12.0419.C23 
+ 

4260 
AAT/NAP 
4260 
34 



Seq. No. 56172 Seq. ID 

Gene No. 117585 Strand 

Start 1 End 

Name OJ000323_12 .0419. C23 . ol . gs Method 

Start 220 End 

GI none * Score 

Exons 220.. 318 



OJ000323_12.0419.C23 

+ - 

4260 

GEN SCAN 

318 

.91 



Seq. No. 


56172 








Seq. ID 


OJ000323_ 


_12.0419.C23 


Gene No. 


117586 








Strand 






Start 


1839 








End 


5331 




Name 


OJ000323 12 


0419. 


C23.o2 


.gs 


Method 


GENSCAN 




Start 


1839 








End 


5331 




GI 


none 








Score 


.49 




Exons 


1839. .2687, 


2695. 


.3274, 


3709. 


.3809, 4995. .5087,, 


5242. .5331 


Seq. No. 


56172 








Seq. ID 


0 JO 00*32 3_ 


12.0419.C23 


Gene No. 


117587 








Strand 






Start 


5862 








End 


5949 




Name 


OJ000323 12 


0419. 


C23.ol 


.gp 


Method 


AAT/GAP 




Start 


5862 








End 


5949 




GI 


none 








Score 


164 




Exons 


5862. .5949 














Seq. No. 


56173 








Seq. ID 


OJ000323_ 


_12.0419.C24 


Gene No. 


117588 








Strand 






Start 


690 








End 


2817 




Name 


OJ000323 12 


0419. 


C24.ol 


. gs 


Method 


GENSCAN 




Start 


690 ' " 








End 


2799 




GI 


none 








Score 


.86 





56691 



Exons 



690. .832, 2157. .2310, 2398. .2799 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56173 

117588 

690 

OJ000323_12.0419.C24.ol.np 

2116 

7485230 



Seq. ID OJ000323_12.0419.C24 
Strand 

End 2817 

Method AAT/NAP 

End 2817 

Score 232 



2116. .2268, 2398. .2670, 2707. .2817 

hypothetical protein A_IG002N01 . 28 - Arabidopsis thaliana 

gi I 2191148 | gb I AAB61035.il (AF007269) A_IG002N01 . 28 gene product 

[Arabidopsis thaliana] 



Seq. No. 56173 • 

Gene No. 117588 

Start 690 

Name OJ000323_12 .0419. C24 . ol . tm 

Start 2446 

GI none 
Exons 



Seq. ID OJ000323_12.0419.C24 
Strand 

End 2817 

Method TBLASTX : Mai ze 

End 2817 

Score 67 

2446. .2502, 2447. .2500, 2501. .2815, 2501. .2815, 2503. .2817 



Seq. No. 56174 

Gene No. 117589 

Start 55 

Name * OJ000323_12 . 04 19 . C25 . ol . gs 

Start 55 

GI none 
Exons 



Seq. ID OJ000323_12.0419.C25 
Strand 

End 1836 

Method. GENSCAN 

End 1836 

Score .58 



55. .218, 1405. .1519, 1738. .1836 



Seq. No. 56174 

Gene No. 117590 

Start 2966 

Name OJ000323_12 . 04 19 . C25 . o2 . gs 

Start 2966 

GI none 

Exons 2966. .3099 



Seq. ID OJ000323_12.0419.C25 
Strand 

End 3099 

Method GENSCAN 

End 3099 ■ 

Score .83 



Seq. No. 56175 

Gene No. 117591 

Start 9 

Name OJ000323_12 . 04 19 . C28 . ol . gs 

Start • 9 

GI none ■ * 

Exons 



Seq. ID OJ000323_12.0419.C28 
Strand 

3680 
GENSCAN 
3680 
.89 * 



End 

Method 
End 
Score 

9. .217, 300. .470, 549. .1435, 1522 .. 1968 , 204 7 .. 2072 , 2226. .2710, 
3154.. 3680 



Seq. No. 56176 

Gene No. 117592 

Start 19 

Name OJ000323_12 . 04 1 9 . C2 9 . ol . tw 

Start 1 

GI none 
Exons 



Seq. ID OJ000323_12.0419.C29 
Strand 

End 1256 
Method TBLASTX : Wheat 
End 1165 
Score 7 6 

1..30, 31. .135, 32. .139, 154. .207, 207. .251, 208. .258, 274. .414, 
275. .400, 412. .612, 452. .559, 617. .958, 619 .. 957 956 1165, 
981. . 1121 



Seq. No. 



56176 



Seq. ID OJ000323_12.0419.C29 



56692 



Gene No. 117592 

Start 19 

Name OJ000323_12 . 0419 . C29 . ol . ts 

Start 4 

GI none 

Exons 4.. 222, 38.. 220 

Seq. No. 56176 

Gene No. 117592 

Start 19 

Name OJ000323_12 . 04 19 . C29 . ol . gs 

Start 19 

GI none 

Exons 19.. 828 



Strand 
End 

Method 

End 

Score 



1256 

TBLASTX : Soybean 

222 

99 



Seq. ID OJ000323_12. 0419.C29 
Strand 

End 1256 

Method GEN SCAN 

End 828 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
f% GI Descrip. 

I* Seq. No. * 

Gene No. 
fy Start 
12 Name 
M Start 

™ GI 
j=f Exons 

= Seq. No. 

Gene No. 
I* Start 
s ^ ' Name ' 
" f& Start - 
%3 GI 
fj Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



56176 
117592 
19 

OJ000323_12.0419.C29.ol.np 
329 

6742729 
329. .1256 

"(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000323_12.0419.C29 
Strand 

End 1256 • 

Method AAT/NAP 

End 1256 

Score 769 



56176 

117592 

19 

OJ000323_12.0419.C29.ol.tc 

448 

none 



Seq. ID OJ000323_12.0419.C29 
Strand 

End 1256 

Method TBLASTX : Cress 

End 874 

Score 44 



448. .612, 452. .559, 617. .874, 634. .849 



56176 

117592 

19 

OJ000323_12.0419.C29.ol.tm 
- 805 
none ... 



Seq. ID OJ000323_12.0419.C29 
Strand 

End 1256 

Method TBLASTX : Maize 

End 1124 

Score 7 0 ;r 



805. .948,' 824. .955, 965. .1123, 978. .1124 



56177 

117593 

797 

OJ000323_12.0419.C32.ol.gs 

797 

none 

797. .871 



Seq. ID OJ000323_12.0419.C32 

Strand 

End 871 

Method GENSCAN 

■End 871 

Score . 8 



Seq. No. 56178 

Gene No. 117594 

Start 94 

Name OJ000323_12 . 04 19 . C34 . ol . gs 

Start 94 

GI none 
Exons " 



Seq. ID OJ000323_12.0419.C34 

Strand + 

End 4249 

Method GENSCAN 

End 424 9 

Score .73 



94. .206, 1507. .1630, 2205. .2261, 2346. .2423, 2527. .2648, 
2754. .2914, 3710. .3786, 3861. .3974, 4148. .4249 



56693 



Seq. No. 56179 

Gene No. 117595 

Start 9 

Name OJ000323_12 . 04 19 . C43 . ol . gp 

"Start . 9 

GI uC-osflcyp022c06b2 

Exons 9.. 14 9 

GI Descrip. ' 5042437/gb | AC007789 . 1 | AC007789 8.0e-25 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



Seq. ID OJ000323_12.0419.C43 
Strand 

End 14 9 

Method AAT/GAP 

End 14? 

Score 231 



Seq. No. 56180 

Gene No. 117596 

Start 1 

Name OJ000323_12 . 04 19 . C4 5 . ol . gp 

Start 1 

GI 47_1.R1084 

Exons 1..1293, 1391.. 1841 

GI Descrip. 1 3983663/dbj | BAA34861 | 0.0e+00 (AB011270) importin-betal [Oryza 
sativa] 1 



Seq. ID OJ000323_12.0419.C45 
Strand 

End 1841 

Method AAT/GAP 

End 1841 

Score 3442 



Seq. No. 

Gene No. 
a Start 
3 Name 
5 Start 

n gi 

is Exons 

Z GI Descrip. 



56180 
117596 

1 , 
--OJ000323_12.0419.C45.ol.np 
1 

3983663 
1..1293, 1391. .1583 

(AB011270) importin-betal [Oryza sativa] 



Seq. ID OJ000323_12.0419.C45 

Strand + 

End 1841 

Method AAT/NAP 

End 1583 

Score 2474 



Seq. No. 56180 

Gene No. 117596 

Start 1 

Name OJ000323_12 . 04 19 . C45 . ol . gs 

Start 254 

GI none 

Exons 254.. 1293, .1391.. 1586 



Seq. ID OJ000323_12.0419.C45 

Strand + 

End 1841 

Method GENSCAN 

End 1586 

Score .74 



Seq. No. 56180 

Gene No. 117597 

Start 2551 

Name OJ000323_12 . 04 19 . C45 . o2 . tm 

Start 1 

GI none . 

Exons 1..261, 2.. 262 



Seq. ID OJ000323_12.0419.C45 
Strand 

End 5241 

Method TBLASTX : Maize 

End 262 

Score 375 



Seq. No. ' 56180 

Gene No. 117597 

Start 2551 

Name OJ000323_12 . 04 19 . C45 . ol . ts 

Start 38 

GI none 
Exons 



Seq. ID OJ000323_12.0419.C45 
Strand 

End 5241 

Method TBLASTX : Soybean 

End 1532 

Score 8 6 



38. .124, 130. .342, 130. .381, 134. .493, 134. .481, 592. .654, 
593. .667, 656. .1219, 691. .1068, 762. .1142, 1132. .1215, 
1220.. 1288, 1392.. 1532 



Seq. No. 
Gene No. 



56180 
117597 



Seq. ID OJ000323_12.0419.C45 
Strand 



56694 




Start 


2551 






End 


5241 


Name 


OJ000323 12 


.0419.C45.ol 


.tm 


Method 


TBLASTX: Maize 


Q 4- a v- 4- 


263 






End 


1JZD 




none 






Score 


IZ 1 


Exons 


263. .361, 263. .340, 271 


. .360, 


359. .490 


c aa £*7n cot cc / 
, OU0..D/U, ozJ..bo4, 




686. .1219, 


691. .1068, 762. .1106, 1129. 


i one i oon i oqo 
. lzUo, 1zzU..1zoo, 




1388. .1450, 


1392. .1526 








Seq. No. 


56180 






beq. iu 


OJ000323_12.0419.C45 


Gene No. 


117597 






btrana 




o tart 


2551 






End 


CO/11 

OZ4 1 


Name 


OJ000323 12 


.0419.C45.o2 


.tc 


Method 


iBLAbi a : Lress 


otar t 


425 






End 


yU4 




none 






Score 


4 0 


Exons 


425. .481, 524. .655, 616 




692. .904 


, / iz . . o y / 


beq. no. 


56180 






Seq. ID 


OJ000323_12.0419.C45 


Gene No. 


117597 






Strand . 




Start 


2551 






End 


5241 • 


Name 


OJ000323_12 


.0419.C45.ol 


. tw 


Method 


TBLASTX: Wheat 


O 4- — > yf 

o car c 


11 /Z 






End 


1593 




none 






Score 


141 


Exons 


1172. .1294, 


1174 . .1293, 


1174 . 


.1296, 1175. .1309, 1387. .1584, 




1388. .1579, 


1389. . 1586, 


loyu . 


.1593 




Seq. No. 


56180 






Seq. ID 


OJ000323_12.0419.C45 


Gene No. 


117597 






Strand 




Start 


2551 






End 


5241 


Name 


UJUUUozo ±Z 


. U4 ly . C4 o . Ob 


tm 


- Method 


TBLASTX: Maize 


otart 


1526 






End 


1797 




none 






Score 


97 


Exons 


1526. .1612, 


1527. .1607, 




.1614, 1534. .1617, 1616. .1660, 




1618. .1659, 


1618. .1668, 


1 DDI . 


.1711, 1663. .1701, 1755. .1793, 




1755. .1793, 


1756. .1797 








Seq. No. 


56180 






Seq. • ID 


OJ000323_12.0419.C45 


Gene No. 


117597 






Strand 




Of -s vf 


2551 






End 


5241 


Name 


OJ000323 12 


.041.9-C45.o4 


tc 


Method 


TBLASTX: Cress 


O 4- — — J- 

otart 


2548 






End 


2748 




none 






Score 


114 


Exons 


2548. .2748,. 


2549. .2692 








Seq. No. 


56180 






Seq. ID 


OJ000323_12. 0419.C45 


Gene No. 


117597 






Strand 




C 4- v-i- 


2551 






End 


5241 


Name 


OJ000323 12 


.0419.C45.o2. 


gs 


Method 


GENSCAN 


O 4- — , -w- 4- 

otart 


2551 






End 


5241 


C T 


none 






Score 


.78 


Exons 


2551. .3128, 


3226. .3358, 


3735. 


.4255, 4311. .4526, 5136. .5241 


Seq. No. 


56180 






Seq. ID 


OJ000323_12.0419.C45 


Gene No. 


117597 






Strand 




Start. 


2551 






End 


' 5241 


Name 


OJ000323 12 


.0419.C45.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2551 






End 


2868 


GI 


none 






Score 


235 



56695 




EjXOIIS 


9 R R 1 9 7 fiQ 


9 R R 9 
Z OOZ 


01 A Q 
. . Z / *t y , 


97 RQ 
Z / JO . 


9 P fifl 
. Z 0 DO 




Seq. No. 


56180 








Seq. ID 


OJ000323_12.0419.C45 


Gene No. 


117597 








Strand 




<Z+- a -rt- 
OLdl L 


9 R R 1 








£jl 1U 


R9 A 1 

D Z H x 


Name 


UuUUUjZ J xZ 


OA 1 Q 


PAR r\ A 


• LIU 


lYlC LllOU 


THT QQTY • Ma -1 <7 a. 

i diinu i a . i v ia ±ze 


jCalt 


9 R R7 ~~ 
ZOO/ 








tiilQ 


9 7 R R 
Z / D D 


PT 


none 








Score 


1 7 A 


T7 1 v /-\ t™» o 


9RR7 9 7 RA 
ZOO 1 . . Z 1 DH. f 


9 R 7 n 
Z 0 / U 


97 R R 








Q /-\ /-Y M/^l 

ocCJ . INO . 


Rfii pn 
0 0 x 0 u 








Seq. ID 


OJ000323_12.0419.C45 




11 7 R Q7 








Strand 




Start 


2551 








End 


5241 


Name 


OJ000323 12 


.0419, 


.C45.o2 


.np 


Method 


AAT/NAP 


OtalU 


9 r fin 








End 


4530 


PT 


a Rpftnni 

41 JOOUUl 








Score 


767 


Exons 


9 R fiO 9Q 


3226, 


. .3358, 


3735. 


.4070, 4128.. 4530 


PT nOCPKI T\ 

ox Ucoui ip • 


(ampR97cn 


hypothetical 


Ser-Thr protein kinase [Arabidopsis 




4- }-> -a "] t ana 1 












OC4 . INO . 


Rfii an 








Seq. ID 


OJ000323_12.0419.C45 


Gene No. 


117597 








Strand 




Start . 


. 2551 








End 


5241. ' 


Name 


n Tfinm?^ 1 9 




P yl R ^9 
, 0 . OZ 


. zs 


Method 


TBLASTX : Soybean 


C H 1 

otiarTj. 


OC/TA ~~ 

Z D DU 








End 


3335 


PT 


none - 








Score 


121 


Exons 


Z 0 0 U. . . Z / jl, 


9 £ C 1 
Z Jul , 


> . z / 4 y , 


z yo4 . 


.3127, 2956.. 3126, 3201. .3335, 




TOO'] bQO/l 












Seq. No. 


56180 








Seq. ID 


OJ000323_12.0419.C45 


Gene No. 


117597 








Strand 






9 R R 1 








End 


5241 


Name 


p th nmo^ 19 

UJUUU j IZ 


. 0419. 


.C45.o5, 


. tm 


Method 


TBLASTX: Maize 




Z :?3 *i 








End 


3133 


PT 


none 








Score 


104 


IT 1 VP ^ y-\ <— 1 * 


9QR4 "}1 "3*3 


2956. 


. .3132 








Seq. No. 


56180 








Seq. ID 


OJ000323_12.0419.C45 


Gene No. 


117597 








Strand 






9 R R1 








End 


5241 


Name 


Pi TOfim 9 ^ 19 
UJ UUUJZJ iz 


.0419, 


,C45.ol. 


. tc 


Method 


TBLASTX: Cress 




9 Qfi R _ 
Z y OD 








End 


3383 


PT 


none 








Score 


99 


Exons 


9 QfiR ^19fi 
Zi?DD. . J ±Z O , 


2966. 


, .3127, 


3201. 


.3362, 3227. .3361, 3240. .3383 


Seq. No. 


56180 








Seq. ID 


OJ000323_12.0419.C45 


Gene No. 


117597 








Strand 




Cfa r f 
OLdl L 


9 RR1 








End 


5241 


Name 


UJ UUUOZ J IZ 


.0419. 


,C45.o3. 


,tm 


Method 


TBLASTX: Maize 




oonn 








End 


4010 


GI 


none 








Score 


207 


Exons 


3200. .3361, 


3201. 


.3362, 


3723. 


.3998, 3736. .3975, 3987. .4010 


Seq. No. 


56180 ' 








Seq. ID 


OJ000323_12.0419.C45 


Gene No. 


117597 








Strand 




Start 


2551 








End 


5241 


Name 


OJ000323 12 


.0419. 


C45.o3. 


. ts 


Method 


TBLASTX : Soybean 



56696 



Start 
GI 

Exons 



3724 
none 

3724. .3975, 3732.-3989 



End 
Score 



3989 
182 



Seq. No. 56180 Seq. ID 

Gene No. 117597 Strand 

Start 2551 End 

Name OJ000323_12 . 0419 . C45 . o3 . tc Method 

Start 3732. End 

GI none Score 

Exons 3732.. 3995, 3763.. 3975 



OJ000323 12.0419.C45 



5241 

TBLASTX; 

3995 

137 



Cress 



Seq. No. 56181 Seq. ID 

Gene No. 117598 . Strand 

Start 1277 End 

Name OJ000323_12 . 04 1 9 . C4 6 . o2 . gs Method 

Start 1277 , End 

GI none Score. 

Exons 1277. .1315, 2120. .2239 



OJ000323_12.0419.C46 

2239 
GEN SCAN 
2239 
.43 



Seq. No. 56182 Seq. ID 

Gene No. 117599 Strand 

Start 1009 End 

Name OJ000323_12 . 0419 . C47 . ol . gs Method 

Start 1009 End 

GI none Score 

Exons 1009.. 1059, 1312.. 1458 



OJ000323_12.0419.C47 
+ 

1458 
GEN SCAN 
1458 
.53 



Seq. No. 


56183 






Seq. ID 


OJ000303_12. 


.0419. CI 


Gene No. 


117600 






Strand 


+ 




Start 


611 






End 


814 




Name 


OJ000303 12 


.0419. 


CI .ol .np 


Method 


AAT/NAP 




Start 


611 






End 


814 




GI 


6729552 






Score 


107 . 




Exons 


611. .814 












GI Descrip. 


(AL132977) 


putative protein 


[Arabidopsis thaliana] 




Seq. No.. 


56184 






Seq. ID 


OJ000303._12, 


.0419.C2 


Gene No. 


117601 






Strand 


+ 




Start 


218 






End 


316 




Name 


OJ000303 12 


.0419. 


C2.ol.gs 


Method 


GENSCAN 




Start 


218 






End 


316 




GI 


none 






Score 


.45 




Exons 


218. .316 












Seq. No. 


56185 






Seq. ID 


OJ000303_12. 


,0419.C4 


Gene No. 


117602 






Strand 


+ 




Start 


4037 






End 


10035 




Name 


OJ000303 12 


.0419. 


C4 .o2.gs 


Method 


GENSCAN 




Start 


4037 






End 


10035 




GI 


none 






Score 


.52 




Exons 


4037. .4048, 


4258. 


.4929, 5009 


..5044, 5474. .6433, 6484. .6667, 




6905. ..8501, 


8544 . 


.10035 








Seq. No. 


56185 






Seq. ID 


OJ000303_12. 


,0419. C4 


Gene No. 


117602 






Strand 


+ 




Start 


4037 






End 


10035 





56697 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
"Start 
GI 

Exons 



OJ000303_12 . 04 1 9 . C4 . o2 . np Method AAT/NAP 

4324 - End 5220 

5042448 Score 1333 

4324. .4885, 4925. .5220 ~ 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 

Seq. ID OJ000303_12.0419.C4 



56185 
117602 
4037 

OJ000303_12.0419.C4.o3.np 
5474 
4680179 
5474 . .10032 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

10035 
AAT/NAP 
10032 
7675 



56185 

117603 

1364 

OJ000303_12.0419.C4.ol:np 
273 

6907086 

27-;3.. 444, 487.. 660, 
(AP001129 



OJ000303_12.0419.C4 
2113 

AAT/NAP ' 
2113 
1386 



775, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11.19. .1289, 1347. .2113 



895, 

hypothetical protein "[Oryza sativa] 



56185 Seq. ID 

117603 Strand 
1364 End 
OJ000303_12 . 04 19 . C4 . ol . gs Method 
1364 End 
none Score 
1364. .1696, 1770. .1871 

56185 

117604 • ' Strand 
5737 End 
OJ000303_12.0419..C4.o7.tw ■ Method 
5737 End 
none Score 



OJ000303_12.0419.C4. 

2113. 
GENSCAN 
1871 
.51 



Seq. ID OJ000303JL2.0419.C4 



6277 

TBLASTX: Wheat.. 

6097 

304 



5737. .5841, 5741. .6097, 5866. .6093 



Seq. No. 
Gene. No. 
Start 
Name ■ 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56185 ... . Seq. ID 

117604 Strand 
5737 . End 
OJ000303_12.0-419.C4 .06. tm Method 
5981 End 
none Score 
5981. .6277, 5981. .6265, 5998. .6168 

56185 ' Seq. ID 

117605 Strand 
6613 End 
OJ000303_12 . 0419 . C4 . 08 . tm Method 
6613 End 
none Score 
6613.. 6933, 6657.. 6758 



OJ000303_12.0419.C4 

6277: 

TBLASTX : Maize 

6277 

209 



OJ000303JL2.0419.C4 
7032 

TBLASTX : Maize 

6933 

182 



56698 




Seq. No. 


56185 








Seq. ID 


OJ000303_12.0419 


.C4 


Gene No. 


117605 








Strand - 






btart 


DDI J 








End 


7032 




Name 


UJUUUJUJ Iz 


A/1 1 Q 

..U4 1 y 


. C4 . Oo . 


tw 


Method 


TBLASTX: Wheat 




btart 


DDlb 








End 


7032 




bl 


none 








Score 


155 




Exons 


DDlb. . Do ZO , 


£ £ c. 1 
ODD 1 


. . o / D4 , 


DO Z 0 . 


.7031, 6847. .7032, 6876. .7031 


Seq. No. 


56185 








Seq. ID 


OJ000303_12.0419 


C4 


Gene No. 


117606 








bt rana 






b tart 


/ l yo 








End 


8064 




Name 


OJUUUoLU Iz 


. U4 iy 


. C4 . 04 . 


tw 


Method 


TBLASTX: Wheat 




Start 


/ iy o 








End 


7677 




GI 


none 








Score 


536 




Exons 


1 1 yo . . toff, 


70QQ 

/ z y y 


. . / Do4 










Seq. No. 


56185 








Seq. ID 


OJ000303_12.0419 


C4 


Gene No. 


117606 








btrana 






Of v- 4- 

btart 


T1 QC 

/ ± yo 








End 


8064 




Name 


UJUUUoUo lz 


A / 1 Q 


. U4 . OO . 


tm 


Method 


TBLASTX: Maize 




Start 


/ ZU / 








End 


7496 






none 








Score 


316 




Exons 


Tom "7 ^ 

/zu / . . /4 y4 , 


/ oUO 


. . / 4 y d 










Seq. No. 


56185 








Seq. ID 


OJ000303-12.0419 


C4 


Gene No. 


117606 








Strand 






Start 


/ 1 y o 








End 


8064 




Name 


OJOOOoUo lz 


04 iy 


. C4 . o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


1 O O 1 








End 


7545 




GI 


none 








Score 


183 




Exons 


/zol . . /040 , 


/ 04 / 


1 C /I A 

. . / 04 4 










Seq. No. 


56185 








Seq. ID 


OJ000303_12.0419 


C4 


Gene No. 


117606 








Strand 






otart 


Tl QC 

/ 1 yo 








End 


8064 




Name 


UJ UUU JU o - lz 


U4 1 y 


/-i A —A 

. C4 . 04 . 


tm 


Method 


TBLASTX: Maize 




btart 


/ 0 D4 








End- 


8064 






none 








Score 


150 




Exons 


/ DD4 . . / / 4 O , 


/ / z y 


. . O UD4 , 


/ o 1 0 . 


.7946, 11 


19. .8058 




Seq. No. 


56185 








Seq. ID 


OJ000303_12.0419. 


C4 


Gene No. 


117606 








Strand 






0 4- 

b tart 


T1 QC 

/ 1 yo 








End 


8064 




Name 


OJUUUoUo lz 


U4 1 y 


. C4 . Ol . 


t s 


Method 


TBLASTX: Soybean 




Start 


"7 C 1 Q 

/ olo 








End 


8013 




GI 


none 








Score 


57 




Exons 


/ olo . . / DOU , 


1 DZU 


. . / d4 y , 


"7 C R A 
1 O04 . 


.8013, 7654. .7734, 7749. .8012 


Seq. No. 


56185 








Seq. ID 


OJ000303_12..p419. 


C4 


Gene No. 


117606 








Strand 






q+- o rt 
o Lai L 


/ l j j 








End 


8064 




Name 


OJ000303 12. 


0419 


.C4.05. 


tw 


Method 


TBLASTX: Wheat 




Start 


7726 








End' 


8028 




GI 


none, 








Score 


4 00 




Exons 


7726. .8028, 


7727 


. .7828, 


7746. 


.8027 






Seq. No. 


56185 








Seq. ID 


OJ000303_12.0419. 


C4 



56699 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No,. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



117607 
8029 

OJ000303_12, 

8029 

none 

8029. .8544, 

56185 

117607 

8029 

OJ000303_12. 

8035 

none 

8035. .8280 

56185 

117607 

8029 

OJ000303_12. 

8101 

none 

8101. .8454, 

56185 

117608 

8545 

OJ000303_12. 

8545 

none 

8545. . 9021, 

56185 

117608 

8545 

OJ000303_12. 

8728 

none 

8728. .8901, 

56185 

117608' 

8545 

OJ000303_12. 

8809 

none 

8809. . 9069, 

56185 

117608 

8545 

OJ000303_12. 

8868 

none 

8868. . 9155, 

56185 
117608 



0419.C4 .o2.tw 



8061.. 8372, 8107. 



0419.C4 ,o3.ts 



0419.C4.o2.tm 



Strand 
End 

Method 
End 
Score 
.8454 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8544 

TBLASTX: Wheat 

8544 

626 



OJ000303_12.0419.C4 
8544 

TBLASTX : Soybean 

8280 

202 



OJ000303_12.0419.C4 
8544 

TBLASTX: Maize 

8466 

488 



8103. .8369, 8155. .84 66, ,8262. :84 59 



0419.C4.o3.tw 
8575.. 8988, 8766. 

Q419.C4.ol.tc 
8902.. 9045, 8904. 

0419.C4.o2.ts 
8814. .9068 

0419.C4 .o3. tm 
8869. . 9159 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.9020 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.9044 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000303_12.0419.C4 
10040 

TBLASTX: Wheat 

9021 

585 



OJ000303_12.0419.C4 
10040 

TBLASTX: Cress 

9045 

89 



OJ000303_12.0419.C4 
10040 

TBLASTX: Soybean 

9069 

299 



OJ000303_12.0419.C4 
10040 

TBLASTX: Maize 

9159 

392 



OJ000303 12. 0419. C4 



56700 




btart 










T? 


1 UU 4 U 




Name 




u 4 1 y . 


C A r\ 1 

U4 . Ol . 


tw 


Method 


•"POT 7\ O T 1 V . TVIK 

i biiAb i a : wneat 




btart 


q n O Q 

y uzo 








ii«na 


y bo 4 




bl 


none 








Score 


f Ol 




Exons 


yuzo . . y odh , 


y uou . 


. y o p j 










Seq. No. 


56185 








Seq. ID 


OJ000303_12.0419 


.C4 


Gene No. 


117608 








Strand 






otart 


O040 








End 


10040 




Name 


OJUUUoUo lz . 


n a i q 
U4 1 y . 


b4 . Ol . 


tm 


Method 


TBLASTX: Maize 




Start 


Qono 

yzuo 








End 


9807 




GI 


none 








Score 


223 




Exons 


QOAQ QO £ Q 

yzuo . . yjoy / 


yz i o . 


Q ^ £0 


yjo / . 


.9807, 9369. .9794 




Seq. No. 


56185 








Seq. ID 


OJ000303_12.0419 


.C4 


Gene No. 


117608 








Strand 






otart 










End 


10040 




Name 


UJUUUjUj Iz . 


n. a i q 
U4 i y . 


b4 . OD . 


tw 


Method ' 


TBLASTX: Wheat 




Start 


Q C / 

y bo4. 








End 


998> - 




r*> t 

bl 


none 








Score 


367 




Exons 


y do4 . . y / zo, 


y boo . 


QQQT 

. yyo / , 


y ocsz . 


.9762, 9747. .9923, 9805. .9966 


Seq. No. 


56185 








Seq. ID 


OJ000303_12.0419 


.C4 


Gene No. 


117608 








Strand 






C -4- -> +- 

bt art 


o04D 








End 


1004 0 " 




Name 


/^■mnnono to 


n a i n 

U4 iy . 


C4 . O / . 


tm 


Method 


TBLASTX: Maize 




Start 


noil 

yy 11 








End 


i n n a n 
1 u U 4 u 




GI 


none 








Score 


197 




Exons 


noil innno 
yy 11 . . lUUUo , 


n oo o 
y OZC 


n n o 

. . y yuz 


AQO /l 

, y yy 4 


. .10040 






Seq. No. 


56186 








Seq. ID 


OJ000303_12.0419 


.C7 


Gene No. 


117609 








Strand 


+ 




Of ~- 4- 

btart 


541 








End 


2333 




Name 


OJ000303. 12. 


0419. 


C7.ol. 


gs 


Method 


GENSCAN 




btart 


541 - 








End 


2333 




bl 


none 








Score 


.82 




-Exons 


541.. 575, 2219.. -2333 










Seq. No. 


56186 








Seq. ID 


OJ000303_12.0419 


.C7 


Gene No. 


. 117610 








Strand 






Cf vf 

otart 


4738 








End 


5863 




Name 


OJ000303 12. 


0419. 


C7.o2. 


gs 


Method 


GENSCAN 




btart 


4738 








End 


5863 




bl 


none 








Score 


.56 




Exons . 


4738. .4866, 


5813. 


.58 63 










O /-\ /-v XT « 

beq. no. 


56186 








Seq. ID 


OJ000303_12.0419 


.C7 


Gene No. 


117610 








Strand 






Start 


4738 








End 


5863 




Name 


OJ000303 12. 


0419. 


C7.ol. 


np 


Method 


AAT/NAP 




Start 


4751 








End 


5863 




GI 


7340920 








Score 


159 




Exons 


4751. .4866, 


5829. 


.5863 










GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


56187 








Seq. ID 


OJ000303_12.0419 


.C8 


Gene No. 


117611 








Strand 


+ 





56701 



Start 
Name 
Start 
GI 

'Exons 



4864 End 6903 

OJ000303_12 . 04 1 9 . C8 . o2 . gs Method GENSCAN 

4864 End 6903 

none Score .64 

4864. .4870, 4956. .5016, 5099. .5300, 5370. .5480, 5535. .5708, 
6079. .6351, 6733. .6903 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56187 Seq. ID 

117611 - Strand 

4 8 64 End 

OJ000303_12. 0419.C8 .ol.np Method 

5316 End 

7507168 ' Score 



OJ000303_12.0419.C8 
+ 

6903 
AAT/NAP 
6317 
60 



5316. .5488, 5881. .6048, 6214. .6317 

hypothetical protein T05C12.10 - Caenorhabditis elegans 
gi|3878725|emb|CAA90265.1| (Z49968) similar to drosophila 
hedgehog protein; cDNA EST EMBL:M89431 comes from this gene; 
cDNA EST EMBL:M89067 comes. from this gene; cDNA EST EMBL:C11824 
comes from this gene; cDNA EST yk424b7.3- comes from this gene; 
cDNA EST yk424b7.5 comes from thi> gi I 387 9454 | emb | CAA91313 . 1 1 
(Z66500) sim 



C3 



Seq. No,. 56187 Seq. ID 

Gene No. 117612 Strand 

Start 8 67 End ^ 

Name OJ000303_12 . 04 19 . C8 . ol . gs Method 

Start 867 End 

GI none Score 

Exons 8 67. .88 6, .2171. .2351 



OJ000303_12.0419.C8 

2351 
GENSCAN 
2351 
.5 



Seq. No. 56187 Seq. ID 

Gene No. 117613 Strand 

Start 8174 End 

Name OJ000303_12 . 04 19 . C8 . o3 . gs Method 

Start 8174 End 

GI none Score 
Exons * 8174. .8596 



OJ000303_12.0419.C8 

8596 

GENSCAN 

8596 

.;83 



Seq. No. 
Gene No. 
^=3 start 
Name 
Start 
GI 

Exons 



56188 Seq. ID 

117614 Strand 

296 End 
OJ000303_12.0419.C9.ol.gs . Method . 

2 96 End 

none Score 

296. .372, 2023. .2245 



OJ000303_12.0419.C9 
+ 

2245 
GENSCAN 
2245 
.6 



Seq. No. 56188 Seq. ID OJ000303_12 . 04 1 9 . C9 

Gene No. 117615 Strand + 

Start 3631 End 4160 

Name OJ000303_12 . 04 19 . C9 . ol . gp Method AAT/GAP 

Start 3631 End 4160 

GI LIB3475-006-P1-K1-D9 Score 550 

Exons 3631.. 4022, 4118.. 4160 

GI Descrip. 1 5923669/gb | AAD56320 . 1 | AC009326_7 2.0e-09 (AC009326) 
hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 



56188 



Seq. ID OJ000303 12. 0419. C9 



56702 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



117616 Strand 
3979 End 
OJ000303_12.0419.C9.o2.gs Method 
3979 "End 
none *"'.-' Score 

3979. .4214, 7789. .805.5, 9053. .9077 



9077 
GENSCAN 
9077 
.7 



56189 

117617 

48 

OJ000303_12.0419.Cll.ol.gs 

48 

none 



Seq. ID OJ000303_12.0419.C11 

Strand + 

End 1916 

Method GENSCAN 

End 1916 

Score .43 



48. .57, 603. .686, 763. .823, 937. .1054, 1336. .1446, 1502. .1604, 
1729. .1916 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^ j Se<q. . No. 

=.£ Gene * No. 

*Z Start 

;f Name 

□ Start 

□ GI 
Exons 

Seq. ...No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



56189 

117618 

8251 

OJ000303_12.0419.Cll.o3.gs 

8251 
none 



Seq. ID OJ000303_12.0419.C11 

Strand + 

End 8801 

Method GENSCAN 

End 8801 

Score .47 



8251. .8428, 8453.-8524, 8602. .8733, 8773. .8801 



56189 

117619 

1927 

OJ000303_12.0419.Cll.ol.np 

1927 
7444451 

1927. .3941, 3968. .6292 
probable gag/pol polyprotein 



Seq. ID OJ000303_I2.0419.C11 
Strand 

End 6805 

Method AAT/NAP 

End 62 92 

Score 4816 

- long-staminate rice 



retrotransposon retrofit gi | 258 6082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



56189 

117619 

1927 

OJ000303_12.0419.C11 ,o2.gs 

3364 

none 



Seq: ID OJ000303_12.0419.C11 
Strand 

End 6805 

Method GENSCAN 

End 6805 

Score .57 



3364.. 3851, 5233.. 5674, 5696.. 6289, 6722.. .6805, 



56189 

117620 

9374 

OJ000303_12.0419.C11 ,o4 .tc 

1866 

none .. 



Seq. ID OJ000303_12.0419.C11 
Strand 

End ' 10363 

Method TBLASTX : Cress 

End 2403 

Score 65 



1866. .1886, 1951. .2166, 2173. .2301, 2311. .2403 



56189 

117620 

9374 

OJ000303_12.0419.Cll.ol.tm 

1936 
none 



Seq. ID OJ000303_12.0419.C11 
Strand 

End 10363 

Method TBLASTX : Mai ze 

End 2598 

Score 38 



56703 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
C3 Gi: . , 
lj Exons 

fff 

l]l Seq. No. 
s _|f Gene No. 
U Start 
Ld Name 
Start 

: ™ Exons 

C3 Seq. No. 

Gene No. 
U Start 

Name 
It Start 

if GI 

O Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 




1936 2148 


2084 
z. \j 0 *± 


2152 


2179 


.2598, 2237.. 2554 




56189 








Seq. ID 


OJ000303_12.0419. 


Cll 


117620 








Strand 






9374 








End 


10363- 






04 1 Q 




• Lb 


Method 


TBLASTX': Soybean 




1 978 ~~ 








End 


2574 




none 








Score 


44 




1978 2574 


2084 


21 1 6 

. . X X U / 


2179 


.2376, 2183. .2404, 2441. .2572 


56189 








Seq. ID 


OJ000303_12.0419. 


Cll 


117620 








Strand 






9374 








End 


10363 




pj,Tnno303 i 9 

UOUUU JU J J. , 


04 1 Q 


PI 1 n1 
. V_, X X . 0 X 


. L W 


Method 


TBLASTX: Wheat 




2337 _ 








End 


2775 




none 








Score 


62 




2337 2378 


2338 


277 S 


2339 
j j j . 


.2425, 2456.. 2770 




5618-9 








Seq. ID 


OJ000303_12.0419. 


Cll 


117620 








Strand 






9374 








End 


10363 




Pj,tooo303 i 2 


04 19 
• u 4 x y 


PI 1 n3 

• V-/ X X • (J 0 < 




Method 


TBLASTX: Cress 




9 64 1 _ 

^ Oft X 








•End 


2889 




none 








Score 


188 




2641 2889 














56189 








Seq. ID 


OJ000303_12.0419. 


Cll 


117620 








Strand 






Q^7 Zl 








End 


10363. 




vUUUUjU J 1Z , 


0 d 1 Q 

» U 4 X _/ 


PI 1 rs9 


. LIU 


Method 


TBLASTX: Maize 




97 1 — 

Z, f X O 








End 


3156 




none 








Score 


45 




2716 3156 


2756 


. 2803 , 


284 6. 


.3136 






56189 V- 








Seq. ID 


OJ000303_12.0419. 


Cll 


117620 








Strand 






9374 








End 


10363 






04 19 

■ U 4X .7 


PI 1 o3 


. LW 


Method 


TBLASTX: Wheat 




2776 ~ 








End ' ' 


3289 




n on 0 
l lUilc 








Score 


61 




2776 2QR2 


9 94 4 
.7 4 4 




9QP ^ 


.3129, 2990.. 3136, 3191.. 32 


89 


56189 








Seq. ID 


OJ000303_12.0419. 


Cll 


117620 








Strand 






9374 








End 


10363 




OJ000303 12. 


,0419 


.Cll.o2, 


,ts 


Method 


TBLASTX: Soybean 




2953 








End 


3480 




5509260 








Score 


130 




2953. .3480, 


2966 


. .3130, 


3170. , 


.3334 







56189 
117620 . 
9374 

OJ000303_12 .0419.Cll.o2.tc 

3070 

none 



Seq. ID OJ000303_12. 0419. Cll 
Strand 

End 10363 

Method TBLASTX : Cress 

End 3339 

Score 142 



56704 




Exons 


jU / U . . jjO?/ 


jU / X 


"3 "3 "3 1 






Seq. No. 


56189 








Seq. ID 


Gene No. 


117620 








Strand 


oial I 


/ 4 








Vnr\ 


Name 


UJUUUjUj ±£ 


. U4 X y 


PI 1 r\& 
.bll.OD. 


till 


ixie tnoa 












T-" „ J 

fcjna 


P T 
bi 


none 








Score 




JlJ / • • j 4 UO / 










Seq. No. 


56189 








Seq. ID 


Gene No. 


117620 








Strand 


Of a yf 


Q^74 








EjIIU. 


Name 


pi Tnnn "3 n ^ to 

UJUUUjUj XZ 


. u 4 x y 


PI 1 r\ 1 

. bll . ox . 


f 


Method 


Of -5 v+- 


4 uo y 








Cjiia 


P T 


none 








Score 




4 OP Q 4 R^fi 










Seq. No. 


56189 








Seq. ID 


Gene No. 


117620 








Strand 


OLdl L 


Q^74 










Name 


UJ UUUjU J XZ , 


n/i i q 

. U4 X y 


PI 1 r\A 
. bll . 04I . 


f T.J 

IW 


Method 


Cf v-f 

-i? tar t 


i 4 u o y 








bna 


p t 


none 








Score 


Exons 


4 OR Q 4 4 4 Q 
4 U.O y . .41440/ 


a n Q"3 

4 U z) J 


. • T jU J 






Seq. No. 


56189 








Seq. ID 


Gene No. 


117620 








Strand 


Cf 2 y-f 


Q "37 4 
y J / 4 








n>no. 


Name 


UJ UUU JU 3 1Z , 


. U4 x y 


PI 1 ^"3 
. bll . Oj . 


ts 


Method 




4 1 U / 










P T 
bX 


none 








Score 


Exons 


4 1 D7 4 R9 £ 










Seq. No. 


56189 








Seq. ID 


Qene No. 


117620 








Strand 


Cf a r-f- 










EjIIvJ. 


Name 


U J UUU J Uj xz , 


n ji i q 

. U4 X y 


P1 1 r\ ^ 
. bX X , Oj . 


f m' 

cm 




Of a r-+- 


4 1 1 n 

4 X 1 u 










PT 


none 








Score 


Exons 


4 X X U . . 441 J J 










Seq. No. 


56189 








Seq. ID 


Gene No. 


117620 








Strand 


Cf y-f 


Q"37 4 
j J / 4 








ijiia 


Name 


UJ UUU jU J XZ . 


n / 1 q 

. U4 x y 


PI 1 

. bX X . OD . 




Method 


Cf 2 ~,f 


A A A Q 

4 4 4 y 








1?*-. r-] 


P T 


none 








Score 


Exons 


A A A O /I R"30 

4 4 4 y . .4 jjZ / 


4 DO X 




4 0 3 0 . 


. 4W X U 


OC^i IN (J • 


RfiT ft Q 








Octj . X u 


Gene No. 


117620 








Strand 


Start 


' 9374 








End 


Name 


' OJ000303 12, 


,0419 


.Cll.o4 . 


ts 


Method 


Start 


4548 








End 


GI 


none 








Score 


Exons 


4548. .4718, 


4760 


. .4957 








OJ000303_12.0419.C11 
10363 

TBLASTX: Maize 

3409 

129 



OJ000303_12.0419.C11 
10363 

TBLASTX: Cress 

4541 

118 



OJ000303_12.0419.C11 * 
10363 

TBLASTX: Wheat 
4448 

•95 



OJ000303_12.0419.C11 
10363 

TBLASTX: Soybean 

4526 

278 



OJ000303_12.0419.C11 
10363 

TBLASTX: Maize 

4433 

276 



OJ000303_12.0419.C11 
10363 

TBLASTX: Wheat 

4739 

88 



OJ000303_12.0419.C11 
10363 

TBLASTX: Soybean 

4957 

168 



56705 





Seq. No. 


56189 








Seq. ID 


OJ000303_12.0419. 


Cll 




oene ino . 


117 £9 n 

XX/ OZ u 








Cf ra r\r\ 








Of —j y»f 












i n 767 

X U O D O 






Name 


pj Tnnn 70 7 1 9 


C\A 1 Q 
Ufi X y . 


PI 1 r\0 
Lll . OZ . 


LW 


\A r-^ f Vi /^n 


1 .DXj.tt.0 1A . i/vnedL 








D UZ *i 








CjUU 


RZl 1 7 








none 








Score 


1 A A 

X H H 






Exons 


R09 A ^A 1 7 


jUOj . 


R 77 ft 


m ft 7 










Seq. No. 


56189 








Seq. ID 


OJ000303_12.0419. 


Cll 




bene ino . 


1 1 7 £9 0 
XX / DZU 








Of y-a nrl 








Of -J yf 


Q77 4 








CiIlU 


1 n 7^7 

1U JO j 






Name 


n Tnnn707 i 9 


ozi 1 q 


PI 1 n4 


fm 

LIU 


Mnf V-i 


TRT Zi QTV • Ma i ?o 
1 D L>r\0 1A .HdlZc 








R971 ™~ 
jZ Jl 








EjIIO. 


R7 7 Q 






PT 


none 








Score 


1 Q 








COOT C/OO 

OZjI, . D ff Z O / 


cooi 
OZ j 1 . 


R Zl 7 £ 


jjOO 


R7 7 Q 








Seq. No. 


56189 








Seq. ID 


OJ000303_12.0419:. 


Cll 






117 £90 

J. X / OZ U 








Cf r*a nH 








Of 2 y-f 


Q 77 4 








Jli I Id 


i n7£7 

X U O D O 






Name 


n tooo 70 7 i 9 

UJUUU JU J XZ . 


nzi 1 q 
ufi x y . 


P1 1 n 7 
til . Uj . 


fm 


ncLIlOU 


T17T aCTY • Ma i 70 
1 DXiriO 1 A . L v la X Z tr 






Qf _ — f 


R 7 R 1 










£909 




£ sr. 


P T 
(aX 


none 








Score 


1 ££ 
X D D 






Exons 


CTQ I £fl Q 7 


0 / oj . 


. DUO J, 


0 X x u 


^9 n 9 
. . ozuz 






f r| 


Seq. No. 


56189 








Seq. ID 


OJ000303_12.0419. 


Cll 


ru 


Gene No . 


1 1 7 £9 o 
XX/ 04U 








otidna 








otart 










hjna 


i n 7 £ 7 

IUjDj 




C3 

: s 


Name 


p Tnnn 707 19 
UJUUUjUj Xz . 


U4 1 y . 


P 1 1 /-N c 

LI X . Oj . 


f T.T 


Method 


1 dXj/\o 1 a : wnea r. 




L -J 

■5 -ST- 


Of -a v*f 


do yo 








IT" r-, H 


£9 7 A 
DZ / 4 




~J 


P T 


none 








Score 


Do 




a : = 
i 


Exons 


joyo . . oxz z , 


COQ7 

00 y / . 


£97 A 
. DZ / 41 f 


£1 QO 

d x y u 


£9 9 R 
. . DZZO 








Seq. No. 


56189 








Seq. ID 


OJ000303_12.0419. 


Cll 


t -J 


ucllc INO . 


117 £9 0 

XX/ DZ U 








Qf v a n H 






\. 3 


C f -a v-f 


Q77 4 

y j / h • - 








iiina 


1 n 7 £ 7 

IUjDj 






Name 


n tooo 70 7 1 9 
UJUUU JUj xz. 


0/ 1 o 
Ufi x y . 


Cll.o4. 


gs 


. ixiei-noa 








Of -a r-f 


Q77 A 








Hina 


1 n 7 £ 7 

IUjDj 




f "1 


P T 


none 








Score 


R 1 
.OX 




f 1 




Q77 A QA 9 Q 

y J / 4 . . y fi Z y , 


1 0 9 Q1 


. 10363 










9prr Kin 


56190 








Seq. ID 


OJ000303_12.0419. 


C12 




Gene No. 


117621 








Strand 


+ 






Start 


1 








End 


393 






Name 


OJ000303 12. 


0419. 


C12.ol. 


gp • 


Method 


AAT/GAP 






Q+- a >-+■ 


1 








End 


393 






PT 
VjX 


3972 1.R1084 








Score 


786 






Exons 


1. .393 
















tax uescrip . 


'2462834 5.0e-26 


(AF000657) ] 


hiypothetical protein [Arabidops: 






thaliana] 1 
















Seq. No. 


56190 








Seq. ID 


OJ000303_12.0419. 


C12 




Gene No. 


117622 








Strand 








Start 


1 








, End 


1305 - 






Name 


OJ000303 12. 


0419. 


C12.ol. 


np 


*' Method 


AAT/NAP 






Start 


1 








End 


1305 






GI 


2462834 








Score 


147 





56706 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



1..158, 1240. .1305 

(AF000657) hypothetical protein [Arabidopsis thaliana] 



56190 . Seq. ID 

117 622 ■ ■ Strand 

1 . End 
OJ000303_12 . 0419 .C12 . ol . gs Method 

9 End 

none Score 
9. .263 



OJ000303_12.0419.C12 

1305 
GENSCAN 
263 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56190 Seq. ID 

117623 Strand 
1682 End 
OJ000303_12.0419.C12.o2.np Method 
1682 End 
4803933 Score 
1682.. 1861, 2159. .2231, 2893.-3477 

(AC006264) putative disease resistance response protein 
[Arabidopsis thaliana] 



OJ000303_12.0419.C12 

■3477 
AAT/NAP 
3477 
281 



56190 Seq. ID 

117623 Strand 

1682 End 
OJ000303_12.0419.C12.o3.gs Method • 

2908 End 

none Score 
"2908. .3444 



OJ000303_12.0419.C12 

3477 
GENSCAN 
3444 
1 



W Seq. No. 56190 

U Gene No. 117624 

r LI Start 8591 

Name OJ000303_12 . 0419 . C12 . ol . tc 

l„ Start 3 

GI none 

Exons 3.. 83, 114.. 173, 2917.'. 3099, 

U 8603. .8785, '8613. .8786, 8795. 

'J 8 ! "8903. .8953," 8984 . .9040 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 12.0419.C12 



9318 

TBLASTX: Cress 
9040 
121 

2918. .3115, 3088. .3186, 
.8881, 8796.. 8882, 8894, 



3265. .3351, 
.8923, 



Seq. No. 56190 Seq. ID 

Gene No. 117624 Strand 

Start 8591 End 

Name OJ000303_12 . 0419 . C12 . ol . ts Method 

Start 3 End 

GI none - Score 
Exons 



OJ000303_12.0419.C12 
9318 

TBLASTX: Soybean 

9025 

80 

3189, 3059.. 3187, 



3. .170, 2915. .3052, 2917. .3045, 3046. 
3208. .3351, 3209. .3328, 8609. .8728, 8616. .8729, 8744. .8788, 
8795. .8881, 8796.-8972, 8894. .9025, 8895. .9014 



Seq. No. 56190 Seq. ID 

Gene No. 117624 Strand 

Start . 8591 End 

Name OJ000303_12 . 0.4 19 . C12 . ol . tm Method 

Start 33 End 

GI none Score 
Exons 



OJ000303_12.0419.C12 
9318 

TBLASTX: Maize ■-* 

9123 

101 



33. .176, 67. .177, 2900. .3193, 2905. .3192, 3184. .3351, 
3185. .3343, 8600. .8785, 8613. .8789, 8795. .9010, 8796. .9002, 



56707 



9106. .9123 



Seq. No. 56190 Seq. ID 

Gene No. 117624 " Strand 

Start 8591 End 

Name OJ000303_12 . 0419 . C12 . o4 . gs Method 

Start 8591 End 

GI none Score 

Exons 8591. .9124 



OJ000303_12.0419.C12 

9318 
GENSCAN 
9124 
.99 



Seq. No. 56190 Seq. ID 

Gene No. 117624 Strand 

Start - 8591 End 9318 

Name OJ000303_12 . 0419 . C12 . o3 . np Method AAT/NAP 

Start 8597 End .9318 

GI 6227011 Score 355 

Exons 8597.. 9025, 9174.. 9318 

. GI Descrip. (AC009513) F12P19.3 [Arabidopsis thaliana] 



OJ000303 12.0419.C12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56190 Seq. ID OJ000303_12 . 04 19 . C12 

117624 Strand 

8591 End 9318 

OJ000303_12 . 04 19 . C12 . o2 . gp Method AAT/GAP 

8709 End 9147 

LIB3433-051-P1-K1-E4 Score 811 

8709. .9147 

1 115772/sp| P12330 |CB21_ORYSA 6.0e-24 CHLOROPHYLL A-B BINDING 
PROTEIN 1 PRECURSOR (LHCII TYPE I CAB-1) (LHCP) 

>gi_82460_pir S03705 chlorophyll a/b-binding protein 1R 

precursor - rice >gi_2017 8_emb_CAA32108_ (X13908) chlorophyll 
a/b-binding preprotein (AA -31 to 235) [Oryza sativa] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 

GI Descrip. 



56191 

117625 

1 

OJ000303_12.0419.C13.ol.np 
1- 

7106516 



Seq. ID OJ000303_12.0419.C13 

Strand + 

End 3757 

Method AAT/NAP 

End 3757 , 

Score 181 



1..58, 819. .927, 1665. .1842, 3689.-3757 
(AP001278) hypothetical protein [Oryza sativa] 



Seq. No. 56191 Seq. ID 
Gene No. 117625 Strand 
Start 1 End 
Name OJ000303_12 . 0419 . C13 . ol . gs Method- 
Start 35 End 
GI none Score 
Exons 35 . . 616 



OJ000303_12.0419.C13 
+ 

3757 
GENSCAN 
616 
.73 



Seq. No. 56191 

Gene No. 117626 

Start ■ 5315 

Name OJ000303_12 . 04 1 9 . C13 . o2 . np 

Start 5315 

GI 6691716 
Exons 



Seq. ID OJ000303 12.0419.C13 



Strand 
End 

Method 

End 

Score 



+ 

8250 
AAT/NAP 
8238 
2464 



5315.. 6208, 6400.. 6575, 6652.. 6752, 6831.. 7010, 7088.. 7285, 
7360. .7462, 7612. .7725, 7799.-8238 



56708 



GI Descrip. 



Seq. No*. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6691717 |dbj | BAA89397.1 1 (AP000570) hypothetical protein 

[Oryza sativa] 



56191 

117626 

5315 

OJ000303_12.0419.C13.o3.gs 

5315 

none 



Seq. ID OJ000303_12.0419.C13 

Strand + 

End 8250 

Method GENSCAN 

End 8250 

Score .78 



5315. .6199, 6355. .6575, 6772. .7010, 7076. .7173, 7175. .7285, 
7360.. 7549, 7612.. 7725, 7799.. 8250 



^ SB? 

ffl 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56191 

117627 

1 

OJ000303_12.0419.C13.o4 .np 

1 . 

-5852175 



1..105, 8774. .8836, 9454. .9553, 9664 
(AL117265) zhbOOOS.l [Oryza sativa] 



Seq. ID OJ000303_12.0419.C13 
Strand 

End 9688 

Method AAT/NAP 

End 9688 

Score 91 
9688 



56191 
117 627 . 
1 

OJ000303_12 . 04 19 . C13 . o2. gs 

1001 

none 

1001.. 1142, 3377.. 3885 



Seq. ID OJ000303_12.0419.C13 
Strand 

End 9688 

Method GENSCAN 

End 3885 

Score .42 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons.- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56191 

117627 

1 

OJ000303_12. 0419.C13.ol.tc 

3355 

none ■ • 



Seq. ID OJ000303__12.0419.C13 
Strand 

End 9688 

Method TBLASTX : Cress 

End 3804 ■ 

Score 68 



3355.. 3417, 3400. .3483, 3413... 3484, 3496.. 3525, 3547.. 3633, 
3658.'. 3708, 3748.. 3804 



56191 

117627 

1 

OJ000303_12.0419.C13.ol.tm 

3379 

none 



Seq. ID OJ000303_12.0419.C13 
Strand 

End 9688 

Method TBLASTX : Mai ze 

End 3783 

Score 67 



3379. .3483, 3380. .3493, 3535. .3624, 3536. .3640, 3637. .3783, 
3638. .3781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



56191 

117627 

1 

OJ000303_12. 0419.C13.ol.ts 

3409 

none 



Seq. ID OJ000303_12.0419.C13 
Strand 

End 9688 

Method TBLASTX : Soybean 

End 3804 

Score 78 



3409. .3492, 3428. .3487,. 3547. .3633, 3649. .3804, 3650. .3769 
56191 Seq. ID OJ000303_12 . 04 19 . C13 



56709 





Gene No. 


117627 . 




Strand 






Start 


1 




End 


9688 




Name 


OJ000303 12 


.0419.C13.ol.tw 


Method 


TBLASTX: 




Start 


5434 ~~ 




End 


5725 




GI 


none 




Score 


225 




Exons 


5434 . .5688, 


5435. .5725 








Seq. No. 


56191 




Seq. ID 


OJ000303 




Gene No. 


117627 • 




Strand 






Start 


1 




End 


9688 




Name 


OJ000303 12 


. 0419.C13.o3.np 


Method 


AAT/NAP 




Start 


8583 ~ 




End 


8686 




GI 


5902445 




Score 


84 




Exons 


8583 . .8686 










GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


56192 




Seq. ID 


OJ000303 




Gene No. 


117628 




Strand 


+ 




Start 


1 




End 


355 




Name 


OJ000303 12 


.0419.C14.ol.np 


Method 


AAT/NAP 




Start 


1 ~~ 




End 


355 




GI 


5852180 




Score 


18 6 




Exons 


1 . . 355 








w 


GI DeS'crip. 


(AL117265) 


zhb00010.1 vfOryza 


sativa] 






Seq. No. 


56192 




Seq. ID 


" OJ000303 




Gene No. 


117629 




Strand 


+ 




Start 


274 




End 


546 




Name 


OJ000303 12 


0419 C14 ol as 


Method 


GENSCAN 


w 


Start 


21 A ~~ 




End 


546 




GI 


none 




Score 


.43 


i y 
= 


Exons 


274 . . 546 










Seq. No. 


56192 




Seq. ID 


OJO'00303^ 




Gene No. 


117630 




Strand 






Start 


1128 




End 


1636 


*. ^ 


Name 


OJ000303 12 


. 0419. C14 .o2 ,np 


Method. • 


AAT/NAP 




Start 


1082 ~ 




End 


1636 


r ~ 
^ =f 


GI 


5902445 




Score 


739 


fT 

•a =r 


Exons 


1082. . 1636 










GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


56192 




Seq. ID 


OJ000303_ 




Gene No. 


117630 




Strand 






Start 


1128 




End 


1636 




Name 


OJ000303 12 


.0419. C14 . o2 . gs 


Method 


GENSCAN 




Start 


1128 ~ ' 




End 


1615 




GI 


none 




Score 


.57 




Exons 


1128 . . 1136, 


1253. . 1615 








Seq. No. 


56192 




Seq. ID 


OJ000303_ 




Gene No. 


117630 




Strand 






Start 


1128 




End 


1636 




Name 


OJ000303 12 


.0419.C14.ol.tm 


Method 


TBLASTX : I 




Start 


^ 1149 




.End 


1393 




GI 


none 




Score 


90 




Exons 


1149. .1232, 


1154.. 1231, 1211. 


.1393, 1212. .1271, 



56710 




Seq. No. 


56192 


Seq. ID 


OJ000303_12.0419 


.C14 


bene ino . 


117630 


Strand 






Q+- a rf * 


1128 


End 


IDjD 




Name 


OJ000303 12.0419.C14.ol.tw 


'Method 


TDT J\QTY«Whoaf 

i £3±jM.o ia. wneat 




Q-i- a r-+- 
OUalt 


1172 


End 


1 

IDjD 






none 


Score 






Exons 


1172. .1222, 1214. .1636, 1341. .1544 






Seq. No. 






OJ000303_12.0419 


.C15 


bene ino . 


117631 


Strand 






jLail. 


110 


End 


0 / 1 j 




Name 


OJ000303 12.0419.C15.o2.tm 


Method 


TRT A Q TV • Ma -i t a 
1 D Lir\Z> 1 A . LYia lZe 




Q+- a r*+- 

otari. 


2 


End 








none 


Score 


ft Q 




M V /^N TO O 


2. .292, 3. .140, 89. .283 








Seq. No. 


56193 


Seq. ID 


OJ000303_12.0419 


.C15 


belle INvJ . 


11.7.631 


Strand 






OLdiL 


110 


End 


D / 1 J 




Name 


OJ000303 12.0419.C15.o3.tw 


Method 


TRT Zi QTY • TATVicia -t- 
1 oJj/IO 1 A . wnea L 




OLdiL 


32 


End 


jjU 




H T 


none 


Score 


ft A 




Exons 


32. .349, 33. .143, 35. .346, 


246. .350 






Seq. No. 


56193 


Seq. ID 


OJ000303_12.0419 


.C15 


Gene No. 


117631 


Strand 






otdit 


110 


End 


6713 




Name 


OJ000303 12 .0419.C15.ol .gs 


Method 


GENSCAN 




Of -,y-f 


110 


End 


6713 




P T 


none 


Score 


.59 




Exons 


110. .460, 560. .734, 831. .1131, 1303. .2262, 2388. .2732, 






3054. .3285, 3460. .3819, 4917. .4985, 6648. .6713 




Seq. No. 


56193 


Seq. ID 


OJ000303_12.0419 


.C15 


Gene No. 


117631 


Strand 






Of a 'rf 


110 


End 


6713 




Name 


OJ000303 12.0419.C15.ol.np 


Method 


AAT/NAP 




Of a r-f- 


128 


End 


3771 






4680183 


Score 


4015 




Exons 


128. .658, 746. .787, 1283. .3771 






ox uescnp. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


56193 . 


Seq. ID 


OJ000303_12.0419 


.C15 


belle 1NO . 


117631 . 


.Strand 








110 


End 


6713 




Name 


OJ000303 12.0419.C15.ol.tm 


Method " 


TBLASTX: Maize 




O Ldil 


320 


End 


677 




bl 


none 


Score 


197 




Exons 


320.. 676, 330.. 677 








Seq. No. 


56193 


Seq. ID 


OJ000303_12.0419 


.C15 


Gene No. 


117631 .. :. 


Strand 






Start 


110 


End 


6713 




Name 


OJ000303 12.0419.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


350 


End 


806 




GI 


none 


Score 


262 





56711 



Exons 



350. .805, 351. .806 



Seq.. No. 56193 

Gene No. . 117631 
Start ' . 110 

Name OJ000303_12 . 0419.C15.ol. ts 

Start 401 

GI none 

Exons 401.. 535, 542.. 766 



Seq. ID OJ000303_12.0419.C15 
Strand 

End 6713 

Method TBLASTX : Soybean 

End 766 

Score 133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56193 

117631 

110 

OJ000303_12.0419.C15.o2.tw 

1026 

none 



Seq. ID OJ000303_12.0419.C15 
Strand 

End 6713 

Method TBLASTX : Wheat 

End 1483 

Score 153 



1026. .1262, 1028. .1258, 1307. .1483 



Seq. No. 
Gene No. 
Start 
Name 
H Start 

■SET 

IZ. Exons 

IIS* 

fLl Seq. No. 
£3 Gene No. 
[j Start 
."a Name 
~ Start 
GI 

s Exons 

□ 

vj Seq. No. 
t_ Gene No. 
; a% -.- Start 
W. Name 
C3 Start * 
□ GI 

Exons 

GI Descrip. 



T ST 

91 2 



End 

Method 
End 
Score 



56193 
117631 
110 

OJ000303_12.0419.C15.o3.tm 
1964 
none 

1964. .2224, . 2019. .2222 

56193 
117631 
110 

OJ000303_12.0419.C15.o4 . tw 
2Q63. 
none 

2063.. 2320, 2323.. 2463, 2360.. 2464 



Seq,... ID* OJ000303_12.0419.C15 
Strand 

6713 

TBLASTX: Maize 
2224 ■ 
127 



Seq. ID OJ000303_12.0419.C15 
Strand 

6713 

TBLASTX: Wheat 
2464 
63 



End 

■Method 
End 
Score 



56194 
117632 . 
1 

OJ000303_12.0419.C16.ol.np 
1 

6227011 
1. .527 

(AC009513.) F12P1.9.3 [Arabidopsis thaliana] 



Seq. ID OJ000303_12.0419.C16 

Strand + 

End- 530- 

Method . AAT/NAP - 

End 527 

Score 370 



Seq. No. 


56194 












Seq. ID 


OJ000303_ 


12. 


0419. 


.C16 


Gene No. 


117632 












Strand 


+■ 








Start 


1 












End 


530 








Name 


OJ000303 


_12 


.0419 


.C16. 


ol 


. gs 


Method 


GENSCAN 








Start 


* 48 












End 


530 








GI 


none 












Score 


.71 








Exons 


48. .530 






















Seq. No. 


56194 












Seq. ID 


OJ000303_ 


12. 


0419. 


,C16 


Gene No. 


117633 












■ Strand 


+ 








Start 


2956 












End 


3'410 








Name 


OJ000303 


JL2 


.0419 


.C16. 


ol 


.gp 


Method 


AAT/GAP 








Start 


2956 












End 


3410 








GI 


5803302 












Score 


898 









56712 



Exons 



2956. .3410 



Seq. No. 56194 

Gene No. 117634 

Start 6201 

Name OJ000303_12 . 04 19 . CI 6 . ol . tc 

Start 95 

GI none 

Exons 95. .157, 96. .218, 167. .442, 168. .443 



Seq. ID OJ000303_12.0419.C16 
Strand + 
End - .632 6 
Method " TBLASTX : Cress 
End- 4 43 

Score 90 



Seq. No. 56194 

Gene No. 117634 

Start 6201 

Name ' OJ000303_12 . 0419 . C16 . ol . ts 

Start 96 

GI none 

Exons 96.. 179, 107.. 169, 167.. 520, 168. .527 



Seq.. ID OJ000303_12.0419.C16 

Strand + 

End 6326 

Method TBLASTX : Soybean ■ 

End 527 

Score 82 



Seq.. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56194' 
117634 
6201 

OJ000303_12.0419.C16.ol.tm 

180 

none 



Seq. ID OJ000303_12.0419.C16 

Strand ■ + 

End 632 6 

Method TBLASTX : Maize 

End 527 

Score 334 • . 



180. .233, 181. .516, 194. .520, 195 521, "258=. . 527 



Seq. No. 56194 

Gene No. 117634 

Start 6201 

Name OJ000303_12 . 0419 . CI 6 . o2 . gp 

Start 6201 

GI 15984_1.R1084 

Exons 6201. .6326 

GI Descrip. 1 2462834 5.0e-17 (AF000657) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000303_12.0419.C16 

Strand + 

End 6326 

Method AAT/GAP. 

End 632 6 

Score 234 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5619.5 
117635 
603 . 

OJ000303_12.0419.C17.ol.np 
594 

.6227011 
594. .960,. 1200. ,1234 

(AC009513) F12P19.3 [Arabidopsis thaliana] 



Seq. ID -OJ000303_12.0419.C17 
Strand + 
End 1234 
Method AAT/NAP 
End 1234 
Score . 187 



56195 

117635 

603 

OJ000303_12.0419.C17.ol.gs 

603 

none 

603. .1016 



Seq. ID OJ000303_12.0419.C17 

Strand + 

End 1234 

Method GENSCAN 

End 1016 

Score .57 



Seq. No. 56196 

Gene No. 117636 

Start 227 

Name OJ000303_12 . 04 19 . C18 . ol . gs 



Seq. ID OJ000303_12.0419.C18 

Strand + 

End 300 

Method GENSCAN 



56713 



Start 
GI 

Exons 

Seq. No. 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 
^ Start 

Name 
U Start 

m gi 

rli Exons 

^ x Seq. No. 

^ Gene No. 

\J Start 

fij Name 

l & ' Start 

l % GI 

~Z Exons 

U;-Seq.. No. 
; 3 Gene No. 

Start 
=5 Name 
L=J Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



227 
none ■ 
227. .300 

56197 . • 

117637 

999 

OJ000303_12.0419.C19.ol.tm 

999 

none 

999. .1202, 1053. .1190, 1204., 

56197 

117637 

999 

OJ000303_12.0419.C19.ol.tw 

1065 

none 

1065.. 1199, 1201.. 1380, 1384. 

56198 
117638 . 
1697 

OJ000303_12 .0419. C20 . ol . gs 

1697 

none 

1697. .1761, 2136. .2187 

56198 

117639 

4036 

OJ000303JL2 .0419.C20.o2.gs 

4036 

none 

4036.. 4142 



End 
Score 



300 
.45 



Seq. ID OJ000303_12.0419.C19 
Strand 

End 1419 

Method TBLASTX: Maize . 

End 1305 

Score 164 
,1305, 1209.. 1304 

Seq. ID OJ000303_12.0419.C19 
Strand 

1419 

TBLASTX: Wheat 
1419 
86 



End 

Method 
End 
Score 
.1419 



Seq. ID OJ000303_12.0419.C20 
Strand 

End . 2187 

Method GENSCAN 

End 2187 

Score .85 



Seq. ID OJ000303_12.0419.C20 
Strand 

End 4142 

Method GENSCAN 

End 4142 

Score ■ . 8 



56199 
117640 
1 

OJ000303_12.0419.C23.ol.np 
1 

7489803 
1..323 

pol protein homolog - maize retrotransposon Opie-2 

gi I 3645899 | gb | AAC49502.il (U684 08-V 5 1 end not determined 

experimentally [Zea mays] 



Seq. ID OJ000303_12.0419.C23 
Strand 

323 

AAT/NAP 
323 
156 



End 

Method 

End 

Score. 



56199 

117640 

1 

OJ000303_12 . 0419.C23.ol.gs 

153 

none 

153. .320 

56200 
117641 



Seq. ID OJ000303_12.0419.C23 
Strand 

End 323 

Method GENSCAN 

End 320 

Score .54 



Seq. ID OJ000303_12.0419.C27 
Strand + 



56714 



Start 
Name ■ 
Start 
GI 

Exons 



40 End 3198 

OJ000303_12 . 04 19 . C27 . ol . gs Method GENSCAN 

4 0- End 3198 

none Score .89 

40. .291, 849. .1180, 1488. .1578, 1685. .1751, 1850. .1947, 

2041. .2217, 2600. .2676, 2901. .3198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56200 

117641 

40 

OJ000303_12.0419.C27.ol.np 
986 

'4587533 



Seq. ID OJ000303_12.0419.C27 

Strand + 

End 3198 

Method AAT/NAP 

End 2677 

Score 229 



986. .1180, 1290. .1382, 1488. .1578, 1685. .1766, 1838. .1947, 
2041. .2217, 2379. .2505, 2610. .2677 

(AC007060) EST gb|AA721821 comes from this gene. [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
„ Start 

\J Exons 

Li; ■ 

f[§ Seq. No. 

Gene No. 
H Start 
^ - Name 
W Start 
fU GI 
s Exons 

H Seq. No. 

N Gene No. 

H Start • 

%j Name 

n Start 

;1 gi 

i=r Exons 



56200 

117642 

4118 

OJ000303_12.0419.C27.ol.tm 

977 

none. 



Seq. ID OJ000303_12.0419.C27 

Strand . + 

End 4329 

Method TBLASTX : Mai ze 

End 1-377 

Score 166 



977. .1141, 990. .1181, 993. .1160, 1288 .. 1377, . 1288 ,. 1377 



56200 

117642 

4118 

OJ000303_12.0419.C27'.ol.ts 

980 

none 



Seq. ID OJ000303_12.0419.C27 

Strand + 

End 4 329 

Method TBLASTX : Soybean 

End 1377 

Score 157 



980. . 1180, 981. .1181, 1287 .. 1376, - 1288 .. 1377 



56200 
117642 

4118 . . 

OJ000303_12.0419.C27.*ol.gp 

4118 

none 

4118. .4329 



Seq. ID OJ000303_12.0419.C27 

Strand + 

End 4329. 

Method AAT/GAP . 

End 432 9 

Score 340 



Seq. No. 56201 

Gene No. 117643 

Start 193 

Name OJ000303_12 . 0419 .C28 . ol .gs 

Start 193 

GI none 

Exons 193.. 201, 656.. 685 

Seq. No. 56201 

Gene No. 117644 

Start 1 

Name OJ000303_12 . 04 19 . C28 . ol . gp 

Start 1 

GI 19278_1.R1084 

Exons 1 . . 150 . 



Seq. ID OJ000303_12.0419.C28 

Strand + 

End -68 5 

Method GENSCAN 

End 685 

Score .47 



Seq. ID OJ000303__12.0419.C28 
Strand 

End 150 

Method AAT/GAP 

End 150 

Score 251 



56715 



GI Descrip. 1 2462834 8.0e-21 (AF000657) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
□ Start 

ff\ Exons 

^ Seq. No. 

^ Gene No. 

Id Start 

b.J Name 

?y Start 

Z„ Exons 

% 4. Seq. No. 

Gene No. 

Start 
2Z. Name 
hi Start 

y gi 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



56202 

117645 

222 

OJ000303_12.0419.C30.ol.gs 

222 
none 

222. .474, 696. .777 

56203 

117646 

219 

OJ000303_12.0419.C31.ol.tm 

. 219 
^t-ndne 



Seq. ID OJ000303_12.0419.C30 

Strand + 

End 777 

Method GENS CAN 

End 777 

Score .84 



Seq. ID OJ000303_12.0419.C31 



Strand 
End 

Method 

End 

Score 



533 

TBLASTX: Maize 

533 

74 



219. .365, 360. .521, 375. .533, 406. .528 



56204 Seq. ID 

117647 Strand 
120 End 
OJ000303_12 . 04 19 . C32 . ol . gs Method 
120 . . ;End 
none Score 
120. .278. 

56205 Seq. ID 

117648 Strand 
2049 End 
OJ000223_15 . 04 19 . CI . ol . gs Method 
2049 End 
none Score 
2049. .2123, 2919. .3108 



OJ000303_12.0419.C32 
+ 

278 

GENSCAN 

278 

1 



OJ000223_15.0419.C1 
+ 

3108 
GENSCAN 
3108 
.66 



56206 

117649 

'51 

OJ000223_ 
51 

none 
51., 923, 



15.0419.C2.ol.gs 
1251.. 1364, 1602. 



Seq. ID OJ000223_15.0419.C2 

Strand + ' 

End 3396 

Method GENSCAN 

End 2846 

Score .83 
,1866, 2722. .2846 



56206 

117649 

51 

OJ000223_ 
183 

7406436 
183. .923, 
(AL162874 

56206 

117649 

51 

OJ000223 
1757 



Seq. ID 
Strand 
End 

Method 
•End 
Score 

1251.. 1364, 1602.. 1866, 2722.-2834 
) putative protein [Arabidopsis thaliana] 



15.0419.C2.ol.np 



OJ000223_15.0419.C2 
+ • 
3396 
AAT/NAP 
2834 
906 



_15.0419.C2.ol.gp 



Seq. ID OJ000223_15.0419.C2 

Strand ' + 

End 3396 

Method AAT/GAP 

End 3396 



56716 



GI 20235_1.R1084 Score 1474 

Exons 1757.. 1866, 2722.. 3396 

GI Descrip. '3927836 2.0e-21 (AC005727) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 56206 Seq. ID 

Gene No. 117650 - Strand 

Start 5321 End 

Name OJ000223_15 . 0419 . C2 . o2 . gs Method 

Start 5321 End 

GI none Score 

Exons 5321.. 6598 



OJ000223_15.0419.C2 

+ ■ 

6598 
GENSCAN 
6598 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56206 Seq. ID 

117650 Strand 

5321 End 

OJ000223_15.0419.C2.o2.np Method 

5321 End : 

4510376 ' Score 
5321. .5586, 5617. .6589 

(AC007017) unknown protein [Arabidopsis thaliana] 



OJ000223_15.0419.C2 
+ 

6598 
AAT/NAP 
6589 
413 



56206 , . 

117651 - 
9039 

OJ000223_15.'0419.C2;o2. 
8889 

34884_1.R1084 
8889. .9121 

' 417 64 20/dbj IBAA37167 | 
[Arabidopsis thaliana] ' 



gp 



Seq. ID OJ000223_15.0419.C2 

Strand + 

End 9121 

Method AAT/GAP 

End 9121 

Score 439 



2.0e-ll (AB008097) cytochrome P450 





Seq. No. 


56206 






Seq. ID 


OJ000223_15.0419 


C2 




Gene No. 


117651 






Strand 


+ 






Start 


9039 






End 


9121 






Name 


OJ000223 15. 0419. C2 


.o3 


gs 


Method 


GENSCAN 






Start - 


9039 






End 


9121 




S3 


GI""' 


none 






Score 


.99-- 






Exons 


9039. .9121 














Seq. No. 


56206 






Seq. ID 


OJ000223JL5.0419 


C2 




Gene No. 


117652 






Strand 


+ 






Start 


9039 






- -End ' 


9581 ' 






Name 


OJ000223 15. 0419. C2 


.o2 


.tc 


Method 


TBLASTX: Cress 






Start 


182 






End' • 


350 






GI 


none 






Score 


226 






Exons 


182. .313, 183. .350 














Seq. No. 


56206 . 






Seq. ID 


OJ000223_15.0419 


,C2 




Gene No. 


117652 ' 






Strand 


+ 






Start 


9039 






End 


9581 






Name 


OJ000223 15. 0419. C2 


.o2 


.tm 


Method 


TBLASTX: Maize 






Start 


183 






End 


380 






GI 


none 






Score 


236 






Exons 


183. .380, 188. .346 














Seq. No. 


56206 






Seq. ID 


OJ000223_15.0419 


.C2 



56717 



C3 

o 

if? 

ry 



Gene No. 


. 117652 








Strand 


+ 


Q 4- a y-4- 


9039 








EjIiCI 


Q ^ft 1 
¥D 0 1 


Name 


OJ000223 15 


.0419. 


C2.o3. 


ts 


Method 


rnrj T 7\ C TV ■ 


O 4- -i v~4- 


183 








LUU 


*3 c: Q 


bl 


none 








Score 


Z 1 D 


Exons 


183. .359, 183. .242, 185 


in a 






beg. no. 


56206 








Seq. ID 


OJ000223 


Gene No. 


117652 








Strand 


+ 


Start 


9039 








End 


9581 


Name 


n,T00099? i s 


04 1 Q 
\j h x y • 


CO ol 


4- r*< 


Method 


TBLASTX : 


O 4- v-4- 

btart 


1248 








End 


2841 


bl 


none 








Score 


150 




1248. .1364, 


1248. 


. 1367, 


1 9 £9 


.1378, 1604. .1873, 




2721. .2840, 


2725. 


.2841, 


97 6V 

Z / DJ . 


9ft "3 Q 
• ZO 




Seq. No. 


56206 








c on t n 
ofcjq . ±u 


n.T00099 ^ 


Gene No. 


117652 








C 4- r3n H 






QO^Q 








End 


9581 


Name 


OJ000223 15 


0419. 


C2.o4. 


4- m 
LIU 


Method 


TBLASTX: 




1311 








Ejiia. 


9ft "*4 
Z O O 4 




none 








Score 


7 ft 


Exons 


1311. .1364, 


2721. 


.2834, 


9 7 £9 
Z / OZ . 


.ZOJJ 




Seq. No. 


56206 








<5 orr in- 

oeq . i u 


O 70009 9.^ 


Gene No. 


117652 








C 4- y 3nr J 


_1_ 


otart 










End 


9581 


Name 


OJ000223 15 


0419. 


C2.ol. 


4- *-» 

ts 


Method 


TBLASTX: 


otart 


1598 








. End 


2804 


bl 


none 








Score 


337 


Exons 


1598. .1876, 


1599. 


.1868, 


9 791 
Z / Z 1 . 


.2804 




Seq. No. 


56206 








Seq. ID 


OJ000223 


Gene No. 


117652 








Strand 


+ 


C 4- -a >-4- 


Zf \J O J 








End 


9581 


Name 


OJ000223 15 


0419. 


C2 . ol.. 


4*m 


Method 


TBLASTX: 


Of -5 vf 


1611. 








End 


187.0 ■• 


H T 


none 








Score 


430 


Exons 


1611. .1868,' 


1611. 


.1865, 


1DID. 


.1870 




Seq. No. 


56206 








Seq. ID 


OJ000223 


Gene No. 


117652 








Strand 


+ 












End 


9581 


Name 


OJ000223 15 


0419. 


C2 . o2 . 


4- c 


Method 


TBLASTX : 


C 4- -i v~4- 

btart 


" • 5335 








End 


5542 


bl 


none 








Score 


75 


rjxons 


5335. .5484, 


5342. 


.5497, 


c c o 
JJJJ . 


.5487, 5497. .5532,- 


Seq. No.. 


56206 








Seq. ID 


OJ000223 


Gene No. 


117652 








Strand 


+ 


Start 


9039 








End 


9581 


Name 


OJ000223 15. 


0419. 


C2.o3. 


tc 


Method 


TBLASTX :( 


Start 


5342 








End 


5548 


GI 


none 








Score 


119 


Exons 


5342. .5443, 


5453. 


.5548 








Seq. No. 


56206 








Seq. ID 


OJ000223 



1868, 



.5542 
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Gene No. 


117652 








Strand 


+ 




9039 








End 


9581 


Name 


\JU \J\J\J £. c. ~J 1 J 


04 1 Q 






Method 


TBLASTX: Maize 




5^4? _ 

J J *i 








" End 


5542 


O-L 


none 








Score 


124 




5342 5443 


5353 
j j j j « 


544? 


5422 

j *± c. c • 


.5532, 5453.-5542 


Sea No 


56206 








Seq. ID 


OJ000223_15.0419.C2 


Gene No. 


117652 








Strand 


+ 


Start 


9039 








End 


9581 


Name 


OJ000223 15 


0419. 


C2.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


6161 








End 


6570 


GI 


none 








Score 


214 


Exons 


6161. .6562, 


6268. 


.6570 









■Seq. No. 56206 Seq. ID 

Gene No. 117652 Strand 

Start 9039 End 

Name OJ000223_15 . 0419 . C2 . o3 . np Method 

Start 9039 End 

GI 2271477 Score 

Exons 9039.. 9121, 9542.. 9581 

GI Descrip. (AF009631) AP47/50p [Arabidopsis thaliana] 



OJ000223_15.0419.C2 
+ 

9581 

AAT/NAP ' 
9581 
103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56207 Seq. ID 

117653 ' Strand 

1 End 

OJ000223_15 . 04 19 . C3 . ol . gp Method 

1 End 

22570 1.R1084 Score 



OJ000223_15\0419.C3 
+ 

6232 
AAT/GAP 
1191 • 
1110 



1..61, 191. .305, 621. .665, 747. .1191 

1 224 5141/ emb | CAB10562 . 1 | 1.0e-17 (Z97344) acetylornithine 
deacetylase [Arabidopsis thaliana] 1 



Seq. No. 56207 Seq. ID 

Gene No. 117653 Strand 

Start 1 . ■ End 

Name OJ000223_15 . 04 19 . C3 . ol . np Method ' 

Start 1 ' End 

GI 2271477 Score 

Exons 1..305, 621.. 665, 747.. 824 
GI . Descrip. . . (AF009631 ). AP4,7/50p. [Arabidopsis thaliana] 



OJ000223_15.0419.C3 
+ 

6232 - 
AAT/NAP 
824 
325 



Seq. No. 56207- Seq. ID 

Gene No. 117653 * Strand 

Start 1 End 

Name OJ000223_15 . 0419 . C3 . o3 . ts Method 

Start 176 End 

GI none Score 

Exons 176.. 307, 186.. 308, 191.. 307, 201.. 308, 

742. .822, 744. .827, 746. .826 



OJ000223_15.0419.C3 
+ 

6232 

TBLASTX : Soybean 

827 

80 

620. .673, 621. .668, 



Seq. No. . 56207 Seq. ID OJ000223_15 . 04 19 . C3 

Gene No.' • 117653 Strand + 

Start 1 End 6232 

Name OJ000223_15 . 04 19 . C3 . o2 . tc Method TBLASTX: Cress 

Start 186 End 844 



56719 



GI 

Exons 



none Score 192 

186. .308, 191. .307, 228. .308, 620. .673, 621 668,. 727 792, 
744. .827, 745. .792, 746. .844, 746. .823 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56207 

117653 

1 

OJ000223_15.0419.C3.o2. tm 

186 

none 



Seq. ID OJ000223_15.0419.C3 ; :- 

Strand + 

End - 6232 

Method TBLASTX : Mai ze 

End 1203 

Score 205 



186. .308, 191. .307, 192. .308, 611. .673, 621. .668, 635. .679, 
732. .833, 744. .830, 745. .834, 897. .929, 897. .926, 938. .991, 
972. .1070, 992. .1072, 1138 .. 1203, ' 1157 .. 1 183 



56207 

117653 

1 

OJ000223_15.0419.C3.ol.gs 

225 

hone 



Seq. ID OJ000223_15.0419.C3 

Strand + 

End 6232 

Method GENSCAN 

End 5592 

Score . 6 



225. .305, 621. .665, 747. .820, 2922. .3051, 3596.-3967, 
4484. .4737, 4847. .4955, 5454. .5592 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



56207 

117653 

1 

OJ000223_15.0419.C3.o2.tw 

582 

none 



Seq. ID OJ000223_15.0419.C3 

■ Strand + 

End 6232 

Method TBLASTX : Wheat 

End 3149 

Score 97 



582. .668, 602. .667, 603. .671, 741. .827, 745. .852, 745. .840, 
861. .884, 900. .929, 945.-989, 3093. .3149 



Seq. No. 
Gene No. 
Start 
Name 
.Start. 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



56207 
117653 
1 

OJ000223_15 . 04 19 . C3 . o2 . gp 
354 5 . ..... . 

5607379 
3545.. 3894 

2245141/emb|CAB10562.1| 1.0e-17 (Z97344) acetylornithine 
deacetylase [Arabidopsis thaliana] 



Seq. ID OJ000223_15.0419.C3 
Strand + 
End 6232 
Method . AAT/GAP 
End - O -3894 
Score 683 



56207 

117653 

1 

OJ000223_15.0419.C3.ol.tc 

3641 

none 



Seq. ID OJ000223_15,0419.C3 

Strand + 

End 6232 ■ 

Method TBLASTX : Cress 

End 4591 

Score 390 



3641. .3967, 3652. .3750, 3811. .3969, 4484. .4519, 4514. .4591, 
4537. .4590 



Seq. No. 56207 

Gene No. 117653 

Start 1 

Name OJ000223_15 . 04 19 . C3 . ol . ts 

Start 3641 

GI none 



Seq. ID OJ000223_15.0419.C3 

Strand + 

End ■ 6232 • 

Method TBLASTX : Soybean 

End 4 603 

Score 361 



56720 



Exons 



3641. .3967, 3658. .3969, 4484. .4519, 4520. .4603, 4537. .4602 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56207 

117653 

1 

OJ000223_15.0419.C3.o2.np 

3749 

5738376 

3749.-3967, 4484. .4737, 4847, 
6054.. 6232 

(AL02188 9) N-acetylornithine 
[Arabidopsis thaliana] 

56207 

117653 

1 

OJ000223_15.0419.C3.ol. tw 

3797 

none 

3797.. 3967, 3797.. 3859, 3802. 
4483. .4740, 4846.-4899, 4847. 



Seq. ID OJ000223_15.0419.C3 

Strand + 

End 6232 " 

Method AAT/NAP 

End 6232 

Score 881 
.4955, 5454.-5592, 5707. .5804, 

deacetylase-like protein, fragment 



Seq. ID OJ000223_15.0419.C3 

Strand + 

End 6232 

Method TBLASTX: Wheat 

End 4901 

Score 267 

.3969, ~4482. .4 739, 44 83. .4 740, 
.4900', 4848. .4901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



! - Seq. No. 

^ Gene No. 

□ Start 
Name . 

U Start ' 

[Z GI 

":f Exons 



56207 

117653 

1 

OJ000223_15.0419.C3\ol.tm 

3916 

none 

3916. .3969, 3920. .3967, 4483. 
4847. .4954, 4848.-4955, 4849. 
5451. .5591, 5452. .5592, 5655. 

56207 

117653 

1 

OJ000223_15.0419.C3.o2.ts 

4619 ■ '., , • '"' 

none 

4619. .4738, 4630. .4740, 4636. 
4850. .4948, 5451. .5591, 5453. 
5709. .5786 



Seq. ID OJ000223_15.0419.C3 

Strand +' 

End 6232 

Method TBLASTX: Maize 

End 5770 

Score 71 
.4740, 4484.-4738, 4821. .4835, 
.4956, 5423. .5590, 5451. .5591, 
.5765, 5708.. 5770, 5709.. 5765 

Seq. ID OJ000223_15.0419.C3 

Strand + 

End 6232 

Method TBLASTX: Soybean 

End ■' ..5797 

Score 88 

.4740, 4835.-4942, 4848.-4955, 
.5590, 5456. .5593, 5708. .5797, 



Seq. No. ' • ' 56208.; ;- Seq. - ID- 
Gene No. 117654 Strand 
Start . 1 ■ • " End 
Name OJ000223_15 . 04 19 . C4 . ol . np Method 
Start 1 End 
GI 6907088 Score 
Exons 1..55, 231.. 466, 933.. 1081 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



. O J 0 002 2 3_1 5 0 4 .1 9 . C 4 
+ 

1081- 
AAT/NAP 
1081 
565 



Seq. No. 56209 Seq. ID 

Gene No. - 117655 Strand 

Start 425 End 

Name OJ000223_15 . 04 19 . C6 . ol . gs Method 

Start 425 End 

GI none Score 



OJ000223_15.0419.C6 
498 

GENSCAN 

498 

1 
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Exons 425.. 498 



Seq. No. 


56210 Seq. ID 


OJ000223 15.0419. 


C7 


Gene No. 


117656 Strand 


+ 




o u a J. u 


636 End 


721 




Ma 

in dill" 


OJ000223 15.0419.C7.ol.gp Method 


AAT/GAP 




O L, ai L. 


636 End 


721 






3760640 Score 


75 




P yon cr 


636.. 721 






L/C jLJ — L^J . 


4176420/dbj IBAA37167 | 2.0e-ll (AB008097) cytochrome P450 






[Arabidopsis thaliana] 






Seq. No. 


56210 Seq. ID 


OJ000223_15.0419. 


C7 


Gene No. 


117657 Strand 


+ 




Start 


11154 End 


11662 




Name 


OJ000223 15.0419.C7.o3.gp Method 


AAT/GAP 




Start 


11154 End 


11662 




GI 


38782 1.R1084 Score 


822 




P, von ^ 


11154. .1-1662 








1 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


56210 Seq. ID 


OJ000223_15.0419. 






117658 -Strand 








232 ' End 


36-34 




Name 


OJ000223 15.0419.C7.ol.gs Method 


GENSCAN 




OL-Ctl L 


232 End 


3616 




rir 


none Score 


.81 




P V OT~l C 
Li AUilo 


232. .303, 426..S72, 712. .792, 892. .993 


, 1086.. 1123, 2404 


. .250 




2583. .2705, 2968. .3047, 3168. .3313, 3429. .3616 




Sea No 


56210 Seq. ID 


OJ000223_15.0419. 


C7 


Gene No. 


117658 Strand 






Start 


232 End 


3634 




Name 


OJ000223 15.0419.C7.ol.np Method 


AAT/NAP 






238 End 


3565 y. ■ 




O -L 


6119535 .... Score . 


. 434 




pvnnc 


238. .303, .643. .792, 8 92.. 1003, '2376. .2506,- 2583. .2705, 






2968. .3047, 3168. .3313, 3429. .3565 






O -L L/C O U J L ■ 


(AC011560) putative glucose acyltransf erase [Arabidopsis 






thaliana] 






Seq . No .' • 


56210 Seq. ID 


OJ000223_15.0419. 


C7 


Gene No. 


117658 Strand 






Start 


232. - End 


3634 




Name 


OJ000223 15.0419.C7.o2.gp Method 


AAT/GAP 




Start 


2969 End 


3634 




GI 


27860 1.R1084 Score 


719 






2969. .3047, 3168. .3313, 3429. .3634 






GI Descrip. 


1 3169171/gb| AAC17814.il 2.0e-12 (AC004401) putative serine 




carboxypeptidase I [Arabidopsis thaliana] 






>gi 3445213 gb AAC32443.1 (AC004786) 


putative serine 






carboxypeptidase I [Arabidopsis thaliana] 1 




Seq. No. 


56210 ' Seq. ID 


OJ000223_15.0419. 


C7 


Gene No. 


117659 Strand 






Start 


4893 End 


5371 





56722 



i u 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

" Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000223JL5 . 04 19 . C7 . o2 . gs 

4893 

none 

4893.. 5024, 5171.. 5371 

56210 

117660 

7856 

OJ000223_15.0419.C7.o2.np 

7856 

6907086 



Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



GENSCAN 

5371 

.76 



OJ000223 15. 0419. C7 



9729 
AAT/NAP 
9729 
1508 



7856. .8022, 8081. .8264, 8387. .8495, 8734. .8903, 8962. .9729 
(AP001129) hypothetical protein [Oryza sativa] 



56210 
117661 
10430 

GJ000223_15. 0419.C7 .ol. tm 
232 
none 



Seq. ID OJ000223_15.0419.C7 
Strand 

13238 

TBLASTX: Maize 
3318 
107 



End 

Method 
End 
Score 

232. .300, 402. .467, 709 .. 768, 883 999, 887. .994, 1086. .1130, 
2400. .2516, 2402. .2518, 2402. .2512, 2583. .2705, 2590. .2697, 
2965. .3012, 3013. .3048, 3014. .3049, 3166. .3228, 3167. .3220, 
3247. .3282, 3253.. 3282, 3286.. 3315, 3289..3318_ 



56210 

117661 

10430 

OJ000223_15.0419.C7.ol.ts 
232 
none 



OJ000223 15. 0419. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

232. .303, 745. .780, 895. .948, 970. .999, 2402. .2509, 2403. .2516, 
2583. .2705, 2965. .3012, 3013. .3048, 3166. .3312, 3167. .3259, 
3423..3473, 3428. .3472 



13238 

TBLASTX: Soybean 

3473 

74 















'""4 


Seq. No. 


56210 


Seq. ID 


OJ000223_15.0419. 


.C7 




Gene No. 


117661 


Strand 








Start 


10430 


End 


13238 






Name 


OJ000223 15.0419.C7.ol'.tc 


Method 


TBLASTX: Cress ' 






Start 


3166 


End " 


3475 






GI 


none 


Score 


69 






Exons . 


3166... 3315, 3167.. 3259, .3423 


..3473, 3428.-3475 






Seq. No. 


56210 


Seq. ID 


OJ000223_15.0419. 


.CI 




• Gene No. 


117661 


Strand 








Start 


10430 


End 


13238 






Name 


OJ000223 15.0419.C7.o3.np 


Method 


AAT/NAP 






Start 


10430 


End 


13238 






GI 


4680186 


Score 


214 






Exons 


10430. .10848, 11350. .11413, 


13172. .13238 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 






Seq. No. 


56211 


Seq. ID 


OJ000223_15.0419, 


.C8 




Gene No. 


117662 


Strand 


+ 






Start 


1571 


End 


1972 






Name 


OJ000223 15.0419.C8.ol.gp 


Method 


AAT/GAP 






Start 


1571 


End 


1972 





56723 



GI 7406_1.R1084 Score 636 

Exons 1571.. 1972 

GI Descrip. ' 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. 56211 
Gene No. 117663 
Start 2410 

Name OJ000223_15 . 04 19 . C8 . ol . np 

Start 2410 
GI 7228438 
Exons 2410.. 2837 

GI Descrip. (AP001366) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. ID OJ000223_15.0419.C8 
Strand 

End 2837 ■ 

Method AAT/NAP 

End 2837 

Score 384 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 
p GI Descrip. 



56212 Seq. ID 

117664 Strand 

630 End 
OJ000223_15. 0419. C10. ol.np ' Method 

630 End 

6002794 Score 
630.. 1000 

(AF149813) unknown [Oryza sativa] 



OJ000223_15. 0419. C10 

1000 ■ * 

AAT/NAP 

1000 

610 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56213 Seq. ID 

117665 Strand 

786 End 

OJ000223_15 . 0419. Cll .ol . gs Method 

786 '■ End 

none Score 



OJ000223_15. 0419. Cll 
+ 

3093 
GENSCAN 
2268 
. 68 



786. .908, 1121. .1520, 1606. .1719, 2075. .2268 



E3 



Seq. No. 56213 Seq. ID 

Gene No. 117665 Strand 

Start 786 End 

Name OJ000223_15 . 04 19 . Cll . ol . np ; . Method 

Start. ' 1192 End 

GI 7485208 Score 

Exons 1192.. 1311, 1351.. 1520, 3028.. 3093 
GI Descrip. 



OJ000223_15. 0419. Cll 
+ 

3093 

AAT/NAP. ■ 

3093 

90 ' 



hypothetical protein - Arabidopsis thaliana 
gi|2245022|emb|CAB10442.1| (Z97341) hypothetical protein 
[Arabidopsis thaliana] gi | 7268417 | emb | CAB78709 . 1 1 (AL161544) 
hypothetical protein [Arabidopsis . thaliana] 



"Seq. No. 56213 Seq. ID 

Gene No. 117666 Strand 

Start 3064 End 

Name OJ000223_15 . 04 1 9 . CI 1 . o2 . gs Method 

Start 3064 End 

GI none Score 

Exons 3064.. 3609 



OJ000223_15. 0419. Cll 

3609 
GENSCAN 
3609 
.98 



Seq. No. 
Gene No. 
Start 
Name 



56213 

117667 

6280 

OJ000223 



15.0419.Cll.ol.tc 



Seq. ID 
Strand • 
End 

Method 



OJ000223_15. 0419. Cll 
6353 

TBLASTX: Cress 



56724 




otart 


jUD/ 




End 


3475 




bl 


none 




Score 


116 




Exons 




^n fifl fin ^i 97 

JUDO . . jIDU/ JlZ 


.3450, 3137.. 3475 ' 




Seq. No. 


562^3 .- * .. 




Seq. ID 


OJ000223_15.0419. 


Cll 


Gene No. 


117 667 




Strand 


- 










End 


6353 




Name 


n Tnnn9 9 ^ i ^ 

UUUUUZ^ J ID. 


04 1 Q rl 1 ol 1-q 


Method 


TBLASTX : Soybean 




O 4- -i -v- +- 

btart 


ID 




End 


3484 




CT 
Lil 


none 




Score 


1 ft 9 




Exons 


jZID . . OH OH f 


ooi"! *3/t ft ^ 
1 / . . J4C5J 








Seq. No. 


56213 




Seq. ID 


OJ000223_15.0419. 


Cll 


Gene No. 


117667 




Strand 


- 




btart 


ozo u 




End 


6353 




Name 


n Tnnn99 ^ 1 ^ 


H/11Q P 1 1 r\ 1 rrr-\ 
Uf±li7.^11.01. y p 


Method 


AAT/GAP 






o u 




End 


6353 






ft Z / J. H D 




Score 


ft s 

O D 




HjXons 


coon fiTR'} 
Df OU . .DODO 










Seq. No. 


56214 




Seq. ID 


OJ000223_15.0419. 


C12 


Gene No. 


117668 




Strand 


+ 




btart 


1 A 
1 f± 




End 


3277 




Name ■* 


n Tnnn 9 9 "5 1 ^ 


0419.C12.ol.gs 


Method 


GENSCAN 




btart 


1 4 




End 


30.48 : 




bl 


none 




Score 


i 87- 




Exons 


i/i i^/to 
14.. du , icy y 


1- - 1677, 2810. .3048 






beq. No. 


D 14 




Seq. ID 


OJ000223__15.0419. 


n 1 '9 
OIZ 


Gene No . 


117668 - 




Strand 


+ 




Start 


14 




End 


3277 




Name 


OJ000223 15. 


0419.C12.ol.gp 


Method 


AAT/GAP 




btart 


1513 




End 


3277 




Vjl 


31893 1.R108 


4 


Score 


1266 




Exons 


1513. .1677, 


2784. .3277, 








GI Descrip. 


'5852170/embl AL117265.'i IOST17804 1 . Oe- 


50 Oryza sativa 






indica (GLA4 ) 


genomic DNA, . chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


56214 




Seq. ID 


OJ000223_15.0419. 


C12 


Gene No. 


117669 




Strand 






bt art 


3498 




End 


3888 




Name 


OJ000223 15. 


0419.C12.o2.gs 


Method 


GENSCAN 




Of -i vf 

btart 


3498 




End 


3888 






none 




Score 


.79 




Exons 


3498. .3581, 


3724. .3888 








C Art Mo 


56215 




Seq. ID 


OJ000223_15.0419. 


C13 


Gene No. 


117670 




Strand 


+ 




Start 


1 




End.. 


708 




Name 


OJ000223 15. 


0419.C13.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


708 




GI 


3834314 




Score 


53 




Exons 


1..35, 333.. 


490, 667.. 708 









GI Descrip. (AC005679) Similar to gene piOlO glycosyltransf erase gi 12257490 
from S. pombe clone 1750 gb|AB004534. ESTs gb|T46079 and 
gb|AA394466 come from this gene. [Arabidopsis thaliana] 



56725 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



56216 

117671 

1 

OJ000223_15 . 0419 . C14 . ol . np 
1 

6598839 



Seq. ID OJ000223_15.0419.C14 
Strand + 



End 

Method 
End - 
Score 



2412 
AAT/NAP 
1957. 
298 



1..48, 274. .348, 418. .466, 714. .782, 890. .975, 1048. .1104, 
1305. .1361, 1925. .1957 



GI Descrip. (AC010795) unknown protein [Arabidopsis thaliana] 



Seq. No. 56216 
Gene No. 117671 
Start 1 

Name OJ000223_15 . 0419.C14 .ol . tm 

Start 277 
GI none 

Exons 277. .357, 284. .349, 289. .351, 

463. .588, 678. .758, 685. .786, 
888. .920 



Seq. ID 
Strand 
End 

Method 
End 
Score 
407. .586, 416. 
726. ,758, 871. 



OJ000223_15.0419.C14 
+ 

2412 

TBLASTX: Maize 
920 
106 



,586, 
,918, 



417. 
888. 



,587, 
, 920, 



Seq. No. 56216 Seq. ID 

Gene No. 117671 Strand 

Start 1 . End 

Name OJ000223_15 . 04 1 9 . C14 . ol . gs ' Method 

Start * v 292 End 

GI none Score 
. Exons 



OJ000223_15.0419.C14 
+ 

2412 
GEN SCAN 
2412 
.69' 



292. .348, 407. .417, 468. .586, 1305. .1325, 1872. .1992, 2235. .2412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56216 Seq. ID OJ000223_15 . 04 19 . C14 

117671 Strand + 

1 End 2412 

OJ000223_15.0419.C14 .ol.gp Method AAT/GAP 

867 End 1756 

35170_1.R1084 Score 12 69 

867. .1104, 1305. .1756 

1 4314356/ gb | AAD15567 | 5.0e-15 (AGO 063 4b ) putative 
anthocyanidin-3-glucoside rhamnosyltransf erase [Arabidopsis 
thaliana] f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■■";* 

Exons 

GI Descrip. 



56217 
117672 
3352 

OJ000223 15.0419.C15.ol.np 



3352 
4928399 
3352. .3456, 



3493. .3803, 



(AF132014) RING-H2 zinc 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000223 15.0419.C15 



4489 
AAT/NAP 
4405 
289 

3834. .4114, 4170. .4405 

finger protein ATL4 [Arabidopsis 



Seq. No. 56217 Seq. ID 

Gene No. 117672 Strand 

Start 3352 End 

Name OJ000223_15 . 04 1 9 . C15 . ol . gp Method 

Start 3501 End'' 

GI 2442769 Score 

Exons 3501 . . 3817 



OJ000223_15.0419.C15 

4489 
AAT/GAP 
3*817 
551 



56726 



Seq. No. 56217 Seq. ID 

Gene No. 117672 Strand 

Start 3352 End 

Name OJ000223_15 . 04 19 . C15 .pi . tc . Method 

Start 3838 End 

GI none Score 

Exons 3838.. 4029, 4269.. 4367 



OJ000223_15.0419.C15 
4489 

TBLASTX: Cress 

4 3.67 

66 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56217 Seq. ID OJ000223_15 . 04 19 . C15 

117672 Strand 

3352 End 4489 

OJ000223_15. 0419.C15.o2.gp Method AAT/GAP 

4145 End 4489 

uC-osflM202049d04bl Score 654 

4145. .4489 

f 3169171/gb| AAC17814 .11 9.0e-31 (AC004401) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 
>gi_3445213_gb_AAC32443.1_ (AC004786) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 1 



56218 . Seq. ID 

117673 Strand 

210 , End 
OJ000223_15. 0419.C16.ol.gs- Method 

210 End 

none Score 

210. .266, 495. .725 



OJ000223_15.0419.C16 
+ 

725 

GEN SCAN 
725 • 
.89 



Seq. No. 56218 

Gene No. 117674 

Start 1179 

Name OJ000223_15 .04 1 9 . CI 6 . o2 . gs 

Start 1179 

GI none 

Exons 1179.. 1389, 1579.. 1586 



Seq. ID OJ000223_15.0419.-C16 
Strand 

End 1586 

Method GENSCAN 

End 1586 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 



56219 

117675 

746 

OJ000223_15. 0419.C17.ol.np 
746 

2388565 
746. .918 

(AC000098) Similar to Prunus 
[Arabidopsis thaliana] 

56220 

117676 

1 

OJ000223_15. 0419.C18 .ol.np 
1 

2388565 

1..67, 171. .414, 506. .662 
(AC000098) Similar to Prunus 
[Arabidopsis thaliana] 



Seq. ID OJ000223_15.0419.C17. 

Strand + 

End 918 

Method AAT/NAP 

End 918 



Score 



80 



pectinesterase (gb | X95991) 



Seq. ID OJ000223_15.0419.C18 

Strand + 

End- 677 

Method AAT/NAP 

End 662 

Score 34 6 

pectinesterase (gb|X95991) . 



Seq. No. 



56220 



Seq. ID OJ000223 15.0419.C18 



56727 



Gene No. 117676 Strand + 

Start 1 End 677 

Name OJ000223_15 .04 19 . C18 . ol . gs Method GENSCAN 

Start 171 EJnd 677 

GI - none Score .75 
Exons 171.. 418, 506.. 677 



Seq. No. 56220 

Gene No. 117677 

Start 1947 

Name OJ000223_15 . 0419.C18 . o2 . gs 

Start 1947 

GI none 

Exons 1947.. 2690 



Seq. ID OJ000223_15.0419.C18 

Strand + 

End 304 9 

Method GENSCAN 

End 2690 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56220 Seq. ID 

117677 Strand 
1947 End . 

OJ000223_15 . 04 19 . C18 . o2 . np Method 
1950 End 
7484991 Score 
1950. .2489, 2598. .2690, 2964. .3049 

glycosyltransf erase homglog F16B22.15 - Arabidopsis thaliana 
gi|3341686|gb|AAC27468.1| (AC003672) putative 
'glucosyltransf erase [Arabidopsis thaliana] 



OJ000223_15.0419.C18 
+ 

3049 
AAT/NAP 
3049 
572 



f=3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
J Name 
Start 
GI 

Exons 

Seq.. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



OJ000223_15.0419.C18 

1190 
AAT/GAP 
1190 
301 



56220 Seq. ID 

117678 . . Strand 

982 End 

OJ000223_15. 0419.C18.ol.gp Method 

982 End 

4138298 Score 
982. .1190 

4138299/emb|CAA75509| 4.0e-97 (Y15219) transcriptional- activator 
[Oryza sativa subsp. indica] 

56220, 
117679 
2100 

OJ000223_15.0419.C18.o3.tm 
224 
none 



Seq. ID OJ000223_15.0419.C1E 
Strand 
End 

Method 
End 
Score 



2302 

TBLASTX: Maize 

647 

170 



224.. 379, 225.. 377, 380 421 , 506 ... 598 , 507 . 164-7 . 

56220 • Seq. ID OJ000223_15 . 04 19 . C18 

117679 Strand 

2100 End 2302 

OJ000223_15 . 0419 . C18 .ol . ts Method TBLASTX : Soybean 

287 End 647 

none Score 104 

287. .376, 288. .377, 377. .412, 501. .647, 506. .598 



Seq. No. 56220. . 

Gene No. 117679 

Start 2100 

Name OJ000223_15 .0419. C18 . ol . tm 

Start 1973 



Seq. ID • OJ000223_15.0419.C18 
Strand 

End 2302 

Method TBLASTX: Maize 

End 2240 



56728 



GI 

Exons 

Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
1973. .2017, 2010. .2240, 2012. .2134 



56 



56220 

117679' 

2100 

OJ000223_15.0419.C18.o2.ts 

2010 

none 

2010. .2147, 2018. .2134 

56220 

117679 

2100 

OJ000223_15.0419.C18 .o2.gp 

2100 

5005472 

2100. .2302 



Seq. ID OJ000223_15.0419.C18 
Strand 

End 2302 

Method TBLASTX : Soybean 

End 2147 

Score 195 



Seq. ID OJ000223_15.0419.C18 
Strand 

End 2302 

Method AAT/GAP 

End 2302 

Score 334 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56220 

117680 

2376 

OJ000223_15.0419.C18 .o2.tm 
2376 " ^ 

none 



Seq. ID OJ000223_15.0419.C18 
Strand 

End 2689 

Method TBLASTX: Maize 

End • 2689 

Score 293 



2376. .2588, 2384. .2686, 2390. .2689 



56221 
117681 
1 

OJ000223_15.0419.C19.ol.np 
1 

7484991 
1..193, 1336. .1413 

glycosyltransf erase homolog F16B22.15 



Seq. ID OJ000223_15.0419.C19 
Strand + 

1413 
AAT/NAP 
1413 
293 



End 

Method 

End 

Score 



- Arabidopsis thaliana 



gi|3341686|gb|AAC2746,8.1| (AC003672) putative 





glucosyltransferase [Arabidopsis thaliana] 




Seq. No. 


56221 


Seq. ID 


OJ000223_15.0419. 


C19 


Gene No. 


117681 


Strand 


+ 




Start 


1 


End 


1413 




Name 


OJ000223 15.0419.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


•End 


1382 




GI 


none 


Score 


322 




Exons .; 


1. .192, 3; .200, 3. .191, 1313. 


.1381, 1314. .1382- 




Seq. No. 


56221 


Seq. ID 


OJ000223_15.0419. 


C19 


Gene No. 


117681 


Strand 


+ 




Start 


1 


End 


1413 




Name 


OJ000223 15.0419.C19.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


193 




GI 


none 


Score 


269 




Exons 


1..192, 3. .191, 32. .193 








Seq. No. 


56222 


Seq. ID 


OJ000223_15.0419. 


C21 


Gene No. 


117682 


Strand 






Start 


149 


End 


3401 





56729 



Name 

Start 

GI 

Exons 



OJ000223_15 .0419. C21 . ol . gs Method GENSCAN 
149 End 3058 

none Score .45 

149. .635, 770. .828, 834. .968, 1645. .1740, 1868. 
2015.. 2107, 2141.. 2260, 2570. .3058 



, 1952, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56222 Seq. ID 

117682 Strand 
149 End 

OJ000223_15.0419.C21.ol.np ' Method 
300 End 
7106508 Score 



OJ000223_15.0419.C21 

3401 
AAT/NAP 
3401 
66 



300. .635, 997. .1085, 1172. .1276, 3359. .3401 
(AP001278) hypothetical protein [Oryza sativa] 



56222 Seq. ID 

117683 Strand 

5059 : End 
OJ000223_15'.0419.C21.o2.gs Method 

5059 End 

none Score 
5059. .5262 



OJ000223_15.0419.C21 

5262 
GENSCAN 
5262 
.61 



US 



Seq. No.^ 56223 Seq. ID 

Gene No. ,117684 Strand 

Start '250 End 

Name OJ000223_15 . 0419. C22 . ol . gs Method 

Start 250 End 

GI' none Score 

Exons 250.. 423 



OJ0p0223_15.0419.C22 
423 

GENSCAN 

423 

.52 



[3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

-Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56224 Seq. ID 

117685 Strand . 
531 End 
OJ000223_15.0419.C23.ol.gs Method 
531 End 
none Score 
531. .680, 938. .951, 1527. .1629 

56225 Seq. ID 

117686 Strand 
6366 . . End 
OJ000223_15.0419.C24 .ol.gp : Method 
6366 End 
164'90_1.R1084 Score 
6366. .6423 

M584525/emb|CAB40756.1| 7 



OJ000223_15.0419.C23 

1629 
GENSCAN 
1629 
.61 . 



OJ000223_15.0419.C24 
+ 

6423 . 
AAT/GAP 
6423 
90 



0e-38 (AL04 9607) protein phosphatase 



2C-like protein [Arabidopsis thaliana] 1 



56225 Seq. ID 

117687 Strand 

6789 End 

OJ000223_15. 0419.C24 .ol.np Method 

6789 End 

6539570 Score 



OJ000223_15.0419.C24 
+ 

7516 
AAT/NAP 
7516 
161 



6789. .6990, 7226. .7292, 7492. .7516 

(AP000836) hypothetical protein [Oryza sativa] 



56730 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. . 
Gene No. 
Start 
Name 
Start 



56225 Seq. ID 

117688 Strand 

4 038 ' . End 
OJ000223_15. 0419.C24 .o2.gs Method 

4038 : * End 

none Score 

4038. .4228, 4233. .4523, 4642. .4763, 
5513. .5580 



OJ000223 15.0419.C24 



5580 _ 
GENSCAN 
5580 
.74 

4888. .4916, 



5154. .5211, 

OJ000223_15.0419.C24 

7122 
GENSCAN 
7122 
.52 



15.0419.C25 



56225 Seq. ID 

117689 Strand 

6796 End 

OJ000223_15 . 04 19 . C24 . o3 . gs Method 

6796 End 

none Score 
6796. .7122 

56226 
117690 

1 End 

OJ000223_15. 0419.C25.ol.np Method 

1 End 

6063557 Score 
1..134, 373. .547 

"(AP000615) similar to dJ522J7.2 (Z98885) [Oryza satiya] 

15.0419.C25 



Seq. ID OJ000223_ 
Strand 

547 

AAT/NAP 
547 
359 



Seq. ID OJ000223_ 
Strand 



56226 
117690 
1 

OJ000223_15.0419.C25.ol.gs 
22 

none 

22. .161, 416. .545 ■ 

56227 
117 691 
1 

OJ000223_15.0419.C26.ol.np 
1 

5777617 
1. .21,. 348. .509 

. (AJ245900) CAA30375.1 protein [Oryza sativa] 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



547 

GENSCAN 
545 
.47 



OJ000223_ 
+ 

509 

AAT/NAP 
509 
107 



15.0419.C26 



56228 

117692 

201 

OJ000223_15.0419.C27.ol.gs 

201 

none 

201. .270 

56229 
'117693 
110 

OJ000223_15. 0419.C28.ol.np 
110 



Seq. ID OJ000223_ 
Strand 



15.0419.C27. 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



270 

GENSCAN 

270 

.64 



OJ000223 15.0419.C28 



2671 

AAT/NAP 

2671 



56731 






P T 


4 £ft 01 7 Q 




Score 


3204 




daOIIo 


X X U ■ . U / 1 












\nC 111 1 KJ j ) ^UiypiUUclIl 


r 

[ Ur y za 


sativa subsp. indica] 




Seq. No. 


56229 




Seq. ID- 


OJ000223_15.0419.C28 




Gene No. 


117693 - 




Strand 


- 




Q+- j=» r-+- 
oLaX L 


110 

X X \J 




End 


2671 




Name 


P),T00099^ IS 041QP9R ofi 


. i_ w 


Method 


TBLASTX: Wheat 




Q+- a v t- 


1 S4 ~~ 

X J 4 




End 


486 




PT 


none 




Score 


1 ^0 
IjU 




Exons 


1 S4 496 17S 49Q 49^ 


4 ft S 

. .400/ 


430. .486 






Seq. No. 


56229 




Seq. ID 


OJ000223_15.0419.C28 




Gene No. 


117693 




Strand 


- 






110 

X X u 




End 


2671 




Name 


O,T00099^ IS 041 Q P98 oS 


. U1LL 


Method 


TBLASTX: Maize 




Oidl U 


1 fiQ ~~ 

X D _? 




End 


327 




pr 


livelier 




Score 


55 






1 fiQ "397 171 9S4 906 


■ B 










S699Q 

U \J z? 




Seq. ID 


OJ000223 15.0419.C28 




Gene No. 


117693 




Strand 


- 




Start 


110 




End 


2671 




Name 


P),T00099^ IS 041 Q P9P nl 


fm 
. till 


Method 


TBLASTX: Maize 


i J 


Of -i v-+- 

otdit 


^"37 ~~ r 
j J / 




End 


933 


f fa 


P T 


none 




Score 


69 




Exons 


^■^7 A0£ "34 7 /19/1 A 9 "3 
O0/..fiZ0/ Ofi/..ftZf4/ IZj 


7 7^ 


4oo . . 0 00/ 


/) TT3 C:riC "7"7Q 


ri i 




£^1 774 771 Q9Q 77Q 


Q9 A 


781. .933 




- — 


Seq. No. 


56229 




Seq. ID 


OJ000223 15.0419.C28 




Gene No. 


117693 




Strand 


- 


ri 1 




110 
X X u 




End 


2671 




Name 


P> 700099^ IS 041 Q P9H ol 


. L W 


Method 


TBLASTX: Wheat 


_ 


u Lai L.- 


4 ft _ 




End 


1112 


■a 3? 


\3 X 


none 




Score 


9 £S 

iDO { ; 


"4 


XT' V /"NT"* o 


4 ft 6 1119 fil 0 1 0 S £ 
fiOO. • X X X / D1U . • IUjD 










Seq. No. 


56229 




Seq. ID 


OJ000223_15.0419.C28 




Gene No. 


117693 




Strand 


- 


□ 


Of arl- 


110 

X X u 




End 


2671 




Name 


O.T00099^ IS 041 Q P9ft r»4 


. LIU 


Method 


TBLASTX: Maize 




OtdlL 


Qft 1 ~ 




End 


1271 




pT 


none 




Score 


9 

ZOO 




Exons 


Qftl 1971 QftS I960 

_7o X . . XZ / X / -POO. . l^DU 










Seq. No. 


56229 




Seq. ID 


OJ000223 15.0419.C28 




Gene No. 


117693 




Strand 


- 






1 1 0 
x x u 




End 


2671 




Name 


0.700099^ IS 041 Q P9P r>9 


•f- e; 

. to 


Method 


TBLASTX: Soybean 




Cf a yf- 


1071 _ 

1U / 1 




End 


1317 






none 




Score 


171 




Exons 


1071. .1310, 1072. .1317 










Seq. No. 


56229 




Seq. ID 


OJ000223_15.0419.C28 




Gene No. 


117693 




Strand 






Start 


110 




End 


2671 




Name 


OJ000223 15.0419.C28.ol 


. tc 


Method 


TBLASTX: Cress 



56732 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1095 
none 

1095. .1238, 

56229 

117693 

110 

OJ000223_15, 

1119 

none 

1119. .1598, 

56229 

117693 

110 

OJ000223JL5. 

1599 

none 

1599. .2111, 

56229 

117693 

110 

OJ000223_15, 

1686 

none 

1686. .2039, 

56229 
117693 . 
110 

OJ000223_15. 

1860 

none 

1860. .2105 

56229 

117693 

110 

OJ000223JL5. 

2076 

none 

2076. .2411, 

56229 

117693 

110 

OJ000223_15. 

2118 

none 

2118. .2381, 

56229 

117693 

110 

OJ000223_15. 
2127 



1111.. 1236, 1239. 

0419.C28 .o3.tw 
1123. . 1491 

0419.C28.o2.tw 
1701.. 2048, 1768. 

0419.C28.o2.tm . 
1723. .2037 

0419.C28.o3.ts 



End 1412 

Score 101 
.1391, 1239. .1412 

Seq. ID OJ000223_15.0419.C2£ 
Strand 

End 2671 

Method TBLASTX : Wheat 

End 1598 

Score 254' 



Seq. ID OJ000223_15.0419.C28 
Strand 

2 671 

TBLASTX : Wheat 
2112 
200 



End 

Method 
End 
Score 
.2112 



Seq. ID OJ000223_15. 0419. C28 
Strand 

"End 2671 
Method . TBLASTX: Maize 
End ' " 2039 
Score 2fr 



Seq. ID OJ000223_15.0419.C28 
Strand 

End 2671 

Method TBLASTX : Soybean 

End 2105 

Score ■ 188 



0419.C28.o3.tm 
2098. .2250, 2397. 

0419.C28.o5.tw 
2128. .2370 

0419.C28.ol.ts 



OJ000223115.0419.C28 
2671 

TBLASTX: Maize 

2576 

72 



Seq". ID 
Strand 
End N " 
Method 
End 
Score 
.2576, 2446. .2568 

Seq. ID OJ000223JL5 . 0419.C28 
Strand 

End 2 671 

Method TBLASTX : Wheat 

End 2381 

Score 206 



Seq. ID OJ000223_15.0419.C28 

Strand - 

End" 2 671 

Method TBLASTX : Soybean 

End 2522 



56733 



GI none 

Exons 2127.. 2486, 2128.. 2370, 

Seq. -No. 56229 

Gene No. 117693 

Start 110 

Name OJ000223_15 . 04 19 . C28 . o4 , 

Start 2382 

GI none 

Exons 2382.. 2582, 2382.. 2585, 
2593. .2670 



• Score 166 

2410. .2505, 2490. .2522, 2490. .2522 

Seq. ..ID OJ000223_15.0419.C28 
Strand 

• End 2671 

.tw Method TBLASTX : Wheat 

End 2670 

Score 120 
2410. .2586, 2589. .2669, 2592. .2654, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
p Start 
^ Name 
IZ Start 

\ y Exons 



56230 
117694 

1 . 

OJ000223_15.0419.C29.ol.np 
1 

4539660 
1.357, 445.. 1139 ■ 

(AF'6'61282) polyprotein [Sorghum bicolor] 



Seq. ID OJ000223_15.0419.C29 
Strand 

End 1139 

Method AAT/NAP 

End 1139 

Score 519 



56230 

117694 

1 

0 JO 0 0'2'2 3_1 5 . 0 4 1 9 . C2 9'V o2 
2 

none 

2. .259, 3. .86, 120. .260 



.tw 



Seq. ID OJ000223_15.0419.C29 
Strand 

End - 1139 

Method TBLASTX : Wheat 

End 2 60 

Score 55 



Seq. No. 56230 

Gene No. 117694 

Start 1 

Name OJ000223_15 . 04 19 . C29 . ol . 

Start 262 

GI none 

Exons 262.. 1013 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_15.0419.C29 

1139 
GENSCAN 
1013 
.43 



"'Z Seq. No. 56230 

W Gene No. 117694 

C3 Start 1 

tl Name OJ000223_15 . 04 19 . C29 . ol , 

Start 625 

GI none 

Exons 625. .1026 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_15.0419.C29 
1139 

TBLASTX: Maize 

1026 

236 



Seq. No. 56230 

Gene No. 117694 

Start 1 

Name OJ000223_15 . 0419 . C29 . ol , 

Start 682 

GI none 

Exons 682.. 1026, 848.. 919 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_15.0419.C29 
1139 

TBLASTX: Wheat 

1026 

64 



Seq. No. 56231 

Gene -No. 117695 

Start 676 

Name OJ000223 15 . 04 19 . C31 . ol . 



gs 



Seq. ID 

Strand 

End 

Method 



OJ000223_15.0419.C31 

3032 
GENSCAN 



56734 



Start 
GI 

Exons 



67 6 
none 

676. .811, 1062. .1111, 1196. 
J656..2739, 2973.. 3032 



.End 3032 
Score .91 
1332, 1439.. 1527, 2423.. 2530, 



Seq. ID OJ000223_15.0419.C31 
Strand 

End 3032 
Method AAT/NAP 
End 1661 
Score 97 
1661 

Snf2-related CBP activator protein 
gi I 5106572 |gb|AAD39760.1|AF143946_l (AF143946) transcriptional 
activator SRCAP [Homo sapiens] 



Seq. No. 56231 

Gene No. 117695 

Start 676 

Name OJ000223_15 . 0419. C31 .ol .np 

Start 696 

GI 5730067 

Exons 696.. 811, 1275.. 1527, 1617 
GI Descrip. 



Cqa NT r\ 

o e q . in o . 












. 117696 




Strand 




Start 


46 




End . 


7 67 


Name 


OJ000223 15/0419. 


C33.ol.gs 


Method 


GENSCAN 




46 




End 


767 




none 




Score 


.67 


Exons 


46. .54, 179, .293, 


426. .527, 


730. .767 




CArt NT r\ 

o e q ■ in o . 


56232 




Seq. ID 


OJ000223_15 




11769:7* 




Strand 


+ 


Of V-f 


2456 




End 


3246 


Name 


OJ000223 15.0419. 


C33.o2.gs 


Method" 


GENSCAN 


Start 


2456 




End 


3246 


GI 


none 




Score 


.78 


Exons 


2456. .2458, 3046. 


.3246 






Seq. No. 


56232 




Seq. ID 


OJ000223_15 


Gene No. 


117698 




Strand 


+ 


Start 


4237 




End 


4650 


Name 


OJ000223 15.0419. 


C33.o2.gp 


Method 


AAT/GAP 


Start 


4237 




End 


4650 


GI 


4714603 




Score 


790 


Exons 


4237. .4650 








GI Descrip. 


4455276/emb|CAB36812.1| 3.0e 


-26 (AL035527) peptide 




transporter-like 


protein [Arabidopsis 


thaliana] 


Seq. No. 


56232 




Seq. ID 


OJ000223_15 


Gene No. 


117699 




Strand 




Start 


3679 




End 


-.7194 


Name 


OJ000223 15.0419. 


C33 . ol . gp 


Method 


AAT/GAP 


Start - 


3679 




End 


4223 


GI 


18443 1.R1084 




Score 


910 


Exons 


3679. .4223 









GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



, 4455276/emb|CAB36812. 1 | 3.0e-26 (AL035527) peptide 
transporter-like protein [Arabidopsis thaliana] 1 



56232 Seq. ID 

117699 Strand 

'367 9 End 

OJ000223_15 .0419. C33 . o3 . gs Method 

4037 End 



OJ000223_15.0419.C33 

7194 

GENSCAN 

7194 



56735 



GI 

Exons 



none 

4037. .4916, 4990. .5546, 6012. 
7161. .7194 



Score .86 

,6229, 6306. .6389, 6757. .6931, 



Seq. No. - 56232 

Gene No. 117699 

Start 3679 

Name OJ000223_15 . 04 19 . C33 . ol . tw 

Start 4122 

GI none 

Exons 4122.. 4433, 4193.. 4441, 4283. 

Seq. No. 56232 

Gene No. 117699 

Start 3679 

Name OJ000223_15 .0419. C33 . ol . tm 

Start 4188 

GI none 

Exons 4188.. 4442, 4190.. 4447, 4490. 
4719. .4853 



Seq. ID OJ000223_15.0419.C33 
Strand 

End 7194 

Method TBLASTX : Wheat 

End 4 4 41"* 

Score 144 
.4435 

Seq. ID OJ000223_15.0419.C33 
Strand 

End 7194 

Method TBLASTX: Maize 

End 4853 

Score 161' 

.4567, 4565.-4696, 4709. .4852, 



Seq. No. 56232 
Gene No. 117699 
Start 3679 

Name * OJ000223_15 . 04 19 . C33 . ol . tc 

Start 4193 
GI none 

Exons 4193. .4447, 4194. .4436, 4283, 

4709. .4846, 4892. .4921, 5034. 
6012. .6227, 6037. .6117, 6758. 



Seq. ID OJ000223_15.0419.C33 
Strand 

;End . 7194 
Method TBLASTX : Cress 
End 684 4 

Score 121 

.4441, 4481. .4684, 4698. .4841, 
.5471, 5089. .5145, 5260. .5418, 
. 6844 



Seq. No. 56232 
Gene No. 117699 
Start 3679 

Name OJ000223_15 . 04 19 . C33 . ol . ts 

Start 4193 
GI none 

Exons 4193. .4447, 4481. .4684, 4703. 

5260. .5460, 6015. .6245, 6758. 

Seq. No. 56232 
Gene No. 117699 
Start 3679 

Name OJ000223_15 . 04 19 . C33 . o2 . tm 

■Start 5043 
GI none 

Exons 5043.. 5453, 5278.. 5430 

Seq. No. * 56233 
Gene No. 117700 
Start 1326 

Name OJ000223_15 . 04 1 9 . C37 . ol . gs 

Start " 1326 

GI . t none 

Exons ' 1326.. 1471, 2864.. 3161 



Seq. ID OJ000223_15.0419.C33 
Strand 

End 7194 

Method TBLASTX: Soybean 

End 6856 

Score . 83 

.4849, 5034.^5159, 5220.. 5471, 
. 6856 

Seq. ID OJ000223_15.0419.C33 
Strand 

End 7194 

Method TBLASTX : Maize 

End 5453 

Score 96 



Seq. ID OJ000223_15.0419.C37 

Strand + 

End 3161 

Method GENSCAN 

End 3161 

Score .48 



Seq. No. 



56233 



Seq. ID OJ000223 15.0419.C37 



56736 



Gene No. 


117701 




Strand 


+ 










a i a n 
4 ± 4 u 






CI QQ 

jiyy 








Name 


UJUUU^Z j ±O.U4±:7. 


bo / . oz . gs 


Kyf r~\ v> /"J 


blLlNobtt.lN 








OLdil 


4 x 4 u 




Cjna 










C T 


none - ■ 




Score 


Q4 

. :34 








Exons 


/ii 40 4 **7 Q A Q7 9 


. jiy y 












Seq. No. 


56233 




Seq. ID 


OJ000223_ 


15 


.0419. 


C37 


Gene No. 


117702 




Strand 


+ 








o car z 


£R9 Q 
DOZ y 




r>na 


f 4 U 1 








Name 


UJUUUzzj io.U4iy. 


Lj / . oi . gp 


TuT y*\ ^ y*\ 

riet noa 


AA1 / bAr 








btart: 


DjOU 




tjna 


0 / 1 o 








C T 


none 




Score 


D04 








Exons 


DO DU . . D / 10 














Seq. No. 


56233 




Seq. ID 


OJ000223_ 


15 


.0419. 


C37 


Gene No. 


117702 




Strand 


+ ■ 








Q+- a •*-.+- 

o t art 


6^9 Q 




EjI l(wl . . 


7 d n i 








Name 


r>Tnnn99*3 i r 041 q 

UJUUUZZj -LO.U4±:7. 


/ .oj . gs _ 




b£jLNobr\N 








C4- -i f- 


oozy 






1 4 U 1 








r* t 
bl 


none 




Score 


. o y 








Exons 


oozy . . / 4 u ± 














Seq-; No. 


56233,, . 




Seq. ID 


OJ000223_ 


15 


.0419. 


C37 


Gene .No. 


117703 




Strand 


+ 








C -t- -v- 4- * 

btart 


TCI ^ 
/ J 1 D 






/ o o o 








Name 


ujuuuzz j ±o.u4iy. 


bo / . oz . gp 


Method 


AAi / bAr 








Start 


TCI ^ 

/ olb 




Lna 


*7 O O O 

/boo 








bl 


4 / 1 4 o y 1 




Score 










Exons 


/DID. . / o O O 














Seq. No. 


56233 




Seq. ID 


OJ000223_ 


15 


.0419. 


C37 


Gene No. 


117704 




Strand 


+ 








C -|- -i r*+- 


O 4 ± 3 




tina 


do y o 








Name 


ujuuu^z j i j . Ufiiy . 


lj / . o4 . gs 


Method 


b£ilNobH.lN 








bTiart 


on c — 

0 4 ± o . 






QCQC 








C T 


none 




Score 


. D J 








Exons 


0410. .oOlo, OD4^. 


. o o y o 












oeq . no . 


56233 




oeq. i.u 


n in nn 9 9 ^ 

UJ UUUZZ j 


1 R 
1 3 


. u 4 x y . 


bo / 


Gene No . 


117705 




Strand 


+ 








Start 


20971 




End 


21132 








Name 


OJ000223 15.0419. 


C37.o4.gp . 


Method 


AAT/GAP 








Start 


20971 




End 


21132 








GI 


- 533 1.R1084 




Score 


. 169 • 








Exons 


20971. .21070, 21093. .21132 












GI Descrip. 


•113172/sp|P15543 


|ACP3_HORVU 


9.0e-52 ACYL CARRIER 


PROTEIN III 



PRECURSOR (ACP III) >gi_1005 61_pir S17928 acyl carrier protein 

3 - barley >gi__166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 



Seq. No. 56233 Seq. ID 

Gene No. 117706 Strand 

Start 22127 End 

Name OJ000223_15 . 0419. C37 . o2 . np Method 

Start 22127 End 

GI 7493146 Score 



OJ000223_15.0419.C37 
+ 

'23813 ' ' 
AAT/NAP 
23813 
90 



56737 



Exons 22127. .22153, 23498.. 23813 

GI Descrip. probable urea active transporter - fission yeast 

(Schizosaccharomyces pombe) gi | 4 106690 | emb | CAA22629 . 1 | 
(AL035065) putative urea active transporter [Schizosaccharomyces 
pombe] - 



Seq. No. 56233 

Gene No. 117707 

Start 10284 

Name OJ000223_15 . 0419. C37 . o3 . tm 

Start 6522 

GI none 
Exons 



Seq. ID OJ000223_15.0419.C37 
Strand 
End 

Method 
End 
Score 



23825 

TBLASTX: Maize 

6786 

85 



6522.-6572, 6523. .6573, 6564. .6587, 6565. .6612, 6705. .6743, 
6706. .6777, 6715. .6786, 6729. .6785 



Seq. No. 56233 
Gene No. 117707 
Start 10284 

Name OJ000223 JL5 .0419. C37 . o5 . gs 

Start 10284 
GI none 
Exons 10284. 

12895. 

14843. 

16821. 

19418. 

23733. 



,10413, 11373. .11569, 

,12960, 13176. .13245, 

.15013, 15060. .15095, 

;17870, 18107. .18167, 

.19610, 22242. .22271, 
.23825 



Seq. ID 
Strand 
End 

Method 

End 

Score . 
11599 
13406 
15111 
18302 
22942 



OJ000223 15.0419.C37 



23825 
GEN SCAN 
23825 
.64 

11751, 12619. .12815, 
13569, 14491. .14743, 
15197, 15349. .15371, 
18354, 18632. .18718, 
23114, 23464. .23677, 



Seq. No. 

Gene No . - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56233 Seq. ID OJ000223_15 . 04 19 . C37 

117707 Strand 

10284 End 23825 

OJ000223_15 .0419. C37 . ol . np Method AAT/NAP 

16741 End 17790 

7487850 Score 872 

16741. .17790 

hypothetical protein T9A21.70 - Arabidopsis thaliana 
.gi|2832696iemb|CAAr6794.1| (AL021713) putative protein 
[Arabidopsis- thaliana] "gi | 7268615 | emb | CAB78824 . 1 1 (AL161548 ) 
putative protein [Arabidopsis thaliana] 



Seq. No. 56233 Seq. ID 

Gene No. 117707 Strand 

Start * 10284 End 

Name OJ000223_15 .0419. C37 . o2 . tm Method 

Start ,16763 • End 

GI. none Score 

Exons . 16763. . 17014, 16783 .. 17016, 

16962. .17018, 17017.. 17043 



OJ000223__15.0419.C37 
23825 

TBLASTX : Maize 
17043 
283 

16785. .16913, 16813. .17013, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56233 
117707 
10284 

OJ000223_15. 0419.C37.ol.ts 
16822 
none 



23825 

TBLASTX: Soybean 
17457 
161 

16822. .17388, 16831. .17307, 16832. .17401, 17335. .17457, 
17354. .17455 



Seq. ID OJ000223_15.0419.C37 
Strand 
End 

Method 
End 
Score 



56738 



Seq. No. 


56233 




Gene No . 


11/ IK) 1 




Start 


i n o o a 

1U2o4 




Name 


OJUUU22J lo.U4iy.CJ/ 


. ol . tc 


Start 


loooz 




bl 


none 




Exons 


lDOO^. . 1 / Jiy, lOOOJ. 


. 1 / Jll 


Seq. No. 


56233 




Gene No . 


I 1 *7 "7 0"7 

I I / / U / 




Start 


!U2o4 




Name 


0JUUU22J lb.U4iy.CJ/, 


. o4 . tm 


Start 


1 / U4 4 




bl 


none 




Exons 


1 / U4 4 . . 1 /2 62 , 1/U4b.. 


T *7 O C *7 

. 1 /2b / 


Seq. No. 


C £L O O O 

b 62 J J 




Gene No. 


117707 




Start 


10284 




Name 




. ol . tm 


Start 


i Torn 

1 /26J 




GI 


none 




Exons 


17263 .. 17412, 17264., 


. 17413, 




i/jyu...i/oii, i/jyj., 


1 TC rtrt 

. 1 Id yu , 




17635 . . 17757 




Seq. No. 


56233 




Gene No . 


*l "1 T 1 rt ^ 
1 1 / / U / 




Start 


10284 




Name 


OJ0U022J 15.0419.C37, 


. o3 . tc 


Start 


17 J 35 




bl 


none 




Exons 


l/J3b..l/b/4, 1/J54.. 


. 1 / b 12. 


Seq. No. 


56233 




Gene No. 


117707 . ' " 




brart 


1 fi O Q vl 
1 U2 O 4 




Name 


OJUUU22J lb.U4iy.CJ/. 


. 02 . tS 


btart 


1 1 A C O 

1 /4 bo 




bl 


none 




Exons 


it/icq i t c /:q *i "7 /I c. Q 

1 / 4 O o . . i / b o o , . i / 4 o y . , 


T -7 C yl Q 
> 1 / 04 O , 




1 /o Jb . . 1 /o2y , 1 / boo. , 


noi o 

.l/olz 


Seq. No. ■ 


56233 




Gene No . 


11/ / U / 




Start 


T rt O O A 

10284 




Name 


/^TrtrtAOOO TC rt/lTrt /^OT 

OJUUU22J lb.U4iy.CJ/, 


, o2 . tc 


Start 


T "7 a o o 
1 / 6 Jo 




GI 


none 




Exons 


17638. .17835, 17660.. 


, 17833 


Seq. No. 


56234 




Gene No. 


117708 




Start 


120 




Name 


OJ000223 15.0419.C38, 


. ol . np 


Start 


120 



Seq. ID 

Strand 

End 

Method' 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_15.0419.C37 
23825 

TBLASTX; Cress 

17319 

263 



OJ000223_15.0419.C37 
23825 

TBLASTX: Maize 

17262 

118 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17353. .17589, 
17591. .17758, 



OJ000223 15.0419.C37 



23825 

TBLASTX: Maize 
17763 
143 

17353. .17580, 
17593. . 17763, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_15.0419.C37 
23825 

TBLASTX: Cress 

17574 

66 



OJ000223_15.0419.C37 
23825 . 

TBLASTX : Soybean 

17829 

70 



17473... 17577, 17623 .. 17799, 



Seq. ID OJ000223_15.0419.C37 
Strand 

End 23825 

Method TBLASTX : Cress 

End 17835 

Score 157 



Seq. ID OJ000223_15.0419.C38 

Strand *+ . 

End 2741 

Method AAT/NAP 

End 2741 



56739 ' 






4239845 




Score 


470 




Exons 


120. .568, 2658. .2741 










iji uescnp. 


(AB015855) transcription factor TEIL [Nicotiana tabacum 


J 


beq; no. 


56234 




Seq. ID 


OJ000223_15.0419 


r*OQ 


Gene No. 


117708 




Strand 


+ 




Start 


120 




End 


2741 




Name 


OJ000223 15.0419.C38.ol. 


gs 


Method 


GENSCAN 




CM 1 -v 4- 

btart 


150 




End 


2641 






none 




Score 


.75 




Exons 


150. .336, 372.. 736, 1071 


..1161, 1660.. 


1744, 1810. .2371, 
















beq. no. 


56234 




Seq. ID 


OJ000223_15.0419 


r*OQ 


Gene No. 


117709 




Qt-vanH 
OllailU 


- 




Start 


3221 




tna 


3923 




Name 


OJ000223 15.0419.C38.ol. 


L.IU 


Method 


TBLASTX: Maize 




btar u 


. 110 




riinci 


505 




H T 


none 




Score 


122 




Exons 


110. .217, 123. .311, 125. 




O O A Oil 


, 308.. 364, 339.. 


a i n 




"3£'7 RH/I "3£Q cnc; 










beq. no. 


56234 




oeq. iu 


OJ000223_15.0419 




Gene No. 


117709 




btrana 


- 




Start 


3221 




rjna 


3923. 




Name 


OJ000223 15.0419.C38.ol. 




Method 


TBLASTX : Soybean 




otart 


110 




Hjna 


505 




GI 


none 




Score 


64 




Exons 


1 1 A 01 1 1 O O 01 7 IOC 


.310, 


308. .367 








374. .505 










Seq. No. 


56234 




oeq . ±U 


OJ000223_15.0419 


.C38 


Gene No. 


117709 




C 4- y 2 n^ 


- 




Cf arf 


3221 




iLinu. 


3923 




Name 


OJ000223 15.0419.C38.ol. 


4- 


f\J\ /-~\ 4— Vi 

LYie tJlOU 


TBLASTX: Cress 




Of v-4- 


123 






505 






none 




Score 


on i 

JUl 




HiXons * 


L23. ,311, .125. .298, 308. 


.505, 


373. .504 






Seq. No. 


56234 




Seq. ID 


OJ000223 15.0419 


.C38 


Gene No. 


117709 




Strand 


- 






3221 




End 


.3923 




Name 


OJ000223 15.0419.C38.o2. 


gs 


Method 


GENSCAN 




otait 


3221 




End 


3923 . 






none 1 ' 




Score 






Exons 


3221.. 3712, 3729.. 3923 










Seq. No. 


56235 




Seq. ID 


OJ000223_15.0419- 


.C39 


Gene No. 


117710 




Strand 


+ 






343 




End 


1802 




Name 


OJ000223 15.0419.C39.ol. 


gs 


Method 


GENSCAN 




Start 


343 




End 


1802 




GI 


none 




Score 


.•67 




Exons 


343.. .650, 688.. 800, 1387 


..1419, 1698.. 


1802 




Seq. No. 


56235 ' 




Seq. ID 


OJ000223_15.0419 


.C39 


Gene No. 


117710 




Strand 


+ 





56740 




Start 


343 


End 


1802 




Nam© 


OJ000223 15.0419.C39.ol.tc 


Method 


1 DLinO 1A ( V^X. coo 




Otalt 


524 


End 


1 774 
X / / 4 




PT 


none. 


Score 


1 




Exons 


524. .643, 752. .811, 1178. .1231, 1675.. 


1 77^ 1 67 R 1 74 Q 

X//0, ID / J. . 1 / l^/ 






1 676 1774 

ID / U . . J. M 4 








Seq. No. 


J JU 


o • 1U 


OJ000223_13\0419 


.C43 


Gene No. 


117711 




+ 




C -3 

OLdl L» 


^84 


End 


v> O H 




Name 


OJOfif)??^ IS 0419 P4*3 ol as 


Mpt" hr>H 


O Hi lv O V^rtlN 






384 


End 


U J4 




PT 


none 


Score 


4 Q 






384. .446, 548. .634 










56236 


Seq. ID 


o.Tnnn??^ i r 04 1 q 


P4 i 


Gene No. 


117712 


Strand 






Start 


568 


End 


711 




IN cli lie 


OJ000223 1*5. 0419. C43.ol.np 


Method 


AAT/NAP - 




o Ldl 1_ 


568 


End 


711 

f X X 




vjX 


7248412 


Score ' 


1 

X *J 




L" 1 v /'">, T\ o 


568. .711 








PT Do c y i 
oX UcoLl 1^ • 


(AP001389) hypothetical protein [Oryz-a 


sat i va j 




Seq. No. 


56237 


Seq. ID 


OJ000223__15.0419 


.C44 


Gene No. 


1 1 / / 1 J 


Strand 


+ 






186 


End 


4 7 ft 
ft / o 




Name 


OJ000223 15.0419.C44 .ol.gs 


Method 


PTTKTQPZiKl 






186 


End 


ft / O 




PT 


none 


Score 


.DO 




Exons 


186. .478 








Seq. No. 


56238 


Seq. ID 


OJ000323_18.0419 


.C2 


Gene No. 


117714 


Strand 


+ 




Otdl t 


665 


End 


1 4 4 ft 




Name 


OJ000323 18.0419.C2.ol.gp 


Method 


A AT /PAP 




o Lcix t 


665 


End 


x ft ft o 




PT 

O X 


none 


Score 


1 ??1 




Hi \J 1 io 


665. .1025, 1103. .1448 








Seq. No. 


56238 


Seq. ID 


OJ000323_18.0419 


.C2 


Gene No. 


117715 


Strand 


+ 




O Ldi U 


2124 


End 


?^4 R 




Name 


OJ000323 18.0419.C2.o2.gs 


Method 






OLaiL 


2124 


End 


9 ^4 ft 




PT 
ox 


none 


Score 


1 
X 




.Exons 


2124.<.2348 








Seq. No. 


56238 


Seq. ID 


OJ000323_18.0419 


.C2 


Gene No. 


117716 


Strand 


4* 




Start 


2823 


End 


4503 




Name 


OJ000323 18.0419.C2.o3.gs 


Method 


GENSCAN 




Start 


2823 


End 


4503 




GI 


none 


Score 


.84 




Exons 


2823. .3020, 3673. .3891, 3978. 


.4180, 4398. .4503 




Seq. No. 


56238 


Seq. ID 


OJ000323_18.0419 


.C2 



56741 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

I s ! Exons 

?S GI Descrip. 



[j Seq. No. 

□ Gene No. 

=M Start 

1 y Name 

£ Start 

O GI 

'*J Exons 

[ai Seq. No. 
:!f Gene No. 
S3 Start 
[1 Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



117716 Strand + 

2823 End 4503 

OJ000323_18 . 04 1 9 . C2 . o2 . gp Method AAT/GAP 

3805 . End 4357 

none Score 793 
3805.. 3891, 3978.. 4357 



56238 

117717 

7507 

OJ000323_18. 
7453 

598_4.R1084 
7453. .7609, 



Seq. ID 
. Strand 
End 

Method 
End 
Score 

7709.. 7898, 8876.. 8942, 



0419.C2.o3.gp 



OJ000323JL8. 041.9. C2 
+ 

9538 
AAT/GAP 
9538 
1171 
9306. .9538 



1 485518/pir | | S33633 6.0e-70 ubiquitin / ribosomal protein CEP52 
- rice >gi_303857_dbj_BAA02154_ (D12629) ubiquitin/ribosomal 
polyprotein [Oryza sativa] 1 



56238- 
117717 
7507 

OJ000323_18. 0419.C2.o2.np 
7507 
485518 

7507.. 7609, 7709.. 7898, 8876.. 8942, 9306.. 9332 
ubiquitin / ribosomal protein CEP52 - rice 
gi | 303857 | dbj | BAA02154 . 1 | (D12629) ubiquitin/ribosomal 
polyprotein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_ 
+ 

9538 
AAT/NAP 
9332 
577 



18. 0419. C2 



56238 Seq. ID 

117717 Strand 

7507 End 

OJ000323_18 . 04 19 . C2 . o5 . gs Method 

7507 End 

none Score 



OJ0'00323_18.0419.C2 
+ 

9538 
GENSCAN 
9335 
.94 



7507. .7609, 7709.. 7898, 8876. .8942, 9306.. 9335 



56238 Seq. ID 

117718 Strand 

686 End 

OJ000323_18 . 04 19 . C2 . ol . gs Method 

686 End . 

none Score 

686. .842, 1502. .1512 



56238 
117719 
3170 

OJ000323_18.0419.C2.ol. 
3170 
4314389 

3170. .3195, 5707.. 5825, 



OJ000323_18.0419.,C2 

1512 
GENSCAN 
1512 
.41 . 



OJ000323 18. 0419. C2 



Seq. ID _ 
Strand 

End 6493 
np Method AAT/NAP 

End 64 93 

Score 223 
6321. . 6493 

(AC006232) putative CCAAT-binding' transcription factor subunit 
[Arabidopsis thaliana] 



56238 
117719 



Seq. ID 
Strand 



OJ000323 18. 0419. C2 



56742 




Start 


3170 








End 


6493 




Nam© 


OJ000323 18 


. 0419 


. C2 . o2 . 


tm 


Method 


TBLASTX: 


Ma i z e 


O-f- a r f 
OLdl L 


^ft ^7 ~~ 

JO J ' 








End 


4213 














Score 


60 




P 1 von c 


3837 3887 

J O J / . • J O O / , 


3837 

J O J / 


3950 

* ■ J Zf J U , 


384 4 

J O *3 T • 


.3939, 3945. .4094, 


3946 4098 




3978 4211 


4024 


4098 , 


4142 . 


.4213, 4148.. 4210 




Seq. No. 


56238 








Seq. ID- 


OJ000323 


_18.0419.C2 


Gene No. 


117719 








Strand 






qt- art- 

O Lai. L 


3170 
j j. / u 








End 


6493 




Naine 


OJ000323 18 

WUUUUJ^J XO 


0419 


r? n4 




Method 


GENSCAN 




OLaL L 


5?1 6 ~ 

J X u 








End 


6487 




\J X 


none 








Score 


.81 




F vnn p 


5216 5352 


5707 


5825 


6321 . 


. 6487 






JCV^^ IN Vj ■ 


56238 








Seq. ID 


OJ000323 


18 0419 CO 


Gene No. 


117720 








Strand 






Start 


7464 








End 


9410 




LM0.1UC 


OJ000323 18 


0419 


. C2 . ol . 


tc 


Method - 


TBLASTX: 


Cr e s s 


q+- a v-t- 


74 64 ~~ 








End 


8947 




w X 


none 








Score 


156 






7464 7610 

/ *i U *s • . / U X U , 


7 504 

/ J U rt 


7 611 

. • / U X X , 


7 504 

/ J U *i • 


.7566, 7541.. 7612, 


769^ 7ft9Q 

/ U -7 J • . / O Zf Z/ , 




7707 7901. 


8850 


. .8945, 


8867 . 


.8947 






O c LJ • IN U . 


5 6? ^ft 








Seq. ID 


OJ000323 


1ft 041Q CO' 


Gene No. 


117720 








Strand 






Start . 


7464 








End 


9410 




Name 


UU UUU J io 


04 1 Q 

U *i X Zf 


CO ol 

• 46 . (J X ■ 


LIU 


Method 


TBLASTX: 


Man v o 
L let 1 Z.C 


O Ldi L 


7 ^ ~~ 

/ JU J 








End 


9410 




O J- 


none 








Score 


188 






7 50^ 761 ^ 

/ J U J . • / Ul J/ 


7 504 

/ J U *i 


7 566 

• ■ / J U u , 


7 541 

/ J *i X . 


.7612, 7693. .7899, 


7707 7901 




ftft50 ft945 


8ft 67 

O O U / 


.8 947, 


8873 . 


.8947, 9303. .9410 






JUL JO 








Seq. ID 


OJ000323 


1ft 0419 CO 


Gene No. 


117720 








Strand 






Start 


• 7464 








End 


9410 




ln aiuc 


OJ000323 18 


0419 

U 1 X 


P2 ol 


L O 


Method 


TBLASTX : 


q o \/hp ^ n 


O Lai. L 


7504 ~~ 

i Jul 








End 


8947 




CJ 

\3 X 


none 








Score 


175 




F von ^ 


7504 7611 

f J U M • . r ul 1 ^ 


7507 


. 7566, 


7550 
/ j j u • 


.7609, 7693.. 7899, 


7707 7901 

f t U f • * f Z? U X , 




8850 8945 


8867 


. .8947 










J C ■ t\ \J ■ 


' 56238 ■ ~ 








Seq. ID 


OJ000323 


18 0419 CO 


Hpno Nfo 


117720 








Strand 






OLOi L 


7464 








End . 


9410 




Name 


OJ000323 18. 


0419 


.C2.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


7504 








End 


7901 




GI 


none 








Score 


175 






7 504 7611 

f J U M • . I Ull; 


7504 


.7560, 


7507 . 


.7611, 7507. .7611, 


7507 7560 

/ J U / . . / J UU , 




7507 7560 

/ J U f ■ ■ / J U U , 


7541 


. 7 606, 


7541. 


.7606, 75< 


11. .7606, 


1 fill 77^ 
/ \j t /. . / / jj, 




7693. .7836, 


7693 


. .7836, 


7693. 


.7899, 7707. .7901, 


7707. .7835, 




77-07. .7835, 


7854 


. .7901 










Seq. No. 


56239 








Seq. ID 


OJ000323 


_18.0419.C3 


Gene No. 


117721 








Strand 






Start 


148 








End 


891 




Name 


OJ000323 18. 


0419 


.C3.ol. 


gs 


Method 


GENSCAN 





56743 






Start 


1 48 

X 1 o 


J_j1 iVU 


ft Q1 
O J ± 




GI 


none 


Score 


• jj 




Exons 


1 4P QQ1 
±40. .0-3.L 








Qppr KJo 






n.Tnnn^9^ i ft 04*iq 




Pprip Mo 


117721 


Strand 






Start 


148 


End 


891 




Name 


OJ000323 18.0419.C3.ol.'np 


Method 


AAT/NAP 




Start 


247 


End 


747 




GI 


6671962 


Score 


209 




Hi A LJI 1 o 


247. .747 








PT r)OQf~ , T~'i "Pi 


(AC013454) germin-like protein [Arabidopsis thaliana] 






gi | 6714 4 08 |gb|AAF2 6097. 1 IAC0123 93 23 


(AC012393) germin-like 






piutciii l ^r cii->xQ.opp i s unaxiana 


] 






Seq. No. 


Jul J? 


Seq. ID 


OJ000323_18.0419.C3 




Gene No. 


117722 


Strand 






Start 


9 S R^ 

J JO 


End 


3023 






OJ000323 18.0419.C3.ol.ts . 


Method 


TBLASTX: Soybean 






34 6 


End - 


2984 




GI 


none 


Score 


117 




pvnnq 


"*4fi 4"3 c i 4^0 Rfll R71 £QH 


2706. .2984, 2707. .2901 




Seq-. No. 


J Dl J _7 


Seq. ID 


OJ000323_18.0419.C3 




Gene No. 


1 1 I'l 9 9 ' : 

J. JL / / 


Strand 




%J 


O L. a. J- c 


l J -J o 


End 


3023 


r i = 


Name 




Method 


TBLASTX: Cress 




oLdll 


349 


End 


2985 






none 


Score 


135 




HiAUilD 


^49 4^S 4?0 SOI S71 747 

-J4_7*. t a*JJ, *i.JVJ..JVJ-L,, J/JL../ i ±/, 


2706.. 2984, 2719.. 2985 




Seq. No. 




Seq. ID 


OJ000323_18.0419.C3 


i* 


Gene No. 


117722 


Strand 






Start 


2553 


End 


3023 




Name 


n.Tonn^?^ ir 04iQ p? oi i-m 


Method 


TBLASTX: Maize 




Cfa rt 
O Lai L 


430 " 


End 


3000 




GI 


none 


Score 


63 . ■ 


o 




430. .501, 431. .502, 571. .720, 


2568. .2633, 2706. .2999, 2719. 


f * 


k-> C ^ • LiU . 


56239 


Seq. ID 


OJ000323_18.0419.C3 


r ~s 

— —a 


Gene No. 


117722 


Strand 






Start 


2553. . 


End 


.3023 




Name 


OJ000323 '18.0419.C3.ol.tw 


Method ■ 


TBLASTX: Wheat 




Start 


469 


End 


2994 




GI 


none 


Score 


57 




P von q 

ill AUl 1 O 


469. .507, 523. .573, 571. .693, 


578. .694, 734. .820, 736. .813, 






2769. .2990, 2770. .2991, 2908.. 


2994 






Seq. No. 


56239 


Seq. ID 


OJ000323_18.0419.C3 




Gene No. 


117722 


Strand 






Start 


2553 


End 


3023 




Name 


OJ000323 18.0419.C3.o2.gs 


Method 


GENSCAN 




Start 


2553 


End 


2969 




GI 


none 


Score * 


1 




Exons 


2553.. 2-969 








Seq. No. 


56239 


Seq. ID 


OJ000323_18.0419.C3 



56744 



Gene No. 117722 Strand 

Start 2553 End 3023 

Name OJ000323_18 . 0419.C3.o2 . np Method AAT/NAP 

Start 2559 End 3023 

GI 5042461 Score 317 

Exons 2559.. 3023 

GI Descrip. (AC007789) putative oxalate oxidase (germin protein) [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56240 Seq. ID 

117723 Strand 
414 End 
OJ000323_18 . 04 19 . C5 . ol . gs Method 
414 End 
none Score 
414. .430, 538. .1504, 1582. .1734 

56241. Seq. ID 

117724 Strand/ 
286 " End 
OJ000323_18 . 04 19 . C6 . ol . gs Method 
286 End 
none • * Score 
286.. 2712 



OJ000323_18.0419.C5 

1734 
GEN SCAN 
1734 
.85 



OJ000323__18.0419.C6 

+ ■-. 

5352 

GENSCAN 

2712 

.99 



Seq. No. 56241 Seq. ID 

Gene No. 117724 Strand 

Start 286 ' End 

Name OJ000323_18 . 04 19 . C6 . ol . np Method 

Start 286 End 

GI 7228457 Score 

Exons 286.. 652, 714.. 2649, 2713.. 3547, 3670. 
GI Descrip. 



OJ000323_18.0419.C6 
+ 

5352 
AAT/NAP 
5352 
7433 

.4821, 4888. .5352 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56241 Seq. ID 

117724 Strand 

286 End 

OJ000323_18 . 04 1 9 . C6 . o5 . tw Method 

940 End 

none . . . Score 

940.. 987, 994. .1092, 999 .. 1091, 1059 . . 

56241 Seq. ID 

117724 Strand 

28 6 End 

OJ000323__18 . 04 19 . C6 . o3 . tm Method 

945 End 

none Score 
945. .1229, 982. .1230 



OJ000323_18.0419.C6 
+ ' ■ 

5352 

TBLASTX: Wheat 
1332 
' 58 

1298, 1075.. 1332 

OJ000323_18.0419.C6 
+ 

5352 

TBLASTX: Maize 

1230 

197 



Seq. No. 56241 Seq. ID 

Gene No. 117724 Strand 

Start ' 286 ' End 

Name OJ000323_18 . 04 19 . C6 . o3 . tw Method 

Start 2070 End 



p.J000323_18.0419.C6 
+ 

5352 

TBLASTX: Wheat 
2529 



56745 



GI 

Exons 

Seq. No.. 

Gene No". 

Start 

Name 

Start 

GI 

Exons 



none 

2070. .2207, 

56241 

117724 

286 

OJ000323_18. 

2720 

none 

2720. .3163, 



2071.. 2529, 2265. 



0419.C6.ol. tw 



2721.. 3176, 2722. 



Score 
.2525 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3183 



407 



OJ0003g3_18.0419.C6 

+ . 
5352 

TBLASTX: Wheat 

3183 

214 



tn 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56241 

117724 

286 

OJ000323_18. 

2761 

none 

2761. .2985, 

56241 

117724 

286 

OJ000323_18. 

2776 

none 

2776. .5349 



0419.C6.o3.ts 



2992. .3126 



0419.C6.o2.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Store 



OJ000323_18.0419.C6 
+ 

5352 

TBLASTX: Soybean 

3126 

106 



OJ000323_18.0419.C6 
+ 

5352 
GENSCAN 
5349 
1 % 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56241 

117724 

286 

OJ000323_18. 

2851 

none 

2851. .3207, 



0419.C6.ol.tm 



2886. .3197, 3091, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3207 



OJ000323_18.0419.C6 
+ 

5352 

TBLASTX: Maize 

3207 

397 



Is? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56241 
117724 .. 
286 

OJ000323_18, 

3234 

none 

3234. .3599, 



0419.C6.o2.tm 



3235. .361* 



Seq. ID OJ000323_18.0419.C6 

Strand + 

End 5352 

Method TBLASTX : Maize 

End 3618 

Score 361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



56241 

117724 

286 

OJ000323_18, 

3291 

none 

3291. .3716, 

56241 

117724 

286 

OJ000323_18. 

3370 

none 



0419.C6.o2.tw^ 



3292. .3711 



0419.C6.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

.Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_18.0419.C6 
+ 

5352 

TBLASTX: Wheat 

3716 

490 



OJ000323_18.0419.C6 
+ 

5352 

TBLASTX: Soybean 

3741 

275 



56746 



Exons 



3370.. 3741, 3387.. 3530 



Seq. No. 56241 Seq. ID 

Gene. No. 117724 Strand 

-Start . 286 End 

Name . OJ000323_18 . 04 19 . C6 . o4 . tw Method 

Start 4342 End 

GI none Score 

Exons 4342.. 4590, 4366.. 4590, 4431.. 4604 
4662. .4799 



OJ000323_18.0419.C6 
+ 

5352 

TBLASTX: Wheat 
4800 
234 

4651. .4800, 4660. .4797, 



Qprr No 


56241 






Seq. ID 


OJ000323 


18.0419 


,C6 


ucUC INkJ. 


117724 






Strand 


+ 






Of- -a r 4- 


286 






End 


5352 








OJ000323 18 0419 


C6 




Method 


TBLASTX • 

± i—> -L-i.ri.i_) x /\ • 


Q o \/\~^ pan 




<5t- ^ -r-f- 
oldl L 


4 4PSQ ~ 






End 


5055 






r<T 
ox 


sJ u w u / _7 -J 






Score 


68 






IT von q 


4489 4587 4663 


4800 48 


55. 


.5055 










4206306 2.0e-10 


(AF049110)- 


prpol [Zea 


mays ] 






Seq. No. 


56241 






Seq. ID 


OJ000323 


_18.0419 


.C6 


Gene No . 


117724 






Strand 


+ 






Of a -rf 


. 286 






End 


5352 






Nairie 


OJ000323 18.0419 


.C6.o6.tw 




Method 




Wheat 






4803 ' 






End 


5115 






\J x 


none 






Score 


185 








4803.. 4901, 4855 


. .5115 












Seq. No. 


56242 






Seq. ID 


OJ000323 


_18.0419 


C7 


Gene No. 


117725 






Strand 


+ 






Start 


1 






End 


988 






Name 


OJ000323 18.0419 


.C7.ol.np 




Method 


AAT/NAP 






Start 


1 






End 


985 






GI 


7228457 






Score 


1654 






1_) v^/ 1 1 o 


1. .985 














\J X l_/ <3 l_> v J- J- k_* . 


(AP001366) Similar to Sorghum bicolor 




type 






retrotransposon 


RetroSorl, 


polyprotein 


. (AF0988 


06) [Oryza 




sativa] 














Qpn Ma 


56242 






Seq. ID 


OJ000323 


_18.0419 


C7 


Gene No. 


117725 






Strand 


+ 






Start 


1 






End 


988 






Name 


OJ000323 18.0419 


.C7.ol.gs 




Method 


GENSCAN 






Start. 


61 






End 


988 






GI 


none 






Score 


. 94-' ; • 






Exons 


61. .988 














Seq. No. 


56242 






Seq. ID 


OJ000323 


_18.0419 


C7 


Gene No. 


117726 






Strand 








Start 


1634 






End 


6828 






Name 


OJ000323 18.0419 


,C7 .o2.gs 




Method 


GENSCAN 






Start 


1634 






End 


4906 






GI 


none 






Score 


.79 






Exons 


1634.. 2294, 2334 


..3545, 3645. 


.4373, 4443. .4710, 


4795. .4906 


Seq. No. 


56242 - 






Seq. ID 


OJ000323 


JL8.0419. 


C7 


Gene No. 


117726 






Strand 









56747 




Start 


1634 


End 


6828 




Nam© 


OJ000323 18.0419.C7.o2.np 


Method 


Jr\r\ i / vit\c 




C -1- -K-4-. 

btdlt 


1637 


End 


ft i3 U D 






5803259 


Score 


A c: o 




Exons 


1637. .3545, 3645. .4906 • 








kd± uescrip. 


(AP000399) hypothetical protein [Oryza 


sat i va J 




oeq. in o . 


56242 


Seq. ID 


OJ000323_18 .0419 


. L- / 


n q t\ o NT /"^ 
belle LM(J • 


117726 


Strand 






Of- -j y-f- 

OldlL 


1634 . 


End 


6828 




Name 


OJ000323 18.0419.C7.o4.np 


Method 


AAT/NAP 




Start 


4109 


End 


6580 




r t 


5922623 


Score 


206 




Exons 


4109.. 4136, 5724.. 5799, 5966. 


.6086, 6472.. 6580 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856|dbj IBAA85199.il (AP000570) : 


hypothetical protein 




[Oryza sativa] 








oeq. in o . 


56242 


Seq; ID 


OJ000323 18.0419 


. C7 


Gene No. 


117726 


Strand 






Start 


1634 


End 


6828 




Name 


OJ000323 18.0419.C7.o3.np 


Method 


7\ 7\ m / XT 7\ T> 

AAT/NAP 




o tar u 


5544 


End 


/" o o o 

6828 






7523512 


Score 






Exons 


5544. .5672, 6805. .6828 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


56242 


Seq. ID 


OJ000323_18.0419 


.C7 


Gene No. 


117727 


Strand 






d tart 


6956 


End 


/ Ulu 




Name 


OJ000323 18.0419.C7.ol.tw 


Method 


TBLASTX : Wheat 




b tzar u 


5 


End 


3/3 




C T 


none 


Score 






TP v j^-n y\ r~i 

iiiXons 


5. .373, 94. .342 








Seq. No. 


56242 


Seq. ID 


OJ000323_18.0419 


.C7 


Gene No;' 


117727 


Strand ~ 






Of 3 r-4- 


6956 ' 


End 


7010 " 




Name 


OJ000323 18.0419.C7.ol.tm 


Method 


TBLASTX: Maize 




o tar c. 


17 


End 


391 




PT 


none 


Score 


183 




Exons 


.17 ...280, 278. .391 








Seq. No. 


56242 


Seq. ID 


OJ000323_18.0419 


.C7 


Gene No. 


117727 


Strand 






OLalt 


6956 


End 


7010 




Name 


OJ000323 18.0419.C7.o2.tw 


Method 


TBLASTX: Wheat 




Of 2 -w--t- 

OtaiL 


374 


End 


976 




H T 


none 


Score 


270 




Exons 


374. .664, 378.-449, 379. .657, 


512. .790, 


, 850. .972, 851..! 


376 


Seq. No. 


56242 


Seq. ID 


OJ000323_18.0419 


.C7 


Gene No. 


117727 


Strand 






Start 


6956 


End 


7010 ' p] ' 




Name 


OJ000323 18.0419.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


845 


End 


985 




GI . 


none 


Score 


182 





56748 



Exons 



845.-985, 850. .984 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56242 Seq. ID OJ000323_18 . 04 19 . C7 

117727 Strand 

6956 End 7010 

0 JO 0032 3_1 8.0419.C7.ol.gp Method AAT / GAP 

6956 End 7010 

164 90_1.R1084 Score 90 

6956. .7010 

, 4584525/emb|CAB40756.1| 7.0e-38 (AL049607) protein phosphatase 

2C-like protein [Arabidopsis thaliana] ' 



56243 Seq. ID 

117728 Strand 
1 End 
OJ000323__18 . 04 19 . C8 . ol . gp Method 
1 End 
none Score 

1..213, 846.. 1236 



OJ000323_18.0419.C8 

2115 
AAT / GAP 
1236 
1137 



Seq. No. 56243 Seq. ID 

Gene No. 117728 Strand 

Start 1 End 

.Name . OJ000323_18 . 0419 . C8 . ol . gs Method 

Start ■ 84 6 . End 

GI none Score 

Exons 846.. 2115 



OJ000323__18.0419.C8 

2115 
GENSCAN 
2115 
.52 



Seq. No. 56244 Seq. ID 

Gene No. 117729 Strand 

Start . 752 End 

Name OJ000323_18 . 04 19 . C9 . ol . gs Method 

Start 752 End 

GI none Score 

Exons 752.. 933 



OJ000323_18.0419.C9 
933 

GENSCAN 
933 
. 99 



Seq. No. . 56245 ^ Seq-. ID 

Gene No. * 117730 Strand , 

Start 1 . End 

Name ' OJ000323_18 . 04 19 . Cll . ol . np Method 

Start 1 End 

GI . . .5042461 . Score 

Exons • ' 1. . 485 • . 

GI Descrip. (AC007789) putative oxalate oxidase (germin protein) [Oryza 

■ sativa] 



OJ000323_18. 0419. Cll 
+ 

4 91 

AAT /NAP 
485 

321 ... 



Seq. No. 56245 Seq. ID 

Gene No. '117730 ' Strand 

Start 1 End 

Name OJ000323_18 . 04 1 9 . Cll . ol . gs Method ' 

Start 27 End 

GI none Score 
Exons " 27. .4 91 



OJ000323_18. 0419. Cll 
+ 

491 

GENSCAN 
491 
. 44 



Seq. No. 
Gene No. 
Start 



56245 

117730 

1 



Seq. ID OJ000323_18. 0419. Cll 
Strand + 
End 4 91 



56749 



Name 


OJ000323 


18.0419. 


Cll 


.ol 


.tw 


Mpt" hod 


TBLASTX • Wheat 




Start 


32 










End 


303 




GI 


none 










Score 


89 




Exons 


32 . . 130, 


32. .274, 


54 


. .275, 


265. . 303 






Seq. No. 


56245 










Seq. ID 


OJ000323_18.0419. 


Cll 


Gene No. 


117730 










Strand 


+ 




Start 


1 










End 


491 




Name 


OJ000323 


18 .0419. 


Cll 


.ol 


.tm 


Method 


TBLASTX - Mai ze 




Start 


47 










End 


415 




GI 


none 










Score 


256 




Exons 


47 . . 415, 


48 . . 392 














Seq. No. 


56245 










Seq. ID 


OJ000323_18.0419. 


Cll 


Gene No. 


117730 










Strand 


+ 




Start 


1 










End 


491 . 




Name 


OJ000323 


18 .0419. 


Cll 


ol 


.tc 


Mpthod 


TBLASTX * Cress 




Start 


. 59 










End 


392 




GI 


none 










Score 


254 




Exons 


59. .391, 


60. .392 














Seq. No. 


56245 










Seq. ID 


OJ000323_18..0419. 


Cll 


Gene No. 


117730 










Strand 


+ 




Start 


1 •**-.-■ 




Cll 






End 


491 




Ha m o 


OJ000323 


18.0419. 


ol 


. ts 




TRLASTX • Snvbp^n 




oiai l 


60 ~ 










End 


JO J 




o X, 


none 










Score 


M (J 




Pynn q 

i_J \y 1 1 kD 


60 389 


146. .370 












Seq. No. 


56246 










Seq. ID 


OJ000323_18.0419. 


C14 


Gene No. 


117731 










Strand 


+ 




Start 


767 










End 


901 




Name 


OJ000323 


18.0419. 


C14 


ol 


.gs 


Mpt hod 


GENSCAN 




Start " 


767 










End 


901 




GI 


none 










Score 


.43 




Ex on s 


767 . .901 
















Seq. No. 


56246 










Seq. ID 


OJ00£)323 18.0419. 


CI 4 


Gene No. 


117732 










Strand 






Start 


740 










End 


1595 




Name 


OJ000323 


18.0419. 


C14. 


ol 


.gp 


Method 


AAT/GAP 




Start 


740 










. End 


1595 




GI 


26545 3.R1084 ' 








Score 


437 




Exons 


740. .89,5, 


1512. .1595 













GI Descrip. ' 14 20932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. No. 56246 

Gene No. 117732 

Start 740 

Name OJ000323_18 . 04 19 . C14 . ol . np 
Start ' 785 

GI 4567232 

Exons 785.. 895, 1512.. 1595 

GI Descrip. (AC007119) 40S ribosomal protein S25 [Arabidopsis thaliana] 



Seq. ID OJ000323_18.0419.C14 
Strand 

End 1595 

Method AAT/NAP 

End 1595 

Score 212 



Seq. No. 



56247 



Seq. ID OJ000323 18.0419.C16 



56750 



Gene No. 
Start 
Name 
Start 

GI V: 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



117733 Strand + 

1558 End 3896 

OJ000323_18 . 04 19 . CI 6 . ol . np Method AAT/NAP 

1558 End 3650 

7340646 Score 275 

1558.. 1583/ 2799.. 3054, 3141.. 3650 

(AL162506) putative protein [Arabidopsis thaliana] 



56247 Seq. ID 

117733 Strand 

1558 End 
OJ000323_18.0419.C16.ol.gs Method 

2761 End 

none Score 

2761.. 3054, 3138. .3650 



OJ000323_18.0419.C16 
+ 

3896 
GENSCAN 
3650 
1 



Seq. No. 56247 Seq. ID 

Gene No. 117733 Strand 

Start 1558 End 

Name OJ000323_18 . 04 19 . C16 . o3 . gp Method 

Start 3372 End 

GI 5667612 Score 

Exons . 3372.. 3896 



OJ000323_18.0419.C16 
+ 

3896. . 
AAT/GAP 
3896 
998 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



£ Seq. No. 

[J Gene No. 

*j Start 

; T Name 

f Z Start 

W GI 

il Exons 

.= St 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56247-. ■'• ' 

117734 

4059 

OJ000323_18.0419.C16.o4 . gp 

4059 

none 

4059. .4440 

56247 

117735 

2739 

OJ000323_18.0419.C16.o2.np 
2739 
7219910 
2739. .2829, 
7600. .7851, 



Seq. ID OJ000323_18.0419.C16 

Strand + 

End 4 440 

Method AAT/GAP 

End 4 44 0 

Score 740 



Seq. ID 
Strand 
End 

Method 
End 
Score 



6385. 
7999. 



.6594, 
.8283, 



6643; 
8602. 



OJ000323_18.0419.C16 

8798 
AAT/NAP 
8709 
652 

7078. .7207, 7256. .7475, 



6989, 
8709 

HIR (histone cell cycle regulation defective, S. cerevisiae) 
homolog A; TUP-like enhancer of split 1; DiGeorge critical 
region gene 1 gi | 1708202 | sp | P54198 | HIRA_HUMAN HIRA PROTEIN (TUP1 
LIKE r ENHANCER OF SPLIT PROTEIN 1) gi | 2135189 |pir || 137465 HIRA 
protein - human gi | 2135348 | pir | | S58177 HIRA .protein - human 
gi I 927419 | emb|CAA61979. 1 1 (X89887) HIRA [Homo sapiens] gi|10174 



56247 

117735 

2739 

OJ000323_18.0419.C16.o2.gp 
2791 

62655_1.R1084 
2791. .3089 

f 4 678342/emb|CAB41152. 1 | 6. 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_18.0419.C16 

8798 
AAT/GAP 
3089 
455 



Oe-13 (AL049659) lipase-like protein . 



56751 





Seq. No. 


56247 






Seq. ID 


OJ000323 18.0419.C16 




Gene No. 


117735 


- 




Strand 






Start 


2739 






End 


8798 




Name 


OJ000323 18. 


. 0419.C16.o2, 


OS 


Method 


GENSCAN 




Start 


4392 






End 


8709 




GI 


none 






Score 


.82 




Exons 


4392 . . 4601, 


4707 . .4827, 


5021. 


.5143, 526 


J8..5502, 5608. .5818,. 






5996. . 6989, 


7078. .7400, 


7600. 


.7851, 7999. .8274,. 8602. .8709 




Seq. No. 


56247 






Seq. ID 


OJ000323_18 .0419.C16 




Gene No. 


117735 






Strand 






Start 


2739 






End 


8798 




Name 


OJ000323 18 


.0419.C16.o5. 


QD 
3r 


Method 


AAT/GAP 




Start 


5041 ~ 






End 


5508 




GI 


3768300 






Score 


614 




Exons 


5041. .5143, 


5268. .5508 










Seq. No. 


56247. 






Seq. ID 


OJ000323_18 .0419. CI 6 




Gene No. 


117735 






Strand 






Start 


2739 






End 


8798 




Name 


OJ000323 18 


.0419.C16.o6. 


OP 


Method 


AAT/GAP 




Start 


6555 






End 


6840 




GI 


2312796 






Score 


462 


.3 is, 

=% 


Exons 


6555 . ..6840 












Seq. No. 


56247 






Seq. ID 


OJ000'323_18 .0419.C16 




Qg03 No . 


1177.35 






Strand 






Start 


2739 






End 


8798 




Name 


OJ000323 18 


.0419.C16.o7. 


gp 


Method 


AAT/GAP 


1 ii 


Start 


7776 






End 


8798 




GI 


uC-osrocyp004gl2al 




Score 


1014 




Exons 


7776. .7852, 


8001. .8274, 


8602. 


.8798 






GI Descrip. 


1 1708202/ sp| P54198 | HIRA HUMAN 


2.0e-31 HIRA PROTEIN (TUP1 LIKE 






ENHANCER OF 


SPLIT PROTEIN 1) 


>gi 213518 


9_pir 1374 65 gene HIRA 


f 1 




protein -• human >gi 2135348 pir S58177 


HIRA protein - human 






■>gi 927419 


smb CAA61979 


■ (X89887) HIRA 


[Homo sapiens] 






>gi 1017419 


emb,,,CAA57 4 36. (X81844) HIRA [Homo sapiens],;: .'- - 


? I 

i Ji 




>gi_1589055^ 


prf 2210253A HIRA protein 


[Mus musculus] 1 


C3 


Seq. No. 


56247 






Seq. ID 


OJ000323_18 .0419.C16 




Gene No. 


117736 






Strand 






Start 


10372 






End 


11298 




Name 


OJ000323 18 


.0419.C16.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3279 






End 


3481 




GI ' 


none 






Score 


170 




Exons 


3279. .3434, 


3281. .3442, 


3425. 


.3481, 3426..3479 




Seq. No. 


56247 






Seq. ID 


OJ000323_18.0419.C16 




Gene No . 


117736 






Strand 






Start 


10372 






End 


11298 




Name 


OJ000323 18 


.0419.C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4467 






End 


6124 




GI 


none 






Score 


158 




Exons 1 ' ' 


4467. .4601, 


4468. .4602, 


4479. 


.4610, 4652. .4828, 4702. .4866, 






4707. .4829, 


4760. .4837, 


5006. 


.5146, 5020.. 5145, 5267.. 5503, 






5268. .5504, 


5268. .5504, 


5269. 


.5505, 5552. .5824, 5607. .5819, 






5627. .5821, 


5991. . 6122, 


5993. 


.6124, 599 


4. .6119, 5995. .6123 



56752 




Seq. No. 


56247 


Seq. ID 


OJ000323_18.0419.C16 


Gene No. 


117736 


Strand 




Otail 


- 1 0^79 


End 


11298 


Name 


piTnnm9*3 ip, odiQ pi a ^9 f c 

UJUUUjZ j 10 . U4 1 . L-l 0 . Oz . IS 


Method 


TBLASTX: Soybean 




4 4 O / 


End 


5103 




none 


Score 


68 


Exons 


4467 4601 4467 4601 446fi 
4 4 O / . . 4 OU 1 , 4 4 O J . • 4 OU 1 , 4 4 DO 


..4602, 4510. .4605, 4711. .4749, 




47'5 t ^ 40f:-j 4746 4P.9Q 4760 
/ jj. .40uj/ 4/40..40Zy, 4 / OU 


..4876, 5006. .5098, 5020. .5103 


Seq. No. 


56247 


Seq. ID 


OJ000323_18.0419.C16 


Gene No. 


117736 


Strand 




Of a r +- 
OLdl L 


10^79 
IUj / ^ 


End 


11298 


Name 


piTnnn^9'5 1 q 0410, pi 6 ^i t-t.? 


Method 


TBLASTX: Wheat 




J / jU 


End 


6209 


PT 


none 


Score 


128 


U 1 v /^i i"i o 


R7?0 SR1Q ^7^0 c ift99 S7*31 


..5820, 5732. .5824, 5991. .6206, 




RQQ^ 690R c:qq/ 690Q 

j^jj . . oz uo , j y y 4 . . ozuy 






Seq. No. 


■56247 


Seq. ID 


OJ000323__18.0419.C16 


C2. q n a M/^ 


1 1 77 "36 
11 / / jd 


Strand 




otarr. 


i n^79 


End 


11298 


Name 


n tooo *3 9 *3 ifl n^i q pi 6 -t-m 
ujuuuji j io.U4iy.LiD.Oj.tm 


Method 


TBLASTX: Maize 




61 97 _ 

Dlz / - 


End 


6412 


P T 
bl 


none 


Score 


174 


Exons 


61 97 6*360 61*39 6*3QQ CI oo 

Diz / . . djou, buz. .oJoy, 01 oz 


..6410, 6140. .6412, 6140. .6412 


Seq. No. 


56247 


Seq. ID 


OJ000323_18.0419.C16 


Gene No. 


117736 


Strand 




DLdl L 


i n ^7 9 

IUj / Z 


End 


11298 


Name 


ptoooqo*"! iq o /i i g pic ^ i -i- 

UJUUUjZO lo.U4iy.UlD.Ol.LC 


Method 


TBLASTX: Cress 




IUj / / 


End 


11297 


P T 


none 


Score 


67 


T7 1 v ^ i^ o 


10*379 10461 10*37"3 Ifi/l^^ 
IUj / Z . . 1 U 4 0 1 , IUj / j . . 1 U 4 J j , 


10501. .10614, 10681. .10881, 




1 1 m r iiiQ9 i i myi iini 

11U10. . llloZ/ 11UJ4 . .111/1, 


11213. .11296, 11220. .11297 


Seq. No. 


56247 


Seq. ID 


OJ000323_18.,0419.C16- 


CdriD Ha 


1 1 77 ?6 

11/ /JO - 


Strand • 




olalL 


1 0*379 
IUJ / Z 


End 


11298 


Name 


PiTOOO*39*3 IQ H/11Q PI 6 ^"5 /to 
VJUUUUjzj lo.U4iy.LlD.Oj.CJS 


Method 


GENSCAN 


Of a rf 


i 0*37 9 — 

1 U J / z 


End 


11230 


ol 


.none 


Score 


.94 


Exons 


10*379 1 no^p iini9 i 19*50 

IUJ / Z . . lUyJo, 11U1z..11ZjU 






Seq. No. 


56247 


Seq. ID 


OJ000323__18.0419.C16 


Gene No. 


117736 


" Strand 




O Lai L 


10372 


End 


11298 


Name 


OJ000323 18.0419.C16.o3.np 


Method 


AAT/NAP 


Q-H ;a rf 
o Lai L 


10375 


End 


11298 


PT 


1491615 


Score 


577 


Exons 


10375. .10938, 11012. .11298 






GI Descrip. 


(X99923) male sterility 2-like protein 


[Arabidopsis thaliana] 


Seq. No. 


' 56247 


Seq. ID 


OJ000323_18.0419.C16 


Gene No J 


117736 


Strand 




Start 


10372 


End 


11298 


Name 


OJ000323 18.0419.C16.o2.tm 


Method 


TBLASTX: Maize 



56753 



Start 
GI 

Exons 



10379 
none 



End 
Score 



11296 
94 



10379. .10459, 10384 10506, 104 95 10623, 10502 10597, 

10681. . 10872, 10712. . 10861, 10886. . 10978, 11013. .11171, 

11015. .11173, 11190. . 11264, 11192. .11266, 11212. .11277, 
11267. .11296 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56247 
117736 
10372 

OJ000323_18.0419.C16.ol.ts 
10381 



End 

Method 
End 

none Score 
10381. .10521, 10388. .10456, 104 98 10626, 10508 .. 10585, 
10681. .10872, 11015. .11173, 11016. .11168, 11207. .11296, 
11220. .11297 



Seq. ID OJ000323_18.0419.C16 
Strand 

11298 

TBLASTX : Soybean 
11297 
63 



Seq. No. 56248 

Gene No. 117737 

Start 1 

Name OJ000323_18 . 0419 . C17 . ol .np 

Start 1 

GI 5020215 

Exons 1. .189, 276. .495, 1478. .1512 

GI Descrip. (AF149917) acyl CoA reductase [Simmondsia chinensis] 

. gi 15020217 | gb| AAD38040.il AF149918_1 (AF149918) acyl CoA 
reductase [synthetic construct] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000323_18.0419.C17 
Strand 

End 1512 

Method AAT/NAP 

End 1512 

Score 140 



56248 

117737 

1 

OJ000323_18.0419.C17.ol.tm 
43 

none 



Seq. ID OJ000323JL8 . 0419. C17 
Strand 

End 1512 

Method TBLASTX: Maize 

End 478 

Score 101 



43. .195, 48. .191, 252. .476, 273. .476, 275.-478 



56248 ' 

117737 

1 

OJ000323_18.0419.C17'.ol.tc 
48 

none 



Seq. ID OJ000323_18.0419.C17 
Strand 

End 1512 

Method TBLASTX : Cress 

End 1217 

Score 64 



48. .191, 84. -.188, 91 . . 207 , 261 . . 4 64 , 275. .478, 1149. .1217 



Seq. ID OJ000323_18 .0419.C17 
Strand 

End. 1512 

Method AAT/GAP 

End 4 40 

Score 477 



56248 
117737 
1 

OJ000323_18 .0419.C17.ol.gp 
84 

uC-osroM202025e08bl 
84. .189, 276. .440 

■5020215/gb|AAD38039.1|AF149917_l 6.0e-32 (AF149917) acyl CoA 
reductase [Simmondsia chinensis] 

>gi_5020217_gb_AAD38040.1_AF14 9918_l (AF149918) acyl CoA 
reductase [synthetic construct] 1 . 



Seq. No. 



56248 



Seq. ID OJ000323_18.0419.C17 



56754 



Gene No. 


117737 




Strand 




C -4- -t -v~ +- 

btart 


1 




Hi I Id 


1 R1 o 


Name 


ujuuuoZo lo . U4 iy . l^i / . oi 


. gs 


we LiioQ 


bHiNobAIN 


Start 






Htna 


A Q "5 

4 y O 


GI 


none . . 




Score 


"7 "7 


Exons 


QQ O/IQ OTC yiCl'3 

o y . . z 4 o , z / o . . *i y o 








Seq. No. 


56248 




Seq. ID 


OJ000323_18.0419.C17 


Gene No. 


117737 




Strand. 




Start 


l 




End 


1 M 9 
1 D 1 Z 


Name 


ujuuujzo i o . u 4 i y . ui / . oi 


. ts 


Method 


rp O T 7\ Q T 1 V . CAt/Kaan 

i Dii/io i a . ooyoean 


Start 


yu 




End 


A 1 P 


GI 


none 




Score 


/ u 


Exons 


QH 1 Q1 Q1 1 0^ 97fi 

y u . . l y i , . . z / o • . 


314, 278. .478 




Seq. No. 


56249 




Seq. ID 


OJ000323_18.0419.C18 


Gene No. 


117738 




Strand 




O -4- -i ■»» 4- 

otart 


1 

loo 




End 


1479 


Name 


pi T^nmo^ iq n/ii q pi o «i 
UJUUU j lo.U4iy.Llo.01 


.tc 


Method 


TBLASTX: Cress . 


Start 


IjU 




End 


1472 


GI 


none 




Score 


74 


Exons 


iju. . / , io4 . , zzu, y o z 


. .1170 


, 953. .1159, 1105. .1170, 1431. 


Seq. No. 


ooz4 y 




Seq. ID 


OJ000323_18.0419.C18 


Gene No. 


11 / / jo 




Strand 




Start 


135 




End 


1479 


Name 


OJ000323_18.0419.C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


ion 

loU 




End 


1134 


GI 


none 




Score 


122 


Exons 


loU..zzb, loo. .zlb, 1J4 


. .223, 


241. .354 


, 266.. 334, 607.. 657, 




/"1 A C C C £11 CCA Q/IO 

blU. . boo, bll..bo4, y4Z 


. .1025 


, 946. .1026, 947. .1027, 1018.. 




inoQ i i oo imo i i oo 
1UZ o . . lloZ, 1UJZ. .11.30/ 


1032. 


.1133, 1033. .1134 


Seq. No. 


' 56249 




Seq. ID- 


OJ000323_18.0419.C18 


Gene No. 


117738 




Strand 




Start 


135 




End 


1479 


Name 


OJ000323 18.0419.C18.ol 


.gs 


Method 


GENSCAN 


Start 


135 




End 


1468 


p t 

bl 


none 




Score 


.93 


Exons 


135. .353, 612. .710, 1432. .1468 




Seq. No. 


56249 




Seq. ID 


OJ000323_18.0419.C18 


Gene No. 


117738 




Strand 




Start 


135 




End 


1479 


Name 


OJ000323 18.0419.C18.ol 


.np 


Method 


AAT/NAP 


Start 


948 




End 


1479 


GI 


4193948 




Score 


229 



Exons 948.. 1156, 1432.. 1479 

GI Descrip. (AF110518) ethylene-inducible CTRl-like protein kinase; ethylene 
and fruit ripening inducible CTRl-like protein kinase; TCTR1 
[Lycopersicon esculentum] 



Seq. No. 56249 

Gene No. 117738 

Start 135 : 

Name OJ000323_18 . 04 19 . C18 . ol . ts 

Start 949 



Seq. ID OJ000323_18.0419.C18 

Strand . - 

End 1479 

Method TBLASTX : Soybean 

End 1146 



56755 



GI 

Exons 



none Score 4 4 

949. .1062, 952. .1146, 977. .1144, 1090. .1146 



Seq. No. 56250 ' ' Seq. ID 

Gene No. 117739 .-.Strand 

Start 74 End 

Name ■ OJ000323_18 . 04 19 . C19 . ol . gs Method 

Start 74 End 

GI none Score 

Exons 74.. 469 



OJ000323_18.0419.C19 
4 69 

GENSCAN 

469 

.69 



Seq. No. 56251 

Gene No. 117740 

Start 570 

Name OJ000323_18 . 04 19 . C20 . ol . gs 

Start 570 

GI none 

Exons 570.. 621, 650.. 980, 1060.. 1218 



Seq. ID OJ000323_18.0419.C20 

Strand + 

End 1218 

Method GENSCAN • 

End 1218 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
[3 Gene No. 
[y Start 
T^' Name 



Start 
GI 

Exons 



56252 . 

117741 

752 

OJ000323_18.0419.C21.ol.gs 

752 

none ' 

752.. 876, 1195.. 1567 

56253 

117742 

648 

OJ000323_18.0419.C22.ol.gs 

648 

none 

648. .941 



Seq. ID 

Strand 

End * 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_18.0419.C21 
+ 

1567 
GENSCAN 
1567 • 
.47 



OJ000323 18.0419.C22 



941 

GENSCAN 

941 

.72 



Seq. No. 56254' , Seq. ID 

Gene No. 117743 ' Strand 

Start ' 640 End-'-. 

Name OJ000323_18 . 0419. C23 . ol . tw Method 

Start 528- End 

GI none Score 

Exons 528.. 680, 681.. 863 



OJ000323_18.0419.C23 

+ . 

1357 

TBLASTX: Wheat 

863 

78 



Seq. No'. 56254 Seq. ID 

Gene No. 117743 Strand 

Start 640 End 

Name OJ000323_18 . 04 19 . C23 . ol . tm Method 

Start 609 End 

GI none Score 

Exons 609.. 1034, 620.. 1033 



OJ000323_18.0419.C23 
+ 

1357 

TBLASTX: Maize 

1034 

456 



Seq. No. 56254 Seq. ID 

Gene No..v 117743 Strand 

Start - 64 0 End ' 

Name OJ000323_18 . 04 19 . C23 . ol . np Method 

Start 640 End 

GI 6069646 Score 



OJ000323_18.0419.C23 
+ 

1357 
AAT/NAP 
1357 
512 



56756 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



640. .1357 

(AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] ' 



56255 



Seq. ID OJ000323_18.0419.C24 



117744 Strand + 

1 End 448 

OJ000323_18 .0419. C24 . ol . np Method AAT/NAP 
1 End 4 48 

6069646 Score 196 

1..448 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 56255 Seq. ID 

Gene No. 117744 . Strand 

Start 1 End 

Name OJ000323_18f'04 19 . C24 . ol . tm - Method 

Start 2 End 

GI none Score, 

Exons 2. .241, 17. .178 



OJ000323_18.0419.C24 
+ 

448 

TBLASTX: Maize 

241 

240 



Seq. No. 56255 • Seq. ID 

Gene No. 117744 Strand 

Start 1 End 

Name OJ000323_18 .0419. C24 . ol . tw Method 

Start 29 End 

GI none Score 

Exons * . 29. .178, 236. .430 



OJ000323_18.0419.C24 
+ 

448 

TBLASTX: Wheat 

430 

101 



Seq. No. 56256 Seq. ID 

Gene No. 117745 'Strand ■ 

Start 1466 End 

Name OJ000323_18 . 04 19 . C25 . ol . np Method 

Start 1466 End 

GI 1076211 .Score 

Exons . 1466. .1797 

GI Descrip. hypothetical protein VSP-3 
(L29029) amino acid feature 

amino acid feature: globular protein domain, aa 32 
[Chlamydomonas reinhardtii] 



OJ000323_18.0419.C25 
+ 

1797 
AAT/NAP 
1797 
69 



Chlamydomonas reinhardtii gi | 530876 
Rod protein domain, aa 266 .. 468; 

265 • 



Seq. No. 56256 Seq. ID 

Gene No. 117746 * Strand 

Start 989 End 

Name OJ000323_18 . 04 19 . C25 . ol . gs Method 

Start 989 End 

GI none ' Score 

Exons ", 989.. 1100, 1520. '.1740 



OJ000323_18.0419.C25 

1740 
GENSCAN 
1740 
.53 



Seq. No. 



56256 



Seq. ID OJ000323_18.0419.C25 



56757 



Gene No. 


117746 






Strand 




Of a r--(- 
Dlail 


QR Q 
.7 o y 






End 


1740 


Name 


n TO 00^9^ 1 R 


f!4l Q pot; a1 

1 ■ U413 tLtJ.Ol 


• cm 


Method 


TBLASTX: Maize 




1 1 OR _ 
11U J 






End 


1279 


P T 


none 






Score 


108 


Exons 


i i nt; 1 1 7 Q 
11UO • .11/7/ 


ill q i i 7fl' 
lily. • 1 1 / o , 


1 1 t . 


.1279, 1190. .1234 


Seq. No. 


56257 






Seq. ID 


OJ000323 18.0419.C26 


Gene No. 


117747 






Strand 


+ 




i 
i 






End 


589 


Name 


Pi THPin ^9*3 1 R 
UUUUU J ID 


fid 1 Q P9 r»1 


. gp 


Method 


AAT/GAP 




1 






End 


589 


P T 


en n o c pi ^ 






Score 


1148 




1 ^R Q ■ 

-L • t JO J 










Seq. No. 


5 6257 






Seq. ID 


OJ000323_18.0419.C26 


Gene No. 


117748 






Strand ■ 




C +- -a y~f- 

OLdlL 


290 






End 


892 


Name 


OJ000323 18 


.0419.C26.ol, 


■ 9 s 


Method 


GENSCAN 


o La J- L 


290 






End 


892* 


P T 


none 






Score 


.41 ' 




290. .402, 786. .892 








Seq. No. 


56257 






Seq. ID 


OJ000323_18. 0.419. C26, 


Gene No. , 


1177 4 9 






Strand 




O Lai L 


1892 






CjI IU 


91 Dd 


Name 


. OJ000323 18 


.0419.C26.ol, 


. LIU 


Method 


TBLASTX: Maize 


b tar l 


1882 






End 


2104 


P T 
(al 


none 






Score 


186 


r_xons 


1882. .2103, 


1943. .2104, 


1 Q64 
1 JUl . 


.2104 




Seq. No. 


56257 






Seq. ID 


OJ000323_18 .0419.C26 


Gene No. 


117749 






Strand 


- 




1892 






End 


2104 


Name 


OJ000323 18 


.0419.C26.o2, 


• 9 s 


Method 


GENSCAN 


O Lai L 


1892 






End 


2082 . 


P T 
bl 


none * 






.Score 


v77. 


T7* v /~\ y~\ o 


1892. .1981, 


2047. .2082 








OcL]. LN O . 


56257 






Seq. ID 


OJ000323_18.0419.C26 


UCllC ln L 1 • 


117749 






Strand 




Start 


1892 






End 


2104 


Name 


OJ000323 18 


.0419.C26.ol, 


.np 


Method 


AAT/NAP 


O Lai L 


1915 






End 


2104 


p t 

bl 


3860250 






Score 


233 


JL«XOIlo 


1915. .2104 










bl UcSCiip . 


(AC005824) 


putative chorismate mutase/prephenate dehydratase 




[Arabidopsis thaliana] 








Qpfr Kin 


56257 






Seq. ID 


OJ000323_18.0419.C26 


Gene No. 


117749 






Strand 




Start 


1892 






End 


2104 


Name 


OJ000323 18 


.0419.C26.ol. 


. ts 


Method 


TBLASTX: Soybean 


Start 


1939 ■■' 






End - 


2104 


GI 


none 






Score 


195 


Exons 


1939. .2103, 


1940. .2104 









56758 




Seq. No. 


56257 




Seq. ID 


OJ000323_18 


.0419 


.C26 


Gene No. 


117749 




Strand 








Start 


1892 




End 


2104 






Name 


OJ000323 18 0419 C26 ol 


. tc 


Me t hod 


TBLASTX: Cress 




Start 


1942 ~~ 




End 


2103 






GI 


none •*~"' 




Score 


78 






J—J \y 1 1 *j 


1942. .2i03, 1957. .2055, 


1961. 


. 2092 








Seq. No. 


56257 




Seq. ID 


OJ000323_18 


.0419 


.C26 


Gene No. 


117749 




Strand 








Start 


1892 




End 


2104 






Name 


OJ000323 18 0419 C26 ol 


. tw 


Mpt hod 


TBLASTX: Wheat 




Start 


1961 ~~ 




End 


2098 






GI 


none 




Score 


154 






R von ^ 


1961 2095. 1963 2097 


1964 . 


. 2098 








Sea No . 


56258 




Seq. ID 


OJ000323_18 


.0419 


. C2 9 


Gene No. 


117750 




Strand 


+ 






Start 


295 




End 


1430 






Name 


OJ000323 18.0419.C29.o2 


.np 


Method 


AAT/NAP 






Start 


295 _ 




End 


14 30 

X 1 J KJ 






GI 


. 7523512 




Score 


107 






Fvnn ^ 

DA W HO 


295 432 1293 1430 












(IT npqpri r\ 


(AP001633} hvnothet i ral 


protein [Oryza 


+■ "i "\t^ 1 

O d L. -L V a J 






Q pn Kin 


56258 




Seq. ID 


OJ000323_18 


.0419 




fipne No 


117750 




Strand 


+ 






Start 


295 




End 


14 30 






Name 


OJ000323 18.0419.C29.ol 


.np 


Method 


AAT /NAP 






Start • 


395 




End 


1250 






GI 


5922623 




Score 


214 






TP, von s 


395. .502, 888. .1008, 1175. .1250 










(AP0004 92) hypothetical protein [Oryza 


sativa ] 








gi| 6016856 |dbj IBAA85199 


.11 (AP000570) : 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


56259' 




Seq. ID 


OJ000323_18 


.0419 


.C30 


Gene No. 


117751 




Strand 








Start 


567 




End 


1148 






Name 


OJ000323 18.0419.C30.ol 


. gs 


Method 


GENSCAN 






Start 


567 




End 


1148 






GI 


none 




Score 


.58 






Exon ^ 

J-J £\. \y 1 1 O 


567. .659, 1032. .1148 












Sea. No ■ 


56260 




Seq. ID 


OJ000323_18 


.0419 


.C33 


Gene No. 


117752 




Strand 








Start 


4682 




End 


6478 






Name 


OJ000323 18.0419.C33.ol 


.np 


Method 


AAT/NAP 






Start 


4682 




End 


6478 






GI 


3860255 




Score 


225 






Exons 


4682. .5452, 5513. .5615, 


6363. 


. 6478 








GI Descrip. 


(AC005824 ) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


56261 




Seq. ID 


OJ000323_18 


.0419 


.C34 


Gene No. 


117753 




Strand 


+ 






Start 


167 




End 


4471 






Name 


OJ000323 18.0419.C34.ol 


.gp 


Method 


AAT /GAP 







56759 



Start 167 End 3993 

GI 189_1.R1084 Score 2857 

Exons 167. .314, ,.542. .613, 1219. .1270, 1391. .1471, 1653. .1771, 

1867.. 208&, 2260.. 2378, 2470. .2595, 2845.-2985, 3526. .3993. 
GI Descrip. " 1 4 666287/dbj | BAA77214 . lj 0.0e+00 ( D857 64 ) . cytosolic 

monodehydroascorbate reductase [Oryza sativa] 1 



Seq. No. 56261 
Gene No. 117753 
Start 167 

Name OJ000323_18 . 0419 .C34 . ol . tm 

Start 245 
GI none 

Exons 245.-. 322, 248. .319, 252. .338, 

1219.. 1266, 1220. .1273, 1386. 
1651. .1770, 1652. .1774, 1652. 
1882. .2085, 2016. .2087, 2261. 
2262.. 238,7, 2467.. 2559, 2469. 
2838.. 2990, 2839 .. 2985 , 2853 . 
3524. .3841, 3525. .3851 



Seq. ID OJ000323_18.0419.C34 

Strand + 

End 4471 

Method TBLASTX: Maize 

End 3852 

Score 94 

533. .616, 541. .615, 1218. .1265, 
.1478, 1390. .1479, 1390. .1491, 
.1768, 1846. .2085, 1865. .2008, 
.2380, 2261. .2380, 2262. .2381, 
.2621, 2470. .2595, 2830. .2985, 
.2990, 3523.. 3852, 3523.. 3801, 



Seq. No. 56261 

Gene No. 117753 

St-art 167 

Name ■ OJ000323_18 . 041-9 . C34 . o2 . tc 

Start 246 

GI none 
Exons 



Seq. ID OJ000323_18.0419.C34 

Strand + 

End .4471 

Method TBLASTX: Cress 

End 1983 

Score 69 



246. .338, 267. .308, 269.. 322, 535. .615, 542. .616, 1218. .1265, 
1219. .1269, 1392. .1478, 1393. .1479, 1636. .1764, 1650. .1766, 
1651. .1773, 1652. .1774, 1834. .1983, 1866. .1982 



Seq. No. 56261 

Gene No. 117753 

Start 167 

Name - OJ000323_18 . 04 19 . C34 ..ol . gs 

Start 261 

GI none 
Exons 



Seq. ID OJ000323_18.0419.C34 

Strand + 

End 4471 

Method GENSCAN 

End * 4327 

Score .5 



261. .314, 542. .613, 1219. .1270, 1391. .1471, 1653. .1771, 
1867. .2086, 2320. .2378, 2470. .2595, 2845. .2985, 3526. .3771, 
4018. .4327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56261 

117753 

167 

OJ000323_18.0419.C34 .ol.np 
261 

4666287 



Seq. ID OJ000323_18.0419.C34 

Strand + 

End 4471 

Method AAT/NAP 

End 384 6 

Score 1940 



261. .314, 542. .613, 1219. .1270, 1391 .. 1471,- 1653 .. 1771, 
1867. .2086, 2260. .2378, 2470. .2595, 2845. .2985, 3526. .3846 
(D85764) cytosolic monodehydroascorbate reductase [Oryza sativa] 



Seq. No. 56261 Seq. ID 

jGehe No. 117753 Strand 

Start 167 End 

Name OJ000323_18 .0419. C34 . ol . ts Method 

Start 273 End 

GI none Score 



OJ000323_18.0419.C34 
+ 

4471 

TBLASTX: Soybean 

3855 

60 



56760 




Exons 


273. .338, 516. .587, 535. 


. .606, 


535. .615, 


542. .616, 1219. .127 




1 39^ 1 47ft 


1 396 


14 7 9 


1 6S1 
1 Dj 1 • 


.1773, 1652. .1774, 


1 6QQ 1 7 37 




i a fin 20ft a 

X O O U • • C.KJ O H / 


1 8 67 

X O D / 


208 ^ 


1 ft74 
1 0 / 4 . 


.1948, 1882. .2082, 


9m 6 2087 




2261 2380 


22 62 


2 3ft 1 

■ . £ JO 1; 


9 7. 


.2544, 2469. .2618, 


2470 7^00 




28 30 2 98 5 " 


2838 


2990 

■ • £. y y \s , 


9 P "3 Q 
£. 0 J . 


.2985, 2844. .2987, 


34 94 ' 36S8 

J*4«7*±. . JU JU/ 




3S09 3766 


3S23 


38^ 

. . JO J Jf 


3S93 

JJl J . 


.3804, 352S..3848 




Seq. No. 


56261 








Seq. ID 


OJ000323 


_18.0419.C34 


Gene No. 


1177^3 








Strand 


+ 




Of a v-4- 


1 67 

ID/ 








End 


4471 




Name 


o.tooo 32 3 i a 


n4i q 

■ U 4 1 -3 


P34 o3 

. bJl . UJ . 


tw 


Method 


TBLASTX: 


wiled t 


o tar t 


14 34 ~~ 








End 


1771 




P T 
bl 


n on ^ 








Score 


74 




Exons 


14 34 14 7ft 


1 4 3 S 


1 4 7 Q 
. . x 4 / y , 


1 6^1 
1 D J 1 . 


.1770, 1652. .1771 




oeq. IN o . 


S 6261 








Seq. ID 


OJ000323 


1ft 0419 P34 


bene ino . 


117753 








Strand 


+ 




Start 


• 167 








End 


4471 




Name 


OJ000 32 3 18 

\JO \J \J \J J C J xo 


.0419 


. C34 . o2 . 


tw 


Method 


TBLASTX: 


Wheat 


O Lai t 


1ft7ft _ 
x o / o 








End 


2621 




P T 


n on o 








Score 


236 






1 R7ft 1 967 


1 ft7 Q 
io / J 


2nft s 


1 ft ft 2 


.2094, 1883. .2095, 


2033 21 01 

lU J J . . £,1U1, 




2261 2380 


2262 


2 3ft 1 


9 9 69 


.2387, 2467. .2559, 


2 4 69 2 621 




247fl 2 RQS 














beq. NO. 


R 69 6 1 








Seq. ID 


OJOti'0323 


1ft 041Q P^4 
lo.U^iy.bjfl 


bene wo. 


117753 








Strand 


+ 




Start 


167 








End 


4471 




Name 


o.tooo ^9 ^ i ft 

UJUUU J lo 


n 4 1 q 


P^4 a1 
. b j4 . O 1 . 


tc 


Method 


TBLASTX: 


Cre s s 


o tar t 


1 9ft3 








End 


3868 . 




P T 


none 








Score 


46 




Exons 


1 Qft 3 903 9 

X .7 O J . . £ VJ J :? , 


2ni 6 

iUl D - 


20ft 7 


9 017 


.2085, 2261.. 2380, 


99^9 2 3ft 1 




9470 2S9S 


2ft 3n 


298 S 


9 ft 


.2985, 2844. .2990, 


3 S 2 3 3ft 4 Q 

J J^ J . . Jul ^/ 




3^23 379S 

J J J . • J r .7 J , 


3S2 S 


384 8 

» . JOIO; 


^ft 1 ft 


.3868 






Cart \T/-\ 

oeq. iNo . 


56261 








Seq. ID 


OJ000323 


_18.0419.C34 


Gene No. . 


.1177.53 








Strand 


+ 




Start 


167 








End 


4471 




Name 


0.100032 3 1 ft 


04 1 9 

■ U 4 X -7 i 


P34 nl 

■ U J4 • Ul i 


t W 


Method 


TBLASTX: 


VV 1 1 1! Cl t 


Cf a rf 


28 62 ~~ 

£. O D c. 








End 


3855 




PT 
bl 










Score 


181 




T* 1 v r^i o 


2862 2990 


28 63 


298 H 

> ■ «£, _7 O J , 


9ft 7 4 


.2990, 2882.. 3010, 


3 S2 3 3ft S S 

J Ji J .. JOJJ, 




3S23 3804 


3^24 

J J i. 1 . 


3ft 3fi 

> ■ J O J O f 


J JZ J ■ 


.3845 






Ocq . INO . 


'56261 - 








Seq. ID 


OJ000323 


_18.0419.C34 


Gene No. 


117753 








Strand 


+ 




Start 


1 67 
x u / 








End 


4471 




Name 


n.TDnn 32 3 ift 


.0419. 


.C34.o2. 


np 


Method 


AAT/NAP 




o tar t 


4 n27 ~~ 








End 


4471 




PT 
bl 


3860264 








Score 


124 




Exons 


4027. .4471 














GI Descrip. 


(AC005824) 


unknown protein [Arabidopsis 


; thaliana] 


Seq. 'No. 


56262* 








Seq. ID 


OJ000323 


_18. ; 0419.C35 


Gene No. 


117754 








Strand 


+ 




Start 


1 








End 


2658 




Name 


OJ000323 18 


.0419. 


,C35.ol. 


gp 


Method 


AAT/GAP 





56761 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1001 
870 



uC-osflcyp064dl0bl 
1..264, 718. .802, 896. .1001 

'3860264 8.0e-47 (AC005824) unknown protein [Arabidopsis 
thaliana] ' 



56262 

117754 

1 

OJ000323_18.0419.C35.ol.np 
1 

3860264 



OJ000323_18.0419.C35 
+ 



Seq. ID 
Strand 

End 2658 
Method AAT/NAP 
End 2625 
Score 1223 

1..264, 718. .802, 896. .1012, 1479. .1543, 1665. .1753, 1851. .1930, 

2006.. 2117, 2199.. 2318, 2443.. 2625 

(AC005824) unknown protein [Arabidopsis thaliana] 



56262 
117754 
1 ' 

.OJ000323 
44 

none 
44. .371 



18.0419.C35.ol.gs 



Seq. ID OJ000323_18.0419.C35 

Strand + 

End 2658 

Method ' GENSCAN 

End 371 

Score . 64 



Seq. No. 56262 

Gene No. 117754 

Start 1 

Name OJ000323_18 .0419. C35 . ol . ts 

Start 96 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

96. .164, 104. .259, 105. .263, 719. .802, 888. .1016, 903. .1013, 
968. .1018, 1453. .1551, 1460. .1564, 1474. .1545, 1479. .1550, 
1660. .1755, 1661. .1777, 1848. .1931, 1848. .1937, 1850. .1939, 
2003. .2113, 2007. .2120, 2007. .2120, 2177. .2311, 2199. .2318, 
2199. .2318, 2446. .2619, 2448. .2618 



OJ000323_18.0419.C35 
+ 

2658 

TBLASTX : Soybean 

2619 

196 



F =3 


Seq. No". 


56262 


Seq. ID 


.OJ000323_18.0419.C35 




Gene No. - 


117754 


Strand 


+ 


!_ js 


Start 


1 


End 


2658 




Name 


OJ000323 18.0419.C35.o2.tm 


Method 


TBLASTX: Maize 




Start 


96 


End 


1533 




GI 


none 


Score 


209 




• Exons 


96. .260, 98. .262, 717. .803, 


718. .804, 


879. .1013, 888. .1016, 






901. .1014, 962. .1018, 1459.. 


153*3, 1479 


..1532 




Seq. No. 


56262 


Seq. ID 


OJ000323_18.0419.C35 




Gene No. 


117754 


Strand 


+ 




Start 


1 


End 


2658 




Name 


OJ000323 18.0419.C35.ol.tw 


Method 


TBLASTX: Wheat 




Start 


118 


End 


757 




GI 


none 


Score 


62 




Exons 


. 118. .168, 119. .169, 125. .262 


, 126. .263 


, 719. .757, 720. .755 




Seq. No. 


56262 


Seq. ID 


OJ000323_18.0419.C35 




Gene No. 


117754 


Strand 


+ 




Start 


1 


End 


2658 




Name 


OJ000323 18.0419.C35.o2.gs 


Method 


GENSCAN 



56762 






fiQQ FnH 

U -7 -7 JjllU 


9 69*1 




\J I 


1 1L>I 1 1; OLUI C 


■ U \J 






6QQ RO? 896 mi? 147Q 1S4^ ?1 90 


?318 ?S^1 ?62S 








WOUwU Jt. J XO ■ \J *i X J * 


L J J 


fipnp No 


117754 ' Strand 


+ _ 




Start 


1 End 


2658 




Name 


OJ000323 18.0419.C35.o2.gp Method 


AAT/GAP 




O LCll'U 


2051 End 


2658 




ui 


703054 Score 


741 




U 1 vAn o 

DAUllO 


2051. .2117, 2199. .2318, 2443. .2658 






\J I UCoLIl^i 


3860264 8.0e-47 (AC005824) unknown protein [Arabidopsis 






thaliana] 








56262 Seq. ID 


OJ000323_18.0419. 


C35 


Gene No. 


117754 Strand 


+ 




Start 


1 End 


2658 




Name 


OJ000323 .18.0419.C35.ol.tm Method 


TBLASTX: Maize 




o Lai L 


2219 End 


2628 




O I 


none Score 


152 






2219. .2317, 2220. .2327, 2220 .. 2318 ,■ 2361 24 14 , 2432. .2620, 




2439.. 2627, 2442.. 2627, 2443.. 2628 






Seq. No. 


56263 r Seq. ID 


OJ000323_18.0419. 


C36 


Gene No-. 


117755 - Strand 


+ 




O L Cli- L 


4 99 . End 


. 1808 




Name 


OJ000323 18.0419.C36.ol.gs Method 


GENSCAN 




C -1- -a r-f- 


4 99 End 


1383 




rjT 


none Score 


.79 




HjAUIIo 


499. .617, 772.. 919, 1033. .1166, 1315'.. 


1383 






56263 Seq. ID 


OJ000323_18.0419. 


C36 


p -n p> Mo 


117755 Strand 


-f 




Start 


4 99 End; 


1808 




Name 


OJ000323 18 . 0419.C36.ol.gp Method 


AAT/GAP 




Start 


7 94 End 


1390 




\3 I 


8172 1.R1084 Score 


547 




Fvnri q 


794.. 919, 1033.. 1166, 1315^.1390 






n, T Dp^rri n 

VJl L'COL-J L^J* 


'5689238/dbj | BAA82874.il 8.0e-53 (AB024292) histidine-containing 




phosphotransf er protein [Zea mays] 1 






Qppj Ma 


56263 Seq. ID 


OJ000323_18.0419. 


C36 


Gene No. 


117755 Strand 


+ 




Start 


4 99 End 


1808 




Name ■ 


OJ000323 18.0419.C36.ol.tm" Method 


TBLASTX: Maize 




o Lai i_ 


851 End 


1382 






none Score 


74 






851. .916, 1032. .1175, 1033. .1158, 1316 


..1372, 1316. .1369 






1359. .1382 






Seq. No. 


56263 Seq. ID 


OJ000323_18.0419. 


C36 


Gene No. 


117755 Strand 


+ 




Start 


4 99 End 


1808 




Name 


OJ000323 18.0419.C36.ol.np Method" 


AAT/NAP 




Start 


8 60 End 


1808 




GI 


5689238 Score 


298 




Exons 


860. .919, 1033. .1166, 1315. .1383, 1792 


. .1808 





56763 



GI Descrip. (AB024292) histidine-containing phosphotransf er protein [Zea 
mays] 



Seq. No. '56264 Seq.- ID OJ000323_ 

Gene No-. 117756 Strand + 

Start 133 End 216 

Name OJ000323_18 . 04 19 . C39 . ol . gs Method GENSCAN 

Start 133 -End 216 

GI none Score . 93 

Exons 133. .216 



18.0419.C39 





o e q . in o . 






Seq. ID 


OJ000323JL8.0419 




bene jno . 


1 1 7 7^7 




Strand 






Of T V-f 

o tart 






End 


1943 




Name 


nTnnn^97 i p haiq hac\ n>i 

UJUUWjZ j J. O . U ^ X . KsH u . u ± 


. gs 


Method 


GENSCAN 




O 4- -a v»4- 

btdit 






End 


1857 




C T 


none 




Score 


. 65 




Exons 


OZy . . 133, / 4 0 . .100/ 










Seq. No. 


56265 




Seq. ID 


OJ000323_18.0419 




Gene No. 


117757 




Strand 






Start 


629 




End 


1943 




Name 


OJ000323 18.0419.C40.ol 


.tc 


Method 


TBLASTX: Cress 




Start . 


680 




End 


1545 . 




GI 


none 




Score 


238 




Exons 


680.'. §9*4; .709. .993, 991 


. .1164 


, 992. .1135, 1258. .1299, 






1298. .1345, 1300. .1545, 


1421. 


.1519 






Seq. No. 


56265 




Seq. ID 


OJ000323_18.0419 




Gene No. 


117757 




Strand 






Start 


629 




End 


1943 




Name 


OJ000323 18.0419.C40.ol 


np 


Method 


AAT/NAP 




Start 


685 




End 


1943 




GI 


6579207 




Score 


1381 




Exons 


685. .1943 









a GI Descrip. (AC011438) T23G18.10 [Arabidopsis thaliana] 

*3 ■ : . . 



Seq. No. 


56265 


Seq. ID 


OJ000323_18.0419 


.C40 


Gene No. 


117757 


Strand 






Start 


629 


End 


1943 




Name 


OJ000323 18.0419.C40.ol.tm 


Method 


TBLASTX: Maize 




Start 


692. 


End 


1638 




GI 


none 


Score 


723 




Exons 


692., 1345, 712.. 1638, 1421V. 


1621, 1564. 


.1638 




Seq. No. 


56265 


Seq. ID 


OJ000323_18.0419 


C40 


Gene No. 


117757 


Strand 






Start 


629 


End 


1943 




Name 


OJ000323 18.0419.C40.ol.ts 


Method 


TBLASTX: Soybean 




Start 


698 


End 


1635 




GI 


none 


Score 


333 




Exons 


698.. 979, 698.. 850, 709.. 981 


, 856. .987, 


964 . .1125, 982. 


163 




983.. 1135, 1223.. 1345, 1421. 


.1624, 1558 


..1635 




Seq. No. 


56265 


Seq. ID 


OJ000323_18.0419 


C40 


Gene No. 


117757 


Strand 






Start 


629 


End 


194 3 





56764 





IN CtitLC 


OJ000323 18 0419 C40 o2 


. tw 


Method 


TBLASTX: Wheat 






C +- o v-4- 


713 ~ 




End 


1071 






O T 

ol 


none 




Score 


.168 






Lxons 


713 883 715 849 716 


850, 


-850 894 


, 851. .892, 869. . 


L063 






895. .1071/ 907 . . 1071 












Seq. No. 


56265 




Seq.- ID 


OJ000323_18.0419 


.C40 




Gene No. 


117757 




Strand 








O Lai L 


629 




End 


1943 






Name 


OJ000323 18 0419 C40 ol 


. tw 


Method 


TBLASTX: Wheat 






OLal L 


1234 _ 




End 


1641 






r t 


none 




Score 


143 






von ^ 


1234 1641, 1235 . . 1345, 


1421 . 


.1621, 1552.. 1638 






Seq. No. 


56266 




Seq. ID 


OJ000323_18.0419 


.C41 




Gene No. 


117758 




Strand 


+ 








295 




End 


839 






Name 


OJ000323 18 0419 C41.ol 


. CTD 


Method 


AAT/GAP 






of 3 rt 
o Lai L 


295 _ 




End 


839 








n on p> 




Score 


467 






DAUHO 


295 545. 817 . . 839 














56267 




Seq. ID 


OJ000323_18.0419 


.C42 




Gene No. 


117759 




Strand 


+ 




3 


Start 


410 




End 


739 




n 


Ma mo 


OJ000323 18 0419.C42.ol 


.np 


Method 


AAT/NAP 






OlQLL 


din — 




End 


739 




St. 




50R0R93 " 




Score 


75 




y 


Exons 












3 




fAC007?58} Hvnothetical 


protein [Arabidopsis thaliana] 




y 


Seq. No. 


56267 




Seq. ID 


OJ000323_18.0419 


.C42 




Gene No. 


117760 




Strand 








O tal L 


15 




End 


559 






Name 


OJ00032 3 18 0419 C42 ol 


.gs 


Method 


GENSCAN 




is 




IS ~ 




End 


559 




SB 




n on o 




Score 


.96 




1 


TT von q 


15 44 47 6 559 










» 


Q (HO* Mp| 


56268 




Seq. ID 


OJ000323_18.0419 


.C43 




Gene No. 


117761 




Strand 


+ 






Start 


1 




End 


1311 






N ame 


1 OJ000323 18 . 0419.C43.ol 


.np 


Method 


AAT/NAP 






Of a -rf- 


i — 




End 


1174 








4 58114 8' 




Score 


237 






LaUIIo 


1 309 530 611 731 


1174 










f^T Dpqpri n 


(AC006919) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


56268 




Seq. ID 


OJ000323_18.0419 


.C43 




Gene No. 


117761 




Strand 


+ 






Start 


1 




End 


1311 






Name 


OJ000323 18.0419.C43.ol 


.gs 


Method 


GENSCAN 






Start 


500 




End 


1303 






GI 


none 




Score 


.54 






Exons 


500. .631, 731. .1303 












Seq. No. 


56268 




Seq. ID 


OJ000323_18.0419 


.C43 



56765 



Gene No. 

Start 

Name 

Start 

GI • 

Exons 



117761 Strand 

1 End 

OJ000323_18 . 04 19 . C4 3 . ol . tm ■ Method 

884 . End 

none Score 



+ 

1311 

TBLASTX: Maize 

1311 

22 6 



884. .1174, 886. .924, 911. .1177, 934. .1176, 1180. .1212, 
1220.. 1309, 1222.. 1311 



Seq. No. 56268 " Seq. ID 

Gene No. 117761 Strand 

Start 1 End 

Name OJ000323_18 . 04 19 . C4 3 . ol . gp Method 

Start 928 End 

GI 5003507 Score 

Exons 928. .1303 



OJ000323_18.0419.C43 
+ 

1311 
AAT/GAP 
1303 
723 



Seq. No. 56269 

Gene No. 117762 

Start 220 

Name . OJ000323_18 . 04 19 . C45 . ol . gs 

Start 220 

GI none . 

Exons 220. .322, 650. .705 

Seq. No. 56270 

Gene No. 117763 

Start 268 

Name OJ000313_19 . 04 19 . C2 . ol . gs 

Start 268 

GI none 

Exons 268. .504 



Seq. ID OJ000323_18 .0419.C45 

Strand - 

End 705 

Method GEN SCAN 

End 705 

Score .82 



"Seq. m OJ000313_19.0419.C2 

Strand. . + 

End 504 

Method GENSCAN 

End . 504 

Score .83 



Seq. No. 56270 Seq. ID. 

Gene No. 117764 Strand 

Start 334 End 

Name OJ000313_19 . 04 19 . C2 . ol . gp Method 

Start 334 End 

GI none * Score 

Exons 334 . . 553 



OJ000313_19.0419.C2 
553 

AAT/GAP 
553 

392 ' 



Seq. No. 56271 Seq. ID 

Gene No. 117765 Strand , 

Start 722 : End 

Name ' OJ000313_19 . 04 1 9 . C3 . 61 . gs Method 

Start 722 " End 

GI none Score 

Exons ■ 722. . 913 



OJ000313_19.0419.C3 
913 

GENSCAN . . 

.913 
. 6 



Seq. No. 56272 Seq. ID 

Gene No. 117766 Strand 

Start 1438 End 

Name OJ000313_19 . 04 19 . C5 . ol . np Method 

Start 14 ?JL • End 

GI 4 680183' Score 

Exons 1438.. 1952, 2325.. 2439 
GI Descrip. 



-OJ000313_19.0419.C5 

+ 

2439 
AAT/NAP 
2439 
276 



(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



56766 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56272 

117766 

1438 

OJ000313_19.0419.C5.ol.tw 

1496 

none 

1496. .1786, 1594. .1770 



Seq. ID OJ000313_19.0419.C5 

Strand + 

End 2439 

Method TBLASTX: Wheat 

End .1786 

Score 188 



56273 
117767 
1 

OJ000313_19.0419.C6.ol.gp 
1 

LIB3475-007-P1-K1-G8 
1. .75 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62 94 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. ID OJ000313_19.0419.C6 
Strand 

End 701 

Method AAT/GAP 

End 7 5 

Score' 150 



Seq. ID OJ000313_19.0419.C6 
Strand 

End 701 

Method AAT/NAP 

End 701 ■ 

Score 1060 



56273 
117767 
1 

OJ000313_19.0419.C6.ol.np 
1 

v 7228438 

1..201, 291.. 701 - 
(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



56273 

117767 

1 

OJ000313_19.0419.C6.ol.gs 

16 - 

none 

16. .201, 291. .617 



Seq. ID OJ000313_19.0419.C6 
Strand 

.End 701 

Method GENSCAN 

End 617 

Score .86 



Seq. ID OJ000313_19.0419.C7 
Strand 

End 716 

Method AAT/NAP 

End 716 

Score 712 



56274 
117768 
1 

OJ000.313_19.0419.C7.ol.np 
1 

7228442 
1..41, 266. .716 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



56274 

117768 

1 

OJ000313^19.0419.C7.ol.gs 

340 

none 

340'. .491 



Seq. ID OJ000313_19.0419.C7 
Strand 

End 716 

Method GENSCAN 

End 4 91 

Score . 5 



56767 



Seq. No. 56275 

Gene No. 117769 

Start 368 

Name OJ000313_19 . 0419. C8 . ol . gs 

Start 368 

GI none 

Exons 368 . . 456 



Seq. ID OJ000313_19.0419.C8 

Strand + 

End 456 

Method GENSCAN 

End 4 56 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56276 

117770 

143 

OJ000313_19.0419.C14.ol.gs 

143 

none 

143. .279, 337. .539, 670. .725 



Seq. ID OJ000313_19.0419.C14 
Strand 

End 725 

Method GENSCAN 

End 725 

Score .42 



56277 
117771 
1 

OJ000313_19.0419.C15.ol.np 
1 

4895204 
;1..115, 1167. .1697 
(AC007661) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000313_19. 0419.C15 
Strand + 

1697 
AAT/NAP 
1697 
163 



End 

Method 

End 

Score 



56277 

117771 

1 

OJ000313_19.0419.C15.ol.gs 

1099 ■ 

none 

1099. . 1500, 1514 . .1636 



Seq. ID OJ000313_19.0419.C15 

Strand + 

End 1697 

Method GENSCAN 

End 1636 

Score .69 



Seq. No. 56277 

Gene No. 117771 

Start 1 

Name .... OJ000313_19 . 0419 . C15 . ol . tm 

Start 1140 

GI none 
Exons 



Seq. ID OJ000313_19.0419.C15 

Strand + 

End 1697 

Method . TBLASTX : feize ■ * '■■ 

End-' 1524 

Score 428 



1140. .1433, 1141. .1431, 1402. .1443, 1456. .1524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



56278 
117772 
608 

OJ000313_19.0419.C17.ol.np 
608 

4587556 
608. .723 

(AC006577) Similar to gi 11653162 (p)ppGpp 3-pyrophosphohydrolase 
from Synechocystis sp genome gb|D90911. EST gb|W43807 comes 
from this gene. [Arabidopsis thaliana] 



Seq. ID OJ000313_19.0419.C17 

Strand + 

End 723 

Method AAT/NAP 

End ■ 723 

Score 69 



56279 

117773 

1 

OJ000313_19.0419.C18.ol.np 
1 



Seq. ID OJ000313_19.0419.C18 

Strand 

End 828 

Method AAT/NAP 

End 805 



56768 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 



4585873 Score 119 

1..41, 671. .805 

(AC005850) Putative protein kinase [Arabidopsis thaliana] 



56279 . 
117773 : 
1 

OJ000313_19.0419.C18 .ol.ts 

651 

none 

651. .800, 671. .799 

56279 

117773 

1 

OJ000313_19.0419.C18 .ol.tm 

654 

none 

654. .800, 671. .802, 671. .799 



S e q . ' I D 0 JO 0 0 3 1 3_ 1 9 . 0 4 1 9 . CI 8 

Strand ' - 

End 828 

Method TBLASTX : Soybean 

End 800 

Score 140 



Seq. ID OJ000313_19.0419.C18 
Strand 

End 828 

Method TBLASTX: Maize 

End 802 

Score... 150 



Seq. ID OJ000313_19.0419.C18 

Strand 

End 828 

Method AAT/GAP- 

End 828 

Score 236 



56279 
117773 
1 

OJ000313_19.0419.C18.ol.gp. 
671 

49507_1.R1084 
671.. ,828 

M0'06829/gb|AAC95171.1| 2.0e-55 (AC005970) putative protein 
kinase [Arabidopsis thaliana] f 



56279 

117773 

1 

OJ000313_19.0419.C18.ol.gs 

671 

none 

671.. "807 



Seq. ID OJ000313_19.0419.C18 

Strand 

End 828 

Method GENSCAN 

End 807 

Score .99 



Seq. No. 56280^ 

Gene No. 117774 

Start 879 

Name OJ000313_19 . 04 19 . C19 . ol . tm 
Start ' 867 

GI none 

Exons 867. .1322/*896. .1321 



Seq. ID OJ000313_19.0419.C19 

Strand + 

End 1383 

Method TBLASTX: Maize 

End 1322 

Score 641 



Seq. No. 56280 

Gene No. 117774 

Start 879 .. 

Name OJ000313_1 9 . 04 19 . CI 9 . ol . gp 

Start 879 

GI 19595_1.R1084 

Exons ■ * 879. . 1383 

GI Descrip. '3608481 2.0e-49 (AF088913) ribosomal protein L27a [Petunia x 
hybrida] 1 



Seq. ID OJ000313_19.0419.C19 

Strand + 

End 1383 

Method AAT/GAP 

End 1383 

Score 979 



Seq. No. 



56280 



Seq. ID OJ000313_19. 0419.C19 



56769 



Gene No. 
Start 
Name 
Start • 
GI 

Exons 



117774 Strand 

.879 End 

OJ000313_1 9 . 04 1 9 . CI 9 . ol . tw Method 

891 . End 

none Score 



+ 

1383 

TBLASTX: Wheat 

1378 

39 



891.. 914, 896.. 1159, 906.. 1163, 1203.. 1322, 1212.. 1262, 
1214. .1378 



Seq. No. 56280 

Gene No. 117774 

Start 879 

Name OJ000313_19 . 04 19 . C19 . ol . tc' 

Start 902 

GI none 
Exons 



Seq. ID OJ000313_19.0419.C19 

Strand + 

End 1383- 

Method TBLASTX : Cress 

End 1322 

Score 433 



902. .1159, 903. .1163, 1203. .1265, 1214. .1267, 1266. .1322, 
1268. .1321 



Seq. No. 56280 

Gene No. 117774 

Start 879 

Name OJ000313_1 9 . 04 19 . C19 . ol . ts 

Start 914 

GI _ none 
Exons - 



Seq. ID OJ000313_19.0419.C19 

Strand + 

End 1383 

Method TBLASTX : Soybean 

End 1322 

Score 526 



914.. 1279, 915.. 1280, 1265.. 1321, 1266.. 1322 



Seq. No. 56280 ■ 

Gene No. 117774 

Start 879 

Name OJ000313_19 . 04 19 . CI 9 . ol . gs 

Start ' 915 

GI none 

Exons 915. .1355 



Seq. ID OJ000313_19.0419.C19 

Strand + 

End 1383 

Method GENSCAN 

End 1355 

Score .73 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. "No. 
Gene No. 
Start 
Name 



56280 
117774 
879 

0J0b0313_19.0419.CI9.ol.np 
915 

3608481 
915. .1352 

(AF088913) ribosomal protein L27a [Petunia x hybrida] 



Seq. ID OJ000313_19.0419.C19 
Strand + 

1383 

AAT/NAP . 
1352 
615 



End 

Method 

End 

Score 



Seq. ID OJ000313_19.0419.C20 

Strand - * 

End 1805 - 

Method AAT/NAP 

End 1805 

Score 1544 



56281 
117775 
1 

OJ000313_19.0419.C20.ol.np 
1 . 

4378066 
1. . 1805 

(AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 | gb | AAD27571 . 1 1 AF114 171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



56281 

117775 

1 

OJ000313_19.0419.C20.ol.gs 



Seq. ID OJ000313_19.0419.C20 
Strand 

End 1805 

Method GENSCAN 



56770 



Start 
GI 

Exons 



222 
none 

222.. 1357, 1368.. 1674 



End 
Score 



Seq. No. 56281 Seq. ID 

Gene No. 117775 Strand 

Start 1 End 

Name OJ000313_19 . 0419 . C20 . o3 . tw Method 

Start 231 End 

GI none Score 

Exons 231.. 356, 238.. 351, 441.. 608 



1674 
.43 



OJ000313_19.0419.C20 
1805 

TBLASTX: Wheat 

608 

62 



Seq. No. . 56281 Seq. ID 

Gene No. 117775 Strand 

Start 1 End 

Name OJ000313_19 . 04 19 . C20 . ol . ts Method 

Start 432 End 

GI none Score 

Exons 4 32.. 815, 640.. 7 65 



OJ000313_19. 0419.C20 
1805 

TBLASTX: Soybean 

815 

104 



Seq. No. 56281 Seq. ID 

Gene No. 117775 Strand 

Start 1 End 

Name OJ000313_19 . 0419. C20 . o2 . tm Method 

Start 534 End 

GI none; Score 

Exons 534.. 917, 547.. 807, 582.. 914 



OJ000313_19.0419.C20 
1805 

TBLASTX: Maize 

917 . . 

212 



Seq. No. 56281 Seq. ID 

Gene No. 117775 Strand 

Start 1 End 

Name OJ000313_19 . 0419. C20 . ol . tw Method 

Start 657 End 

GI none Score 

Exons 657.. 1076, 658.. 1074, 660'..1076 



OJ000313_19.0419.C20 
1805 

TBLASTX: Wheat 

1076 

219 



Seq. No. 56281 Seq. ID 

Gene No. 117775 Strand 

Start 1 End 

Name OJ000313_19 . 04 19 . C20 . ol . tm Method 

Start 945 End 

GI none Score 

Exons 945. . 1259, '945. .1301, 946. .1302 



OJ000313_19.0419.C20 
1805 

TBLASTX: Maize 

1302 

167 



Seq. No. - 56281 

Gene No. 117775 

Start 1 

Name OJ000313_19 . 0419. C20 . o2 . tw 

Start 1077 

GI none 

Exons 1077.. 1334, 1077.. 1370, 1078. 

Seq. No. 56281 

Gene No. 117775 

Start 1 

Name OJ000313_19 . 0419. C20 . ol . gp 

Start 1633 



Seq'. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_19.0419.C20 
1805 

TBLASTX: Wheat • 

1434 

101 



.1338, 1101. .1187, 1372. .1434 

Seq. ID OJ000313_19.0419.C20 
Strand 

End 1805 

Method' AAT/GAP 

End 1805 



56771 



f ^ 



GI 

Exons 

G*I Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. -No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



uC-osflM202098c02bl Score 292 

1633. .1805 

M378066/gb| AAD19359 . 1 | 2.0e-13 (AF098806) polyprotein [Sorghum 
bicolor] >gi_4680208_gb_AAD27571.1_A'F114171_12 (AF114171). 
polyprotein [Sorghum bicolor] - f 



56282 

117776 

59 

OJ00031'3_19.0419.C25.ol.gs 
59 

none 

59. .879, 967. .1436 



Seq. ID OJ000313__19.0419.C25 
Strand 

End 1436 

Method GENSCAN 

End 1436 

Score .44 



56283 
117777 
1 

OJ000313_19.0419.C31.ol.np 
1 

7485509 
1..119 

hypothetical protein F15B8.40 - Arabidopsis thaliana 
gi|4678270|emblCAB41178.1| (AL049660) protein kinase-like 
protein [Arabidopsis thaliana] r 



Seq. ID OJ000313_19.0419.C31 
Strand 

End 119 

Method AAT/NAP. • .;. ' 

End 119 

Score 134 



56284 

117778 

99 

OJ000313_T9.-0419.C35.ol.gs 

99 

none 

99. .207, 379. .530 

56285 

117779 

125 

OJ000313_19.0419.C36.ol.-gs 

125 ■ 

none 

125. .197, 202. .400, 402. .630 



Seq. ID OJ000313_19.0419.C35 
Strand 

End 530 

Method GENSCAN 

End 530 

Score .82 



Seq. ID OJ000313_19.0419.C36 

Strand + 

End 630 

Method GENS CAN - 

End 630' 

Score .91 



56286 
117780 
1 

OJ000313_19. 0419.C38.ol.np 
1 

4378066 ■ 
1..922 

(AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID OJ000313_19.0419.C38 
Strand' + 

922 - 

AAT/NAP 
922 
785 



End 

Method 

End 

Score 



56286 

117780 

1 

OJ000313_19.0419.C38.o2.tm 
1 



Seq. ID OJ000313_19.0419.C38 

Strand + 

End 922 

Method TBLASTX : Maize 

End 186 



56772 





none 


Score 


i ft 

X O D 




Exons 


1 1 ft 1ft 1 ft S 








Seq. No. 


56286 


Seq. ID 


OJ000313_19.0419 


.C38 


Gene No. 


117780 


Strand 


+ 




OLdl L 


1 

X 


FnH 


999 




Name _ 


H.TOOO^I^ 1 Q 041 Q nl 


Mo "t~ Vi r^i <H 
lit Liiuu 


TRT.A^TY 'Hdhpat 

1 D J-irAO 1A • WUca L 






9ft _ 


FnH 


4 11 
ill 




vjl 


none 




9 ^ 
l jj 




C VAfl Q 

EjAUHo 


9ft 411 7S 9^Q 994 ^^S 








Seq. No. 


56286 


Seq. ID 


OJ000313_19.0419, 


.C38 


Gene No. 


117780 


Strand 


+ 




q-t- => v-f- 

O LcLX L. 


1 

1 


FnH 

ullU 


999 

Zt 




Name 


d.tooo^i ^ 1 q 041Q r^ft ni 1-m 


LJc 1- 1 1UU 


X DXjrtO 1A . L la X t; 






1 ft7 ~ ~ 




S4 9 
J 1 3 




oX 


none 




Ju3 






1 ft7 S4Q 979 R^fi ^7^ S40 








Seq. No'. 


56286 


Seq. ID 


OJ000313_19.0419, 


.C38 


Gene No. 


117780 


Strand 


+ 




OLdl L 


1 

X 


FnH 

Lji IU 


Q99 

7? 




Name 


n.TDDfm ^ 1 Q 041 9 P^ft n1 1-q 




x JDXjrto i /\ . ouyjjcaii 




Qf ar f 

otdiu 


1 QO ~ 


FnH 


- ^64 
O D fl 






none 


Score 


Qft" 




Exons 


1Q0 ^^Q 9.1 Q ^"3 ft 

1 .7 U . . JJ7/ Z - X-7. . jjO / jjD. . DD / 


^40 Sfi4 

y J4U . . JD4 






Seq. No. 


56286 


Seq. ID 


OJ000313_19.0419. 


.C38 


Gene No. 


117780 


Strand 


+ 




Of a y- 4- 


X 


FnH 


Q9 9 




Name 


D.TOOO^I ^ 1 Q 041 Q P^ft -*-m 




TRT A^TY • M^ i 70 




O Lcil L 


SftO — 


FnH 


ft 9 9 

O <L £ 




o x 


none 


q f*f\ 

O LU1 1: 


1 ft s 
x 0 0 




Exons 


RftO ft99 








Caa- NT r\ 
O c (4 . LN O . 


^ 69ft 7 


OCtJ • 1 L> 


O.TOOO^I ^ 1 Q 041 Q 

IJUUUUJlJ X -7 . U H X 3 . 


P4 ^ 


Gene No. 


117781. 


Strand ■ 






Start 


1 


End 


1938 






0.7000^1^ 1 Q 0419 P4^ o1 nn 


L ICS U11UU 


AAT/MAP 




q-t- a r-h 

O L-Cli. L. 


1 ~~ 
1 


FnH 


1 3 JO 






S90ft 

JO JtUOu 


O^L>X c 


1 Q7 
1 _? / 






1 94 "396 470 1 Q1 Q 1 Q^fi 








T riPQrr"i n 


fAT.11 7 9 64 1 VwhOOOQ 1 rnru7fl 


qafi Tra 1 ' 
o d I L v a J 






Seq. No. 


56287 


Seq. ID 


OJ000313_19.0419. 


,C43 


Gene' No. 


117781 


Strand 






OLal L. 


i 
i 


FnH 

HjI LvJ. 


1 Q^ft 

1 _7 O O 




Mam 0 


D.TOOO^I ^ 1 Q 0419 P4*3 o1 rrc; 

UJuUUJlJ 13.U'il3.^*iJ.Ul.yo 


Mof h nH 

L JC LIIUU 


CUMCf AM 




OLdXt 


?9^ _ 
O ^. D 


FnH 


4 ft 7 






none 


Score 


. Ji 




Exons 


"3 O R 4 ft 7 








Seq. No. . 


56288 


Seq. ID- 


OJ000313_19.0419. 


,C44 


Gene No'; 


117782 


Strand 


+ 




Start 


1 


End 


2338 




Name 


OJ000313 19.0419.C44 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2338 





56773 





5852086 




Score 


549 




DAUllO 


1..108, 271. .398, 1194.. 


1298, 


1548. .1640, 2102. .2193, 2308. 




(AL117264) zwh0009.1 [Oryza sativa] 






.Seq. No. 


56288 ■ 




Seq. ID 


OJ000313_19.0419 


. C4 4 


Gene No. 


117782 




Strand 


+ 




o Lai L 


1 




End 


2338 




Name 


OJ000313 19.0419.C44.ol. 


gs 


Method 


GEN SCAN 




O Lai L 


22 




End . 


2176 




ri t 


none 




Score 


. 95 




TT von Q 

L_i A. W i 1 O 


99 7Q 971 ^Qfi 1 1 Q4 


1 9 Qft 
iz y o , 


1548. .1640, 2102. .2176 






56288 




Seq. ID 


OJ000313_19.0419 


.C44 


Gene No. 


117782 




Strand 


+ 




Start 


1 




End 


2338 




Name 


OJ000313 19.0419.C44 .ol. 


tc 


Method 


TBLASTX: Cress 




o tai l. 


236 




End 


2226 




\J J. 


none 




Score 


85 






9^6 ^ S ft -9 4^ "3 Q 7 9 4 6 


^Qft 


1161. .1307, 1566. . 1616, 






2101. .2226, 2102. .2182 










Seq. No. 


56288 




Seq. ID 


OJ000313_19.0419 


P4 4 


Gene No. 


117782 




Strand 


+ 




C -1- -> v-4- 

OLai L 


1 




End 


2338 




Name 


OJ000313 • 19. 04 19. C4 4 .ol. 


tm 


Method 


TBLASTX: Maize 




OLdlL 


272 




End 


1265 






none 




Score 


210 




T? v An c 


979 ^Q7 97£ *3QO 97Q 


.398, 


331. .399, 1173. .1265 




Corf Ma 
OcLj. LN U . 


56288 




Seq. ID 


OJ000313_19.0419 


C44 


Gene No. 


117782 




Strand 


+ 




Start 


1 




End 


2338 




Name 


OJ000313 19.0419.C44.ol. 


ts 


Method 


TBLASTX : Soybean 




o L, ai c 


276 




End 


2182 






. none 




Score 


188 




DAUilO 


276.. 398, 278.. 397, 1173 


..1307, 1566.. 


1616, 2101. .2175, 






2102.. 2182 












56289 




Seq. ID 


OJ000313JL9.0419 


C45 


Gene No . 


117783 




Strand 


+ 




Start 


1 




End 


154 




Name 


OJ000313 19.0419.C45.ol. 


9P 


Method 


AAT/GAP 




Start 


1 




End 


154 




GI 


4 7152.57 • 




Score 


274 




P von q 


1. .154 












5852086/emb|CAB55393.1 | 


5.0e- 


11 (AL117264) zwh0009.1 [Oryza 




sativa] 










Corf Mo 


56289 




Seq. ID 


OJ000313_19.0419 


C45 


Gene No. 


117784 




Strand 






Start 


585 




End 


1354 




Name 


OJ000313 19.0419.C45.ol. 


gs 


Method 


GEN SCAN 




Start 


585 




End 


1216 




GI 


none 




Score 


. 96 




Exons 


585. .1216 











Seq. No. 



56289 Seq. ID OJ000313_19 . 04 19 . C4 5 

56774 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



117784 Strand 

585 End 1354 
OJ000313__19.0419.C4 5.ol.np Method AAT/NAP 

588 End 1354 

5852087 ' Score . 1077 
588. .1354 

(AL117264) zwhOOlO.l [Oryza sativa] 



56289 
117784 
585 

OJ000313__19.0419.C4 5.ol.tc 
657 
none 



Seq. ID OJ000313_19.0419.C45 
Strand 

1354 

TBLASTX: Cress 
1224 
82 



End 

Method 
End 
Score 

657. .908, 673. .918, 675. .917, 930. .1160, 934. .1161, 1156. .1224, 
1158. .1217 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56289 

117784 

585 

OJ000313_19.0419.C45.o2.tw 

666 

none 



Seq. ID OJ000313_19.0419.C45 
Strand 

End 1354 

Method ' TBLASTX : Wheat 

End 851 - 

Score 128 



666. .797, 670. .807, 673 .. 84 9,, 675 851 



56289 
117784 
585 ' 

OJ000313_19. 04 19. C4 5. ol.tm 

672 
none 



Seq. ID OJ000313_19.0419.C45 
Strand 

End 1354 

Method TBLASTX: Maize 

End 1217 

Score 116 



672. .797, 673. .807, 675. .848, 682. .828, 837. .917, 847. .918, 
933. .1130, 934. .1113, 1038. .1175, 1158.'. 1217 



Seq. No. 
-Gene No. 
Start 
Name 
Start 
GI 

Exons 



56289 
117784 
■ 585 

OJ000313_19.0419.C45.ol.ts 
672 
none 



Seq. ID OJ000313_19.0419.C45 
Strand 

End- 1354 " , 

Method ' TBLASTX : Soybean 

End 1218 

Score 104 

672. .908, 681. .917, 718. .918, 930. .1136, 934. .1137, 1152. .1217, 
1152. .1217, 1153. .1218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56289 

117784 

585 

OJ000313_19. 0419.C4 5.ol.tw 

852 

none 



Seq. ID OJ000313_19.0419.C45 
Strand 

End 1354 

Method. TBLASTX : Wheat 

End 1230 

Score 52 



852. .938, 852. .1022, 853. .1023, 997. .1026, 1008. .1124, 
1021. .1128, 1021. .1128, 1152. .1229, 1153. .1230 



Seq. No. 56290 

Gene No. 117785 

Start 243 : ' 

Name OJ000313_19 . 04 19 . C4 6 . ol . gs 

Start 243 



Seq. ID OJ000313_19.0419.C46 

Strand + 

End 1881 

Method GENSCAN 

End 1553 



567 7'5 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ; 
GI 

Exons 



none 

243.,. 484, 760.. 1553 



Score 



.49 



56290 
117785 
243 

OJ000313_19.0419.C4 6.ol.np 
768 

5852088 . 
768. .1838 

(AL117264) zwhll.l [Oryza sativa] 



Seq. ID OJ000313_19. 0419.C46 

Strand + 

End 1881 

Method AAT/NAP 

End 1838 

.Score 1815 



56290 

117785 

243 

OJ000313_19.0419.C4 6.ol.tm 

1106 

none 



Seq. ID OJ000313_19. 0419.C46 

Strand + 

End 1881 

Method TBLASTX : Mai ze 

End 1881 

Score 1051 



1106. .1855, 1110. .1853, 1110. .1859, 1111. .1857, 1600. .1881 



56290 

117785 

243 

OJ000313_19 . 04 19 . C4 6 . ol . tc 

117 6 

none 



Seq. ID OJ000313_19.0419.C46 

Strand + 

End.. 1881 

Method TBLASTX : Cress 

End 1856 

Score 50 



1176. .1325, 1185. .1556, 1233. .1469, 1305. .1652, 1371. .1574, 
13'95. .1754, 1437.. 1658, 1455.. 1772, 1503.. 1844, 1545.. 1856/ 
1668. .1856 



* s Seq. No. 56290 

U Gene No. 117785 

Start 243 

i Name OJ000313_19 . 04 19 . C4 6 . ol . ts 

% Start 1185 

GI none 
~ Exons 



Seq. ID OJ000313_19.0419.C46 

Strand + 

End 1881 

Method TBLASTX : Soybean 

End 1856 

Score 201 

1185. .1598, 129.3.. 1694, 1305 .. 1496, 1317 1808, 1365... 1586, 
1431. .1856, 1527. .1856 " ' 



Seq. No. * 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



56291 
117786 
235 

OJ0ti0313_19.0419.C47.ol.np 

235 

5852089 
235. .486, 1143. . 1160 
(AL117264) zwhl2.1 [Oryza sativa] 



Seq. ID OJ000313_19.0419.C47 
Strand + 
End . 1160 
Method -AAT/NAP 
End 1160- 
Score 283 



56292 
117787 
205 

OJ000313_19.0419.C4 8 .ol .np 
205 

5852089 

205. .338, 717. .830, 918. .959 
(AL117264) zwhl2.1 [Oryza sativa] 



Seq. ID OJ000313_19.0419.C48 

Strand + 

End 959 

Method AAT/NAP 

End 959 

Score 377 



56776. 




Seq. No- 


56292 




Seq. ID 


OJ000313_19.0419.C4 


Gene No. 


117787 




Strand 


+ 


Start 


205 




End 


959 


Name 


OJ000313 19 0419 C48. 


ol . gs 


Method 


GENS CAN 


Start 


^"214 — " 




End 


830 


GI 


none 




Score 


. 7 


Fynn <3 

i_ Vw/ 1 j. o 


214 338. 717 830 








Qprj Mo 

\*A * ll * 


56292 




Seq. ID 


OJ000313 19 0419 C4 


Gene No . 


117788 




Strand 




Start 


206 




End 


264 


Name 


OJ000313 19.0419.C48. 


ol.gp 


Method 


AAT/GAP 


Start 


206 




End 


264 


GI 


54678 1.R1084 




Score 


85 


Exons 


206. .264 








GI Descrip. 


'5852077/emb|AL117264 


.1IOSB6015 7.0e-58 


Oryza sativa 




indica (GLA4 ) genomic 


DNA, 


chromosome 4, 


BAC clone: b6015' 





ij C V_J • IN Vw/ • 


56292 


Seq. ID 


OJ000313 19 0419 C48 




Gene No. 


117789 


Strand 






Start 


203 


End 


959 




Name 


OJ000313 19.0419.C48.ol.tm 


Method 


TBLASTX • Ma i zp 




qf 3 rt 


203 


End 


Z? «J Z> 


*. ^ 




none 


Score 


97 

Z* 1 


?!% 


i—i A. W 1 1 o 


203.. 337, 206. .334, • 210. .34 


4, 715.. 831 


716' 83? 71 7 836 


•* ' 1 

fy 




909. .959, 917. .958 






t: ST 


O C * Vi\J * 


56292 


Seq. ID 


OJOOO^I ^ 1 Q 041 Q P4fi 




Gene No. 


117789 


Strand 






Start " 


203 


End 


959 




Name 


OJ000313 19. 0419.C48.ol.ts 


Method 


TBLASTX * Sovbpan 


s U 


Start 


717 


End 


959 




GI 


none 


Score 


-L U J 




Exons 


717. .836, 764. .838, 909. .959, 917. .958 




H ■ 


Seq. No. 


56293 


Seq. ID 


OJ000313_19.0419.C49 


SB. 


•Gene No. 


117790 


Strand 


• + 




Start 


1 


End 


3646 


? 


Name 


OJ000313 19.0419.C49.ol.np 


Method 


AAT/NAP 


is* 


Start 


1 


. End 


3646 




GI 


5852089 


Score 


2093 




Exons 


1..201, 285. .429, 536. .746, 


1259. .1281 


, 1308. .1395, 1515. .2( 






3118. .3646 








GI . Descrip. 


■ (AL117264) zwhl2.1 [Oryza sativa] 






Seq. No. 


56293 


Seq. ID 


OJ000313_19.0419.C49 




Gene No. 


117790 


Strand 


+ 




Start 


1 


End 


3646 




Name 


OJ000313 19.0419.C49.ol.ts 


Method 


TBLASTX : Soybean 




Start 


28 


End 


753 




GI 


none 


Score 


214 




Exons 


28. .174, 67. .204, 69. .203, 


273. .431, 2 


84. .430, 533. .733, 






534. .752, 535. .753 








Seq. No. 


56293 


Seq. ID 


OJ000313_19.0419.C4 9 




Gene No. 


117790 


Strand 


+ 




Start 


1 


End 


3646 



56777 



Name 

Start 

GI 

Exons 



0 J000313_l 9 . 04 1 9 . C4 9 . ol . t c Method TBLASTX : Cress 

67 End 431 

none Score 219 

67. .204, 69. .203, 133. .204, 273. .425, 284. .430, 285. .431 



Seq. No. 56293 

Gene No. 117790 

Start 1 

Name OJ000313_1 9 . 04 1 9 . C4 9 . ol . tm 

Start 67 

GI none 
Exons 



Seq. ID OJ000313_19.0419.C49 

Strand + 

End 3646 

Method TBLASTX : Mai ze 

End 1079 

Score 233 



67. .204, 69. .239, 277. .423, 278. .412, 284. .430, 285. .431, 
534. .767, 534. .773, 535. .771, 823. .855, 830. .856, 1023. .1079 



Seq. No. 56293 

Gene No. 117790 

Start 1 

Name OJ000313_19 . 04 19 . C4 9 . ol . gs 

Start 72 

GI none 
Exons 



Seq. ID OJ000313_19.0419.C49 

Strand + 

End 3646 

Method GENSCAN 

End 1997 

Score .96 



72. .201, 285. .429, 536. .746, 1259. .1395, 1515. .1897, 1902. .1997 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



56294 
117791 

1 '" 
OJ000313_19.0419.C50.ol.np 
1 

5852089 
1..69, 321. .735 

{AL117264) zwhl2.1 [Oryza sativa] 



Seq. ID OJ000313_19.0419.C50 

Strand + 1 

End 738 

Method AAT/NAP 

End 735 

Score 790 



56294 

117791 

1 

OJ000313_19.0419.C50.ol.gs 
481 
none 1 
481. .738 



Seq. ID OJ000313_19.0419.C50 

Strand + 

End 738 

Method GENSCAN 

End 738 

Score .55 



Seq. No. 56295 

Gene No. 117792 

Start 1055 

Name OJ000313_19 . 04 19 . C51 . ol . gs 

Start 1055 

GI none ' 

Exons 1055.. 1199 



Seq. ID OJ000313_1-9.0419.C51 

Strand + 

End 1296 

Method GENSCAN 

End . 1199 

Score' .72 



Seq. No. 56295 

Gene No. 117792 

Start 1055 

Name OJ000313_19 . 04 19 . C51 . ol . np 

Start 1077 

GI 5852084 . .> 

Exons 1077.. 1296 

GI Descrip. .(AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ000313_19.0419.C51 

Strand + 

End 1296 

Method AAT/NAP 

End 1296 

Score 319 



Seq. No. 



56296 



Seq. ID OJ000313_19.0419.C55 



56778 



Gene No. 


117793 




Strand 




Start 


383 




End 


2365 


Name 


OJ000313 19. 0419.C55.ol.np 




Methocl 


■ AAT /NAP 


Start 


383 ~ 




End 


2365 


GI 


5852101' * 




Score 


1670 


Exons 


383.-672, 1471. .1597, 1674 


. .2365 




\J — , \*J —J V*^ J- — - k-/ ■ 


(AL117264) zwh24.1 [Oryza 


sativa] 




Sea No 


56296 




Seq. ID 


OJ000313 19 0419 C55 


Gene No . 


117793 




Strand 




Start' 


383 




End 


2365 


Name 


OJ000313 19.0419.C55.ol.gp 




Method 


AAT /GAP 


Start 


1131 




End 


1870 


GI 


22051 1.R1084 




Score 


1407 


Exon <=: 


1131. .1870 








GT Dpscrio. 

\J -L _/ V— ' O .1* *_ _✓ * 


' 5852077 /emb | AL117264 . 1 1 OSB6015 1 . Oe- 


44 Orvza sativa 




indica (GLA4 ) genomic DNA, 


chromosome 


4, BAC clone: b6015 f 


Sea No . 


56296 




Seq. ID 


OJ000313_19.0419.C55 


Gene No. . 


117793 




Strand 




Start 


383 




End ■ 


2365 


Name 


OJ000313 19.0419.C55.ol.ts 




Method 


TBLASTX: Soybean 


Start 


1437 




End 


1801 


GI 


none 




Score 


67 


p. von ^ 


1437'.. 1496, 1439.. 1525, 14 


4*6. 


.1511, 14 98. . 1608,"* 1526. .1684, 




1527.. 1649, 1595.. 1708, 1635,, 


.1712, 1694 .. 1801, 1719. . 1793 


O G • i^U ■ 


56297' 




Seq. ID 


OJ000313_19.0419.C56 


Gene No. 


117794 




Strand 


+ , 


"Start 


138 . 




End 


2600 


Name 


OJ000313 19.0419.C56.ol.np 




Method 


AAT /NAP 


Start 


138 




End 


2600 


GI 


5852100 




Score 


1501 


Exons 


138. .235, 338. .587, 639. .7 


83, 


2143. .2600 


GI Descrip . 


(AL117264) zwh23.1 [Oryza 


sativa] 




Seq. c No. 


56297 




Seq. ID 


OJ0JD0313_19.0419..C56 


Gene No. 


117794 




Strand 


* + * 


Start 


138 




End 


2600 


Name 


OJ000313 19.0419.C56.ol.gs 




Method 


GENSCAN 


Start 


338 




End 


2457 


GI 


none 




Score 


.84 


Exons 


338. .524, 2053. .2457 








Sea. No. 


56297 - 




Seq. ID 


OJ000313_19.0419.C56 


Gene No . 


117795 




Strand 




Start 


613 




End 


749 


Name 


OJ000313 19.0419.C56.ol.gp 




Method 


AAT /GAP 


Start 


613 




End 


749 


GI 


19505 1.R1084 




Score 


218 


Rxnn^ 

1—1 /\ Ul 1 O 


613. .749 








GI Descrip. 


1 5679842/emb | CAB51835.il 1 


.0e 


-58 (AJ243961) 11332.6 [Oryza 




sativa] 1 








Seq. No. 


56298 




Seq. ID 


OJ000313_19.0419.C57 


Gene No. 


117796 




Strand 




Start 


1198 




End 


1293 



56779 



Name OJ000313_19 . 0419 . C57 . ol . gp Method AAT/GAP 

Start 1198 End 1293 

GI LIB3477-003-P1-K1-E9 Score 135 

Exons 1198.. 1293 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 

' S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 56299 Seq. ID 

Gene No. 117797 Strand 

Start 31 End 

Name OJ000313_19 . 0419. C58 . ol . gs Method 

Start 31 End 

GI none Score 

Exons 31 . . 330 



OJ000313_19.0419.C58 
+ 

330 

GENSCAN 

330 

.86 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
'Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



56299 

117798 

4917 

OJ000313 

4917 

none 



19.0419.C58.o3.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_19.0419.C58 
+ 

6576 
GENSCAN 
6576 
. 56 



4917.. 4944, 5632.. 5688, 6428.. 6576 



56299 

117799 

1 

OJ000313_19.0419.C58.ol.np 
1 

5852097 



Seq. ID OJ000313_19.0419.C58 
Strand 

End 3911 

Method AAT/NAP 

End 3911 

Score 700 



C-1..92, 146. .247, 1354. .1527, 3751. .3911 
(AL117264) zwh20.1 [Oryza sativa] 

56299 Seq. ID 

117800 Strand 
6733 End 

' OJ00Q313_19.0419.C58-.o4.gs Method. 

6733 End 

none Score 
6733. .6849, 6864. .7046 

56300 Seq. ID 

117801 Strand 
532 End 
O JO 0031 3_1 9.0419.C59.ol.gp Me t hod 
532 End 
uC-osrocypOlOelObl Score 
532. .852, 1608. .1802 
, 5679845/emb|CAB51838.1| 9. 
sativa] ' 

56300 Seq. ID 

117801 Strand 

532 ■• - 'End 

OJ000313_19. 0419.C59.ol.gs Method 

64 5 End 

none Score 



OJ000313_19.0419.C58 
7046 

GENSCAN: 
7046 
.73 



OJ000313_19.0419.C59 
+ . 
2305 
AAT/GAP 
1802 
879 



0e-46 (AJ243961) 11332.9 [Oryza 



OJ000313_19.0419.C59 
+ 

2305 
GENSCAN 
2025 
.81 



56780 



Exons 



645. .852, 1534. .1618, 1648. .1942, 2014. .2025 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56300 

117801 

532 

OJ000313_19.0419.C59.ol.ts 

666 

none ' ; 



Seq. ID OJ000313_19.0419.C59 

Strand + 

End 2305 

Method TBLASTX : Soybean 

End 1873 

Score 134 



668. .733, 675. .773, 807. .857, 812. .859, 1607. .1741, 1620. .1694, 
1633. .1728, 1793. .1870, 1794. .1868, 1795. .1872, 1796. .1873 



56300 

117801 

532 

OJ000313_19.0419.C59.ol.np 
693 

5852096 



Seq. ID OJ000313_19.0419.C59 

Strand + 

End 2305 

Method AAT/NAP 

End 2305 

Score 883 



693. .852, 1534. .1942, 2272. .2305 
(AL117264) zwhl9.1 [Oryza satdva] 



56300 
117801 
532 

OJ000313_19. 0419.C59.oi:tc 
701 
none 



Seq. ID OJ000313_19.0419.C59 
Strand + 

2305 

TBLASTX: Cress 
1882 
101 



End 

Method 
End 
Score 

701. .814, 705. .821, 803. .859, 804. .854, 1613. .1738, 1633. .1728, 
1795. .1881, 1796. .1882 



Seq. No. 56300 

Gene No. 117801 

Start 532 

Name OJ000313_19 . 04 19 . C59 . ol . tm 

Start 705 

GI none 
Exons 



Seq. ID OJ000313_19.0419.C59 

Strand + 

End 2305 

Method TBLASTX : Maize 

End 1882 

Score 80 



705. .773, 804. .851, 1596. .1712, 1613. .1738, 1620. .1703, 
1633.. 1728,. 1788.vl871, 1790.. 1867\ 1795.. 1881, 1796.. 1882 



Seq. No. 56300 

Gene No. 117801 

Start 532 

Name OJ000313_19 . 04 19 . C59 . ol . tw 

Start 1622 

GI none 
Exons 



Seq. ID OJ000313_19.0419.C59 

Strand + 

End 2305 

Method TBLASTX : Wheat 

End •• 1893- 

Score 131 



1622. .1741, 1629. .1688, 1633. .1740, 1790. .1873, 1795. .1893, 
1796. .1876 



Seq. No. 56301 

Gene No. 117802 

Start 1 

Name OJ000313_1 9 . 04 1 9 . C60 . ol . np 

Start 1 

GI 5852096 

Exons -1. .21,. 852. .1284 

GI Descrip. (AL117264) zwhl9.1 [Oryza sativa] 



Seq. ID OJ000313_19.0419.C60 

Strand + 

End 1287 

Method AAT/NAP 

End 1284 

Score 612 



Seq. No, 



56301 



Seq. ID OJ000313_19.0419.C60 



56781 




Gene No. 


117802 




Strand 


+ 




Start 


1 




End 


1287 




Name 


OJ000313 19 . 0419.C60 . ol 




Method 


GENSCAN 




Start 


871 ~ ' 




End 


1287 




GI 


none 




Score ; 


. 96 




Exons 


871 . . 1287 










Qprr No 


56301 




Sea ID 


OJ000313 19 


0419 C60 


Gene No. 


117803 




Strand 






Start 


1133 




End 


1619 




Name 


OJ000313 19.0419.C60.ol. 


gp 


Method 


AAT/GAP 




Start 


1133 




End 


1619 




GI 


50415 1.R1084 




Score 


919 




Exons 


1133. . 1619 










GI Descrip. 


■5852096/emb|CAB55403. 1 | 


7. 


0e-15 (AL117264) zwhl9.1 


[Oryza 



sativa] ' 





Seq. No. 


56301 


Seq. ID 


OJ000313_ 


_19. 


0419. 


C60 




Gene No. 


117804 


Strand 












Start 


3482 


End 


5253 










Name 


OJ000313 19 0419 


C60 o2 as Method 


GENSCAN 










Start 


3482 ~ 


End 


5253 










GI 


none 


Score 


. 52 








h J 




3482 3640 3960 


4082 v 5224 5253 












Spa No 


56302 


Sea ID 


OJ000313 


19 . 


0419 . 


C61 




flprip Mo 


117805 


Strand 


+ 








[u 


Start 


1 


End 


586 










Name 


OJ000313 19.0419 


. C61.ol.np Method 


AAT/NAP 










Start 


1 


End 


583 










GI 


5852095 


Score 


989 










Exons 


1. .583 












ry 
= 


GI Descrip. 


(AL117264) zwhl8 


.1 [Oryza sativa] 












Seq. No. 


56302 ■ 


Seq. ID 


OJ000313_ 


_19. 


0419. 


C61 




Gene No. 


117805 


Strand 


+ 










Start ' 


1 


- End , .-. 


586 










Name 


OJ000313 19.0419 


■C61.ol.gs Method 


GENSCAN 










Start 


:89 


End 


586 










GI' 


none 


Score 


.97 








[1 


Exons 


89. .586 














Seq. No. - 


56302 


Seq. ID 


OJ000313_ 


_19. 


0419. 


C61 




Gene No. 


117806 


Strand 


+ 










Start 


■4918 


End 


5761 










Name 


OJ000313 19.0419 


C61;ol..gp Method 


AAT/GAP 










Start 


4918 


End 


5761 










GI 


6012857 


Score 


527 










Exons 


4918. .5017, 5545 


.5761 












GI Descrip. 


5852077 /emb|AL117264 . 1 IOSB6015 3.0e-94 


Oryza sativa 


indica (GLA4 ) 






genomic DNA, chromosome 4, BAC clone: 


b6015 










Seq. No. 


56302 


Seq; ID 


OJ000313_ 


_19. 


0419. 


C61 




Gene No. 


117807 


Strand 












Start 


684 


End 


6146 










Name 


OJ000313 19.0419 


C61.o2.gs Method 


GENSCAN 










Start 


684 


End 


5801 









56782 



GI 

Exons 



none Score . 7 

684. .803, 952. .1048, 1210. .1264, 1490. .1611, 2109. .2281, 

2341.. 2420, 2761.. 3084, 3561.. 3710, 5735.. 5801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



" Seq. No. 

Gene No. 
3 Start 
Jj • Name * 
i Start 

Z Exons 



.56302 Seq. ID 

117807 Strand 
684 End 
OJ000313JL9 . 0419. C61 . o2 . np Method 
687 End 
5852094 Score 
687. .803, 952. .1048, 1490. .1611, 1741. 
2246.. 2420, 2786.. 2829, 2861.. 2890 
(AL117264) zwhl7.1 [Oryza sativa] 



Seq. No. 56302 Seq. ID 

Gene No. 117807 Strand 

Start ■ 684 End 

Name O JO 0031 3_1 9 . 0 4 1 9 . C 6 1 . o 3 . np Method 

Start 3283 . , End 

GI 5852093 Score 

Exons 3283.. 3710, 5735.. 5804, 5910.. 6146 
GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



56303 . Seq. ID 

117808 Strand 
1 End 
OJ000313_19.0419.C62.ol.np Method 
1 End 
5852093 Score 
1..199, 406. .573, 1287. .1499 
(AL117264) zwhl6.1 [Oryza sativa] 

56304 Seq. ID 

117809 Strand 
74 - ■ " End 
OJ000313_19 . 0419 :C63 . ol . gs Method 
74 End 
none -■" Score 
74. .3251, 3574. .3920 



Seq. No. 56304 Seq. ID 

Gene No. 117809. Strand 

Start 74 End 

Name . OJ000313_19 . 041-9 . C63 . ol . np Method 

Start 74 ' ■ End 

GI 5852092 Score 

Exons 74.. 3251, 3528.. 3987, 4336.-4544, 4628 
GI Descrip. 



(AL117264) zwhlS.l [Oryza sativa] 



Seq. No. 5630.4 Seq. ID 

Gene No. 117810 Strand 

Start 8575 End 

Name OJ000313_19 . 04 19 . C63 . o3 . np Method 

Start 8575 End^ 

GI 5852090 Score 

Exons 8575.. 8714, 8916.. 9132, 10093. .10118 
GI Descrip. 



OJ000313_19.0419.C61 

6146 
AAT/NAP 
2890 
934 

. 1811, 1954 . .1984, 



OJ000313_19.0419.C61 

6146 
AAT/NAP 
614 6 
1155 



OJ000313_19.0419.C62 

1499 
AAT/NAP 
1499 
776 



OJ000313_19.0419.C63 
+ 

4828 
GENSCAN 
3920 
.81" 



OJ000313_19.0419.C63 
+ 

4828 
AAT/NAP 
4828 
6556 
. .4828 



OJ000313_19.0419.C63 
+ 

10118 
AAT/NAP 
10118 
543 



(AL117264) zwhl3.1 [Oryza sativa] 



56783 



Seq. No. 56304 Seq. ID OJ000313_19 . 04 19 . C63 

Gene No. 117810 Strand + 

Start 8575 End 10118 

Name OJ000313_19 . 04 19 . C63 . o2 . gp Method AAT/GAP 

Start' 9024 End 9132 

GI 27147_1.R1084 Score 177 

Exons 9024 . . 9132 

GI Descrip. 1 6013206/gb | AAF01285 . 1 1 AF177 990_1 1.0e-47 (AF177990) 

gamma-soluble NSF attachment protein; gamma-SNAP [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56304 Seq. ID 

117811 Strand 

5369 End 

OJ000313_19 . 0419. C63 . o2 . gs Method 

5369 End 

none Score 



OJ000313_19.0419.C63 

7294 
GENSCAN 
7110 
.72 



5369.. 5458, 5833.. 5961, 6238.-6293, 6834 . .. 6897 , 7066.. 7110 



56304 

117811 

5369 

OJ000313_19.0419.C63.o2.np 

5372 ... . 

5852091 

5372.. 5458, 5833.. 6087, 6238, 
6782. .6897, 7184. .7294 



OJ000313_19.0419.C63 

7294 
AAT/NAP 
7294 
1040 



Seq. ID 
Strand 
End 

Met&ed- • 
End 
Score 

.6303, 6393.-6458, 6636.. 6666, 



GI Descrip. (AL117264) zwh!4.1 [Oryza sativa] , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI -'Descrip . 



56304 Seq. ID OJ000313_19 . 04 19 . C63 

117811 Strand 

5369 End 7294 

OJ000313_19.0419.C63.ol.gp Method AAT/GAP 

6752 End 7034 

27647_1.R1084 Score 506 

6752.. 7034 

' 567 9839/emb | CAB51832 . 1 1 1 . Oe-09 - (AJ24 3961 ) unknown protein 
[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56304 

117812 

8200 

OJ000313_1 

302 

none 

302. .514, 
416. .823, 
584. .1267, 
719. .1111, 
812. .946, 
974. .1225, 
1208. .1615 
1334. .1588 
1496. . 1903 
1631. .1834 
1943. .2125 



Seq. ID OJ000313_ 
Strand 



19.0419.C63 



9.0419.C63.ol.tc 



End . 
Method 
End 
Score 



8694 

TBLASTX: 

3680 

120 



Cress 



332. .967, 344. 

440.. 1123, 488 
629.. 850, 635 
727. .828, 728 

848. .1255, 857 
1007.. 1399, 1 



1232. 
1367. 
1519. 
1747. 



1903, 
1759, 
1692, 
1902, 



1943. .2134, 



.607, 353. .751, 380. .10 
..895, 512. .1192, 575.. 
. .1327, 656. .1039, 704. 
..1399, 773. .994, 776.. 
..1018, 866.. 1543, 902. 
016. .1687, 1088. .1759, 
1243. .1461, 1295. .1687, 
1387. . 1617, 1424. . 1831, 
1525. . 1704, 1531. . 1689, 
1874. .1960, 1940. .2080, 
1943. .2032, 1943. .2137, 



39, 416. .634, 
967, 584. .781, 
.877, 710. .931, 
1183, 794. .1468, 
.1138, 938. .1627, 
1205. .1399, 

1304. .1498, 

1424. .1663, 

1568. .1912, 

1943. .2125, 

1943. .2134, 



56784 



1943. .2158, 1943. .2125, 1943. .2134, 1949. .2134, 1958. .2134, 

2041. .2133, 2135. .2344, 2141. .2347, 2147. .2347, 2153. .2404, 

2153. .2284,. 2188. .2403, 2188. .2343, 2684;. 2746, 2798. .2878, 

2906.. 2956, 3005. .3160, 3573. .3680 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56304 

117812 

8200. 

OJ000313_19.0419.C63.ol.tw 

305 

none 



Seq. ID OJ000313_19.0419.C63 
Strand 

End 8694 

Method TBLASTX : Wheat 

End 2134 

Score 185 



305. .664, 425.-736, 569. .874/ 701. .1021, 704. .1024, 785. .1096, 
857. .1168, 992. .1306, 1070. .1384, 1145. .1450, 1313. .1594,' 
1326. .1433, 1430. .1738, 1478. .1666, 1649. .1903, 1940. .2038, 
1943. .2134, 1943. .2110 



Seq. No. 56304 
Gene No. 117812 
Start 8200 ' 

Name OJ000313_19 . 04 19 . C63 . ol . tm 

Start 341 
GI none 
Exons 341. 

517. 

695. 

795. 

998. 

1084 

1217 

1361 

1494 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_19. 0419..C63 
8 694 

TBLASTX: Maize 

2423 

179 



625, 353. .760, 353. .691, 425. .895, 431. .697, 49.7. .967, 
882, 563. .1027, 566. .1039, 569 .. 823, -653 .. 1111/ 656. .913, 
1036, 713. .1183, 719. .967, 728. .889, 752. .1057, 758. .961, 
1267, 800. . 1033, 857. .1327, 926. .1201, 944. .1402, 
1480, 1001.. 1270, 1073.. 1327, 1073.. 1552, 1078 .. 1185,- . 
.1404, 1087. .1461, 1145. .1627, 1211. .1462, 1216. .1458, 
.1489, 1229.. 1384, 1295.. 1771, 1302.. 1364, 1304.. 1561/ 
.1633, 1361. .1831, 1384. .1833, 1427. .1948, 1478. .1678, 
.1526, 1495. .1692, 1502. .1777, 1641. .1673, 1646. .1912, 
1943.. 2125, 1943.. 2134, 1943. .2134, 1943.. 2125, 1943.. 2134, 
1943. .2137, 1957. .2127, 2009. .2134, 2029. .2169, 2083. .2133, 
2135. .2344, 2147. .2344, 2149. .2361, 2153. .2347, 2153. .2290, 
2159. .2344, 2176. .2277, 2182. .2280, 2337. .2423 



Seq. No. 56304 . * . 

Gene No. 117812 
Start 8200 

Name OJ000313_19 . 04 19 . C63 . ol . ts 

Start - 341 

GI none 
Exons 341. . 

380. . 

554-.. 

728. . 

866.. 

1069. 

1280. 

1448 . 

1916. 

1943. 

2150. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_19.0419.C63 
8694 

TBLASTX: Soybean 

3695 

40 



418, 341.. 895, 344,-. 751, 350.. 850, 374.. 997, 374.. 589, 
1066, 410. .823, 440. .1126, 458. .589, 488. .895, 512. .1210, 

1357, 656. .1039, 674. .793, 713. .1111, 
1183, 794. .1465, 818. .922, 848. .1255, 
.1642, 1034. .1153, 1064. .1468, 



967, 584.. 1282, 638. 
1399, 746. .859, 770., 
1576, 920.. 1333, 938, 



.1182, 1088, 

.1687, 1361. 

.1903, 1481. 

.2134, 1937, 

.2134, 1943, 

.2407, 2153, 

2906.. 2956, 3005, 



.1786, 1136. 

,1762, 1387. 

.1588, 1519. 

,2125, 1943. 

,2125, 2030. 

,234 4, 224 9. 

,3160, 3572. 



.1546, M208. 

.1464, 1424. 

.1764, 1568. 

.2350, 1943. 

.2134, 2135. 

.2344, 2657. 

.3655, 3573. 



.1615, 1232, 

.1894, 1447. 

.1903, 1604. 

.2134, 1943, 

.2344, 2141. 

,2731, 2726. 
,3695 



. 1831, 
.1617,. 
.1903, 
.2134, 
.2272, 
.2878, 



Seq. No. 
Gene No. 



56304 
117812 



Seq. ID OJ000313_19.0419.C63 
Strand 



56785 



Start 


8200 




End 


8694 


Mamp 
IN dlUC 


OJ000313 19 0419 


C63 o3 tm 


Mp»t hod 


TBLASTX* Maize 


OLdl L. 


2630 _ 




End 


3154 




none 




Score 


82 


R von q 


26*30 2737, 2813 


2899. 2993 


.3154 




Cpnr Mo 


56304 




Seq. ID 


OJ000313_19.0419.C63 


fHon^ Mo 


117812 




Strand 




Start 


8200 




End 


•8694 


Name 


OJ000313 19.0419. 


C63.o2.tm 


Method 


TBLASTX: Maize 


Start 


5831 




End 


6965 


GI 


none 




Score 


195 


R von <5 


5831 5974. 5833 


.5973, 5970. 


.6053, 5976. .6089, 5980. .6090, 




5981 6088, 6229 


.6297, 6242. 


.6298, 6386. .6460, 6393. .6458, 




6541 . . 6585, 6544 . 


.6579, 6832. 


.6861, 6874. .6906, 6939.-6965 


Seq. No. 


56304 




Seq. ID 


OJ000313_19.0419.C63 


Gene No. 


117812 




Strand 


- 


Start 


8200 ■ 




End 


8694 


Name 


OJ000313 19 0419 


C63 . o3 . gs 


Method 


GENSCAN 


Start 


8200 ~~ 




End 


8694 


GI 


none 




Score 


. 63 


F von *=i 


8200 8235 8551 


.8694 






Cpn Mo 


5630S 

J U ~J \J +J 




Seq. ID 


OJ000313_19.0419.C64 


flp> n Mo 


117813- 




Strand 


+ 


Start 


1 




End 


1371 


Name 


OJ000313 19.0419. 


C64 . ol .gp 


Method 


AAT/GAP 


Start 


1 




" End 


601 . 




27147 1.R1084 




Score 


624 


R von 


1..52, 144. .228, 


313. .471, 542. .601 




OX !_/ w O v^. J L ^ . 


'6013206/gb|AAF01285.1|AF177990 1 l.Oe 


-47 (AF177990) 




gamma-soluble NSF attachment 


protein; 


gamma-SNAP [Arabidopsis 




thaliana] 1 








Qprr Mo 


56305 




Seq. ID 


OJ000313_19.0419.C64 


Gene No. 


117813 




Strand - . 


+ 


Start * 


1 




End 


1371 


Name 


OJ000313 19.0419. 


C64.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


682 


GI 


none 




Score 


66 


Exons 


1..51, 15. .50, 17 


..52, 143. .229, 147.. 


227, 157. .261, 313. .486, 




314. .469, 540. .680, 547. .678, 


569. . 682 




Sea No 


56305 




Seq. ID 


OJ000313_19.0419.C64 


Gene No. 


117813 




Strand 


+ 


Start 


1 




End 


1371 


Name 


OJ000313 19.0419. 


C64 .ol.ts 


Method 


TBLASTX: Soybean 


Start 


1 




End 


682 


GI 


none 




Score 


60 


R v o n q 


1..51, 143. .229, 


310. .465, 312. .464, 313. .468, 314. .472, 




317. .481, 546. .626, 569. .625, 


618. .680, 626. .682 


Seq.- No. 


56305 




Seq. ID 


OJ000313_19.0419.C64 


Gene No. 


117813 




Strand' 


+ 


Start 


1 




End 


1371 


Name 


OJ000313 19.0419. 


C64 .ol. tc 


Method 


TBLASTX: Cress 



56786 



Start 
GI 

Exons 



1 End 435 

none Score 55 

1..51, 143. .229, 313. .435, 314. .433 



Seq. No. 56305 Seq. ID 

Gene No. 117813 Strand 

Start 1 End 

Name OJ000313_19 . 04 19 . C64 . ol . np Method 

Start 1 End 

GI 5852090 Score 

Exons 1..38, 305.. 471, 542.. 682, 1338. .1371 
GI Descrip. (AL117264) zwhl3.1 [Oryza sativa] 

Seq. No. 56305 Seq. ID 

Gene No. 117813 Strand 

Start 1 End 

Name OJ000313_19 . 0419 . C64 . ol . gs Method 

Start 305 End 

GI none - Score 
Exons -■ 305.. 471, 607.. 679, 931.. 1044 



OJ000313_19. 04:19. C64 
+ 

1371 
AAT/NAP 
1371 
485 



OJ000313_19.0419.C64 

+ 

1371 
GENSCAN 
1044 
.66 



Seq. No. 
Gene No. 
•Start , 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ... ; 

Exons 



56306 Seq. ID 

117814 Strand 

1 ■ End 
OJ000313_19. 0419.C66.ol.np Method 

1 End 

5852098 Score 

1..251, 988. .1053, 1651. .1752 

(AL117264) zwh21.1 [Oryza sativa] 

56306 ' Seq. ID 

117814 Strand 

1 End 
OJ000313_19..0419.C66.ol.gs Method 

1.04 ■ End 

none Score 
104. .251 



OJ000313_19.0419.C66 
1752 

-AAT/NAP 
1752 
260 



OJ000313_19.0419.C66 

1752 
GENSCAN 
251 
1 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56307 Seq. ID 

117815 Strand 
1 End 
OJ000313_19..0419.C67.ol.np Method 
1 End 
5852098 Score 
1. .28, 851. .965 

(AL117264) zwh21.1 [Oryza sativa] 

56307 Seq. ID 

117816 Strand 
1657 End 
OJ000313_19.0419.C67.o2.np Method 
1657 End 
5852097 , Score 
1657.. 1790 

(AL117264) zwh20.1 [Oryza sativa] 



OJ000313_19.0419.C67 
965 

AAT/NAP 

965 

157 



OJ000313_19.0419.C67 

1790 
AAT/NAP 
1790 - 
157 



Seq. No. 



56308 



Seq. ID OJ000313_19.0419.C69 



56787 



Gene No. 117817 Strand + 

Start 64 End 275 

Name OJ000313_19 . 0419.C69. ol .gs Method GEN SCAN 

Start 64 End 275 

GI none Score .93 

Exons 64.. 275 



Seq. No. 56308 

Gene No. 117818 

Start 478 

Name OJ000313_19 . 04 19 . C69 . o2 . gs 

Start 478' 

GI none 

Exons 478.. 582 



Seq. ID OJ000313_19.0419.C69 

Strand 

End 931 

Method GENSCAN 

End 582 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq-. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56308 
117818 
478 

OJ000313_19.0419.C69.ol.np 
481 . - 

5852090 
481. .582, 880. .931 
(AL117264) zwhl3.1 [Oryza sativa] 



Seq. ID OJ000313_19.0419.C69 
Strand 

End 931. 

Method'' AAT-/NAP 

End 931 

Score 136 



56309 

117819 

1 

OJ0003T3_19.0419.C70.ol.np 
1 

5852082 



Seq. ID OJ000313_19.0419.C70 

Strand + 

End 1219 

Method AAT/NAP 

End 1219 

Score' 679 . 



1..168, 272. .358, 500. .622, 703. .813, 928. .966, 1065. .1219 
(AL117264) zwh0005.1 [Oryza sativa] 



56309 
1178.19 

1 - 

OJ000313_19.0419.C7;0,ol.tc 

88 

none 



Seq. ID OJ000313_19.0419.C70 

Strand + 

End 1219 

Method-. TBLASTX: Cress 

End ' 1139' 

Score 93 



88. .168, 323. .358, 323. .358, 497. .622, 497. .622, 499. .618, 

700. .765, 700. .789, 717. .755, 766. .816, 1070. .1138, 1080. .1139, 

108.0.. 1139 



Seq. No. 56309 

Gene No. 117819 

Start 1 

Name OJ000313_19 .04 19 . C70 . ol . ts 

Start 94 

GI none 
Exons 



Seq. ID OJ000313_19.0419.C70 

Strand + 

End 1219 

Method TBLASTX : Soybean 

End 779 

Score 116 . 



94. .171, 94. .168, 266. .358, 271. .351, 497. .622, 499. .630, 
499. .621, 500. .622, 528. .623, 700. .774, 701. .778, 702. .779, 
702. .779 



Seq. No. 56309 

Gene No. 117819 

Start 1 

Name OJ000313_19 . 0419. C70 . ol . gp 



Seq. ID OJ000313_19.0419.C70 

Strand + 

End 1219 

Method AAT/GAP 



56788 




O LcLX l_ 


97 


End 


979 




ui 


4 Q6R7 Q1 


Score 


641 




Exons 


Q7 1 6fl 979 3^8 SDD 


622, 703. .813, 


929. .979 




ox Ucbti 1[J . 


S90ft 9 7pmh 1 PARS S 38 Q 1 j 


2.0e-62 (AL117264) zwh0005 


• x 1 ui y z.d. 




o a. i — l v a j 








Seq. No. 


56309 


Oct-} 1 ±U 


n.T0003i ^ 1 q 

UUUUU Jl j ±y 


.0419.C70 


Gene No. 


117819 


Of- v-anrl 
OCX a I Id 


+ ~ 




Of- a 

O Ldi L 


1 

X 


Pnd 


1219 




Name 


Pj.T00031 3 1 Q 041 Q P70 nl 

UUUUUJl J X_7.\J t iX-7.^fL'.vJX. 


yo rlCLilUU 


GENSCAN " 




OLdl L 


Q7 _ 


£iilU 


966 




PT 


none 


Score 


.86 






Q7 1 6ft 979 3Rft ^00 


622, 703. .813, 


928. .966 




Corr Mrs 


s 630 q 


Seq. ID 


OJ000313_19 


.0419.C70 


otJilc; lNvj • 


1 1 7ft 1 Q 
xx / o x y 


Strand 


+ 




Start 


1 


End 


• 1219 




Name 


OJ000313 19.0419.C70.ol. 


tw Method 


TBLASTX: Wheat 


OLdl L 


S74 


End 


1139 






none 


Score 


85 




III AUI lo 


S74 694 S74 691 ^76 


.623, 700. .816 


, 700. .807, 


701. .808, 




709 ftOQ Q9D Q67 Q90 


.967, 921. .1019, 928. .972, 


1060. . 11 




1064 1138 1080 1139 








oeq. in o • ■ • 


JDjU" 


Seq.' ID 


OJ000313_19 


.0419.C70 


Gene No. . 


"117819 


Strand 


+ 




Start 


1 


End 


1219 




Name 


n Tnnm i 3 iq 04 1 q p7 o ni 


tm Method 


TBLASTX: Maize 




J./J 


End 


1139 




pt 

ox 


none 


Score 


46 




Hi AUJ lo 


RQ 1 ^ 691 RQ6 699 700 


.816, 700. .807, 702. .809, 


927. .968, 




Q97 969 Q9R Q79 1064 
y i . . y \j f y £.0 • % y 1 c* f 11/04 


..1120, 1064.. 


1138, 1080.. 


1139 


Con Mo 


^6310 


Seq. ID 


OJ000313_19 


.0419.C71 


Gene No. 


117820 


Strand 






Start 


1 


End 


122 




in ciuie 


OJ000313 19.0419.C71.ol. 


np • Method 


AAT/NAP 




o Lai u 


1 


End 


122 




\j x 


5852099 


Score 


149 






1. .122 








P,T noQrri n 


(AL117264) zwh22.1 [Oryza sativa] 






Q p, pi- vj n 


56311 


Seq. ID 


OJ000313 19 


.0419.C72 


fjanp Mn 

vU CI 1 C. LN <J • 


117821 


Strand 


+. 




Start 


415 


End' 


757 




Name 


OJ000313 19.0419.C72.ol. 


gp Method -. 


AAT/GAP 




Start 


415 


End 


757 




(IT 


LIB34 33-02 9-P1-K1-D8 


Score 


682 




Pyrin c 


415.. 757 










1 5852077/embl AL117264 . 1 IOSB6015 1.0e-108 Oryza sativa 




indica(GLA4) genomic DNA 


, chromosome 4 


, BAC clone: 


b6015' 


Seq. No. 


56311 


Seq. ID 


OJ000313_19 


.0419. C72 


Gene No. 


117822 


Strand 






Start 


715 


End 


1284 




Name 


OJ000313 19.0419.C72.ol. 


gs Method 


GENSCAN 




Start 


715 


End 


1218 





37, 



56789 





none 




Score 


OA 






ijXons 


7 1 R 1 Ol Q 














J D O -L ± 






o.tooo^i ^ i q 


041 Q 

• U 4 X _7 




Gene No. 


117822 




Strand 








Start 


715 




End 


1284 






Name 


o.tooo^i ^ 1 q 041 q ri9 




1 It- LHUU 


A A T /MZ\P 






OLal L 


71ft 
/ 1 o 














RR R 90ft R 
JO J4.UOJ 




Score 


7 Q7 






IT v An c 


7 1 ft 1 9 ft 4 














fAT. 117964^ 7whrif)nfi 1 


I \J±- _y Z. a. 


odLl VaJ 








Seq. No. 


56312 




Seq. ' ID 


OJ000313_19 


.0419 


.C73 


Gene No. 


117823 




Strand 


+ 






O Lai u 


52 




End 


z u _?o 






Name 


OJ000313 19.0419.C73 


.ol.gs 


Method 










52 




End 










none 




Score 


4 






Exons 


52. .98, 231. .357, 2000. .2098 








oeq. in u • 


56312 




Seq. ID 


ninnn^i ? iq 


0 4 1 Q 
• U ft 1 y 


PI'S 

. O / o 


Gene No. 


117824 




Strand 








Start 


1 




End 


179 






Name 


OJ000313 19.0419.C73 


. ol . np- 


Method 


a a t /Map 








1 




End 


no ' 








5852085 




Score 


ZUo 






T7* v /-\ y\ 


1. . 179 












GI Descrip. 


(AL117264) zwh0008.1 


[Oryza 


sativa] 








o e q . ln o • 


56313 




Seq. ID 


uj uuu ji j iy 






Gene No. 


117825 




Strand 


+ ~~ 






Start 


552 




End 


679 






Name 


OJ000313 19.0419.C74 


. o 1 . np 


Method 


a a t /Map 






O Ldl U 


552 




End 


£7 Q 






CJ 

\j ± 


5852086 




Score 


9 0 £ 






LiAUl 1 o 


552.. 679 














(ALU 7 2-6 4) -zwh0009.1 


[Oryza 


sativa] 








iJC^i IN VJ * 


56313 




Seq. ID 


O.TOOO^I 1 1 Q 


04 1 Q 


P7 4 


Can ci Mo 


117826 




Strand 








Start 


910 




End 


986 






Name 


OJ000313 19.0419.C74 


.ol.gp 


Method 


AAT/GAP 






Start 


910 




End 


986 






(IT 


LIB3477-003-P1-K1-E9 




Score 


97 






Exons 


910. .986 














, 2498586/sp|Q40638 |MP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 












Can Mo 


5 §31 4 ' 




Seq. ID 


OJ000313_19 


.0419. 


C77 


Gene No. 


117827 




Strand 


+ 






Start 


1 




End 


536 






Name 


OJ000313 19.0419.C77 


. o 1 . np * 


' Method 


AAT/NAP 






Start 


1 




End 


536 






GI 


5852083 




Score 


■ 306 






Exons 


1..159, 424. .536 












GI Descrip. 


(AL117264) zwh0006.1 


[Oryza 


sativa] 









56790 



Seq. No. 56314 

Gene No. 117828 

Start 645 

Name- OJ000313-19; 0419 . C77 . ol . gs 

Start ' 645 / 

GI none 

Exons 645.. 823 



Seq. ID OJ000313_19.0419.C77 

Strand 

End 823 

Method GENS CAN 

End 823 

Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. ' 

Start 

Name 

Start 

GI 

Exoris 

GI Descrip. 



56315 
117829 
1 

OJ000313_19.0419.C81.ol.np 

1 

5679844 
1. .733 

(AJ243961) 11332.8 [Oryza sativa] 



Seq. ID OJ000313_19.0419.C81 

Strand + 

End 733 

Method AAT/NAP 

End 733 

Score 1321 



56315 
117830 
2085 

OJ000313JL9.0419.C81.o2.gp 

2085 

51490_1.R1084 
2085.. 2202 

, 5679843/emb ICAB51836.il 6.0e-52 (AJ243961) Putitive Ser/Thr 
.protein kinase [Oryza sativa] ' 



Seq. ID OJ000313_19.0419.C81 
Strand + 

2202 
AAT/GAP 
2202 
217' 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56315 
117831 
454 

OJ000313_19.0419.C81.ol.gp 
454 

37045_1.R1084 
454. .981 

! 5679844/emb | CAB51837.il 2.0e-47 (AJ243961) 11332.8 [Oryza. 



Seq. ID OJ000313_19.0419.C81 

Strand 

End 981 

Method AAT/GAP 

End 981 

Score 995 



sativa] 1 

56315 

117832 

1762 

OJ000313_19.0419.C81.ol.ts 
■ 1 
none 



Seq. ID OJ000313_19.0419.C81 
Strand 

End 2202 

Method TBLASTX: Soybean 

End' : 745 

Score 776 



1..651, "2. .652, • 32. .652, 653. .745, 655. .735 



Seq. No. 56315 

Gene No. 117832 

Start 1762 

Name OJ000313_19 . 04 19 . C81 . ol . tc 

Start 23 

GI none 
Exons 



Seq. ID OJ000313_19. 0419.C81' 
Strand 

End 2202 

Method TBLASTX : Cress 

End 382 

Score 290 



23.. 298, 37..,.294, 316.. 372, 317.. 382 



Seq. No. 
Gene No. 
Start 



56315 

117832 

1762 



Seq. ID OJ000313_19.0419.C81 
Strand 

End 2202 



56791 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. •■No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

.GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



OJ000313_19.0419.C81.ol.tm Method 
35 End 
none Score 



TBLASTX: Maize 

942 

77 



3S..232, 160. .750, 161. .751, 161 . . 751, . 766 . . 855, 767. .853, 
848.. 871, 883.. 942, 888.. 926.. 



End 

Method 

End 

Score 



56315 
117832 
1762 

OJ000313_19.0419.C81.ol.tw 
152 
none 

152. .421, 169. .432, 170. .442 

56315 
117832 
1762 

OJ000313_19.0419.C81.o2,tc 
383 
none 

383. .643, 406. .642, 686. .742 

56315 
117832 
-1762 

OJ000313_19. 0419.C81.o2.tw 
4 96 
none 

496. .612, 514. .645, 515. .646, 677. .739 



Seq. ID OJ000313_19.0419.C81 
Strand 

2202 

TBLASTX: Wheat 
442 
293 



Seq. ID OJ000313_19.0419.C81 
Strand 

2202 

TBLASTX: Cress 
742 
243 



End 

Method 

End 

Score 



Seq. ID OJ000313_19.0419.C81 
Strand 

End 2202 

Method TBLASTX : Wheat 

End 739 

Score 68 



56315 

117832 

1762 

O JO 0 0 3 1 3_1 9 . 0 4 1 9 . C8 1 . o2 . gs 

1762 

none 

1762. .1978 



Seq. ID OJ000313_19.0419.C81 
Strand 

End . 2202 
Method GENSCAN 
End ,1978 
Score . 54 



56315 
117832 
1762 

OJ000313_19.0419.C81.o2.np 
1765 ' ' - 

5852099 
1765. .2022, 2178. .2202 - 
(AL117264) zwh22.1 [Oryza sativa] 



Seq. ID OJ000313_19.0419.C81 
Strand 

End 2202 

Method. AAT/NAP 

End 2202. 

Score 345 



56316 
117833 
1 

OJ000313_19.0419.C82.ol.gp 
1 

uC-osrocyp028a03bl 
1..131, 216. .330 

? 5679843/emb|CAB51836.1| 3.0e-47 (AJ243961) Putitive Ser/Thr 
protein kinase [Oryza sativa] ' 



Seq. ID OJ000313_19.0419.C82 
Strand 

End 2158 

Method AAT/GAP 

End 330 

Score 389 



56792 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56316 

117833 

1 

OJ0p0313_19 . 0419 . C82 .pi . np 
1 

5852099 



Seq. ID OJ000313_19.0419.C82 
Strand 

End 2158 

Method AAT/NAP 

End 2158 

Score 1169 



1..131, 216. .328, 401. .453, 572.-782, 873.-979, 1076. .1104, 
1962. .2158 

"(AL117264) ~zwh22.1 [Oryza sativa] 



56316 

117833 

1 

OJ000313_19.0419.C82 .ol.tm 
2 

none 



Seq. ID OJ000313_19.0419.C82 
Strand 

End 2158 

Method' TBLASTX: Maize 

End 981 

Score 135 



2. .130, 3. .131, '215. .451, 219. .443, 224. .451, 573. .791, 
580. .783, S82..794, 583. .792, 871. .924, 873. .980, 880. .981 



Seq. No. 56316 

Gene No. 117833 

Start 1 

Name OJ000313_19 . 04 19 . C82 . ol . ts 
Start ;-' 21 

GI. none 
Exons 



Seq. ID OJ000313_19.0419.C82 
Strand 

End 2158 

Method TBLASTX : Soybean 

End. • 971 ■ ■ 

Score 78 



21. .131, 23. .130, 216. .431, 218. .454, 570. .791, 571. .783, 
862. .912, 873. .971, 874. .942 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56316 

117833 

1 

OJ000313_19.0419.C82.ol.tc 
32 

none 



Seq. ID OJ000313_19.0419.C82 
Strand 

End 2158 

Method TBLASTX : Cress 

End 959 

Score 60 



32. .130, 215. .436, 270. .398, 559. .591, 576. .758, 873. .959. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



.56316 
117833 
1 

OJ000313_19.0419.C82 .o2.tw 
32 

none 



Seq. ID ( OJ000313_19.0419.C82 ■ 
Strand 

End 2158 

Method TBLASTX : Wheat 

End 356 

Score 64 



32. .130, 33. .239, 215. .355, 219. .356 



-Seq. No. 56316 

Gene No. 117833 
Start • 1 

Name OJ000313_19 . 04 19 . C82 . ol . gs 

Start 95 

GI none 
Exons 



Seq. ID ■ OJ000313_19.0419.C82 
Strand 

End 2158 
Method GENSCAN 
End 2128 
Score . 93 



95. .131, 216. .453, 572. .782, 873. .979, 1076. .1104, 1962. .212* 



Seq. No. 56316 

Gene No. . 117833 
Start 1 • 

Name OJ000313_1 9.0419. C82 . ol . tw 

Start 365 



Seq. ID OJ000313_19.0419.C82 
Strand 

End • 2158 

Method TBLASTX : Wheat 

End 8 97 



56793 



GI 


none 


Score 


79 






Rxons - 


365.. 451, 365.. 460/ 372.. 455, 567.. 800, 571.. 783, £ 


174 . . 


897 


Sea No 


56316 


Seq. ID 


OJ000313_19. 


0419 


.C82 


Gene No. 


117833 


Strand 








Start 


1 


End 


2158 






Name 


OJ000313 19.0419.C82.o2.gp 


Method 


AAT/GAP 






Start 


1026 


End _ 


1198 






GI 


4715514 


■ Score 


213 






Exons 


1026. .1198 










DescriD. 


5852077/emb|AL117264.1|OSB6015 1.0e-4 4 


Oryza sativa indica(' 




genomic DNA, chromosome 4, 


BAC clone: 


b6015 






Seq. No. 


56317 


Seq. ID 


OJ000313 19. 


0419, 


.C83 


Gene No. 


117834 


Strand 








Start 


636 


End 


859 






Name 


OJ000313 19. 0419.C83.ol .np 


Method 


AAT/NAP 






Start 


636 : _ 


End 


859 






GI 


5852099 


Score 


262 






F.xon s 

1_J *V HO 


636 859 










GI Descrip. 


(AL117264) zwh22.1 [Oryza 


sativa] 








Seq. No. 


56318 


Seq. ID 


OJ000313 19. 


0419 


.C84 


Gene No. 


117835 


Strand 


+ 






Start 


•355 :; 


End 


1559. 






Name 


OJ000313 19.0419.C84.ol.gs 


Method 


GENSCAN 






u Lai L. 


355 


End 


1530 






GI 


none 


Score 


.74 






F.3£ on ^ 


355. .624/ 1045. .1530 










Sea No 


56318 


Seq. ID 


OJ000313_19. 


0419 


.C84 


Gene No. 


117835 


Strand 


+ 






Start 


355 


End 


.1559 






Name 


OJ000313 19.0419.C84.ol.np 


Method 


AAT/NAP 






Start 


355 


End 


1559 






GI 


5852082 


Score 


1286 






Exons 


355. .624, 1045. .1559 










GI Descrip. 


(AL117264) zwhOOOS.l [Oryza sativa] 








Seq. No. 


56319 


Seq. ID 


OJ000403_13. 


0421 


.CI 


Gene No. 


117836 


Strand 


+ 






Start 


. 1 


, End 


28 62 






Name 


OJ000403 13.0421.Cl.ol.np 


Method 


AAT/NAP ■ 






Start 


1 


End 


2802 






GI 


7415941- 


Score 


'44 9 






Exons 


1..421, 1092. .1499, 1964.. 


2090, 2362.. 


2802 






GI Descrip. 


(AB013451) NBS-LRR type resistance gene [Oryza sativa] 




Seq. No. 


56319 


Seq. ID 


OJ000403_13. 


0421 


.CI 


Gene No. 


■117836 


Strand 


+ 






Start 


1 


End 


2862 






Name 


OJ000403 13.0421.Cl.ol.gs 


Method 


GENSCAN 






Start 


335 


End 


2862 






GI ■ 


none *v • 


Score 


.78 






Exons 


335. .372, 638. .982, 1148.. 


1612, 2268.. 


2862 






Seq. No. 


56319 


Seq. ID 


OJ000403_13. 


0421 


.CI 



56794 



Gene No. 117837 Strand 

Start 4873 End 5394 

Name OJ000403_13 . 0421-. CI . o2 . gs Method GENSCAN 

Start 4873 End 5394 

GI ' none , Score .51 

Exons 4873.-5394 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56319 

117838 

5788 

OJ000403_13.0421.Cl.ol. tm 
1121 . - ■ " 

none 

1121. .1246, 1122. .1364, 1130. 
1362. .1481, 1373. .1480 

56319 

117838 

5788 

OJ000403_13.0421.Cl.ol.tw 

1134 

none 

1134. .1271, 1135. .1266, 1275, 
1445.. 1492, 1446.. 1493 



56319 

117838 

5788-. 

OJ000403_13. 

3908 

none 

3908. .4090, 
3983. .4078, 
4113. .4205, 
4179. .4295,'. 
4188. .4292, 
4317. .4424, 
4341. .4433, 
4354. .4470, 
4466. .4585, 
4504. .4572, 



Seq. ID OJ000403_a,3.0421.Cl 
Strand 



0421.Cl.o2.tm 



3950. 
3986. 
4127. 
4179. 
4189. 
4317. 
4342. 
4357. 
4469. 
4538. 



4087, 
4078, 
4180, 
4301, 
4314, 
4424, 
4425, 
4425, 
4588, 
4603 



3971. 
4080. 
4138. 
4184 . 
4196. 
4326. 
4343. 
4357. 
4469. 



End 


7469 






Method 


TBLASTX: 


Maize 




End 


1481 






Score 


99 






1249, 


1146. . 1364, 


1147. 


. 1365, 


Seq. ID OJ000403 


13. 0421. CI 


Strand 








End 


7469 






Method 


TBLASTX: 


Wheat 




End 


1493 






Score 


149 






1358, 


1353. .1457, 


1362. 


.1457, 


Seq. ID OJ000403 


13. 0421. CI 


Strand 








End 


7469 






Method 


TBLASTX: 


Maize 




End 


4628 






Score 


97 






4075, 


3978. .4085, 


3980. 


.4129, 


4127, 


4097. .4150, 


4109. 


.4150, 


4212, 


4148. .4291, 


4179. 


.4292, 


4303, 


4185. .4286, 


4185. 


.4304, 


4 318, 


4200. .4325, 


4314. 


.4427, 


4439, 


4333'. .4428, 


4341. 


.4424, 


4 4 62, 


4343. .4447, 


4349. 


.4477, 


4455, 


4357. .4443, 


4465. 


.4569, 


4618, 


4494. .4628, 


4496. 


.4588, 



Seq. No. , 56319 Seq. ID 

Gene No. 117838 . Strand 

Start 5788 ■ ■ End 

Name ' OJ000*403_13 . 0421 . CI . o2 . np Method 

Start 5788 End 

GI 7489684 Score 

Exons 5788.. 5816, 7052.. 7434 

GI Descrip. probable low-affinity cation transport protein - wheat 

gi|2460044 | gb | AAB71851 . 1 | (AF015523) low-affinity cation 
transporter [Triticum aestivum] 



OJ000403_13.0421.C1 

7469 
AAT/NAP 
7434 
132 



Seq. No. 56319 Seq. ID 

Gene No. 117838 Strand 

Start 5788 End 

Name OJ000403_13 . 04 21 . CI . o3 . gs Method 



OJ000403_13.0421.C1 

7469 
GENSCAN 



56795 



Start 
GI 

Exons 



7071 
none 

7071. .7469 



End 
Score 



7469 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3 Seq. No. 

f| Gene No, 

jj Start 

't Name 

< Start . ' 

y gi 

3 Exons 



.56320 
117839 
859 

OJ000403__13.0421.C2.ol.gs 

859 

none 

859. .1049, 1469. .1614, 1737., 
4315. .4430, 4785. .4893, 5059. 

56320 

117839 

859 

OJ000403_13.0421.C2.ol.np 
4373 
6721556 
4373. .4694, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2001, 2607 



OJ000403_13.0421.C2 
+ 

5788 
GENSCAN 
5788 
.54 
3343, 



3674. .3760, 



,5221, 5626. .5788 



Seq. ID OJ000403__13.0421.C2 

Strand + 

End 5788 

Method AAT/NAP 

End 5410 

Score 197 



4999. .5410 



(AP001073) hypothetical protein [Oryza sativa] 
gil 6815081 | dbj IBAA90367.il (AP001081) hypothetical protein 
[Oryza sativa] 



56320 Seq. ID 

117840 Strand 

5890 ' End 

OJ0004 03_13 . 0421 . C2 . o2 . gs Method 

5890 End 

none Score 
5890. .6111 



OJ000403__13.0421.C2 

6111 
GENSCAN 
6111 
. 95 



Seq. No. 56321 Seq. ID 

Gene No. 117841 Strand 

Start 10 End 

Name OJ0004 03_13 . 0421 . C3 . ol . gs Method 

Start ■ 10 End 

,GI • none Score 

Exons 10.. 386, 828.. 906, 1202.. 1336 

Seq. No. 56322 Seq. ID 

Gene. No. . 117842 Strand 

Start 4 70 End 

Name OJ000403_13 . 0421 . C4 . ol . gs Method 

Start 470 ' End ' 

GI none Score 

Exons 470.. 738 



OJ000403_13.0421.C3 

1336 ' 
GENSCAN 
1336 
.45 



OJ000403_13.0421.C4 
+ 

738 

GENSCAN 

738 

.41 



Seq. No. 56322 Seq. ID 

Gene No. 117843 Strand 

Start 3872 End 

Name OJ0004 03_13 . 0421 . C4 . o2 . np Method 

Start 3872 End 

GI 5042463 Score 

Exons' 3872.. 3895, 5103.. 5291 

GI Descrip. (AC007789) unknown protein [Oryza sativa] 



OJ000403_13.04.21.C4 
+ 

5291 
AAT/NAP 
5291 
99 



56796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56322 

117844. 

1 

OJ000403_13.0421.C4 .ol.np 
1 

7485956 



Seq. ID OJ000403_13.0421.C4 
Strand 

End 3769 

Method AAT/NAP 

End 3687 

Score 506 



1..193, 1889. .2064, 2373. .2487, 2574. .3050, 3096. .3399, 
3485.-3687 

hypothetical protein F22I13.210 - Arabidopsis thaliana 
gi | 4539352 | emb | CAB37 500 . 1 | (AL035539) putative protein 
[Arabidopsis thaliana] gi | 7270828 | emb | CAB80509 . 1 | (AL161593) 
putative protein [Arabidopsis thaliana] 





Con Ma 




Seq. ID 


OJ000403 




f*Z o T~» o Mo 


117844 


Strand 






qi-3 rt 

O U a. -L L. 


\ 


End 


3769 






OJ000403 13.0421.C4.o2.gs 


Method 


GENSCAN 




Start 


1138 


End - 


3769. 




GI 


none 


Score 


.7 9T 




P von q 


1138. .1153, 1889. .2023, 2413.. 


2530, 2694.. 3399, 




Can Ma 

o c q . IN u . 


56322 


Seq. ID 


OJ000403 




flono Nlo 


117845 


Strand. 


- 




OLdl L 


4712 


End : 


5304 




LN cuut: 


OJ000403 13. 0421. C4 .o3.gs 


Method 


GENSCAN 


J K. 


Start' 


4712 


End 


5304 


f!3 


GI 


none 


Score 


a 


r b? 
L 


Fvnn c; 
J — l \J no 


4712.. 4946, 5252.. 5304 






I : 3 


O C • J.NU . 


56323 


Seq. ID 


OJ000403 


^ a? 




117846 


Strand 


+ 




Start 


568 


End 


1121 


: br 


Name 


OJ000403 13. 0421. C5. ol.np 


Method 


AAT/NAP 


S 


Start 


568 


End 


1121 




GI . 


7228450 


Score 


314 


^ S 


Exons 


568. .653, 794. .933, 1018. .1121 




is A 


O J. UCuLJ L ^/ • 


(AP001366) hypothetical protein [Oryza 


sativa] 


- 

^ s? 


Seq. No. 


56323 


Seq. ID 


OJ000403 


: s 
- =r 

■a 


Gene No. 


117847 


Strand 




a : 
^ ET 


Start 


163 


End 


1004 




Name 


OJ000403 13.0421.C5.ol.gs 


Method 


GENSCAN 




Start 


163 


End 


1004 • 




*GI 


none 


Score 


.43 




Exons 


163. .321, 889. .1004 








Seq. No. . 


56324 


Seq. ID 


OJ000403 




Gene No. 


117848 


Strand 






Start 


490 


End 


.615 




Name 


OJ000403 13.0421.C6.ol.gs 


Method 


GENSCAN 




Start 


490 


End 


615 




GI 


none 


Score 


.83 




Exons 


490. .615 








Seq. No. 


56325 


Seq. ID 


OJ000403_ 




Gene No. 


117849 


Strand 






Start 


197 


End 


672 



56797 



Name OJ000403_13 . 0421 . C7 . ol . gs 

Start 197 

GI none 

Exons 197. .429,. 494. .672 

Seq. No. 56326 

Gene No. 117850 

Start 1825 

Name OJ0004 03_13 . 0421 . C8 . ol . ts 

Start 1825 

GI none 

Exons 1825.. 2199 



Method 

End 

Score 



GENSCAN 

672 

.65 



Seq. ID OJ0.00403_13.0421.C8 
Strand 

End . 2576 

Method TBLASTX : Soybean 

End 2199 

Score ,199 



Seq. No. 56326 

Gene No. 117850 

Start 1825 

Name OJ0004 03__13 . 04 21 . C8 . ol . tc 

Start. 1891 

GI none 

Exons 18 91.. 22 11 



Seq. -ID OJ000403_13.0421.C8 
Strand 

End 2576 

Method TBLASTX : Cress 

End 2211 

Score 182 



i lJ 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



56326 

117850 

1825 

OJ000403_13.0421.C8.ol.tm 

1897 

none 



Seq. ID OJ000403_13.0421.C8 
Strand 

End 2576 

Method TBLASTX : Maize 

End 2510 

Score 271 



1897. .2211, 1917. .2207, 2220. .2510 



iy Seq. No. 56326 

%j Gene No. 117850 

fil Start 1825 

I" Name OJ000403_13 . 0421 . C8 . ol . tw 

!L- Start 2322 

GI none 

"4 Exons 2322.. 2576 



Seq. ID OJ000403JL3.0421.C8 
Strand 

End 2576 

Method TBLASTX : Wheat 

End 2576 

Score 175 



Seq. No. 56327 

Gene No. 117851 

Start 1 

Name OJ0004 03_13 . 0421 . C9 . ol . np 
Start . 1 

GI 7340723 

Exons 1..264, 1325.. 1391 

GI Descrip. (AL162507) putative protein [Arabidopsis thaliana] 



Se"q.' ID OJ000403_13.0421.C9 
Strand + 

1839 
AAT/NAP 
1391 
188 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



56327 

117851 

1 

OJ0004 03__13.0421.C9.ol.gs 

228 

none 



Seq. ID OJ000403_13.0421.C9 

Strand + 

End 1839 

Method GENSCAN 

End 1839 

Score . 64 



228.. 306, 1428.. 1574, 1625.. 1839 



56327 

117852 

8674 



Seq.- ID OJ0004 03_13.0421.C9 
Strand + 
End 11613 



56798 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip*. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
-Start _ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 
Gene No. 
Start 
Name 



OJ000403_13.0421.C9.o3.np 

8674 
6691716 

8674.. 9558, 9756.. 9931, 10013 



Method AAT/NAP - 
End 11610 
Score 2311 

,.10280, 10456. .10650, 



10726. .10825, 10976. .11092, 11165. .11610 
(AP0004 92) hypothetical protein [Oryza sativa] 



gi 1*6691717 | dbj | BAA89397 . 1 1 
[Oryza sativa] 

56327 

117852 

8674 

OJ0004 03_13.0421.C9.o4 .gs 

8674 
none 



(AP000570) hypothetical protein 



Seq. ID OJ000403 13. 0421. C9 



Strand 
End 

Method 

End 

Score 



+ 

11613 
GEN SCAN 
11613 
.92 



8674. .9558, 9756. .9931, 10013 .. 10377 , 10463 .. 10650, 
10726; . 10915, 10988 .. 11092 , 11165. .11613 



56327 

117853 

2201 

OJ0004 03_13 . 04 21 . C9 . o2 . np 

2201 

479356 

2201. .4615 

protein kinase PK1 (EC 2.7.1, 

56327 

117854 

6633 

OJ000403_13.0421.C9.o3.gs 

6633 
none 

6633.. 7221, 7629.. 7696 



Seq. ID OJ000403_13.0421.C9 
.Strand 

End 4615 

Method AAT/NAP 

End 4615 

Score . 1961 

-) , receptor-like - maize 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_13.0421.C9 

7696 
GENSCAN 
7696 
.49 



OJ000403 13. 0421. C9 



56327 Seq. ID 

117854 Strand- 
6633 End 7696 

OJ000403_13 . 0421 . C9 . ol . gp Method AAT/GAP 

6912 End' 7373 

uC-osflcypl77g01al Score 241 

6912. .6930, 7221,. 7373 

, 4884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum cryst-allinum] 1 



56327 

117855 

11930 

OJ0004 03_13.0421.C9.o4 . tm 

9 

none 

9. .158, 28. .168, 78. .158, 79. 

56327 

117855 

11930 

OJ000403 13.0421.C9.ol.tc 



Seq. ID OJ000403_13.0421.C9 
Strand 

End 13807 

Method TBLASTX : Mai ze 

End 263 

Score 68 

.159, 161. .262, 162. .263 



Seq. ID 

Strand 

End 

Method 



OJ000403_13.0421.C9 
13807 

TBLASTX: Cress 



56799 



Start 
GI 

Exons 



2201 
none 

2201. .2362, 2418. .2579, 2462. 
2810. .2989, 2826. .2996,- 3012. 
4076. .4213, 4077. .4214 



End 4214 
Score 88 

.2587, 2591. .2803, 2691. .2783, 
.3086, 3458. .3541, 3650. .3856, 



Seq. No. 56327 
Gene No. 117855 

Start • 11930 

Name OJ0004 03_13 . 0421 . C9 . o2 . tm 

Start 2426 
GI none 

Exons 2426.-2584, 2469.. 2573, 2612. 

3026. .3184 



Seq. ID OJ000403_13.0421.C9 
Strand 

End 13807 

Method TBLASTX : Maize 

End 3184 

Score 68 

.2749, 2612. .2971, 2972. .3046, 



Seq. No. 56327 
Gene No. ' 117855 

Start 11930 

Name OJ0004 03_13 . 0421.. C9 . ol . ts 

Start 2453 

GI none 

Exons 2453.. 2959, 2960.. 3046 



Seq. ID OJ000403_13.0421.C9 
Strand 

End 13807 

Method TBLASTX : Soybean 

End 3046 

Score 77 



Seq. No: 56327 

Gene No." 117855 

Start * .11930 

Name OJ000403_13 . 0421 . C9 . ol . tw 

Start 2516 

GI none 

Exons 2516.. 2797, 2517.. 2786, 2807. 



Seq. ID OJ000403_13.0421.C9 
Strand 

End 13807 

Method TBLASTX : Wheat 

End 2936 

Score 197 
.2935", 2808. .2936 



Seq. No. 56327 

Gene No. 117855 

Start .11930 

Name OJ000403_13 . 0421 .C9 . o5 . tw 

Start 8794 

GI none * 

Exons 8794.. 9084 



Seq. ID OJ000403_13.0421.C9 
Strand 

End . 13807 

Method -TBLASTX : Wheat ' 

End 9084 

Score 211 



Seq. No. 56327 

Gene No. .117855 

Start 11930 

Name OJ0004 03_13 . 0421 . C9 . o5 . gs 

Start 11930 

GI none . . 

Exons 11930.. 13774 



Seq. ID OJ000403_13.0421.C9 
Strand 

End 13807 

Method GENSCAN 

End 13774 

Score .82 



Seq. No. 56327 

Gene No. 117855 

Start 11930" 

Name OJ0004 03_13 . 0421 . C9 . o4 . np 

Start 11933 

GI 5902445 

Exons 11933. .13807 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 56327 



Seq. ID OJ000403_13.0421.C9 
Strand 

End 13807 

Method AAT/NAP 

End 13807 

Score 3251 

[Oryz'a sativa] 

Seq. ID OJ000403_13.0421.C9 



56800 




Gene No. 


117855 






Strand 






Start 


11930 






End 


13807 




Name 


OJ000403- 13. 0421. C9 


. o4 . tw 


Method 


TBLASTX: Wheat 




Of -i V-+- 

o tart 


11942 






End 


12556 






none 






"Score 


62 




Exons 


11942. 


.12079, 11946 


• . ±Z U 00 , 


12065. .12223, 12278 .. 12556, 






12294. 


.12395, 12447 


1 9 q r> C 
• . IZ J JO 








Seq. No. 


56327 






Seq. ID 


OJ000403_13.0421 


.C9 


Gene No. 


117855 






Strand 






Of -a vf 

o t. air u 


11930 






End 


13807 




Name 


OJ000403 13. 0421. C9 


. Oj . tm 


Method 


TBLASTX: Maize 






11981 






End 


12214 






none 






Score 


102 




Exons 


11981. 


12082, 11982 


. . IZUO J; 


12062; .12214, 12063.. 12113 




oeq . wo . 


56327 






Seq. ID 


OJ000403_13.0421 


. LI? 


Gene No. 


117855 






Strand 






§tart 


.... '11930 






End 


13807 




Name 


OJ000403 13. 0421. C9 


. o 6 . tm 


Method 


TBLASTX: Maize 




Of 3 v-+- 


12326 






End 


12599 




P T 


none 






Score 


61 




Exons c 


12326. 


12412, 12422 


1 9 c n R 


12435. .12509, 124 92 .. 12599, 






12500. 


12598 


- ■ 








Seq. No. 


56327 






Seq. ID 


OJ000403_13.0421 


.C9 


Gene No. 


117855 






Strand 






C 4- v- f 

btart 


- 11930 






End 


13807 




Name 


OJ000403 13. 0421. C9 


rt O f T T 

. OZ . TI.W 


Method 


TBLASTX: Wheat 




Of -5 y.4- 

btart 


12671 






End 


13058 






none 






Score 


106 




Exons 


12671. 


12862, 12671 


. . IjUj / , 


12747. .13058 




oeq . iMO . 


56327 






Seq. ID 


OJ000403_13.0421 




Gene No. 


117855 






Strand 






Start 


11930 






End 


.13807 




Name 


OJ000403 13.0421.C9 


. ol . tm 


Method 


TBLASTX : Maize 




C +- vf 


■ 12701 ' 






End 


13063 




PT 


none 






Score 


67 




Exons 


12701. 


12748, 12702 


i 9 7 / Q 


12729. .13043, 12740 .. 13063, 






12753. 


13043 










Seq. No.' 


■ 56327 






Seq. ID 


OJ000403_13. 0421 


.C9 


Gene No. 


117855 






Strand 






Of a yf 


11930 






End 


13807 




Name 


OJ000403 13. 0421. C9 


. oo . tw 


Method 


TBLASTX: Wheat 




Of 3 — f 


13061 






End 


13360 




P T 


none 






Score 


134 




Exons 


13061. . 


13201, 13226 


. . IjjDU 








Ccarr Kin 


56327 






Seq. ID 


OJ000403_13.0421 




Gene No. 


117855 






Strand 






Start 


11930 






End 


13807 




Name 


OJ000403 13. 0421. C9 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13376 






End 


13798 




GI 


none 






Score 


271 




Exons 


13376. . 


13798, 13386 


. . 13790 









56801 



Seq. No. 56327 

Gene No. 117855 

Start 11930 

Name OJ000403JL3 . 0421 . C9 . o2 . ts 

Start 13419 

GI none 

Exons 13419. .13799, 13421 13663, 13703.. 13807 



Seq. ID OJ000403_13.0421.C9 
Strand 

End 13807 

Method .TBLASTX : Soybean 

End 13807 

Score - 170 



Seq. No. 


56327 




Seq. ID 


OJ000403JL3.0421 


.C9 


Gene No. 


117855 




Strand 






Start 


11930 




End 


13807 




Name 


OJ000403 13. 0421. C9. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


13472 ~ 




End 


13745 




GI 


none 




Score 


66 




Exons 


13472 . . 13570, 13473. 


. 13538, 


13574. .1374 4, 13575. .1374 5 




Seq. No. 


56328 




Seq. ID 


OJ000403 13 0421 


.C10 


Gene No. 


117856 




Strand 






Start 


112 




End 


2318 




Name 


OJ0004 03 13 0421 C10 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


1 _ 




End 


324 




GI 


none 




Score 


143 




Pynn s 

J_l <f\ Vw/ 1 1 


1 324. 14 220 










Seq. No. 


56328 




Seq. ID 


OJ000403_13.0421 


- 

.C10 


Gene No . 


117856 




Strand 






Start 


112 




End 


2318 




Name 


OJ000403 13 0421 C10 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


13 ~ 




End 


189 




GI 


none 




Score 


122 




Exons 


13. . 189, 29 . . 172 










Seq. No. 


56328 




Seq. ID 


OJ000403_13.0421 


.C10 


Gene No. 


117856 




Strand 






Start 


112 




End 


2318 




Name 


OJ000403 13. 0421. C10 


.o2 . tw 


..- Method 


TBLASTX: Wheat 




Start 


64 




End 


483 




GI 


none 




Score 


242 




Exons 


64. .483, 65. .481 










Seq. No. 


56328 




Seq. ID 


OJ000403_13.0421 


C10 


Gene No. 


117856 




Strand 






Start 


112 




End 


2318 




Name;- 


OJ000403 13. 0421. C10 


. ol . gs 


Method 


GENSCAN 




Start 


112 




End 


2255 




GI 


none 




Score 


.63 




Exons 


112. .809, 942..225S 











Seq. No. 56328 Seq. ID 

Gene No. 117856 Strand 

Start 112 End 

Name OJ000403_13 . 0421 . C10 . ol . tm Method 

Start 352 • End 

GI none Score 

Exons 352.. 645, 352.. 708, 362.. 667 



OJ000403_13. 0421. C10 
2318 

TBLASTX: Maize 

708 

98 



56802 



Seq. No. 


56328 


Seq. ID 


Gene No. 


117856 


Strand 


Start 


112 


End 


Name 


OJ000403 .13. 0421. CIO 


. ol.ts Method 


Start- 


433 ■ ~ 


End 


GI 


none 


Score 


Exons 


433. .567, 574 . .798 




Seq. No. 


56328 


Seq. ID 


Gene No. 


117856 


Strand 


Start 


112 


End 


Name 


OJ0004 03 13. 0421. CIO 


. o3.fcw Method 


Start 


483 ~ 


End 


GI 


none 


Score 


Exons 


483. .647, 484. .696, 


484 . .717, 485 . . 697 


Seq. No. 


56328 


Seq. ID 


\J C 11 \^ IMU . 


117856 


Qf- r anrj 


Start 


■ 112 


End 


Name 


OJ000403 13. 0421. CIO 


;ol.tw Method 


Start 


718 


End 


GI 


none 


Score 


Exons 


718. .1011, 722. .946, 


1058.. 1294, 1060. 




1345.. 1452 . 





2318 

TBLASTX: Soybean 

798 

138 



2318 

TBLASTX: Wheat 

717 

135 



2318 

TBLASTX: Wheat 

1515 

116 



Seq. No. 56328 

Gene No. 117856 

Start 112 

Name OJ0004 03_13 . 0421 . C10 . ol . np 

Start 850 

GI 5902444 

Exons 850.. 2318 

GI Descrip. (AB030283) GAG-POL precursor * [Oryza sativa] 



Seq. ID ' OJ000403_13.0421.C10 
Strand 

End 2318 
Method AAT/NAP 
End 2318 
Score 2441 



Seq. No., 


56328 








Seq. ID 


Gene No. 


117856 








Strand 


Start 


112 








End 


Name 


OJ00040313. 


0421. 


C10.o3 


.tm 


Method 


Start 


1060 • 








End 


GI 


none 








Score 


Exons 


1060. .1206, 


1061. 


.1207 






Seq. No. 


56328 ■ 








Seq. ID 


Gene No. 


117856 








Strand 


Start 


112 








End' ' 


Name 


OJ000403 13; 


0421. 


C10.o4 


. tw 


Method 


Start 


1957 








End 


GI 


none 








Score 


Exons 


.1957. .2307, 


2186. 


.2305 






Seq. No. 


56329 








Seq. ID 


Gene No. 


117857 








Strand 


Start 


5288 








End 


Name 


OJ000403 13. 


0421. 


Cll.o3 


.gs 


Method 


Start 


5288 








End 


GI 


none 








Score 


Exons 


5288. .5408, 


5479. 


.5675 







2318 

TBLASTX: Maize 

1207 

125 



2318 

TBLASTX: Wheat 

2307 

73 



+ 

5675 
GENSCAN 
5675 
.93 



56803 



Seq. No. 56329 Seq. ID OJ0004 03_13 . 0421 . Cll 

Gene No. 117858 Strand + 

Start 8106 End 8526 

Name ' ■ OJ000403_13 . 0421 . Cll . ol . gp Method AAT/GAP 

Start 8106 End 8526 

GI uC-osflcypl23a03bl Score 724 

Exons 8106.. 8526 

GI Descrip. » 134 6396/sp | P17801 | KPRO_MAIZE 1.0e-ll PUTATIVE RECEPTOR PROTEIN 

KINASE ZMPK1 PRECURSOR >gi_100913_pir S10930 probable receptor 

protein kinase (EC 2.7.1.-) precursor - maize 

>gi_22432_emb_CAA36611_ (X52384) precursor protein (AA -26 to 
791) [Zea mays] >gi_22436_emb_CAA47 962_ (X67733) receptor-like 

protein kinase [Zea mays] >gi_226927__prf 1611404A receptor 

protein kinase [Zea ma' 



Seq. No. 


56329 








Seq. ID 


OJ000403 


13. 0421. Cll 


Gene No. 


117859 








Strand 






Start 


1 








End 


1212 




Name 


OJ000403 13. 


0421 


.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1212 




GI 


4680183 








Score 


1921 




Exons 


1. .1212 














GI Descrip; 


'(AF111709) gag-pol protein 


[Oryza. sativa subsp. 


indica] 


Seq. No. 


56329 








Seq. ID 


OJ0 00.4 0.3 


13. 0421. Cll 




117860 








Strand 






Start 


2433 








End 


4560 




Name 


OJ000403 13. 


0421 


.Cll.o2 


. gs 


Method 


GENSCAN 




Start 


2433 








End 


4560 




GI 


none 








Score 


.72 




Exons 


2433. .3020, 


3121 


. .3497, 


4464. .4560 






Seq. No. 


56329 








Seq. ID 


OJ000403 


13. 0421. Cll 


Gene No . 


117861 








Strand 






Start 


6061 








End 


8481 




Name 


OJ0004Q3 ,13:. 


0421 


.Cll.o2 


- np 


Method 


AAT/NAP 




Start 


6061 








End 


" 8481 




GI 


479356 








Score 


1900 




Exons 


6061. .8481 














GI Descrip. 


protein kinase PK1 (EC 


2.7. 


1.-), receptor-like 


- maize 


Seq. No. 


56329 








Seq. ID 


OJ000403 


_13. 0421. Cll 


Gene No. 


117861 








Strand 






Start 


6061 








■ End 


8481 - 




Name 


OJ000403 13. 


0421 


.Cll.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


6097 








End 


8092 




GI 


none 








Score 


94 




Exons 


6097. .6201, 


6322 


. .6447, 


6329..6439, 6451.. 6663, 


6476. .6622, 




6670. .6849, 


6731 


. . 6850, 


6824. .6946, 7552. .7734, 


7954. .8091, 




7955. .8092 














Seq. No. 


56329 








Seq. ID 


OJ000403 


_13. 0421. Cll 


Gene No. 


117861 








Strand 






Start 


6061 








End 


"'S481 




Name 


OJ000403 13. 


0421 


.Cll.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


■ 6334 








End 


6906 





56804 





GI 


none 








Score 


86 






Exons 


6334 . . 6642, 


6335. . 6493, 


6655. 


.6804, 6814. .6906 






Seq. No, . 


,5 6329 








Seq. ID 


OJ000403_13.0421 


Cll 




Gene No. 


117861- 








Strand 








Start 


6061 








End' 


8481 






Name 


OJ000403 13 


.0421.Cll.ol. 


tw 




Method 


TBLASTX: Wheat 






Start 


6376 








End 


6796 






GI 


none 








Score 


205 






Exons 


6376. . 6645, 


6377. .6646, 


6658. 


.6795, 6659.. 6796 






Seq. No. 


56329 








Seq. ID 


OJ000403_13.0421 


Cll 




Gene No. 


117861 








Strand 








Start ' 


6061 








End 


8481 






Name 


OJ000403 13 


.0421.Cll.ol. 


ts 




Method 


TBLASTX : Soybean 






Start 


6490 








End 


6937 






GI 


none 








Score 


102 






Exons 


6490 . . 6642, 


6490. . 6654, 


6501. 


.6656, 6675. .6821, 6680. .6937, 






6682. . 6930 
















Seq. No. 


56329 








Seq. • ID 


OJ000403_13.0421 


Cll 




Gene No. 


117861 








Strand 








Start 


6061 








End 


8481 




C3 


Name 


OJ000403 13 


.0421.Cll.o2. 


tm 




Method- 


TBLASTX: Maize 




%j 


Start 


7960 _ 








End 


8286 






GI 


none 








Score 


97 




? : 5 
: i 5 
: ™ 


P.vnn 

1—i A 1 x o 


7960 8145, 


8125 . . 8286 














Seq. No. 


56330 








-Seq. ID 


OJ000403JL3.0421 


C12 




Gene No. 


117862 








Strand 


+ 






Start 


63 








End 


3053 




ril" 

: Br- 


Name 


OJ000403 13 


.0421.C12.ol. 


gs 




Method 


GEN SCAN 




S 


Start 


63 








End 


3053 






GI 


none 








Score 


.85 




1 j 


Exons 


63. .212, 1734. .1752, 2373.. 


2431, 2587 


..2806, 2956. .3053 




M 


Seq. No. 


, 56,330 








Seq. ID 


OJ000403_13.0421 


C12 




Gene No. 


117862 








Strand 


+ 






Start 


63 








End 


3053 






Name 


OJ000403 13 


.0421.C12.ol. 


gp 




Method 


AAT/GAP 






Start 


206 








End 


484 






GI 


427565 








Score 


526 






Exons 


206. .484 
















Seq. No. 


56331 








Seq. ID 


OJ000403_13. 042-1 


C13 




Gene No . 


117863 








Strand 


+ 






Start 


1 








End 


1434 






Name 


OJ000403 13 


.0421.C13.ol. 


np 




Method 


AAT/NAP 






Start 


1 








End 


1434 






GI 


6983860 








Score 


642 






Rvnn q 
i—i 1 1 o 


1..134, 585 


. .1071, 1110. 


.1* 


134 










GI Descrip. 


(AP001168) . 


Similar to 22 


kDa 


kafirin cluster; Ty3-Gypsy 


type 






(AF061282) 


[Oryza sativa] 












Seq. No. 


56331 








Seq. ID 


OJ000403_JL3.0421 


C13 




Gene No. 


117863 








Strand 


+ 






Start 


1 








End 


1434 





56805 




Name 


OJ000403 13 


.0421.C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


585 






End 


1193 




GI 


none 






Score 


45 




Exons 


- 585. .626, 634. .726, '747 


. .782, 


829. .996, 833.. 1-009, 1006 


. . 10 




1112. . 1189, 


1113. .1193 










Seq. No. 


56331 






Seq. ID 


OJ000403_13.0421 


.C13 


Gene No. 


117863 






Strand 


+ - 




Start 


1 * 






End 


1434 




Name 


OJ000403 13 


.0421.C13.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


850 






End 


1187 




GI 


none 






Score 


130 




Exons 


850. . 996, 8 


51. . 1021, 981. .1076/1012. . 


1083, 1107 . .1187, 






1109. .1186 












Seq. No. 


56331 






Seq. ID 


OJ000403_13.0421 


.C13 


Gene No. 


117863 






Strand 


+ 




Start 


1 






End 


1434 




Name 


OJ000403 -13 


.0421.C13.ol 


gs 


Method 


GEN SCAN 




Start- * 


1029 






End 


1244 




GI 


none 






Score 


. 46 




Exons 


' 1029. .1244 












Seq. No. 


56332 






Seq. ID 


OJ000403 13.0421 


.C14. 


Gene No. 


117864 






Strand 


V 




Start 


67 






End 


363 




Name 


OJ000403 13 


.0421.C14:ol. 


QS 


Method 


GENSCAN 




Start 


67 






End 


363 




GI 


none 






Score 


.94 




Exons 


67. .363 












Seq. No. 


56332 






Seq. ID 


OJ000403_13.0421 


.C14 


Gene No. 


117865 






Strand 






Start 


1067 






End 


8301 




Name 


OJ000403 13 


■0421.C14.o2. 


gs 


Method 


GENSCAN 




Start "" 


1067 






End 


8283 




GI 


none 






Score 


.'72 




Exons 


1067. .1122, 


1310. . 1362, ' 


2454. 


.2678, 2747.. 2866, 3101.. 3276, 




4937. .5295, 


5857. .6776, 


6887. 


.8283 






Seq. No. 


56332 






Seq. ID 


OJ000403_13. 0421 


.C14 


Gene No. 


117865 






Strand 






Start 


: 1067 ■ 






End 


8301 




Name 


. OJ000403 13 


.0421.C14.ol. 


np 


Method 


AAT/-NAP • 




Start 


5882 






End 


8301 




GI 


1346396 






Score 


1960 





Exons 5882.. 8301 

GI Descrip.' PUTATIVE RECEPTOR PROTEIN KINASE ZMPK1 PRECURSOR 

gi I 100913 Ipir | | S10930 probable receptor protein kinase (EC . 
2.7.1.-) precursor - maize gi | 224 32 | emb | CAA36611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi I 22436 | emb | CAA47 962 | (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf || 16114 04A receptor protein kinase [Zea 
mays] 

Seq. No. 56332 Seq. ID OJ000403_13 . 0421 . C14 

Gene No. 117866 Strand 



56806 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10902 

OJ000403_13.0421.C14 .ol.ts 

5850 

none 

5850.. 6035, 5897.. 6034, 6149. 
6297.. 6371, 6405.. 6581, 6653. 

56332 

117866 

10902 

OJ000403_13.0421.C14 .ol.tc 

5867 

none 

5867. .6022, 6143. .6268, 6150. 
6491.. 6670, 6552.. 6581, 6693. 
7772. .7918 



End 16720 

Method TBLASTX : Soybean 

End 6733 

Score 67 

,6265, 6150.. 6263, 6272.. 6640, 
,6733 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6278, 6272. 
.6767, 7369. 



OJ000403_13.0421.C14 
16720 

TBLASTX: Cress 
7918 
88 



.6475, 6294, 
,7545, 7771, 



, 6443, 
,7911, 



in 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56332 

117866 

10902 

OJ0004 03_13.0421.C14 .o2.tm 

6115 

none 

6115. .6204, 614'9. . 6265,' 6150. 
6296. .6382, 6405. .6440,- 6653. 

56332' 

117866 

10902 

OJ000403_13.04 21.C14 .ol.tw 

6197 

none 

6197. .6466, 6198. .6467, 6240, 
6512. .6613 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000403 13.0421.C14 



16720 

TBLASTX: Maize 
6793 
44 

6254, 6272. .6640, 6279.-6374, 
6733,' 6737. .6793 



Seq. ID OJ000403_13.0421.C14 
Strand 

End 16720 

Method TBLASTX : Wheat 

End 6616 

Score 247 

.6467, 6485. .6616, 6486. .6605, 



~-~4 Seq. No. 
I*. Gene No._ 
■^3 Start 

Name 
k J Start 
=3 GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56332 -Seq. ID 

117866 Strand 

10902 End 

OJ000403_13.0421.C14 .ol.gp Method 

10602 End 

1015_2.R1084 Score 
10602. .11075, 11679. .11870, 
15225 . . 15339, 1-6287 .. 16720 

1 1218054/gb | AAA91806 | 0.0e+00 (U49113) protein phosphatase 2A 
[Oryza sativa] 1 ■ 



OJ000403_13.0421.C14 

16720 
AAT/GAP 
16720 
2552 

12966. . 13043, 13147 .. 13255 , . 



56332 

117866' 

10902 

OJ0004 03_13.0421.C14 .o3.tm 

10619 

none 

10619. . 10729, 10619. .10672, 
10766. . 10795, 10882 .. 11076, 
10902. . 11078, 11677. .11871, 
12925. . 13041, 12928. .13041, 
12965. . 13045, 12966 1304 6, 



Seq. ID OJ000403_13.0421.C14 
Strand 

End 16720.. 

Method TBLASTX : Mai ze 

End 15265 

Score 91 
10623. .10823, 10623 .. 107 39, 
10898. .11002, 10899. . 11078, 
11679. . 11873, 11679. . 11870, 
12944. .12961, 12945. .1304 3, 
13144. .13254, 13151. .13255, 



56807 






13151. 


.13255, 


13152. 


. IJL JU/ 


1 ^99d 1 ^96S 




Corr Mn 
O LJ . In V . 


56332 










i *3 - n 4 9 1 

1j . U ft Z X 


Vjjfciilc IN (J • - • 


117866 








ranH — 






10902 








PnH 1 6790 
HiilU. iDitU 




Name 


OJ000403 13.0421.C14 


. o3 . t s 


Method TBLASTX* 




Start 


10882 








End 15340 


GI 


none 








Score 236 




Exons 


10882. 


.11076, 


10899. 


.11078, 


10902. .11078, 11677 


. .11871, 




11679. 


. 11873, 


11679. 


.11870, 


12925. .13029, 12928 


. .13041, 




12945. 


.13043, 


12966. 


.13046, 


13144. .13254, 13154 


. .13255, 




13169. 


.13270, 


15224. 


.15340, 


15224. .15340 





f =4 



Seq. No. 


56332 






Seq. ID 


OJ000403 


_13.0421 


uene lnu ■ 


117866 






~ Strand 






OLdrt 


10902 






End 


16720 




Name 


OJ000403 13.0421.C14 


. oz . tc 


Method 


TBLASTX: 


Cress 


otarc 


10885 






End 


16543 




bX 


none 






Score 


241 




Exons 


10885. . 


11076, 10886. 


. X 1 u / / , 


10901. .11008, 10902 


. . X IU / o , 




11675. . 


11860, 11679. 


1 1 Q "7 fi 


11683. .11871, 12928 


1 "3 n A A 




12945. . 


13043, 13136. 


1 ^9 S9 


13144. . 13263, 13144 


1 

. . X Oft , 




. 15224. . 


15340, 15225. 


. 15359, 


16252. .16539, 16289 


. .16543 


Seq. No. 


56332 






Seq. ID 


OJ000403 


_13.0421 


Gene No. 


• .117866 






Strand 






Start 


10902 






End 


16720 




Name 


OJ000403 13.0421.C14 


. o3 . gs 


Method 


GENS CAN 




Start 


10902 






End 


16539 




GI 


none 






Score 


. 94 




Exons 


10902. . 


11075, 11679. 


. 11870, 


12966. .13043, 13147 


. . 13255, 




15225. . 


15369, 16287. 


. 16539 








Seq. No. 


56332 






Seq. ID 


OJ000403 


_13.0421 


Gene No. 


117866 






Strand 






Start 


10902 






End 


16720 




Name 


OJ000403 13.0421.C14 


. o2 . np 


Method 


AAT/NAP 




Start 


10905 




End 


16539 




GI 


3859548 






Score 


1514 




Exons 


10905. . 


11075, 11679. 


.11870, 


12966. .13043, 13147 


. . 13255, 




15225. . 


15339, 16287. 


.16539 









GI Descrip. (AF097182) protein phosphatase 2A catalytic subunit [Oryza 
sativa] 



Seq. No. 


56332 






Seq. ID 


OJ000403_13.0421 


.CI 


Gene No. 


117866 






Strand 






Start 


10902 






End 


16720 




Name 


OJ00040 


3_13.0421.C14 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10963 






End. 


13255 




GI 


none 






Score 


162 




Exons 


10963. . 


11079, 10963. 


.11076, 


10965. .110 


78, 11679. . 11870, 






11686. . 


11871, 12925. 


.13038, 


12928. .130 


47, 12945. . 13043, 






13136. . 


13255, 13144 . 


.13245, 


13149. .132 


53 




Seq. No. 


56332 






Seq. ID 


OJ000403_13.0421. 


.CI 


Gene Np. 


117866 






Strand 






Start 


10902 






End 


16720 





56808 





Name 


OJ000403 13 0421 C14 ol tm 


Method 


TBLASTX: Maize 






Start 


15266 ~~ 


End _ 


16546 






GI 


none *■ ■■ " - 


Score 


72 






P.ynnq 

I—I^V^ no 


15266 15340 15267 15341 


15267. .15341, 16252. .16545, 








16289 16546 










Seq. No. 


56332 


Seq. ID 


OJ000403 13 0421 


.C14 




Gene No. 


117866 


Strand 








Start 


10902 


End 


16720 






Name 


OJ000403 13 0421 C14 o2 ts 


Method 


TBLASTX ■ Sovbean 






O Ldl L 


16282 _ 


End 


16546 






yj x 


none 


Score 


252 






IjAUuO 


16282 16542 16289 16546 












56333 


Seq. ID 


OJ000403 13 0421 


. C15 




Gene No. 


117867 


Strand 








Start 


1 


End 


556 






Name 


OJ000403 13.0421.C15.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


539 






GI 


7340868 


Score 


149 






1_J \_/ 11^ 


1..54, 357. .539 










GI Descrip. 


(AP001551) hypothetical protein [Oryza 


caf i 1 

O U L X v Cl J 






Seq. No.- 


56333 


Seq. ID 


OJ0004 0 3 13 04 21 


.C15 




Gene No. 


117867 


Strand 










1 


End 


556 




fy 


Name 


OJ000403 13.0421.C15.ol.gs 


Method 








O L. Cl X L. 


293 


End 


556 




iJj 


\J X 


none 


Score 


.5 






111 lO 


293. .556 










Seq. No. 


56334 


Seq. ID 


OJ000403_13.0421 


.C16 




Gene No. 


117868 


Strand 








Start 


1 


End 


1844 




L J 


Name 


OJ000403 13.0421.C16.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1427 






GI 


74 8624.4 


Scare. 


97 





Exons 1..112, 960.. 1089, 114.0.. 1427 

GI Descrip. hypothetical protein F27F23.21 - Arabidopsis thaliana 

gi|6598498|gb|AAD10166.2| (AC005917) putative protein kinase 
[Arabidopsis thaliana] 



Seq. No. 


56334 








Seq . ID 


OJ000403__13 


0421 


Gene No. 


117868 








Strand 






-Start 


. 1 








End 


1844 




Name 


OJ000403 13 


0421. 


C16.ol 


.gs 


Method 


GENSCAN 




Start 


47 








End 


1844 




GI 


none 








Score 


.92 




Exons 


47. .96, 750 


.865, 


964. . 


1088, 


1183. .146"7 


, 1715. .184' 


J 


Seq. No. 


56335 








Seq. ID 


OJ000403_13 


0421 


Gene No. ' 


117869 








Strand 


+ 




Start 


2126 








End 


2422 




Name 


OJ000403 13 


042.L. 


C17.ol 


.gs 


Method 


GENSCAN 




Start 


2126 








End 


2422 




GI 


none 








Score 


.6 




Exons 


2126. .2422 















56809 



Seq. No. 56335 

Gene No. 117870 • 

Start . 3803 

Name OJ000403_13 . 0421 . C17 .o2 . gs 

Start 3803 

GI none 

Exons 3803.. 3971, 4044.. 4303 



Seq. ID OJ000403_13.0421.C17 
Strand 

End 4303 

Method GENSCAN 

End 4303 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

C3 Exons 

t 3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56336 

117871 

4611 

OJ000403_13 .0421 . C18 . o2 . gs 

4611 

none 

4611. .4781, 5920. .6009 



Seq. ID OJ000403__13.0421.C18 

Strand + 

End 6009 

Method GENSCAN 

End 6009 

Score .44 



56336 
117872 
1100 

OJ0004 03_13.0421.C18.ol.gp 
535 

LIB3433-009-Q6-K1-F10 
535.. 616 _ 

1 60154 37/dbj | ABO 08 112 . 1 | ABO 08 112 9.0e-ll Homo sapiens PEX1 mRNA, 
complete cds ' 



Seq. ID OJ000403_13.0421.C18 
Strand 

End 3619 
Method AAT/GAP 
End 616 
Score '83 



56336 

117872 

1100 

OJ0004 03_13.0421.C18.ol.gs 

1100 

none 



Seq. ID OJ000403_13.0421.C18 
Strand 

End -■ 3619 

Method GENSCAN 

End 3619 

Score .47 



.1100. .1118, 1220. .1860, 1949. .2993, 3471. .3619 



56336 
117872* ~ 
1100 . 

OJ0004 03_13.0421.C18.ol.np 
1213 
7488706 
1213. .2482 

probable transposase - soybean transposon mariner element 
Soymarl gi | 3386534 | gb| AAC28384.il (AF078934) mariner transposase 
[Glycine max] 



Seq. ID OJ000403_13.0421.C18 
Strand 

End 3619 

Method AAT/NAP 

End 2482 

Score 917 



56336 

117873 

9335 

OJ000403_13.0421.C18.ol.tw 

1415 

none 

1415. . 1633, 1429. . 1710 



Seq. ID OJ000403_13.0421.C18 
Strand 

End 13925 

Method TBLASTX : Wheat 

End 1710 

Score 94 



Seq. No. 
Gene No. 
Start 



56336 

117873 

9335 



Seq. ID OJ000403_13.0421.C18 
Strand 

End 13925 



56810 



Name 

Start 

GI 

Exons 



OJ000403_13.0421.C18.ol.ts Method 
5084 End 
none Score 
5084.. 5146, 5204.. 5248, 10379 .. 10636, 
10719. .10859, 10953. .11024 



TBLASTX: Soybean 

11024 

183 

10387.'. 10635, 



Seq. No. 56336 Seq. ID OJ000403_13 . 0421 . C18 

Gene No. 117873 Strand 

Start 9335 End 13925 

Name OJ000403__13 . 0421 . C18 . o2 . gp Method AAT/GAP 

Start 9335 End 9946 

GI 15327_1.R1084 Score 981 

Exons 9335.-9794, 9882.. 9946 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 9.0e-93 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



56336 Seq. ID OJ0004 03JL3 . 0421 . C18 

117873 •/ Strand 

'9335 End 13925 

OJ000'403_13 . 0421 . C18 . o2 . np Method AAT/NAP 
9633 End 13925 

7485878 Score 1305 

9633. .9806, 9882.. 10104, 10367 .. 10639, 10696 .. 11448, 
11500. .11900, 11955. .12130, 12179. .12661, 13214. .1344 5, 
13886.. 13925 < 

hypothetical protein F20M13.10 - Arabidopsis thaliana 
gi I 4467132 | emb | CAB37501.il (AL035540) putative protein 
[Arabidopsis thaliana] 



Seq. No. 56336 

Gene No. 117873 

Start 9335 

Name OJ000403_13 . 0421 . C18 . o4 . gs 

Start 9639 , • 

,GI none 
Exons 



Seq. ID OJ000403_13.0421.C18 
Strand 

End 13925 

Method GENSCAN 

End 12875 . - 

Score .44 



9639.. 9794, 9882... 10085, 10381 .. 1067 9, 10769 .. 10879, 
10898. .11642, 11901. .12091, 1214 6. .12295, 127 94. .12875 



Seq. No. 56336 
Gene No. 117873 
Start 9335 

Name OJ000403_13 . 0421 . C18 . o2 . tm 

Start 9653 
GI none 

Exons 9653. . 9739, '9660. .9746, 9661. 

98S5..9929, 9864.. 9941, 9865. 
9937. .10077 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000403 13.0421.C18 



13925 

TBLASTX: Maize 
10077 
66 

9744, 9733.. 9795, 9738.. 9791, 
9945, 9930.. 10073, 9932 .. 10075,' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56336 
117873 
9335 

OJ000403_13.0421.C18.ol. tm 
10573 



OJ000403 13.0421.C18 



none . 
10573. 
10703. 
10941. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

10635, 10573. . 10650, 10677 .. 10931 , 10677 .. 10931 , 
10933, 10923. . 11045, 10927 .. 11046, 10940 .. 11077 , 
11075, 10975. .11079 



13925 

TBLASTX: Maize 

11079 

70 



56811 



Seq. No. 56336 Seq..ID 

Gene No. 117873 Strand 

Start 9335 End 

Name OJ000403_13 . 0421 . C18 . o2 . ts ■ Method 

Start 11145 End 

Gl none Score 

Exons 11145. .11243, 11146. . 11220, 11280 11417, 11281 .. 11418, 
11460.. 11546 



OJ000403_13.0421.C18 
13925 

TBLASTX: Soybean 
11546 
38 



Seq. No. 56336 

Gene No. 117873 

Start- 9335 

Name OJ000403_13 . 0421 . C18 . o3 . tm 

Start 11163 

GI none 

Exons 11163. .11258, 11163 11261, 
11272. .11421, 1.1277. .11423, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11164 

11442 



OJ000403 13.0421.C18 



13925 

TBLASTX: Maize 
11528 
91 

11262, 11268. .11423, 
11528, 11443. .11526 



Seq. No. 56337 

Gene No. 117874 

Start 1 

Name OJ000103__10 . 0426 . CI . ol . np 

Start 1 

GI 7106512 

Exons 1. .818 

GI Descrip. (AP001278) EST C98429 (E0138 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_10.0426.C1 
818 

AAT/NAP 
818 

1129 - : 



corresponds to a region of the 



predicted gene . ; hypothetical protein [Oryza sativa] 



Seq. No. 56337 Seq. ID 

Gene No. 117874 Strand 

Start 1 End 

Name OJ000103_10 . 0426 . CI . ol . gs Method 

Start 67 End 

GI none Score 

Exons 67. .789 



OJ000103_10.0426.C1 
818 

GENSCAN 

789 

.92 



Seq. No. 56338 Seq. ID 

Gene No. 117875 Strand' 

Start 82 End 

Name OJ000103_10 . 0426 . C2 . ol . gs Method 

Start . 82 End 

GI none Score' 

Exons 82 . . 159 



OJ000103_10.0426.C2 
+ 

159 

GENSCAN 

159 

.87 



Seq. No. 56338 Seq. ID OJ000103_10 . 042 6 . C2 

Gene No. 117876 Strand 

Start 1 End 573 

Name OJ000103_10 . 042 6 . C2 . ol . np Method AAT/NAP 

Start 1 End 573 

GI 5922623 Score 160 

Exons 1. . 144, 495. .573 

GI Descrip. (AP000492.) hypothetical protein [Oryza sativa] 

gi | 6016856 | dbj |BAA85199. 1 | (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 



56339 



Seq. ID OJ000103 10. 0426. C4 



56812 



%3 

c : : 

£3 



Gene No. 


117877 


Strand 






Start 


1 


End 


506 




Name 


OJ000103 10.0426.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


506 




GI 


7106512 


Score 


721 




Exons 


U. .506 








GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


56340 


Seq. ID 


OJ000103_10 


.0426.C6 


Gene No. 


117878 


Strand 


+ 




Start 


558 


End 


5406 




Name 


OJ000103 10.0426.C6.ol.gs 


Method 


GENSCAN 




Start 


558 


End 


5406 




GI 


none 


Score 


. 54 




Exons 


558. .738, 2431. .2606, 4081.. 


4397, 4641. .4746, 5054 


. .5406 


Seq. No. 


56340 


Seq. ID 


OJ000103JL0 


.0426.C6 


Gene No. 


117879 


Strand 


+ 




Start 


8760 


End 


11475 




Name 


OJ000103 10.0426.C6.ol.gp 


Method 


AAT/GAP 




Start 


8760 


End 


11475 




GI 


27636 1.R1084 


Score 


815 




Exons 


8760.. 8833, 8936.. 9080, 9962 


..10025, 10419. .10487, 


11262. .11330, 




11411. .11475 








GI Descrip. 


'4263827/gb|AAD15470| 9.0e-13 (AC006067) putative 


receptor 




protein kinase [Arabidopsis 


thaliana] 






Seq. No. 


56340 


Seq. ID 


OJ000103_10 


.0426. C6 


Gene No. . 


117880 


Strand* 


+ 




Start 


12781 


End 


-13366 




Name 


OJ000103 10.0426.C6.o2.gp 


Method 


AAT/GAP 




Start 


12781 


End 


13366 




GI 


5003347 


Score 


1081 




Exons 


12781. .13366 








Seq. No. 


56340 • 


Seq. ID 


OJ000103_10 


.0426. C6 


Gene No. 


117881 


Strand 


+ 




Start 


13946 


End 


14419 




Name 


OJ000103 10.0426.C6.o3.gp 


Method 


AAT/GAP 




Start 


13869 


End 


14318 




GI 


157 1.R1084 


Score 


869 




Exons 


13869.". 14318 " 








GI Descrip. 


'3747050 5.0e-53 (AF093540) 


ribosomal 


protein L26 


[Zea mays] 1 


Seq. No. 


56340 


Seq. .ID 


OJ000103_10 


.0426. C6 


Gene No. 


117881 


Strand 


-f 




Start 


13946 


End 


14419 




Name 


OJ000103 10.0426.C6.ol.np 


Method 


AAT/NAP 




Start 


13946 


End 


14308 




GI 


3747050 


Score 


586 




Exons 


13946. .14308 








GI Descrip. 


(AF093540) ribosomal protein 


L2 6 [Zea 


mays] 




Seq. No. 


56340 


Seq. ID 


OJ000103_10 


.0426. C6 


Gene No. 


117881 


Strand 


+ 




Start 


13946 


End 


14419 





56813 



Name 

Start 

GI 

Exons 



OJ000103_10.0426.C6.o4 . gs . Method GENSCAN 

13946 ' End 14419 

none Score .81 
13946.. 14419 



Seq. No. 56340 

Gene No. 117882 

Start 19954 

Name OJ000103_10 . 0426 . C6 . 06 . gs 

Start 19954 

GI none 

Exons 19954 . .20259 



Seq. ID OJ000I03_10.0426.C6 

Strand . + 

End 20259 

Method GENSCAN 

End 20259 

Score .45 



Seq. No. 56340 

Gene No. 117883 

Start 25337 

Name OJ000103_10 . 0426 . C6 . 08 . gs 

Start 25337 

GI none 

Exons 25337. .25454, 26128.. 26269 



Seq. ID OJ000103_10.0426.C6 

Strand + 

End. 26269 

Method GENSCAN 

End 26269 

Score .56 



Seq. No. 56340 

Gene No. 117884 ■ 

Start 5575 

Name . OJ000103_10 . 0426 . C6 . o2 . gs 

Start 5575 

GI none 
Exons 



Seq. ID OJ000103_10.0426.C6 
Strand 

End 8574 

Method ■ GENSCAN 

End 8574 

Score .71 



5575. .5673, 6394. .6742, 7454. .8574 



< 3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip^ 



56340 

117885 

11610 

OJ000103_10.0426.C6.o3.gs 

11610 

none 

11610. .11797, 12238.. 12334 



Seq. ID OJ000103_10.0426.C6 
Strand 

End 12334 

Method GENSCAN 

End 12334 

Score . 94 



56340 
117886 
14274 

OJ000103_10.0426.C6.o4 . gp 
14274 

60170_1.R1084 
14274. .14646 

*' 1483177/dbj | BAA13135 | 3.0e-24 (D86598) antifreeze-like protein 
(af70) [Picea abies] 1 



Seq. ID OJ000103_10.0426.C6 
Strand 

End 14646 

Method AAT/GAP 

End 14646 

Score 624 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



56340 

117887 

21907 

OJ000103_10.0426.C6.o2.ts 

7777 

none 



Seq. ID OJ000103_10.0426.C6 
Strand 

End 23301 

Method TBLASTX : Soybean 

End 8097 

Score 92 



7777. .7872, 7851. .7982, 7852. .7968, 8005. .8097, 8010. .8096 



56340 
117887 



Seq. ID OJ000103_10.0426.C6 
Strand 



56814 



Start 


21907 






End 


23301 




Name 


OJ000103 10. 0426. C6 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


8011 






End 


8466 




GI 


none 






Score 


567 




Exons 


8011... 


8355, 8013. .8 


357, 8352 


..8444, 8359. .8466 




Seq. No. 


56340 






Seq. ID 


OJ000103_10.0426 


.C6 


Gene No . 


117887 






Strand 






Start 


21907 






End 


23301 




Name 


OJ000103 10. 0426. C6 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8998 






End 


12302 




GI 


none 






Score 


135 




Exons 


8998. . 


9081, 8999.. 9073, 9000 


..9074, 9031. .9084, 9942. .10007, 




9951. . 


10037, 9962.. 


10033, 10419. .10487, 


10420. . 10488, 






11250. 


.11327, 11252 


. .11323, 


11262. .11327, 11263. .11328, 






11411. 


.11488, 11412 


. ;11489, 


12196. .12294, 12197. .12301, 






12198. 


.12302 










Seq. No. 


56340 






.Seq. ID 


OJ000103_10.0426 


.C6 


Gene No . 


117887 






Strand 






Start 


21907 






End 


23301 




Name 


OJ000103 10. 0426. C6 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


9963 






End 


12.424 




GI 


none . 






Score 


75 




Exons 


9963. . 


10007, 9965.. 


10033, 9965.. 10036, 


10419. .10478, 






10420. 


.10488, 11251 


11331, 


11253. .11330, 11409. . 11489, 






11413. 


. 11490, 11414 


. .11488, 


11418. .1148 


S9, 12197. .12331, 






12198. 


.12314, 12200 


. .12331, 


12202. .12387, 12357. .124 04, 






12359. 


.12421, 12374 


. .12424 








Sea No 


56340 






Seq. ID 


OJ000103_10.0426 


.C6 


Gene No. 


117887 






Strand 






Start 


21907 






End 


23301 




Name 


OJ000I03 10. 0426. C6 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


13879 






End 


14419 




GI 


none 






Score 


101 




Exons 


13879. 


.14019,.- 13881 


. .13946, 


13921. . 140.94, 13955. .14419, 






14155. 


.14262 










Seq. No. 


56340 






Seq. ID 


OJ000103__10.0426 


.C6 


Gene No. 


117887 






Strand 






Start 


21907 






End ■ 


23301 




Name 


OJ000103 10. 0426. C6 


.ol.tc 


Method 


■TBLASTX: Cress 




Start 


13939 






End 


14262 . 




GI 


none 






Score 


132 




Exons 


13939. 


.14094, 13948 


. .14232, 


13955. .14248, 14158. .14262 




Seq. No. 


56340 






Seq. ID 


OJ000103_10.0426 


.C6 


Gene No. 


117887 






Strand 






Start 


21907 






End 


23301 




Name 


OJ000103 10. 0426. C6 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


13939 






End 


14262 




GI 


none 






Score 


458 




Exons 


13939. 


.14094, 13955 


. .14248, 


14158. .14262 




Seq. No. 


56340 






77. 

Seq. ID 


OJ000103_10.0426 


,C6 


Gene No. 


117887 






Strand 







56815 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21907 End 

OJ000103_10.0426.C6.o2.np Method .. 

21876 End 

5852084 Score 
21876. .21959, 23267.. 23301 

(AL117264) zwh0007.1 [Oryza sativa] 

56340' Seq. ID 

117887 Strand 

21907 End 

OJ000103_10.04 26.C6.o7 . gs Method 

21907 End 

none Score 
21907. .22057, 22898.. 23052 



23301 
AAT/NAP 
23301 
70 



OJ000103_10.0426.C6 

23301 
GEN SCAN 
23052 
.71 



-2 S3. 

: E 



Seq. No. 56341 

Gene No. 117888 

Start 49 

Name . OJ000103_10 . 0426 . C7 . ol . gs * 

Start 49 

GI none 

Exons 49.. 173 

Seq. No. 5,634 1 

Gene No*. 117889 

Start • 1593 

Name OJ000103_10 . 042 6 . C7 . ol . tw 

Start 1593 

GI none 

Exons 1593.. 1880, 1603.. 1803 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_10.0426.C7 
+ 

173 . 
GENSCAN 
173 
.91 



OJ000103_10 V 0426.C7 
1880 

TBLASTX: Wheat 
1880 

66 'V 



Seq. No. 56342 Seq. ID 

Gene No. 117890 Strand 

Start 1792 End 

Name OJ000103_10 . 0426 . C8 . ol . gs Method / 

Start 1792 End 

GI none Score 

Exons 1792.. 1904, 5498.. 5648 



OJ000103_10.0426.C8 
+ 

5648 

GENSCAN 

5648 

. 66- \. 



U 



Seq. No. 56342 Seq. ID 

Gene No. 117891 Strand 

Start 6336 . End 

Name < OJ000103_10 . 0426 . C8 . 02 .'gs Method 

Start 6336 End 

GI none Score 
Exons 



OJ000103_10.0426.C8 

7504 
GENSCAN 
7504 
.66 



6336. .6470, 6605. .6673, 7184. .7243, 7340. .7504 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exon's 

GI Descrip. 



56343 

117892 

1 

OJ000103_10.0426.C9.o2.np 
1 

6815109 



Seq. ID OJ000103_10.0426.C9 
Strand 

End 6755 

Method AAT/NAP 

End 6755 

Score 157 



1..53, 4896. .5184, 5284. .5309, 6580. .6755 
(AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 



56343 



Seq. ID OJ000103 10. 0426. C9 



56816 



Gene No. 


117892 


Strand 


- 






Start 


1 


End 


6755 






Name 


OJ000103 10.0426.C9.ol.np 


Method 


AAT /NAP 






Start 


. 4897 


End 


5194 






GI 


6815109 


Score 


147 






LlA V— / 1 1 L_7 


4897. .5194 










W -1- fcj V— ' -1- JL» k-^ . 


(AP001081) hypothetical protein [Oryza 


sat iva 1 






Seq. No, 


56343 


Seq. ID 


OJ000103_ 


10.0426 


-C9 


Gene No. 


117893 


Strand 








Start 


9925 


End 


16694 






Name 


OJ000103 10.0426.C9.o2.gs 


Method 


GENSCAN 






Start 


9925 


End 


13840 






GI 


none 


Score 


.71 






Rxon 


9925.. 10215, 10660. .10796, 


12962. . 13016, 13766. . 


13840 




Seq. No. 


56343 


Seq. ID 


OJ000103_ 


10.0426 


.C9 


Gene No. 


117893 


Strand 








Start . 


9925 


- End 


16694 






Name 


OJ000103 10.0426.C9.o3.np" 


Method 


AAT /NAP 






Start 


10265 


End 


16547 






GI 


7106512 


Score 


104 







Exons ^ 10265. .10292, 16366 .. 164 13, 16487.. 16547 

GI Descrip. (AP001278 ) EST C9JB429 (E0138) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



VI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



56343 
117893 
9925 

OJ000103_10. 04 26.C9.o2.gp 
16444 
3761181 
16444. .16694 

4521193/dbj | AB013450. 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ000103_10.0426.C9 
Strand 

End 16694 

Method AAT /GAP 

End 16694 

Score 429 



'56343 
117894 
17202 

OJ000103_10. 04 26.C9.o4.np 
17202 
7523512 

17202 . .17298 • ' ' / 
(AP001633) hypothetical protein [Oryza. sativa] 



Seq. ID OJ000103JL0.0426.C9 

Strand - ^ 

End 17298 

Method AAT /NAP 

End 17298 

Score 97 



56344 

117895 

5288 

OJ000103_10.04 2 6.C10.o2.np 

5288 

5042454 



Seq. ID OJ000103_10. 0426. C10 

Strand + 

End 9935 

Method AAT /NAP 

End 9935 

Score 902 



5288. .5418, 6022. .6140, 6196. ,6694, 7294. .7361, 9810. .9935 
(AC007789) putative polyprotein [Oryza sativa] 



56344 

117896 

10881 



Seq. ID OJ000103_10. 0426. C10 
Strand + 
End 11330 



56817 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000103_10 .0426. CIO . o2 . gs Method GEN SCAN 

10881 . End 11330 

none Score .66 
10881. .10958, 11178. .11330 



56344 
117897 
265 

OJ000103JL0. 0426. C10. ol.gs 
265 
none 



End 

Method 
End 
Score 

265.-423, 654. .4403, 4467. .5878, 6241. .6325, 6505. .6577, 
6674. .9717 



Seq. ID OJ000103_10. 0426. C10 
Strand' 

9717 

GENSCAN - 
9717 
.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000103_10. 0426. C10 
Strand 

End 9717 
Method AAT/NAP 
End 5963 
Score ■ 8117 
678. .2228, 2295. .3446, 3569. .4403, 4467. .5963 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
satiya] . 



56344 

117897 

265 

OJ000103_10. 0426. C10. ol.np 
678 

7228457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
•Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56344 
117897 
265 

OJ000103_10. 042 6.C10.o3.np 
6495 
6907089 
649S..8362, 8456. .9717 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000103_10. 04-26. C10 

Strand - 

End 9717 

Method AAT/NAP 

End 9717 

Score 3853 



56344 

117898 ' • 

13096 

OJ000103_10. 0426. C10. o6.tw 

687 

none 



Seq. ID . OJ000103_10.0426.C10 
Strand 

End 15898 . ■ . 

Method TBLASTX : Wheat 
End 1289 
Score 82 



687. .812, 691. .813, 1005. .1289, 1006. .1284 



56344 

117898 

13096 

OJ000103_10. 0426. C10. o4 . tw 

1290 

none 

1290. .1670, 1321. .1569, 1615. 

56344 

117898 

13096 

OJ000103_10. 0426. C10. o2.tm 

1485 

none 

1485. .1808, 1498. .1746 



Seq. ID' 'OJ000103_10 . 0426. C10 
Strand 

15898 

TBLASTX: Wheat 
1671 
165 



End 

Method 
End 
Score 
.1671 



Seq. ID OJ000103_10. 0426. C10 
Strand 

End 15898 

Method TBLASTX : Mai ze 

End ' 1808 

Score 183 



56818 



Seq. No. 56344 

Gene No. 117898 

Start 13096 

Name OJ000103_10 . 0426 . CIO . o7 . tw 

Start 2001 

GI none 

Exons . 2001.. 2261, 2137.. 2313 



Seq. ID OJ000103_10. 0426. C10 
Strand 

End . 15898 

Method TBLASTX: Wheat 

End 2313 

Score 66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

•Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56344 

117898 

13096 

OJ000103_10.0426, 

2061 

5666795 

2061. .2261, 2316, 
4206306 2.0e-10 

56344 

117898 

13096 

OJ000103_10.0426. 

2316 

none 

2316.. 2465, 2317, 
2526. .2750, 5723. 



C10.o2.ts 



Seq. ID OJ000103_10. 0426. C10 
Strand 

End 15898 
Method TBLASTX : Soybean 
End 2627 
68 



Score 
.2453, 2529. .2627 
AF049110) prpol [Zea mays] 

Seq. ID OJ000103_10. 0426. C10 
Strand 

End 15898 

C10.o5.tw Method TBLASTX : Wheat 

End 5776 

. , Score- 92 

.2454, 2319. .2456, 2512. .2688, 2526. .2774, 
.5776 



Seq. No. 56344 

Gene No. 117898 

Start 13096 

Name OJ000103_10 . 0426 . C10 . ol . ts 

Start 3375 

GI none 

Exons 3375..3746, 3586.. 3729 



Seq. ID OJ000103_10. 0426. C10 
Strand 

End ' 15898 

Method TBLASTX : Soybean 

End 374 6 

Score 90 



Seq. No. 56344 

Gene No. 117898 

Start 13096 

Name OJ000103_10 . 0426 , 

Start 3400 

GI none 

Exons 3400.. 3819, 3405, 



Seq. ID OJ000103_10. 0426. C10 

Strand - ■ 

End 15898 

C10.o2.tw Method TBLASTX : Wheat 

End 3824 

Score 328 

.3824 



Seq. No.. 56344 

Gene No. 117898 

Start 13096 

Name OJ000103_10 . 0426. 

Start 3498 

GI none 

Exons 3498.. 3881, 3517. 



Seq. ID OJ000103_10. 0426. C10 
Strand 

End 15898 

C10 . o3 . tm Method TBLASTX : Mai ze 

End 3882 

Score 221 

.3882 



Seq. No. 56344 
Gene No. 117898 

.Start - 13096 
Name OJ000103_10 . 0426. 

Start 3909 
GI none 



Seq. ID OJ000103_10. 0426. C10 
Strand 

End 15898 

C10.ol.tm Method TBLASTX: Maize 

End 4265 

Score 104 



56819 



Exons 



3909. .4142, 3909. .4265, 3919. .4230 





Seq. No. 


56344 


Seq. ID 


OJ000103 10.0426 


.C10 






117898 


Strand 








Start 


13096 


End 


15898 






Name 


OJ000103 10.0426.C10.ol.tw 


Method 


TBLASTX: Wheat 






Start 


3933 ~~ 


End 


4395 






GI 


none 


Score 


401 






Exons 


3933.. 4394, 3934.. 4395 










Seq. No. 


56344 


Seq. ID 


OJ000103 10.0426 


,C10 




Gene No. 


117898 


Strand 








Start 


13096 


End 


15898 






Name 


OJ000103 10.0426.C10.o3.ts 


Method 


TBLASTX : Soybean 






Start 


3990 ~ 


End 


4355 






GI 


none 


Score 


120 






Exons 


3990. .4124, 4131. .4355 










Seq. No.*' 


" 56344 


Seq. ID 


OJ000103 10.0426 


. C10 




Gene No . 


117898 


Strand 








Start 


13096 


End 


15898 






Name 


OJ000103 10.0426.C10.o3.tw 


Method 


TBLASTX: Wheat 






Start 


4560 " ~~ ^ 


End 


5046 




■a -7 


GI 


none 


Score" 


172 




•- T! 


Exons 


4560. .5045, 4564. .4851, 4873 


. .5046 






fn 


Seq. No. 


56344 


Seq. ID 


OJ000103_10.0426 


. C10 


r :■ 1 




1178 98 


Strand 






r 

^ 57 


Start 


13096 


End 


15898 




: _ z 


Name 


OJ000103 10 0426 C10 o4 as 


Method 


GENSCAN 






Start 


13096 ~ 


End 


14365 






GI 


none 


Score 


.81 




r y 


Exons 


13096.. 13527, 13570.. 140 97, 


14102. .14365 






Seq. No. 


56344 


Seq. ID 


OJ000103_10.0426 


.C10 




Gene No. 


117898 


Strand 








Start 


13096 


End - 


15898 






Name • 


OJ000103 10.0426.C10.o4.np 


Method 


AAT/NAP 




\3 ■ 

« =*: 


" Start 


13150 


End 


15898 




L .J; 


GI 


7106512 


Score 


2637 






Exons 


13150. .13523, 13578. .14528, 


14561. .14614, 15122. .15898 






GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 






predicted gene.; hypothetical protein 


[Oryza sativa] 






Seq. No. 


56344 - 


Seq. ID 


OJ000103_10.0426 


.C10 




Gene No. 


117898 


Strand 








Start 


13096 


End 


15898 






Name 


OJ000103 10.0426.C10.o5.gs 


Method 


GENSCAN 






Start 


15060 


End 


15836 






GI 


none 


Score 


.92 






Exons 


15060. .15836 










Seq. No. 


56345 


Seq. ID 


OJ000103_10.0426 


.Cll 




Gene No. 


117899 


Strand 


+ 






Start 


2241 


End 


3338 






Name 


OJ000103 10.0426.Cll.ol.gs 


Method 


GENSCAN 






Start 


2241 


End 


3338 





56820 






PT 

yj 1 


none 






Score 


QA 






994 1 












OGCJ > LNO . 








OcCJ • JLU 


n.TDnm in H496 pii 




Gene No. 


117899 






Strand ' 


+ _ 




Start 


2241 






End 


3338 




Name 


UJUUUlwJ J. \J • \J *i ^ D 


.Cll.ol 


.np 


L "lc L. iiULl 


AAT /NAP 




C +- -J y-4- 


9 9 fi9 _ 






EjI 1U 


J Ji. J 






JODOO J / 






Score 


D / f 




XT' V /"M'"» O 

EjXOIio 


9969 ^119 ^1 64 


. .3323 










bi uescrip. 


(ZiRm^fift^ RAVI 


[Arabidopsis 


4- K 3 1 t anal 
tilciJ_Xa.IlclJ 






Cart NIr\ 
O c q . IN O . 


JDJ4 J 








o.Tonmn^ in D496 pii 






117900 






Strand 






Start 


24 






End 


274 




Name 


OJ000103 10.0426 


.Cll.ol 


.gp 


Method 


AAT /GAP 




^ +- a -r f- 


24 






End 


274 




P T 


3761181 






Score 


427 






24. .274 












P T nacpvi n 
\j± UcSClip . 


4521193/dbj | AB0134 50 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 






similar sequence 


to Pib 


gene 








o e q . LN O . 


c /r Oil c 






Seq. ID 


OJ000103_10.0426.C11 


f 1 


Gene No. 


i nnni 






Strand 






Start. 


9/1/19 






End ' 


3218 "~ • 


L 1 : 


Name 


UJUUUIUJ . 1U.U4ZO 


p 1 1 ^ i 

.Oil . o 1 


. tc 


Method 


TBLASTX: Cress 


f \ § 




9/1/19 






End 


3218 




P T 
Ol 


none 






Score 


180 




Exons . 


2442.. 2606, 2444 


. .2524, 


2664. 


.2705, 2667. .2702, 2771. .2869, 


"I 




2772.. 2870, 2915 


. .3067, 


2916. 


.3077, 2940. .3077, 3192. .3218 


T =? 


oeq . jno . 


56345 






Seq. ID 


OJ000103_10.0426.C11 




Gene No. 


117901 






Strand 






Start 


2442 






End 


3218 


£3 


Name 


OJ000103 10.0426 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




OL.d.ru 


2442 ■ 






End 


3218 


r ~ 


" PT 


none 






Score 


178 . v • 




Exons 


2442. .2606, 2444 


. .2527, 


2 663. 


.2692, 2664.. 2765, 2768.. 2869, 


f 




2769.. 2873, 2916 


. .3077, 


2 918. 


.3076, 3092. .3124, 3189. .3218 




Seq. No. 


56345 






Seq. ID 


OJ000103_10.0426.C11 




Gene No. 


117901 






Strand 






u Lai L 


2442 






End 


3218 






OJ000103 10.0426 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




OLal L 


' 2915 






End 


3080 






none 






Score 


252 




Exons 


2915.. 3079, 2916 


. .3080 










Seq. No. 


56346 






Seq. ID 


OJ000103_10.0426.C13 




Gene No. 


117902 






Strand 






Start 


667 






End 


5650 




Name 


OJ000103 10.0426 


.C13.ol 


.gs 


Method 


GENSCAN 




Start 


667 






End 


5650 




GI 


none 






Score 


.47 




Exons 


667. .829, 1246.. 


1406, 2392.. 2543, 5079 


. .5166, 5537. .5650 




Seq. No. 


56346 






Seq. ID 


OJ000103_10. 0426.C13 



56821 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



117903 
8947 

OJ000103_10. 

8686 

none 

8686. .8715, 
8767. .8820, 
8892. .8933, 
9126. .9311, 
9394. .9495, 
9755. .9826, 



0426.C13.ol.tm 



8687.. 8716, 8712. 

8820. .8894, 8820. 

8893. .8934, 8946. 

9128.. 9310, 9157. 

9578. .9664, 9579. 

9756.-9839, 9757. 



Strand 
End 

Method 
End 
Score 



11406 

TBLASTX: Maize 
10740 
47 

8744, 8726. .8743, 8763. .8813, 
8900, 8824. .8904, 8828. .8935, 
9074, 8947. .9072, 8948. .9076, 
9348, 9381.. 9494, 9392.. 9496, 
9656, 9580.. 9657, 9739.. 9825, 
9825, 10539. .10739, 10540.. 10740 



C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56346 Seq. ID OJ000103_10 . 0426 . C13 

117903 Strand - 

8947 End 11406 

OJ000103_10 . 0426 . C13 . ol . gp Method AAT/GAP 

8707 End 9199 

uC-osflM2020.69g03al Score 802 

8707. . 9072, "9155 .,-,,9199 

1 3860272 8.0e-22 (AC005824) putative suppressor protein 
[Arabidopsis thaliana] >gi_4314 399_gb_AAD15609_ (AC006232) 
putative skdl protein [Arabidopsis thaliana]' 



56346 

117903 

8947 

OJ000103_10.0426.C13.ol.tc 

8947 

none 

8947. .9072, 8948. .9076, 9150. 
9392. .9496, 9578. .9664, 9579. 
10539. .10703, 10540. .10704 



Seq>,- ID 
Strand 
End 

Method 
End 
Score 
.9311, 



OJ000103 10.0426.C13 



11406 

TBLASTX: Cress 
10704 
162 
9152. .9310, 



9659, 9756. .9839, 



9381. 
9760. 



9494, 
9825, 



Seq. No. 
^ Gene No.. 
N" Start 
M Name 
Start 



;i gi 



Exons 



56346 

117903 

8947 

OJ000103_10.0426.C13.o3.gs 

8947 

none 



Seq. ID OJ000103_10.0426.C13 
Strand 

End 11406 

Method- GENSCAN 

End 10737 

Score .79 



8947. .9072, 9155. .9310, 9395. .9493, 9581. .9760, 10539. .10737 



Seq. No. 56346 

Gene No. ' ' 117903 ' 

Start 8947 

Name OJ000103_10 . 0426 . C13 . ol . ts ' 

Start 8947 

GI none 

Exons 8947.. 9072, 8951 
9390.. 9518, 9392 



OJ000103 10.0426. C13 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9073, 9128.. 9310, 9162.. 9311, 9381 
9520, 9394.. 9495, 9576.. 9656, 9578 



11406 

TBLASTX : Soybean 
10740 
166 



, 9494, 
,9664, 



9756.. 9839, 9757.. 9825, 10538 .. 10732 , 10539 .. 10739, 10540.. 10740 



Seq. No. 56346 Seq. ID 

Gene No. 117903 Strand 

Start 8947 End 

Name OJ000103_10 . 0426 . C13 . ol . np Method 

Start 8950 End 

GI 6649217 Score 



OJ000103_10.0426.C13 

11406 
AAT/NAP 
11406 
965 



56822 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seql No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8950. .9072, 9155. .9310, 9395.-9493, 9581. .9655, 9756. .9824, 
10539. .1074 7, 11369. .11406 

(AF165422) suppressor of K+ transport growth defect-like protein 
[Mesembryanthemum crystallinum] 



56347 
117904 
1 

OJ000103_10.0426.C15.ol.np 
1 

7106512 
1..767 

(AP001278) EST C98429 (E0138 ) 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000103_10. 0426. CIS- 
Strand + 
End 7 67 
Method AAT/NAP 
End ■ 767 
Score 939 

corresponds to a region of the 



56347 Seq. ID 

117904 Strand 

1 End 
OJ000103_10.0426.C15.ol.gs Method' ■ 

56 "End 

none Score 
56. .702 



OJ000103_10.0426.C15 
+ 

767 

GEN SCAN 

702 

.43 



OJ000103_10.0426.C16' 



56348 Seq.. ID 

117905 Strand 
1 End 906 

OJ000103_10.0426.C16.ol.np Method AAT/NAP 
1 End 906 

3868859 Score 661 ' 

1..906 

(AB013887) RAV2 [Arabidopsis thaliana] 

gi | 63587 60 | gb | AAF07342 . 1 | AC011665JL (AC011665) putative 
DNA-binding protein (RAV2-like) [Arabidopsis thaliana] 
gi | 6524177 | gb | AAE15062 . 1 1 AC011914_4 (AC01 191*4 ) . RAV2 [Arabidopsis 
thaliana] ... " 



Seq. No. *. 56348 s • Seq. ID 

Gene No. 117905 "* Strand 

Start 1 End 

Name OJ000103_10 . 0426 . C16 . ol . gs Method 

Start 12 End 

GI none , Score . 

Exons 12 . .894' 



OJ000103_10.0426.CI6 
906 

GENSCAN 
894 
. 91 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56348 

117905 

1 

OJ000103_10.0426.C16.ol.tc 
59 

none 



Seq.vJD OJ000103_10. 0426.C16 

Strand' 

End 906 

Method TBLASTX : Cress 

End 715 

Score 187 



59.-277, 100. .276, 292. .393, 293. .403, 427. .525, 440. .499, 
556. .714, 635. .715 



Seq. No. 
Gene No. 
Start 
Name 



56348 

117905 

1 

OJ000103 10.0426.C16.ol.tm 



Seq. ID OJ000103_10.0426.C16 
Strand 

End 906 

Method TBLASTX : Maize 



56823 



Start 97 

GI none 

Exons 97. .261," 98. .262 

Seq. No. 56348 

Gene No. 117905 

Start 1 

Name OJ000103_10 . 042 6.C16 .ol . ts 

Start 100 

GI none 
Exons 



* 



End 
Score 



262 
204 



Seq. ID OJ000103_10.0426.C16 
Strand 

End 906 

Method TBLASTX : Soybean 

End 715 

Score 188 



100. .279, 101. .268, 296. .397, 298. .396, 430. .525, 440. .502, 
541. .714, 632. .715 



Seq. No. 56349 

Gene No. 117906 

Start 86 

Name OJ000103_10 . 0426 . C23 . ol . gs 

Start 86 

GI none 

Exons 8 6.. 17 9 



Seq. ID OJ000103_10.0426.C23 

Strand + 

End 17 9 

Method GENSCAN 

End 179 



Score 



.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

^Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56350 
117907 
1 

OJ000103_10. 0426.C2,6.ol.np 
1 . 
4416302 
1. .465, "493. .1002 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ000103_10.0426.C26 
Strand 

End 1002 
Method AAT/NAP 
End ' 1002 



Score 



1096 



Seq. ID OJ000103_10.0426.C26 
Strand 

1002 



56350 
117907 

1 ■ End 
OJ000103_10 . 042 6 . C2 6 . ol . tm Method TBLASTX : Maize 

1 End 659 

none Score 65 

.1,-93, 6..92, 92. .463, 93. .464, 491. .58.6, 585.-659, 587. .658 



56350 
117907 

1 End 
OJ000103_10 . 0426 . C26 . ol . ts Method TBLASTX : Soybean 

6 End 451 

none . Score 

6.. 95, 140..4"5i, 147.. 215, 261.. 368 



Seq. ID OJ000103_10.0426.C26 
Strand 

1002 



39 



56350 
117907 

1 End 
OJ000103_10 . 0426 . C2 6 . ol . tw Method TBLASTX : Wheat 
296 End 895 

none Score 96 

296. .463, 297. .464, 491. .607, 609. .635, 609. .635, 647. .895, 
666. .893 



Seq. ID OJ000103_10.0426.C26 
Strand 

1002 



Seq. No. 
Gene No. 



56350 
117907 



Seq. ID OJ000103_10.0426.C26 
Strand 



56824 



Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End- 
Method 
End 
Score 



1002 

TBLASTX: Maize 
908 
229 



OJ000103_10.0426.C26.o2.tm , 
659 
none 

659. .907, .660. .908 

56351 
117908 
1627 

OJ000113_10.0426.C3.ol.gs 
1627 
none 

1627. .2428, 3860. .3938, 5327. .5663, 5751. .6102, 6206. .6644, 
6650.. 6779 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_10.0426.C3 
+ 

6779 
GENSCAN 
6779 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. <- 
Start 
Name 
Start 
.GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



, Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



56351 Seq. ID 

117909 Strand 

7237 End 

OJ000113_10 . 0426 . C3 . o2 . gs Method 

7237 ' End 

none Score 

7237. .7516, 7991. .8064 



OJ000113_10.0426.C3 
+ 

9124 
GENSCAN 
8064 
.88 



Seq. ID OJ000113_10.0426.C3 
Strand + 

9124 
AAT/NAP 
9124 
66 



56351 
117909 
7237 

OJ000113_10.0426.C3.o2.np 
7265 
957249 
7265.-7466, 9076.. 9124 

JIP60=60 kda jasmonate-induced protein [Hordeum vulgare=barley, 
cv. Bonus, Peptide, 560 aa] 



End 

Method 

End 

Score 



56351 
117910 
..4763 

OJ000113_10.0426.C3.ol.np 
4763 
7019643 
4763..4788, 6254. .6746 

(AL157735) nuclear receptor binding factor-like protein 
[Arabidopsis thaliana] 



Seq. ID OJ000113_10. 0426.C3 
Strand 

End 9137 

Method. AAT/NAP 

End 674 6 

Score 270 



56351 

117910' 

4763 

OJ000113_10.0426.C3.o3.np 

5908 

6539588 



Seq. ID • OJ000113_10 . 0426 . C3 

Strand" 

End 9137 

Method AAT/NAP 

End 9137 

Score 241 



5908. .5953, 8134. .8407, 9111. .9137 

(AP000837) hypothetical protein [Oryza sativa] 



56351 Seq. ID 

117910 - ' Strand 

4 763 End 

OJ000 113_10 . 04 2 6 . C3 . ol . tc Method 

6370 End 



OJ000113_10.0426.C3 
9137 

TBLASTX: Cress 
6619 



56825 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

6370. .6438, 6424. .6618, 6470. .6619 

56351 -Hr . Seq. ID 

117910 " Strand 

47 63 End 
OJ000113_10.0426.C3.ol.gp- • ■ Method 

8610 ~ End 

4968598 Score 
8610. .9054 



92 



OJ000113_10.0426.C3 

9137 
AAT/GAP 
9054 
682 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56352 
117911 
7451 
OJ00011 
7451 
none 
7451. .7 
11288. . 
15082. . 
19948 
20758 



3_10.0426.C4.o2.gs 



Seq. ID OJ000113 
Strand + 
End 23404 
Method GEN SCAN 
End 23404 
Score .4 
991, 8185. .8266, 8553. .8694, 8964... 9053, 
11394, 11802. .12051, 13315 .. 13364 , 14565 
18001, 18085. .18689, 18801 .. 18 905, 
20121, 20218. .20328, 20413 .. 20485, 
20939, 21744. .22005, 23144.. 23404 



10. 0426. C4 



10143. .10305, 
. 14606, 
19030. .19838, 
20580. .20678, 



O Seq. No. 
tk Gene No. 
pj) Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



t3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56352 .... . Seq. ID 

117911 . Strand 

'7451 End 
OJ000113_10 . 0426 . C4 . o3 . np Method 
7460 End 
125065 Score 
7460. .8035 

60 KD JASMONATE- INDUCED PROTEIN gi | 4 19795 | pir | | S25092 
jasmonate-induced protein - barley gi | 19011 | emb | CAA47017 
(X66376) jasmonate-induced protein [Hordeum vulgare] 



OJ000113_.10.0426.C4 

+ ■ 

23404. 
AAT/NAP • 
8035 
321 



56352 Seq. ID 

117911 Strand 
7451 End 
OJ000113_10 . 0426 . C4 . o4 . np Method 
11445 ' End 
7486147 Score 
11445. .12622 

hypothetical, protein F25I24.40 - Arabidopsis thaliana 
gi | 4539357 | emblCAB400-51.il (AL049525) putative protein 
[Arabidopsis thaliana] gi | 7267781 | emb | CAB81184 . 1 | (AL161518 ) 
putative protein [Arabidopsis thaliana] 



OJ000113_10.0426.C4 
+ 

23304 
AAT/NAP 
12622 
447 



56352 Seq. ID 

117911 Strand 

7451 End 

OJ000113_10 . 0426 . C4 . ol . gp Method 

14633 End 

2310235 Score 
14633... 14 670, . 15082. .15221 

58"52182/emb| CAB55420.il 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



OJ000113_10.0426.C4 
+ 

23404 
AAT/GAP 
15221 
305 



Seq. No. 



56352 



Seq. ID OJ000113_10.0426.C4 



56826 



f^pno Mo 
UCUC INC • 


117911 


Strand 


+ 






Start 


7451 


End 


23404 






Name 


OJ000113 10.0426. C4 . 


o2.gp . Method 


AAT/GAP 








J. w> U O D 


End 


19175 






PT 




Score 


4929 










.19175 








bi uescrip. 


1 4 R7 4 A 0 /rrH 1 A AH9 4 0 4 9 


.11 0.0e+00 (AF121139) RIM2 


y~\ v 4~ i r\ 
pX U LtZ-LIl 


r 




bdClvdJ 










O o /-t ,M s-\ 

oeq. no. 




Seq. ID 


OJ000113_ 


10 0 A 9 
1U . U4iD 


PA 


f!pnD Mo 


117 911 


Strand 


+ 






Start 


7451 


End 


23404 






Name 


OJ000113_10.0426.C4. 


o4.gp Method 


. AAT/GAP 






O Lai L 


1 ^OR 


End 


19174 






PT 


?A 9 1 R1 OR 4 


Score 


4931 






L, 1 /-^v « o 


1 S0f}fi 17Q64 1 Q1 4 0 


.19174 








PT riocrT"! n 


1 4 R74 40( : ;/rrh 1 AAD9 4 04? 


.11 0.0e+00 (AF121139) RIM2 


o T~ot" o i n 


rOrw7a 




bdLlvaJ 










O e q . LN O . 




Seq. ID 


OJ000113_ 


1 0 04 9 fi 


P4 


P p> r\ <2i Mo 


117 911 


Strand 


+ 






Start 


7451 


End 


23404 






Name 


OJ000113__10.0426.C4. 


o3.gp Method 


AAT/GAP 








i ^or ^ 


End 


19177 






PT 


0/19 -l pinpA 


Score 


4 92 9 






Exons 


1 criQi; nnc/ 1Q1AO 


.19177 








GI Descrip. 


1 /I R 7 yl A O £ /nK 1 2iAn9A0A9 


.11 0.0e+00 (AF121139) RIM2 


protein 


[ur yza 




sativa] 1 










Ccirf NT /™\ 




Seq. ID 


OJ000113_ 


10 0 A 9 £ 


PA . 


Gene No. 


117911 


Strand 


+ 






Start 


7451 


End 


23404 






Name 


OJ000113 10. 0426. C4. 


o5.np Method 


AAT/NAP 








15895 


End 


17855' 






PT 


6742729 


Score 


3157 






Exons 


15895. .17855 










P T /^i c» /~> v* i v\ 

iax . uescrip. 


(AF121139) RIM2 protein [Oryza sativa] 








O C q . IN <J . 


56352 


Seq. ID % 


OJ000113_ 


1 0 04 9 


P4 


Cono Mo 


117911 


Strand 


+ 






Start 


7451 


End 


23404 






Name 


OJ000113 10. 0426. C4. 


o6.np Method 


AAT/NAP 






OLal U' 


16315 •: 


End 


20925 






PT 


4680204 


Score 


696 






Ej aUI lb 


16315.-. .16354, 17956. 


.18689, 18764 .. 19838, 19948. 


.20121, 






20218. .20437, 20788. 


.20925 








P T Plo C O T* 1 o 


(AF114171) hypothetical .protein [Sorghum bicolor] 




cjpn Mo 


56352 


Seq. ID 


OJ000113_ 


10.0426, 


CA 


Gene No. 


117912 


Strand 








Start 


127 


End 


6700 






Name 


OJ000113 10. 0426. C4. 


ol . gs Method 


GENSCAN 






Start 


127 


End 


6397 






GI 


none 


Score 


.44 






Exons 


127. .287, 827. .972, 


1137. .3292, 3318.. 


3842, 3851 


. .5281, 





5423. .5796, 6096. .6186, 6192. .6275, 6281. .6397 



56827 



* 



Seq. No. 
Gene No. 
Start 
Name 
Start ■". 
GI 

Exons 



56352 

117912 

127 

OJ000113_10.0426.C4 . o2 . ts 

594 

none 



Seq. ID OJ000113_10.0426.C4 
Strand 

End 6700 

Method TBLASTX : Soybean . 

End- 1261 

Score 197 



594. .854, 873. .1007, 1010. .1261 



Seq. No. 56352 
Gene No. 117912 
Start 127 

Name OJ000113_10 . 0426 . C4 . ol . np 

Start 606 
GI 7489803 
Exons 606.. 2256, 2287.. 3845 

GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. ID OJ000113_10.0426.C4 
Strand 

End ...6700 

Method AAT/NAP 

End 3845 

Score 2353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 



56352 

117912 

127 

OJ000113_10.042 6.C4 .ol.tm 

624 

none 



Seq. ID OJ000113_10.0426.C4 
Strand 

End 6700 

Method TBLASTX: Maize 

End 127 9 

Score 236 



624. .1007, 634. .1008, 1002. .1271, -1010. .1279 



56352 

117912 

127 

OJ000113_10.042 6.C4 .o5. tc 

624 

none 

624. .869, 858. .989 



Seq. ID OJ000113_10.0426.C4 
Strand 

End 6700 

Method TBLASTX: Cress 

End 98 9 

Score 86 



^ Seq. No. 56352 

^ Gene No. ■ 117912 

^3 Start 127 

ri Name OJ000113_10 . 0426 . C4 . ol2 . tw 

^ Start 669 

GI none 

Exons 669. .860, 675. .845, 864. .989 



Seq. ID OJ000113_10.0426.C4 
Strand 

End 6700 

Method TBLASTX : Wheat 

End 98 9 

Score 69 



Seq. No. 56352 

Gene No. 117912 

Start 127 

Name ' OJ000113_10 . 042 6 . C4 . o7 . tw 

Start 1025 

GI none 

Exons 1025.. 1282, 1307.. 1456 



Seq. ID OJ000113_10.0426.C4 
Strand 

End 6700 

Method TBLASTX : Wheat 

End 1456 

Score 107, 



Seq. No. 56352 

Gene No. 117912 

Start 127 

Name OJ000113_10 . 0426 . C4 . o4 . tm 

Start 1531 

GI none 



Seq. ID OJ000113_10.0426.C4 
Strand 

End 6700 

Method TBLASTX : Mai ze 

End 1970 

Score 36 



56828 



IT vnn c 


1 COT 1 C.QA 
J. JJl • . 1 J04 / 


1 S"39 


1 QfiQ 


1 SQ9 


.1816, 1596. .1970 




Cfarr Mo 


~J U »J J 








Seq. ID 


OJ000113_10.0426 


CA 


Gene No. 


117912 








Strand 






Start 


127 








End 


6700 




Name 


o.Tnnm i ^ in 


04 9 fi 


P4 ol 


f c; 


Method 


TBLASTX : Soybean 




OLdlL 


1 fi^9 ~~ 








End 


2245 




CI 
oX 


R SO Q9 fiO 








Score 


213 




HiXOI lo 


1 fi^9 1 fi ft fi 


1 fi^7 

X U O 1 


917^ 


1 Q^S 

X .70 J , 


.2156, 2195.. 2245 




OX UcaUIip. 
















O c tj • IN (J . 


S fi^ S9 

J D *J ^ 








Seq. ID 


OJ000113_10.0426 


,C4 


Gene No. 


117912 








Strand 






Start 


127 








• End 


6700 




Name 


o.Tnnm i ? in 


04 9 fi 


CA 


f w 


Method 


TBLASTX: Wheat 




Of a r~ f 


i fid n ~~ 








End 


2117 




X 


none 








Score 


114 




Exons 


1 fi4 o 1 R 1 Q 


1 fid S 


1 ft A ft 

• • X O 4 O , 


1 fi4 fi 


.1993, 1656.. 1826, 1867.. 1899, 




1 1 QRS 

1 ^ J J • . X ^ O *J , 


1 QQ4 


909^ 


9097 


.2116, 2028.. 2117 




Seq. No. 


56352 








Seq. ID 


OJ000113_10.0426 


,C4 


Gene No. 


117912 








Strand 






^f ^ rt* 

O Lai L 


127 








End 


6700 




Name 


nmnm i ^' in 

UuUUUllO XU 


04 9 fi 

. U f± £ D 


C A r\A 


L.C 


Method 


TBLASTX: Cress 






17m — 








'End a ' 


2011 




C T 


none 








* Score 


212 




T7* v r\ y\ o 


nqi 9011 














Seq. No. 


56352 








Seq. ID 


OJ000113_10.0426 


,C4 


Gene No. 


117912 








Strand 






Of- a r f 
j Lai U 


1 97 








End 


6700 




Name 


ninnm 1 ^ in 

UUUUUll J xu 


0 4 9 fi 


P4 


urn. 


Method 


TBLASTX: Maize 




Of a r f 


9 S fil _ 

*J D X 








End 


3196 




riT 


none 








Score 


277 




Hi .A. <w> i. 1 0 


9 S fil 97 1 Q 


970ft 


?1 ?0 


971 S 


.3068, 3129. .3191, 3131. .3196 


Seq. No. 


56352 








Seq. ID 


OJ000113_10. 0426 


C4 


Gene No. 


117 91-2 








Strand 






Of = r f 


1 97 

X ^1 / 








End 


6700 




Name 


o.toooi i ^ in 


049fi 

. U T d u 


P4 nS 


f <? 


Method 


TBLASTX : Soybean 




Of a yf 
O Lai L 


9 Sfil _ 

(L JUl 








End 


3022 




\3 X 


none 








Score 


138 






9 Sfil 97 1 Q 


971 ft 
^ / x o 


?009 


979fi 


.3022, 2825. .3004' 




Seq. No. 


56352 








Seq. ID . 


OJ000113_10.0426 


C4 


Gene No. 


117912 








Strand 






Of = r f 

J Lai L 


1 97 

X 4L f 








End 


6700 




Name 


o.toooi i ^ in 

UU UUUllJ xu 


04 9 fi 

• U *i ^ O 


CA 


f r> 


Method 


TBLASTX: Cress 




Of -a r f 
J Lai L. 


9 S fi9 _ 








End 


3010 






none 








Score 


65 




Exons 


9 Sfi9 9 fiQQ 


9 S fi7 
zoo / 


9 7 1 Q 


97 9 "3 


.3010, 2840.. 3004 




Seq. No^ 


56352 








Seq. ID 


OJ000113_10.0426. 


C4 


Gene No. 


117912 








-Strand 






Start 


127 • 








End 


6700 




Name 


OJ000113 10 


.0426 


.C4.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


2645 








End 


3238 





56829 






none 


Score 


£7 




Exons 


OC/i c 971 o oinc 977Q OQC\A 




± J . . JO 




beq ■ no . 




oeq . l u 




CA 


Gene No. 


117912 


Strand " 






Start 


127 


En'd 


6700 




Name 


OJ000113 10. 0426. C4 . o2 . np ' 


Method 






b tar c 


4719 


End 


£ 7 nn 




C T 


7523502 


Score 


IOC 

lo D 




Exons 


4719.. 4765, 6154.. 6293, 6607 


. .6700 






CjjI uescrip. 


(AP001633) hypothetical protein [Oryza 


sat i va J 




Seq. No. 


o booZ 


Seq. ID 


OJ000113_10.0426. 


C4 


Gene No . 


117913 


Strand 






Start 


7439 


End 


8043 




Name 


OJ000113 10. 0426. C4 .06. tm 


Method 


TBLASTX: Maize 




o raru 


7439 


End 


8043 






none 


Score 


109 




Exons 


7439.-7525, 7441. .7512, 7452 


..7532, 7586. .7705, 7604. .7699, 




7606. .7722, 7702.. 7887, 7736 


..7897, 7736.. 7891, 7737.. 7895, 




1 O <Z A O n A f\ TQCC; DA/IT "7 Q Q"7 

/oo4..oU4U, /odo..oU41, /by/ 


..8043 






beq . no . 


56352 


Seq. ID 


OJ000113_10.0426. 


CA 


Gene No. 


117914 


Strand 






Start' 


1138 9 


End 


13101 




Name 


OJ000113 10.0426.C4 .o2. tm 


" Method 


TBLASTX: Maize 




Start 


11389 


End 


~12332 




GI 


none 


Score 


223 




Exons 


1 1 OQQ 1 1 7 1 1 jl 0£T 1 1 /Ten 


11661. .12332, 11690. .11893, 






11853. .12212 








Seq. No. 


56352 


.Seq. ID 


OJ000113_10.0426. 


C4 


Gene No. 


117914 


Strand 






otdlt 


11389 


End 


13101 




Name 


OJ000113 10.0426.C4.o8.tw 


Method 


TBLASTX: Wheat 




otarc 


11408 


End 


11756 




PT 


none 


Score 


262 






11408. .11668, 11438. .11632, 


11460. .11756, 11461. .11658 




Seq. No. 


56352 


Seq. ID 


OJ000113_10.0426. 


C4 


Gene No. 


117914 


Strand 






Q +- a r~+- 
OLaiC. 


. 11389 


End 


13101 . 




Name 


OJ000113 10.0426.C4.o4.ts 


Method 


TBLASTX: Soybean • 




b carr 


-11937 


End 


12463 






none 


Score 


213 




Exons 


11937. .12257, 12278.. 12463 








Seq. No. 


56352 


Seq. ID 


OJ000113_10.0426. 


C4 


Gene No. 


117914 


Strand 






OL ait 


11389 


End 


13101 




Name 


OJ000113 10.0426.C4 .oil. tw 


Method 


TBLASTX: Wheat 




Start 


12087 


End 


12637 




GI 


none 


Score 


148 




Exons 


1^087. .12398, 12251. .12460, 


12455. .12493, 12521 . ..12637 




Seq. No. 


56352 


Seq. ID 


OJ000113_10.0426. 


C4 


Gene No. 


117914 


Strand 







56830 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

\j . Seq. No . 
ffg Gene No. 
?i| Start 
J.? Name 
^ Start 

m. gi 

■~ 3 Exons 



Seq. No. 
^ Gene No. 
% 4 . Start 
j= & Name 
[j Start 
^ GI 
!f Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



11389 

OJ000113_10.0426.C4.o7.tm 

12506 

none 

12506. .12703, 12536 .. 12907 , 
12925. .13002, 12974. .13006 



56352 

117914 

11389 

OJ000113_10.0426.C4. 

12731 

none 

12731. .12922, 12812. 
12974. .13099 



End 

Method 

End 

Score 



13101 

TBLASTX: Maize 

13006 

323 



12610. . 12753, 12767. .12907, 



Seq. ID OJ000113_10.0426.C4 
Strand 

13101 

TBLASTX: Wheat 
13101 
138 



End 

Method 
End 
Score . 



olO.tw 

.13099, ,12819. .13064, 128 68 .. 13101 , 



56352 

117915 

13195 

OJ000113_i0.0426.C4, 
13195 

none ,: ' 

13195. .13359, . 13212, 



Seq. ID OJ000113_10.0426.C4 
Strand 

13470 .. • 

TBLASTX: Maize 
13470 
179 



-End 
Method 
End 
Score 



o9. tm 

.1334 9, 13221. .13364, 13369. .13470 



56352* 
117916 
15433 

OJ000113_10.0426.C4.o5.tw 
15433 
none 

15433. .15540, 15523 .. 15774 , 15531 .. 15773, 15532 .. 1578 9, 
15533. . 15784 



Seq. ID -OJ000113_10.0426.C4 
Strand 

End 15789 

Method TBLASTX : Wheat 

End 15789 

Score 103 



56352 

117917 

15705 

OJ000113_10.0426.C4. 

15705 

none 

15705. .15788, 15706. 
15892. . 16116 

56352 ' 
11791-7 
15705 

OJ000113_10.0426.C4 . 

15867. 
none 

15867. . 16019, 15874-. 



Seq. ID OJ000113_10.0426.C4 
Strand 

16578 

TBLASTX: Soybean . 
16134" 
102 



End 

Method 
End 
Score 



p3 . ts 

.15780, 15781. .15843, 15838 .. 16134 , 



o2. tc 
.16215, 



56352 

117917 

15705 

OJ000113_10..04 26.C4 . o2 . t-w 

16003 

none 

16003. .16056, 16011. .16055, 



Seq. ID : OJ000113_10.0426.C4 
Strand 

End 16578 
Method TBLASTX : Cress 
End 16215 
Score 308 
16059. .16196 

Seq. ID OJ000113_10.0426.C4 
Strand 

End 16578 

-Method TBLASTX: Wheat 

End 16472 

Score 7 3 
16057. .16161, 16068. .16157, 



56831 




16165. .16263, 16170 .. 16262, 16243 . . 1 64 67 , 16263. . 16472, 
16266.. 16472 



Qpff Mo 


J U J Jl, 




Seq. ID 


OJ000113JL0.0426 




117 917 




Strand 




Start 


15705 




End " 


16578 


Name 


OJ000113 10 0426 04 


o5 tm 


Method 


TBLASTX: Maize 


j Lai L 


1 604 R _ 

X U \J *± o 




End 


16506 -. 


GI 


none 




Score 


247 


Exons 


16048. .16302, 16060 


. . 16302, 


16312. .16506 


ci^rr Mo 


56352 




Seq. ID 


OJ000113_10.0426 


fip^np Mo 


117 917 




Strand 




Start 


15705 




End 


16578 


Nam© 


OJ000113 10 0426 C4 


. 06 . ts 


Method 


TBLASTX : Soybean 


Start 


16336 ~~ 




End 


16578 


GI 


none 




Score 


205 


Exons 


16336. .16578 








Qprr Ma 

O C . , LN \J • 


' 56352 




Seq. ID 


OJ000113_10.0426 




1 1 7Q1 fi 




Strand 




OLdl I 


X U U X X 




End 


17021 


Name 


o.Tnnni i ^ in 0496 r4 




Method 


TBLASTX: Wheat 




1 fifil T _ 

1UU11 




End 


17021 . ,v 


o X 






Score 


87 


Exons 


16611. .16661, 16612 


. .16674, 


16680. .16862, 16684 .. 16902, 




16935. .17021, 16936 


. .17019 






O c: • i. \f (J ■ 






Seq. ID 


OJ000113_10.0426 


flonr 1 Ma 
OfcUlC IN (J. 


1 1 7 Q1 Q 




. Strand 




O Lai L- 


X / U zl 




End 


17940 


Nsni6 


OJ000113 10 0426 C4 


o 1 . t w 


Method 


TBLASTX: Wheat 


O l_ d -L L. 


17022 ~~ 




End 


17940 


GI 


none 




Score 


341 


Exons 


17022. .17747, 17022 


.,17924, 


17023. .17940, 17608.. 17925 


Seer Mo 


56352 




Seq. ID 


OJ000113_10.0426 


flpi-n o Mo 


117 919 




Strand 




Start 


17022 




End 


17940 


Nam© 


OJ000113 10 0426 C4 


. 08 . tm 


Method 


TBLASTX: Maize 


Start 


17065 ~~ 




End 


17379 . 


GI 


none 




Score 


312 


Exons 


' 17065. .17379, 17076 


. . 17351, 


17149. . 17379 


Sea Mo 


56352 - 


- ■ 


Seq. ID 


OJ000113_10.0426 


(^ci n p> Mo 


117 919 




Strand 




Start 


17022 




End 


17940 


Name 


OJ000113 10. 0426. C4 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


17306 




End 


17757 


GI 


none 




Score 


172 


Exons 


17306. . 17488, 17310 


. . 17747, 


17310. .17753, 17314. .17757, 




17608. . 17757 








Seq. No. 


56352 




Seq. ID 


OJ£00113_10.0426 


Gene No. 


117920 




Strand 




Start 


18002 




End 


18341 


Name 


OJ000113 10. 0426. C4 


.o9. tw 


Method 


TBLASTX :Wheat^ 



56832 



Start 


18002 


End 


18341 


\J X 


none 


Score 


■154 


L_i ^\ 1 1 o 


18002 18151' 1800^ 18164 


18168. .18305, 18228. .18302, 




18309 18341 






Seq. No. 


56352 


Seq. ID 


OJ000113_10.0426.C4 


Gene No. 


117921 


Strand 




Start 


19765 


End 


20287 


Name 


OJ000113 10 0426 C4 ol3 tw 


Method 


TBLASTX: Wheat 


oiai u 


19765 _ 


End 


20287 


GI 


none 


Score 


60 


p von q 


19765 19845 19934 20116 


19984 . .20109, 20216.. 20287 




56353 


Seq. ID 


OJ000113_10.0426.C5 


Gene No . 


117922 


Strand 


+. 


Start 


8 


End 


149 


Name 


OJ000113 10.0426.C5.ol.gp 


Method 


AAT/GAP 


Start 


8 


End 


149 


GI 


21474 1 R1084 


Score 


236 * 


R von ^ 


8 . . 14 9 






\J X <J \^ X. JL. ^-f . 


'3894159 2 0e-10 (AC005312) 


hypothetical protein [Arabidopsis 




t h 3 1 i^n^l * 

LlluXXuIICL J 








56353 
*j \j ■*j *j 


Seq. ID 


OJ000113_10.0426,C5 


Gene No. 


117923 


Strand . 


+ 


Start 


2149 


End 


2340 


Name 


OJ000113 10.0426.C5v,,ol..np 


Method 


AAT/NAP 


Of arf 

O L. a. X L. 


214 9 


End 


2340 




7339707 


Score 


33 


R von q 


2149. .2340 






\J X L> G O J — L £-/ . 


(AP001539) hypothetical protein [Oryza 


sativa] 


O C VJ ■ • 


56353 


Seq. ID 


OJ000113_10.0426.C5 




117924 


Strand 




Start 


3671 


End 


3833 


Name 


OJ000113 10.0426.C5,.o2.np 


Method 


AAT/NAP 


Start . 


3.671 - ' 


- End 


3833 


GI 


7440528 


Score - 


148 


R von ^ 

X_J V./ 1 1 O 


3671. .3833 






wX l_/*30^rX XL^r . 


probable ribosomal protein 


S19 - rice mitochondrion 




gil 1877026 | db j IBAA11351.1 | 


(D78336) ribosomal protein S19 [Or 




sativa] 






Sea No 


-56354 


Seq. ID 


OJ000113_10.0426.C6 


Gene No.' 


117925 


Strand 


+ 


Start 


1 


' End 


4582 


Name 


OJ000113 10.0426.C6.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1524 


GI 


342 1.R1084 


Score 


2236 


R von 


1..836, 872. .891, 974. .1071 


, 1181. .1524 


GI Descrip. 


? 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryz 




sativa] ' 






Seq. No. 


56354 


Seq. ID 


OJ000113_-lO.0426.C6 


Gene No. 


117925 


Strand 


+ 


Start 


1 


End 


4582 


Name 


OJ000113 10.0426.C6.ol.np 


Method 


AAT/NAP 



56833 



Start 


1 


. End 


743 




GI 


4680203 


Score 


693 




Exons 


1 . . 743 








GI Descrip. 


(AF114171) TNP2-like orotein 


f Sor nhnm 


h 1 Cd 1 OT 1 




Seq. No . 


56354 


Seq. ID 


OJ000113_10.0426. 


C6 


Gene No. 


117925 


Strand 


+ 




Start 


1 


End 


4582 




Name 


OJ000113 10.0426.C6.o3.gp 


Method 


AAT/GAP 




Start 


1 


End 


1687 




GI 


342 1.R1084 


Score 


2519 




Exons 


1..836, 872. .891, 974. .1071, 


1181. .1687 




GI Descrip. 


, 4574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein 


[Ory za 




sativa] 1 








Seq. No. 


56354 


Seq. ID 


OJ000113_10.0426. 


C6 


Gene No. 


117925 


Strand 


+ 




Start 


1 


End 


4582 




Name 


OJ000113 10.0426.C6.o2.gp 


Method 


AAT/GAP 




Start 


1 


End 


1518 




GI 


342 1.R1084 


Score 


2224 




Exons 


1..836, 872. .891, 974. .1071, 


1181. .1518 




GI Descrip. 


M574406/gb|AAD24042.1| 0 . 0e+00 , (AF121139 ) RIM2 protein 


[ Or y za 




sativa] 1 








Sea No 


56354 


Seq. ID 


OJ000113JL0.0426. 


r & 


Gene No. 


117925 


Strand 


+ 




Start 


1 


End 


4582 




Name 


OJ000113 10.0426.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12 


End 


689 




GI 


none 


Score 


231 




Exons 


12. .290, 14. .274, 15. .275, 285. .329, 289. .324, 332. .427, 






336. .395, 374. .514, 375. .515, 


528. .608 


, 597. .689 





•a. 5 
'~4 



Seq'. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



56354 

117925 

1 

OJ000113_10.042 6.C6.ol.gs 
99 

none 



Seq. ID OJ000113_10.0426.C6 

Strand + 

End 4582 

+ Method GENSCAN 

End 4572 

Score .4 



99. .713, 1830. .1928, 2009. .2340, 3360. .4572 



56354 
117925 
1 

OJ000113_10..0426.C6.o2.np 
3364 
4680204 
3364. .4582 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000113__10.0426.C6 

Strand + 

End 4582 

Method AAT/NAP 

End 4582 

Score 736 



56354 
117925 ■ 
1 

OJ000113_10.042 6.C6.o2.tw 

4007 

none 



Seq. ID OJ000113_10.0426.C6 

Strand + 

End 4582 

Method TBLASTX : Wheat 

End 4410 

Score 59 



56834 



Exons 4007. .4147, 4007. .4081, 4009. .4245, 4009. .4158, 4110. .4277, 

4240. .4410, 4315. .4410 





JVJJ J 




Cpn TO 


O.T0001 1 1 1 0 04 7 


. C7 




X X / ^ <£. \J 




O Li ul IU 


+ 




Start 


17 




End 


196 




LN dlUC 


D.T0001 1 ^ 10 04 ? 


CI nl 




O Cj LN O N^/iLN 




rt- 

OLdl L 


17 ~~ 




End " 


. - 1 9 6 




O X 


none 




Score ' 






R von ^ 


17. .196 










Seq. No. 


56355 




Seq. ID 


OJ000113_10.0426 


.C7 


Gene No. 


117927 




Strand 


+ 




Start 


1496 




End 


4303 




Name 


OJ000113 10.0426, 


.C7.o2.np 


Method 


AAT/NAP 




Start 


1496 




. End 


4303 




GI 


7106528' 




Score 


81 




Exons 


1496.. 1576, 4179, 


. .4303 








GI Descrip-. ' 


' (AP001278) EST D40774 (S2920) " 


corresponds to a region of 


the 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 





Seq. No. 56355 Seq. ID 

Gene No. 117.928 Strand 

Start 537 . End 

Name OJ0001 13_10 . 0426 . C7 . ol . np . -Method 

.Start 537 End 

GI 7106528 Score 

Exons 537.. 665 ' v 

GI Descrip. (AP001278) EST D40774 (S2920) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000113_10.0426.C7 
703 

AAT/NAP 

665 

99. 



Seq. No. 56355 Seq. ID _ 

Gene No. 117928 Strand 

Start 537 End 703 

Name OJ000113_10 . 0426 . C7 . ol . gp Method AAT/GAP 

Start 560- End 703 

GI 21474_1.R1084 . Score 241 

Exons 560. '.'703 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein 
thaliana] 1 



OJ000113 10. 0426. C7 



[Arabidopsis 



Seq. No. 56355 Seq. ID 

Gene No. 117929 Strand 

Start . 618 End 

Name OJ000113_10 . 042 6 . C7 . o2 . gs Method 

Start 618 End 

GI none Score 

Exons 618.. 1493 



OJ000113_10.0426.C7 

1493 
GENSCAN 
1493 
.99 



Seq. No. 56356 Seq. ID 

Gene No. 117930 Strand 

Start 53 End 333 

Name OJ000113_10 . 042 6 . C9 . ol . np Method AAT/NAP 

Start 53 End 333 

GI 862343 ' Score 153 

Exons 53 . . 333 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 



OJ000113 10. 0426. C9 



56835 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 1092097 |prf | | 2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 Iprf | | 2022315A granule cell marker protein 
[Mus musculus] 



Seq. ID 
Strand ' 
End 

Method 

End 

Score 



OJ000113 10. 0426. C9 



56356 
117931 
437 

OJ000113_10.0426.C9.ol.gp 
86 

LIB3477-003-P1-K1-E9 
86. .186 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (031771) Ory s 1 [Oryza 
sativa] 1 



622 

AAT/GAP 

186 

147 



56356 

117931 

437 

OJ000113_ 
437 
none 
437. .622 



10.0426.C9.ol.gs 



Seq. ID 

Strand 

End 

Method 

End"' 

Score 



OJ000113_10.0426.C9 
622 

GENSCAN 

622 

.95 



Seq.., No. 56357 , 

Gene No. 117,932 

Start 1236 

Name OJ000113_10 . 04 26 . C10 . ol . np 

Start 1236 

GI 4680203 

Exons 1236.. 1327, 1515.. 1906 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq.' ID OJ000113_10. 0426. C10 
Strand 

1906 
AAT/NAP 
1906 
553 



End 

Method 

End 

Score 



Seq. No. 


56357 






Gene No. 


117932 






Start 


1236 






Name 


OJ000113 10 


0426. 


ClO.ol 


Start 


125? 






GI 


none 






Exons 


1259. .1366, 


1509. 


.1787, 


Seq. No. 


56357 






Gene No. 


117932 






Start 


1236 






Name 


OJ000113 10 


0426. 


ClO.ol 


Start 


1527 






GI 


none 






Exons 


1527. .1823, 


1540. 


.1773, 



Seq. ID . OJ000113_10. 0426. C10 
Strand 

End . 1906, 

.tc "Method ' TBLASTX : Cress 

. - End ' 1788 

Score 91' 
1546. .1788 

Seq. ID OJ000113_10.042 6.C10 
Strand 

End 1906 

. ts Method TBLASTX : Soybean 

End 1877 

Score 91' 
1818. .1877 



Seq. No. 56358 Seq. ID 

Gene No. 117933 Strand 

Start 8319 End 

Name OJ000113_10 . 0426 . Cll . ol . gp Method 

Start 8319 End 

GI: uC-osflM202014c01bl Score 

Exons 8319. .8639 

GI Descrip. 1 395930/emb | X66522 | OSTOS12A 8.0e-49 0. sativa retrotransposon 
Tosl-2 >gi_2176333_dbj_E08212_E08212 DNA sequence containing 



OJ000113_10. 0426. Cll 

+ 

8639 
AAT/GAP 
8639 
561 



56836 




retrotransposon region' 





Qprr Mo 

\^ \J • • 


56358 




Seq. ID 


OJ000113 


10 . 


0426 


.Cll 




OC11C IN « 


117934 




Strand 


+ 










Start 


8799 




End 


9140 










Name 


OJ000113 10 0426 Cll 


. o3 . gs 


Met hod 


GEN SCAN 












8799 ~~ 




End 


9140 










(IT 


none 




Score 


. 72 










Exons 


8799. . 9140 
















O C * Lv \J • 


56358 
\j -j +j \j 




Seq. ID 


OJ000113 


10 . 


0426 


Cll 




UC11C LN^J • 


117935 




Strand 


-f ~~ 










u LqJ. t 


12591 




End 


13008 










Name 


OJ000113 10 0426 Cll 


. o5 . gs 


Met hod 


GENSCAN 










Start 


12591 ~~ 




End 


13008 










GI 


none 




Score 


. 64 










Exons 


12591. . 12845, 12913. 


.13008 














Qprr NO 


.56358 




Seq. ID 


OJ000113 


10 . 


0426 


Cll 






117936 




Strand 


+ _ 












18684 




End 


21869 










Name 


OJ000113 10 0426 Cll 


. 08 . gs 


Method 


GENSCAN 












18 684 _ 

lOUO'i 




End 


21869 








C3 


(IT , 








* . 4 1- 










Hi AWilO 


1R6R4 1876ft ?0fifift 


2128 6 


21435 21£ 

till J J ■ i L 1 L 


69 








i y 


Seq. No. 


56358 




Seq. ID 


OJ000113_ 


10. 


0426 


Cll 




Cono NT ^\ 


117936 




Strand 


+ 












18684 




End 


21869 










Name 


OJ000113 10. 0426. Cll 


. o3 . np 


Method 


AAT/NAP 








^3 


q+- o r -|- 


19069 




End 


21321 








: a? 


GI 


590-2445 




Score 


897 












19069. .19105, 20458. 


.21321 














GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 










Sea No 


56358 




-Seq. ID 


OJ000113_ 


10 . 


0426 


Cll 




(^pnp No 


117937 




Strand 


+ 








^ 


Start 


23267 




End 


25011 










Name 


OJ000113 10. 0426. Cll 


. o9 . gs ' 


Method 


GENSCAN 










Start 


23267 




End 


25011 








C3 


GI 


none 




Score 


.54 . 












23267. .24466, 24970. 


.25011 














Seq. No. 


56358 




Seq. ID 


OJ000113__ 


10. 


0426 


Cll 




UC11C LNU < 


117938 




Strand 












Start 


76 




End 


1540 










Name 


OJ000113 10. 0426. Cll 


. ol .np 


Method 


AAT/NAP 










Start 


76 




End 


1540 












5852182 




Score 


217 










Exons 


76. .413, 1517. .1540 
















GI Descrip. 


(AL117265) zhb0012.1 


[Oryza 


sativa] 












Seq. No. 


56358 




Seq. ID 


OJ000113_ 


10. 


0426 


Cll 




Gene No. 


117939 ' 




Strand 












Start 


8342 




End 


8451 










Name 


OJ000113 10. 0426. Cll 


. o2 . gp 


Method 


AAT/GAP 










Start 


8342 




End 


8451 









56837 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1427_1.R1084 Score 178 

8342. .8451 

'4504379/ref | NP_003658 . 1 | pHG38 I 2.0e-13 G protein-coupled 
receptor 49 >gi_3366802 (AF062006) orphan G protein-coupled 
receptor 1 HG38 [Homo sapiens] ' 



56358 
117940 
9652 

OJ000113_10.0426.Cll.o2.np 
9652 
1706331 
9652.. 9699, 12111.. 12406 

PYRUVATE DECARBOXYLASE ISOZYME 3 (PDC) gi | 476284 (U07338) 
pyruvate decarboxylase [Oryza sativa] 



Seq. ID OJ000113_10.0426.C11 
Strand 

End 12406 

Method AAT/NAP 

End 12406 

Score 34 9 



56358 

117940 

9652 

OJ000113_10.0426.Cll.o4 .gs 

9775 
none 



Seq. ID OJ000113_10.0426.C11 

Strand - ■ 

End 12406 

Method GENSCAN 

End 12403 

Score .91 



9775. .9810, 9937. .10041, 11859 .. 11977, 12094. .12403 



Seq. No. 56358 

Gene No. 117941 

Start 14197 

Name OJ000113_10 . 0426 . Cll . 06 . gs 

Start 14197 

GI none 

Exons 14197. .14223, 14480.. 14659 

Seq. No. 56358 

Gene No. 117942 

Start 16059 

Name OJ000113_10 . 0426 . Cll . ol . tc 

Start 12113 

GI none 

Exons 12113. .12340, 12119.. 12340 



Seq. ID OJ000113_10. 0426. Cll 
Strand 

End 14659 

Method GENSCAN 

End 14 659 

Score .57 



Seq. ID OJ000113_10. 0426. Cll 
Strand 

End 24 4 03 

Method TBLASTX : Cress. 

End • 12340 

Score 125 



Seq. No. 56358 

Gene No. 117942 

Start 16059 

Name OJ000113_10 . 0426 . Cll . o2 . ts 

Start 12113 

GI none 
Exons 



Seq. ID OJ000113_10. 0426. Cll 
Strand 

End 24403 

Method TBLASTX: Soybean 

End 2-4*4 03 

Score 193 



12113. .12364, 12119. .12340, 12225. .12353, 12455. .12481, 
24265. .24300, 24323. .24403 



Seq. No. 56358 

Gene No. 117942 

Start 16059 

Name OJ000113_10 . 0426 . Cll . o7 . gs 

Start 16059 

GI none 
Exons 



Seq. ID OJ000113_10. 0426. Cll 
Strand 

End 24403 

Method GENSCAN 

End 17523 

Score .57 



16059. .16186, 17117. .17263, 17310. .17523 



56838 




Seq. No. 


56358 


Seq. ID 


OJ000113_10.0426 


.Cll 


Gene No. 


117942 


Strand 








x dud y 


End 


24403 




Name 


UuUUUllj 1 U . U *t Z D . L-X 1 . OX . till 


Method 


TBLASTX: Maize 






Z UDZ X 


End 


20905" • 




bx 


none 


Score 


332 




Exons 


9rm9i 9H£m 90^9^ oncinR 

ZUDZ X . . ZU 0U X , ZUDZD . . ZU^Uj, 


20689. .20904 




Seq. No. 


56358 


Seq. ID 


OJ000113_10.0426 


.Cll 


Gene No. 


117942 


Strand 






otart 


X dud y 


End 


24403 




Name 


UJUUUxxo IU . U4Z 0 . LI 1 . Ox . tW 


Method 


TBLASTX: Wheat 




btart 


zud / y 


End 


21003 




C T 


none 


Score 


471 




Exons 


ZUD/y. . Z1UU1, ZUDoZ. . Z U 0 DO , 


20689. .21003 




Seq. No. 


56358 


Seq. ID 


OJ000113_10.0426 


.Cll 


Gene No. 


117942 


Strand 






CM i v~ 4- 


1 DU d y 


End 


24403 




Name 


UUUUUll j X U . U 4 Z 0 . L- 1 X . OX . t S 


Method 


TBLASTX : Soybean 




otart 




End 


21058 






none 


Score 


320 




Exons 


Z U Dj O . . Z X U D 0 , • ZUDyZ. . Z U o X / , 


20869.. 20901 




Seq. No. 


C C *3 C O 

jDjjo 


Seq. ID 


OJ000113__10.0426 


. Lll 


Gene No. 


117942 


Strand 






Start 


16059 


End 


24403 




Name 


r\ Tnn m 1 o 1 n -n/ioc pi i ^9 +-,, 
UJUUUxxJ 1U . U4Z b . LI 1 . OZ . tW 


Method 


TBLASTX: Wheat 




Start 


Z 1UU / 


End 


21292 




GI 


none 


Score 


67 




Exons 


ZJLUU / . . ZxU / D, Z lUUo . . Z1U / D, 


21080. .21292, 21083 .. 21202, 






91 nop oi oqi; 
ZXUOO. .ZXZOD 








Seq. No. 


56359 


Seq. ID 


OJ000313_15.0421 


.CI 


Gene No. 


117943 


Strand 






btart 




End. 


1301 




Name 


ninnnn i iq n/i9i p-i ^i 
vjjuuudxd i d . u 4 z i . li . ox . gs 


Method 


GENSCAN 




ot art 


0 / 


End 


1301 




C T 


none 


Score 


.43 




Exons 


oi "3i c; inct£ i^ni 
o / . . jlD; xuyb..xoUx 








beq. no. 


DDjDU 


Seq. ID 


OJ000313_15.0421 


no 
. LZ 


Gene No. 


117944 


Strand 






Start 


2264 


End 


5718 




Name 


OJ000313 15.0421.C2.ol.np 


Method 


AAT/NAP 




btart 


2264 


End 


5718 




C T 
bl 


4584355 


Score 


250 




Exons 


2264. .2627, 5696. .5718 








GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 




Oct]. LN O . 


56361 


Seq. ID 


OJ000313_15.0421 


CA 


Gene No. 


117945 


Strand 






Start 


275 


End 


940 • 




Name 


OJ000313 15.0421.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


228 


End 


586 




GI 


none 


Score 


97 




Exons 


228. .449, 284. .460, 446.-586, 447. .584 







56839 



# • 



Seq. No. 


56361 




Seq. ID 


OJ000313_15.0421 


.C4 


uclic LNO . 


11 / .7 H D 




Of- r^nH 






o tarn 


one. 

Z I D 




Hii l<jl 


y *i \j 




Name 


nTnnn^i^ ir 0491 ca 


rvl t- q 
.UJ.. Lb 


i v je Uiiuu 


1 Diino ia . ouyucaii 




Otail. 


9 64 ~" 




HiiltJ. 


67 Q 




p t 


none 




ooui e 


«J f D 




Exons 


9 £4 £7 1 9ft 4 67Q 

Z Dfi . .0/1/ <l01 . .D/-3 










Seq. No. 


56361 




Seq. ID 


OJ000313_15.0421 


.C4 


bene lno . 


11 I D 




on di iu, 






Qf -J y-4- 

oLaLU 


97 R 
z / o 






Zt H \J 




Name 


DTDOn^l ^ IR Dd91 Pd 


- 

» 0 1 . gs 


lit: L. nvju 


PT7MqpAKT 






97c. 
Z / D 




HjIIU 


7 n & 

1 u 0 




PT 


none 










U 1 Vf /""N f* 1 


9 7 R 










Seq. No. \* 


56361 




Seq. ID 


OJ000313_15.0421 


.C4 


(acne LNO . 


1 1 7 Q 4 R 




on ca.1 ivj. 






btdiL 


9 7 R 
Z / 3 






^ *i \J 




Name 




1 

0 1 . titi 


Lit; LI1UU 








97 R _ 
Z 1 D 




HjI 


719 




P T 


none 




Score 


1 9*3 
± z 0 




Exons 


07c 719 9 ft R oqc 
Z / 3 . . / 1Z / ZOO. . O :? D , 


9 QH A ^ ^ 


AA"\ 710 






Seq. No. 


56361 




Seq. ID 


OJ000313_15.0421 


.C4 


Gene No. 


117945 




Strand 






Of ay .f 


z / 0 




End 


940 




Name 


mnnmi ^ ir f\AO^ ha 
UJUUUji j ID . U H Z 1 . bfl 


ol . np 


Method 


AAT/NAP 




o tart 


9 Q 1 
Z O 1 




End 


940 




p t 


/I RQ £Pi *3 Q 




Score 


556 




Exons 


9 ft 1 7 14 Q9 1 Q4 D 
Zol. . / IH f :?Z 1 . . U 










bi uescrip . 


^ HLU U / 1U" j pUtdLlvc 


heat shock protein 


[Arabidopsis thalia 


Seq. No. 


56361 




Seq. ID' 


OJ000.313_15.0421 


.C4 


bene ino * 


1 1 7 QA R 

1 1 / .7 fi 3 




Strand 








97C 

z / 3 




End ■ 


940 




Name 


hinnmi ^ i r n^9i P4 

UUUUUJl J 10.Uf±Zl.b*l 


ol . tw 


Method 


TBLASTX: Wheat 




o can. 


9ft4 _ 
z 0 1 




End 


715 




p t 

bl 


none 




Score 


399 




cjxons 


9ft4 70Q 9ft ft 7 1 n 
Z 0 ft . . / VzP f ZOO. ■ / 1U; 


494. .715 








o e q . IN o . 


56362 ' 




Seq. ID 


OJ000313_15.0421 


C5 


Gene No. * 


117946 




Strand 






Start 


1 




End 


6473 




Name 


OJ000313 15. 0421. C5 


ol.np 


Method 


AAT/NAP 




Oldil 


1 




End 


6473 




bl 


6498122 




Score 


1556 




Exons 


1. .116, 1144. .1237, 


151.0.. 1665, 2213.. 


2272, 2366.. 2584, 






2671. .3010, 4873. .5186, 6413. 


.6473 






GI Descrip. 


(D88273) nicotianamine aminotransferase A [Hordeum vulgare 


Seq. No. 


56362 




Seq. ID 


OJ000313_15.0421 


C5 


Gene No. 


117946 




Strand 






Start 


1 




End 


6473 




Name 


OJ000313 15. 0421. C5 


ol . gs 


Method 


GEN SCAN 




Start 


1144 




End 


5204 





56840 



GI 

Exons 



none Score .48 

1144. .1237, 1510. .1665, 2213. .2272, 2671. .3010, 4873. .5204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56362 

117946 

1 

OJ000313_15. 0421. CS.ol. gp 
1534 

59388 1.R1084 



OJ000313 15. 0421. C5 



Seq. ID _ 
Strand 

End 6473 
Method AAT/GAP 
End 2783 
_ Score 969 

1534. .1665, 2213. .2272, 2366. .2584, 2671. .2783 
f 4512651/gb|AAD21706.1| 2.0e-47 (AC007048) putative tyrosine 
transaminase [Arabidopsis thaliana] ' 



o e q . ln o . 










Seq. ID 


OJ000313_15.0421.C5 


Gene No. 


117947 








Strand 




Start 


6989 








End 


7636 


Name 


n.Tnnmi lis 


04? 1 


.CS.ol. 


tm 


Method 


TBLASTX : Mai ze 




i T 

X 








End 


2997 


C T 


none 








Score 


170 


Exons 


1 117 9 

1 i ill/; Z . . 


1 97 
xZ / , 


2. .118, 


1139 


..1246, 1140.. 1238, 1144. .1239, 




I 4 QS 1 fifiS 

II ^ J t . X U U *J , 


1 SO? 

x vj 


. .1669, 


1503 


..1673, 1505.. 1666, 1507.. 1677, 




ooiq 99 S4 


z, u 


. .2273, 


2363 


..2581, 2367.. 2585, 2367.. 2585, 




2368. .2586, 


2660 


. .2929, 


2660 


..2749, 2668. .2934, 2852. .2935, 




2935. .2997, 


2936 


. .2995 








oeq . ino . 


JOj 








Seq. ID 


OJ000313JL5.0421.C5 


bene ino . 


1 1 7 Q4 7 








Strand 




jtaiL 


O .TO J 








End 


7636 


Name 


o.tooo^i lis 


04 91 


.CS.ol. 


ts 


Method 


TBLASTX : Soybean 


oT_ciX L. 


4 — 








End 


3013 


GI 


none 








Score 


96 


Exons 


4. .117, 5.. 


118, 


1136. .1237, 


1136. .1237 


, 1140. .1244, 1495. .1662, 




1496 1588 


1503 


. .1667, 


1505 


..1666, 1507. .1668, 2363. .2581, 




?^Q1 ?SR? 


9668 


. .2985, 


2668 


..3009, 2687. .3013 


iJC^i IN \J . 


S6^6? 








Seq. ID 


OJ000313_15. 0421.C5 


UCllC LNU , 


117 947 








. Strand 




C -|- y.+- 


D O ,3 








End 


7636 


Name 


OJ000313 15 


.0421 


.CS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2390 








End 


2826 


GI 


none 








Score 


194 


Exons 


2390. .2581, 


2391 


. .2582, 


.2668 


. .2826, 2678. .2824 


Seq. No. 


56362 








. Seq. ID 


OJ000313_15.0421,C5 


Gene No.. * 


117947 








Strand 




Start 


6989 








End 


7636 


Name 


OJ000313 15 


.0421 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2896 








End 


5111 


GI 


none 








Score 


118 


Exons 


2896. .3012, 


2897 


. .3028, 


4857 


..5111, 4891. .5073 


Seq. No. 


56362 








Seq. ID 


OJ000313_15.0421.C5 


Gene No. 


117947 








Strand 




Start 


6989 








End 


7636 


Name 


OJ000313 15 


.0421 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4857 








End 


5135 


GI 


none 








Score 


178 



56841 



"•4 
Is. 



ft von 


4857 5135 


4891 


5073 








Seq. No. 


56362 








Seq. ID 


OJ000313 


Gene No. 


117947 








Strand 




Start 


6989 








End 


7636 


Name 


OJ000313 15 


. 0421 


,C5.o2 . 




Method 


GENSCAN 


Start 


6989 ~~ 








End 


7636 


GI 


none 








Score 


. 88 


ft von <^ 


6989. .7263, 


7268 , 


. . 7424, 


7541 . 


.7636 




Seq. No. 


56363 








Seq. ID 


OJ000313 


Gene No. 


117948 








Strand 


+ 


Start 


2004 








End 


2609 


Name 


OJ000313 15 


. 0421 , 


; C6 . ol . 


y o 


Method 


GENSCAN 


Start 


2004 ~~ 








End 


2609 


GI 


none 








Score 


. 44 


ft von ^ 


2004 2243. 


2499 , 


. .2609 








Seq. No. 


56363 








Seq. ID 


OJ000313 


Gene No. 


117949 








Strand 




Start 


3924 








End 


4158 


Name 


OJ000313 15 


. 0421 , 


.C6.o2. 




Method 


AAT/GAP 


Start 


3924 _ 








End 


4158 


GI 


427259 








Score 


411 




3924 4158 












Seq. No. 


56363 








Seq. ID 


OJ000313 


Gene No. 


117950 








Strand 




Start 


5359 








End 


5530 




OJ000313 15 


. 0421 , 


. C6 . o2 . 


O* Q 


Mp* i"hoH 






5359 _ 

*J *J Z? 








End 


5530 


GI 


none 








Score 


. 78 


ft von 


5359 5530 












Sea No 


56364 








Sea. ID 


OJ000313 

\J V-/ \J T-J -1- 'w' 


Gene No. 


117951 








Strand 


+ 


Start ; . 


26 








End 


277 


Name 


OJ000313 15 


.0421. 


,C7.ol. 


np 


Method 


AAT/NAP 


Start 


26 _ ■ 








End 


277 


GI 


7228441 








Score 


77 


ft von 


26 . . 277 












GI Dp^rrio 


(AP001366) 


hypothetical 


protein [Oryza 


sat i va ] 


Seq. No. 


56364 








■.Seq. ID 


OJ000313 


Gene No.' 


117952 








Strand 


+ 


Start 


497 








. End 


655 


Name 


OJ000313 15 


.0421, 


,C7.ol. 


gs 


Method 


GENSCAN 


Start 


4 97 _ 








End 


655 


GI 


none 








Score 


.87 


Exon^ 

L_J *V V./ llO 


497 655 












Seq. No. 


56365 








Seq. ID 


OJ000313 


Gene No. 


117953 








Strand 


+ 


Start 


244 •"• 








End 


475 


Name 


OJ000313 15 


.0421. 


,C8.ol. 


gp 


Method 


AAT/GAP 


Start 


244 








End 


475 


GI 


none 








Score 


392 



56842 



£jXOri5 


OA A 4 7 R 














Seq. No. 


56365 






Seq. ID 


OJ000313 


J.5.0421 


.C8 


Gene No. 


117954 






Strand 


+ 






o L, ax L 


JO / 








A fift 

fi D 0 






Name 


n tooo^i ^ i r 


04 91 


Pp p,1 nc 


l v lfcs LIIOU 










^ ft 7 






Hina. 


A £ft 
f± Do 






PT 
LjI 


none 






Score 


Q4 








00 / . . 4 D 0 














Seq. No. 


56365 






Seq. ID 


OJ000313 


_15.0421 


.C8 


Gene No. 


117955 






Strand 


+ 






Q4-3 r-4- 








EjI Id 


1 ft OQ 






Name 


UJ UUU jl j 10 


0 4 91 


L/O . oz. . gp 


















rjnci 


1 ft no 






Lrl 


none 






Score 


PRO 
0 J" 






Exons 


1 j4o . . 














Seq. No. 


56365 






Seq. ID 


OJ000313 


_15.0421 


.C8 


Gene No. 


117956 






Strand 


+ 






C -1- -3 V~f- 


7^06 
/ j u 0 






FnH 


Pft7fi 






Name 




. . 


lo.oj. gs 


lyi e cnou 
















iitnci 


Pft7£ 
0 0 / D 






P T 


none 






Score 


7 "3. 
. /.J 






Exons 


Tone 7 "3ft ft 
/jUD. . / jo 0 / 


0 fl y 0 . 


' P P 7 £ 










C o /-t Ma 

o q . in o . 


c c 0 £ c 
J 0 J D J 








VJU UUU Jl J 


1 ; 04 91 


pp 


Gene No. 


117957 






Strand 


+ 






Start 


9895 






End 


14532 






Name 


OJ000313 15 


.0421. 


C8.o4 .gs 


Method 


GEN SCAN 






Start 


9895 






End 


11683 






GI 


none 






Score 


.73- 






Exons 


9895. .9957, 


10490 


. .10551, 


11315. .11372 


, 11525.. 


11683 





Seq. No. 56365 

Gene No. 117957 

Start ■ 9895 . ' * 

Name OJ000313_15 . 0421 . C8 . 61 . np 

Start 10714 

GI 6630685 

Exons 10714. .10752, 13677.. 14532 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ000313_15.0421.C8 

Strand + . 

End. - 14 5$^"' 

Method AAT/NAP " 

End 14532 

Score 1245 



Seq. No. 


56365 








Seq. ID 


OJ000313 


Gene No. 


117958 








Strand 




Start 


1323 








End 


4516 


Name 


OJ000313 15 


0421 


C8.o2. 


gs 


Method 


GENSCAN 


Start 


1323 








End 


4516 


GI 


none 








Score 


.42 


Exons 


1323. .1474, 


1606 


.1758, 


1959. 


.2251, 4422. .4516 


Seq. No. 


56365 








Seq. ID 


OJ00031-3 


Gene No. 


117959 








Strand 




Start 


11217 








End 


11598 


Name 


OJ000313 15 


0421 


C8.o3. 


gp 


Method 


AAT/GAP 


Start 


11217 








End 


11598 



56843 






uC-osflcyp033a04bl 


Score 


675- 




Exons 


11217. .11598 








uescrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa geno 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


56365 


Seq. ID 


UJUUUjIo 1 j . 1)4^:1 


. Lo 


Gene No. 


117960 


Strand 






O L ar L 


13678 


End 


± 4 D .30 




Name 


OJ000313 15.0421.C8.o2.tm 


Method 


TOT 7\ PTV • KA A ^ <-> 

i Dii/\b i a : LXia i z e 




Of T yf 


1 jO / O 


Hinu. 


1 "3 Q c; c; 

1 JO JJ 






none 


Score 


244 




Exons 


13678;. 13854, 13679. .13855 








Seq. No. 


56365 


Seq. ID 


UJUUUjIo l3.U4^;i 


. to 


Gene No. 


117960 


Strand 






Q4- -) -y- +- 

oX_a.IT U 


13678 


End 


1 4 0 J 0 




Name 


OJ000313 15.0421.C8.ol.tw 


Method 


.i dlao i a . wnea l. 




Ofa r-f- 
OLQIL 


13682 


End 


1 a n Q 0 

1 4 u y z 




n 


none 


Score 


90' 




Exons 


13682. .13840, 13868. .14092 








oeq . no . 


56365 


Seq. ID 


OJ000313_15.0421 


. lo 


Gene No. 


117960" 


Strand 






Start . 


13678 


End, 


14535 




Name 


OJ000313 15.0421.C8.ol.tm 


Method 


TBLASTX: Maize ' 




P4- — i -v~ 4- 

btart 


13856 


End 


14535 




C T 


none 


Score 


874 




Exons 


13856. .14428, 13856. .14158, 


13867. .14391, 14240 .. 14 4 10, 






14431. .14529, 14 431. .14535 








Seq. No. 


56365 


Seq. ID 


OJ000313_15.0421 


r* o 
. Lo 


Gene No. 


117960 


Strand 








13678 


End 


14535 




Name 


OJ000313_15.0421.C8.ol.ts 


Method 


TBLASTX : Soybean 




Otal L 


1 ^R77 
Ijo / 1 


End 


14392 




bl 


none 


Score 


300 




Exons 


13877. .14275, 14086. . 14265, 


14285. .14392- 




Seq. No. 


56366 


Seq. ID 


OJ000313_15.0421 


. 


Gene No. 


117961 


Strand 


+ 




O Lai L 


109 


End 


551 




Name 


OJ000313 15.0421.C9.ol.gs 


Method 


GENSCAN 




O Lai L 


109 • 


' End 


551 






none 


Score 


.42 




Exons 


109. .213, 373. .551 








oeq . wo . 


56366 


Seq. ID 


OJ000313_15.0421 


. 


Gene No. 


117962 


Strand 






Start 


1937 


End 


2607 




Name 


OJ000313 15.0421.C9.ol.np 


Method 


AAT/NAP 




o car u 


1937 


End 


2607 




GI 


6721507 


Score 


87 




Exons 


1937. .2134, 2395.. 2607 








GI Descrip. 


(AP001072) hypothetical protein fOryza 


sativa] 




Seq. No. 


56367 


Seq. ID 


OJ000313_15.0421 


.CI 


Gene No. 


117963 


Strand 







56844 



Start 
Name 
Start 
GI 

Exons 



154 

OJ000313_15. 0421. CIO. ol, 

154 

none 

154. .221 



gs 



End 

Method 

End 

Score 



221 

GENSCAN 

221 

.65 



Seq. No. 56368 

Gene No. 117964 

Start 37 

Name OJ000313_15 . 0421 . C12 . ol . 

Start 37 

GI none 

Exons 37.. 532, 627.. 922 



gs 



Seq. ID OJ000313_15.0421.C12 

Strand + 

End 922 

Method GENSCAN 

End 922 

Score 1 



Seq. No. 56368 

Gene No. 117965 

Start 1737 

Name OJ000313_15 . 0421 . C12 . o2 , 

Start 1737 ; . 

GI none 

Exons 1737.. 1968, 2054.. 2079 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_15.0421.C12 

2079 
GENSCAN 
2079 
.83 



Seq. No. 56368 

Gene Nq. 117965 ■ 

Start 1737 

Name . OJ000313_15 . 0421 . C12 . ol , 

Start 1784 

GI none 

Exons 1784.. 1852, 1787.. 1855, 
1857. .1970, 1858. .1971, 

Seq. No. 56369 

Gene No. 117966 

Start 60 

Name OJ000313_15 . 0421 . C13 . ol . 

Start 60 

GI none • 

Exons 60.. 136, 645. '.736, 3105, 



tm 



1788. 
1858, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 15.0421.C12 



2079 

TBLASTX: Maize 
1971 
59 

1862, 1821.. 1862, 1836.. 1970, 
1971 



Seq. ID 

Strand 

End 

gs Method 
■ End 
Score 

.3313 



OJ000313_15.0421.C13 
+ 

3313 . . 

GENSCAN 

3313 

.41 



Seq. No. 56369 

Gene No. 117967 

Start 4496 

Name OJ000313_15 . 0421 . C13 . o2 . gs ' 
Start 0 _ 4 4 96 

GI none 

Exons 4496. .4578, 4716. .4853, 4954, 

Seq. No. 56369 

Gene No. 117968 

Start 6163 

Name OJ000313_15 . 0421 . C13 . o3 . gs 

Start 6163 

GI none 

Exons 6163.. 6744 



Seq. ID OJ000313_15.0421.C13 

Strand + 

End 5380 

Method GENSCAN 

End 5380 

Score .85 
.5380 

Seq. ID OJ000313_15.0421.C13 

Strand + 

End 6744 

Method GENSCAN 

End 6744 

Score .98 



Seq. No. 
Gene No. 



56369 
117969 



Seq. ID 
Strand 



OJ000313 15.0421.C13 



56845 




otart 


TCCC 
/ JJJ 




End 


O -3 -L 4 






Name 


UJUUU jl j ±0. 


0421.C13.o4.gs 


Method 








btart 


7 £ cl ^ 
/ ODD 




End 








bl 


none 




Score 








Exons 


tccc; 7 7 R7 


7898.. 8020, 8152.. 8314 








Seq. No. 


56369 




Seq. ID 


OJ000313 


_15.0421 


.C13 


Gene No. 


117970 




Strand 








btan 


y o o Z 




End 


1 J JDl 






Name 


/-\ TH Ami "3 1 R 


U ft Z 1 . OZ . L. 5 


Method 


moT 7i CTY • 
i Dli/AO 1 A . 


Soybean 




Start 


yooi 




End 


1 Pi R 4 1 
1UD3 1 






GI 


none 




Score 


7 9 






Exons 




9958. .10119, 


10152. .10541, 


1 09^7 






Seq. No. 


56369 




Seq. ID 


OJ000313 


_15.0421 


.C13 


Gene No. 


117970 




Strand 








Q A 1 v- 4- 

btart 


QQP9 

y o o L 




End 


15561 






Name 


c\ Tnnm i ^ i ^ 


0421.C13.o5.gs 


, " Method 


GENSCAN 






btart 


QQQO 

yooz 




End 


15422 






bl' 


'none 




Score 


.48 






Exons 


QQQO 1 "5m7 


13356. .13555, 


14018. .15422 






beq. No. 






Seq. ID 


OJ000313 


i c o a 9 1 
1 3 . U H. £ 1 




bene no . . 


1 1 / y / u 




Strarid 








Start 


- 9882 




End 


15561 : \ 






Name 


OJ000313 15. 


0421.C13.ol.np 


Method 


AAT/NAP 






Start ■ 


9888 




End 


15561 






GI 


3777527 




Score 


2407 






Exons 


9888. .11644, 


11729. .13020, 


13048. .13165 


, 13341. 


. 1 OH (Of 






13614. .13753 


, 14150. .14398 


, 14601. .15561 






GI Descrip. 


{AF053008 ) gag-pol polyprotein [Glycine 


max] 






Seq. No. 


56369 




Seq. ID 


OJ000313 


i c r\ a o 1 


PI ^ 
. bl J 


Gene No. 


117970 




Strand 








Start 


9882 




End 


15561 






Name 


OJ000313 15. 


0421.C13.ol-.tc 


Method 


TBLASTX: 


Cress 




btart 


. 9903 




End 


10562 






bi 


none 




Score 


67 






Exons 


9903. .10115, 


9997. .10116, 


10134. .10268, 


10380. . 








10389. . 10562 












Seq. No. 


56369 




Seq. ID 


OJ000313 


_15.0421 


.C13 


Gene- No. 


117970 




Strand 








b uar z 


9882 




End 


15561 






Name 


OJ000313 15. 


0421.C13.olv. v tm 


Method 


TBLASTX: 






C 4 , — 4- 

brart. 


9903 




End 


10559 






bl 


none 




Score 


299 






Exons 


9903. .10559, 


9904. .10551 










Q £1 rr ~K\r\ 

oeq . LN o . 


56369 




Seq. ID 


OJ000313 


1 5 0491 


n ^ 


Gene No. 


117970 




Strand 








Start 


9882 




End 


15561 






Name 


OJ000313 15. 


0421.C13.o3.tw 


Method 


TBLASTX: 


Wheat 




Start 


10326 




End 


10742 ' 






GI 


none 




Score 


82 






Exons 


10326. .10562, 10327. .10551 


, 10590. . 10742 







56846 




Seq. No. 


56369 




Seq. ID 


OJ000313_15.0421 


.C13 


Gene No. 


117970 




Strand 






O -(- -> v-4- 


Qft P 9 




tna 


IjjuI 




Name 


UJUUU Jl j xo» U*JZ1 


. 04 . t S 


rietnoa 


i nii/ib i a . boyoean 




otart 


1 Ci^AO 
X UDfl Z 




Hjna 


10 7 7 0 

x u / / u - 




P T 
bX 


none 




Score 


7 n 
/ u 




Exons 


XU0ftZ..XU/00, 1UOU J . 


1 D77H 
. X U / / U 








Seq. No. 


56369 




Seq. ID 


OJ000313_15.0421 


.C13 


Gene No. 


117970 




Strand 






b tart 


y o oz 




End 


15561 




Name 


UJUUUJXJ X D . U4i Z 1 . Ll J 


. o3 . tm 


Method 


TBLASTX: Maize 




bt art 


i Hon*? 




End 


11250 




p t 
bi 


none 




Score 


107 




Exons 


1 non^ 119/1Q 1 HQ1 0 
X Uo U 3 . . X Xz 41 y , XUoXZ. 


. lllUo, 


10813. .11250 




beq . no . 






Seq. ID 


OJ000313 15.0421 


pi ^ 

. Ul j 


Gene No. 


117970 




Strand 


- 




Start 


9882 




End 


15561 




Name 




ox . t s 


Method 


i dMo i a : boyoean 




ot art 


i n qi 9 
x u y xz 




End 


11481 




P T 

bX 


c; r nQ9 £n 
o ouyz du 




Score 


405 




Exons 


1HQ19 1 1 / QI 1 H Q 1 /I 

xu y xz . . x x 4 o i , xu y 1 4 . 


11/1/11 
X X H H X 








GI Descrip. 












beq. No. 






Seq. ID 


OJ000313_15.0421 


. CXo 


Gene No. 


117970 




Strand 






Start 


9882 




End 


15561 




Name 


UJUUU jl J XD.U4ZX.bXo 


ox . tw 


Method 


TBLASTX: Wheat 




btart 


xuyzy 




End 


11396 




OX 


none 




Score 


143 




Exons 


xuyzy. . x xz / j , x u y ou . 


i i n Q7 
x x u y / , 


11128. .112 


56, 11307. .11396, 






1 1 "51 O 1 1 OQfl 

liji j . .xxjyu 










Seq. No. 


56369 




Seq. ID 


OJ00031'3_15.0421 


-C13 


Gene No. 


117970 




Strand 






bt art 


QQQO 




End 


15561 




Name 


P» TO fl H "3 1 "V 1R A/l Ol PI "5 


oz . tc 


Method 


TBLASTX: Cress ' 




bt art 


i i m i 

1 1U j 1 




End. 


11297 




p t 


none 




Score 


116 




IT 1 y> y> c 


11UJ1 . . 1X^)7 / / 1 1 U O Z . 


1 1 9Q9 

iiz y z 








beq. no. 


oboby 




Seq. ID 


OJ000313_15.0421 


pit 


Gene No. 


117970 




Strand 






Start 


9882 




End 


.15561 




Name 


UJUUU JiJ X D . UH Z X . Ul .3 . 


oz . tm 


Method 


TBLASTX: Maize 




bt art 


X X / 04 




End 


12389 




PT 


none 




Score 


55 




Exons 


xx/D4i. . x x y u o , XXOOO. . 


1 1 Q7 4 

x x y / ft , 


11901. .11993, 11901. .12323, 






xxyuz. . lZii ji, xzuoy. . 


XZZ J D, 


12306. .12389, 12326.. 12358 




Seq. No. 


56369 




Seq. ID 


OJ000313_15.0421 


-C13 


Gene No. 


117970 




Strand 






Start 


* 9882 




End 


15561 




Name 


OJ000313 15.0421.C13. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11754 




End 


12215 




GI 


none 




Score 


41 





56847 




Exons 


i i icyi 1 i poo 11777 
11/04. . 1 1 O O Z , 11/ f J . 


.11892, 11904. .12215, 11911.. 12204 




Seq. No. 


56369 




Seq. ID 


OJ000313_15.0421 


.C13 


Gene No-. 


117970 




Strand 






otart 


y o 




End 


15561 




Name 


UJ UUUjIj lo.U4Zl.blo 


.o2.tw* 


Method 


TBLASTX: Wheat 




Start 


1 OAC7 




End 


12620 






none 




Score 


79 




Exons 


1ZUD / . . 1Z j4 4 , 1ZU / Z . 


.12236, 12384. .12620, 12402.. 12614 




beq. jno . 






Seq. ID 


n Tnnn^i ^ ir O/i 9 i 

UdUUujlj XD . U H Z 1 


Pi A 


Gene No. 


117971 




Strand 


+ — 




Start 


1 




End 


1302 




Name 


OJ000313 15.0421.C14 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


956 




bl 


6649097 




Score 


778 




Exons 


1..81, 154. .956 










bl uescrip. 


(AF146275) resistance gene analog PIC2'/ 


[Oryza sativa] 




Seq. No. 


56370 




Seq. ID 


OJ000313_15.0421 


.C14 


Gene No. 


117971 




Strand 


+ 




otarc 


1 




End. 


1302 




Name * 


OJ000313 15.0421.C14 


.ol.tc 


Method 


TBLASTX: Cress 




btart 


184 




End 


813' 




GI 


none 




Score 


61 




Exons 


184 . . 240, 316 . . 564 , 


661 ..813 








Seq. No. 


56370 




Seq. ID 


OJ000313_15.0421 


.C14 


Gene No. 


117971 




Strand 


+ 




bt art 


1 




End 


1302 




Name 


OJ000313 15.0421.C14 


.ol.gs 


Method 


GENSCAN 




btiart 


355 




End 


1302 




bl 


none 




Score 


.68 




Exons 


355. .851, 1160. .1302 










Seq. No. 


56370 




Seq. ID 


OJ000313_15.0421 


.C14 


Gene. No. 


117971 '. 




Strand 


+ 




otart 


1 




End 


1302 




Name 


OJ000313 15.0421.C14 


. ol .tm 


Method 


TBLASTX: Maize 




o tar u 


355 




.End 


833 




bl 


none 




Score 


52 




Exons 


355. .429, 426. .527, 


433. .828, 


621. .833 






Seq. No. 


56370 




Seq. ID - 


OJ000313_15.0421 


.C14 


Gene No. 


117971 




Strand 








1 




End 


1302 




Name 


OJ000313 15.0421.C14 


. ol . ts 


■ Method 


TBLASTX : Soybean 




otart 


457 




End 


783 




bl 


none 




Score 


107 




Exons 


457. .585, 459. .563, 


613. .783, 


621. .752 






Seq. No. 


56371 




Seq. ID 


OJ000313_15.0421 


.CIS 


Gene No. 


117972 




Strand 


+ 




Start. , ' 


.1 




End 


2689 




Name 


OJ000313 15.0421.C15 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2689 




GI 


6069646 




Score 


333 





56848 



Exons 1..469, 2655.. 2689 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC-F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 56371 Seq. ID 

Gene No. 117973 ~Strand 

Start 3428 End 

Name OJ000313_15 . 04 21 . CI 5 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..369, 285.. 368 



OJ000313_15.0421.C15 
3611 

TBLASTX: Maize 

369 

237 



Seq. No. 56371 Seq. ID 

Gene No. 117973 Strand 

Start 34 28 End 

Name OJ000313_15 . 0421 . C15 . o2 . tw . Method 

Start 94 End 

GI none Score 

Exons 94.. 396, 264.. 416 



OJ000313_15.0421.C15 

3611 . . 
TBLASTX: Wheat 
416 
'204 



Seq. No; ■ -56371 

Gene No.- 117973 ' ■ ' 

Start 3428 

Name OJ000313_15 . 0421 . C15 .ol .tw 

Start 1131 

GI ■- none 

Exons 1131.. 1466, 1156.. 1476, 1164. 
1526. .1552 



OJ000313_15.0421.C15 
3611 

TBLASTX: Wheat 

1552 

98 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1472, 1464.. 1550, 1485.. 1550, 



Seq. No. 
Gene No. 
Start 
■ Name 
Start 
GI 

Exons 

GI Descrip. 



56371 



Seq. ID OJ000313_15.0421.C15 



117973 Strand 
3428" End 
OJ000313_15. 0421.C15.o4 .np Method 
3428 . End 
6069646 . Score 

3428. .3611 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 
Arabidopsis thaliana chromosome II BAC 



3611 
AAT/NAP 
3611 
66 

transcriptase 
11 (AP001129) 
F9013 genomic 



putative non-LTR 
[Oryza sativa] 



retroelement reverse transcriptase, 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 56372 

Gene No. 117974 

Start 856 

Name OJ000313_15 . 0421 . CI 6 . ol . gs 

Start 856 

GI none 

Exons 856. .928, 1003. .1065, 1577. 
2968.. 3242 



Seq. ID OJ000313_15.0421.C16 

Strand + 

End 3242 

Method .GENSCAN 

End 3242 

Score .74 
,1654, 2212. .2384, 2755. .2898, 



Seq. No. 
Gene No, 
Start 



56372 

117975 

4594 



Seq. I'D 

Strand 

End 



OJ000313 15.0421.C16 



7284 



56849 





Name 


OJ000313 15.0421. 


C16.o2 


.np 


Method 


AAT/NAP 




Start 


4251 






End 


7284 




GI 


7493532 






Score 


256 




Exons 


4251. .4304, 5207. 


.5280, 


5412. . 


5515, 6083.. 6199, 6288.. 6451, 






6564.. 6825, 7127. 


.7284 










GI Descrip. 


Trp-Asp repeat protein 


- fission yeast 


(Schizosaccharomyces 






pombe) .gi| 5830509 |emb|CAB5481'y 


Ml (AL110506) WD repeat protein 






[Schizosaccharomyces pombe] 








oeq. no. 


56372 






Seq'. ID 


OJ000313_15.0421.C16 




Gene No. 


117975 






Strand 






Start 


/IRQ/ 

4 d y 4 






End 


7284 




Name 


OJ000313 15.0421. 


C16.o2 


.gs 


Method 


GENSCAN 




o tar l 


4594 






End 


7133 






none 






Score 


.8 




Exons 


4594.. 4653, 4962. 


.5051, 


5126. . 


5280, 5580. .5649, 6028. .6203, 






6292.. 6451, 6564. 


.6821, 


6981. . 


7133 






oeq . JNO . 


56372 






Seq. ID 


OJ000313_15.0421.C16 




Gene No. 


117975 






Strand 






Start 


4594 






End 


7284 




Name 


OJ000313 15.0421. 


C16.ol 


.np 


Method 


AAT/NAP 




btart 


4597 " 






End 


5502 


r i 




6693030 






Score 


391 




Exons 


4597.. 4636, 4806. 


.4879, 


4962. . 


5280, 5412 ,\ 5502 


in 


GI Descrip. 


(AC012375) T22C5. 


29 [Arabidopsis thaliana] 


TLJ 




56372 






Seq. ID 


OJ000313_15.0421.C16 




Gene No. 


117975 






Strand 




f :| 


Start 


4594 






End 


7284 




Name 


OJ000313 15.0421. 


C16.ol 


,ts 


Method 


TBLASTX: Soybean 


m 


Start 


4974 






End 


5490 




GI 


none 






Score 


57 




Exons 


4974. .5051, 4984. 


.5064, 


50.90. . 


5296, 5139.. 5282, 5405.. 5485, 



z S 



5410.. '5490 

■Seq. No. 56372 

Gene No. 117975 

Start 4594 

Name OJ000313_15 . 0421 . C16 . ol . tm 

Start 5202 

GI none 

Exons 5202.. 5291, 5204.. 5296, 5215. 

5414.. 5605, 6050.. 6232, 6052. 

Seq. No. 56372 

Gene No. 117975 

Start 4594 

Name OJ000313_15 . 0421 . C16 . o2 . ts . 

Start 6097 

GI none 

Exons 6097.. 6219, 6098.. 6205, 6278. 

Seq. No. 56373 

Gene No. 117976 

Start 364 

Name OJ000313 15 . 0421 . C17 . ol . gs 



Seq. ID OJ000313_15.0421.C16 
Strand 

End 7284 

Method TBLASTX : Maize 

End 6235 

Score 84 
.5304, 5408. .5593, 5413. .5604, 
.6204, 6071.. 6235 

Seq. ID OJ000313_15.0421.C16 
Strand 

End 7284 

Method TBLASTX : Soybean 

End 6413 

Score 134 
.6412, 6293. .6409, 6294. .6413 

Seq. ID OJ000313_15.0421.C17 

Strand 

End 64 4 

Method GENSCAN 



56850 





Oldlt 


J OH 


CjllCi 


04 f4 




bl 


none 


Score 


ft A 






dft7 £>AA 








Seq. No. 


56374 -t... 


Seq. ' ID 


OJ000313_15.0421.C18 




Gene No. 


117977 


Strand 


+ 




b tart 




_UU. 


OlJ 




Name 


UJUUUjIj ID.U^/l.blO.Oi.gS 


ft A v\ +*■ y"\ /^J 

Mernoa 


b&INbw'UN 




otart 


9 9ft 




ft 1 "3 
olj 






none 


Score 


A 1 




Exons 


99ft ^rm 7"3£ fti^ 








beq . JNO . 


jDj / ^1 


Can T n 

beq . i u 


UJUUUOlj 1j . UflZl .bio 




Gene No. 


117978 


Strand 






Start 


" 480 


End 


599 




Name 


OJ000313 15.0421.C18.ol.np 


Method 


a AT /MZ\ P 
tttt.1 / lN.tt.ir 




b tar u 


480 


End 


0 r? ^ 




bl 


6815099 


Score 


/ O 




Exons 


480.. 599 








P T" a o /"* v" t ir\ 

ul UcbClip . 


(AP001081) hypothetical protein [Oryza 


ocl LI vd J 




Seq. No. 


56374 * 


Seq. * ID 


OJ000313_15.0421.C1'8 




Gene No. 


117979 


Strand 




"IT 


O-t 1 

otart 


1028 


End - 


110D . 




N ame ^ 


OJ000313 15.0421.C18.o2,gs 


Method 


n T7 M C P 7\ M 

b_LNob.tt.IN 


ul 


O +- -i -v- 4- 

btart * 


1028 1 


End 


1 1 ft £ 




bl - 


none 


Score 




i Li 
f J 


Exons 


1028. .1186 








beq. no. 


56375 


■ Seq. ID 


UJ uuuo i o lo . Ufizi . tiy 




Gene No. 


117980 


Strand 


+ 


i y. 


Start 


2206 


End 


3153 




Name 


OJ000313 15.0421.C19.ol.np 


Method 


7\ 7\ T / M Zi D 
tttt. 1 / LN/iir 


= 


otart 


2206 . • ' • 


End 


Ol CO 

JljJ 




H T 


6649097 


Score 


QQ 9 




TP ww /-v T^l 

Lxons 


2206. .3153 






=5 JX 


GI Descrip. 


(AF146275) resistance gene 


analog PIC27 


[Oryza sativa] 


*3 


C ^ /-* NT 

beq. in o . 


' 56375 


Seq. ID 


UJUUUjI j I J . U 4 _ 1 .L13 




bene ino . 


117981 


Strand 




f 1 


Start 


4110 


End 


9529 




Name 


OJ000313 15.0421.C19.o2.np 


Method 


AAT/NAP 




Start 


4110 


End 


9529 




GI 


6069646 


Score 


634 




Exons 


4110. .4132, .7857. .8262, 854 4. .9529 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 


1| (AP001129) Similar to 



Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR*. retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 56375 Seq. ID 

Gene No. 117982 - Strand 

Start 10089 End 

Name ' OJ000313_15 . 0421 . C19 . ol . tc Method 

Start 2191 End 

GI none Score 



OJ000313_15.0421.C19 
+ 

20833 

TBLASTX: Cress 

3016 

48 



56851 




l—i Avl 1 O 


2191 2247 


2368 


. . 2454 , 


2533 . 


.2769, 2873.. 3016 




Seq. No. 


56375 








Seq. ID 


OJ000313_15.0421 


.C19 


Gene No. 


117982 - 








Strand 


+ 




91-^ rt 


10089 








End 


20833 




Name 


OJ000313 15 


0421 


. C19 . ol 


. ts 


Method 


TBLASTX : Soybean 






2197 ~~ 








End 


2736 






none 








Score 


63 




DAUUO 


2197 2256 


2266 


. .2472, 


2533 . 


.2649, 2665.. 2736 




Seq. No. 


56375 








Seq. ID 


OJ000313_15.0421 


.C19 


Gene No. 


117982 








Strand 


+ 




Start 


10089 








End 


20833 




in aiuc 


OJ000313 15 


0421 


. C19 . o7 


. tm 


Method 


TBLASTX: Maize 




u Lai L 


2563 ~~ 








End 


3036 




\D X 


none 








Score 


46 




l_l *\. \J 1 1 (3 


2563 2637 


2665 


. .2751, 


2799 . 


.2885, 28 


75. .3036, 2876. .3031 


O C U ■ LN . 


56375 








Seq.' ID 


OJ000313_15.0421 


.C19 


Gene No. 


117982 








Strand 


+ 




Start 


10089 








End 


20833 




Name 


OJ000313 15. 


0421 


. C19 . o5 


. tm 


Method 


TBLASTX: Maize 






7329 








End • 


12875 






none 








Score 


172 




DAU11D 


'7329. .7490, 


7330 


. .7491,* 


74 68 . 


.7608, 7498..7S99, 12615.. 


1275; 




12756.. 12875 












OcC|, LN U . 


56375 








Seq. ID 


OJ000313_15.0421 


• \^ X .7 


Gene No. 


117982 








Strand' 


. + 




Start 


10089 








End 


20833 




Name 


OJ000313 15. 


0421 


.C19.ol 


. tm 


Method 


TBLASTX: Maize 




u Lai L 


7854 








End 


14666 




(ZT 


none 








Score * 


389 




1—1 AVI 1 o 


. 7854. .8492, 


13996. .14136, 14018. .14302 


, 14295. .14666, 






14312. .14665 












Seq. . No. 


56375 








Seq. ID 


OJ000313_15.0421 


.C19 


Gene No. 


117982, 








Strand 


+ 




Start 


10089 








End 


20833 




Name 


OJ000313 15. 


0421 


.C19.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


8106 








End 


14831 




GI 


none 








Score 


162 




p. y n n <5 


8106. .8432, 


8525 


. .8644, 


14406 


. .14636, 


14703. . 14831 




Seq/ r No. 


56375 








Seq. ID 


OJ00.Q313_15.0421 


.C19 


Gene No. 


117982 








Strand 


+ 




Start 


10089 








End 


20833 




Name 


OJ000313 15. 


0421 


.C19.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


8127 . 








End 


14609 




GI 


none 








Score 


43 






8127. .8177, 


8232 


. .8429, 


14310 


. .14609, 


14312. .14587 




Seq. No. 


56375 








Seq. ID 


OJ000313_15.0421 


.C19 


Gene No. 


117982 








Strand 


+ 




Start 


10089 








End 


20833 




Name 


OJ000313 15. 


0421 


.C19.o6 


.tm 


Method 


TBLASTX: Maize 




Start 


8552 








End 


14999 





56852 



o i 


none 




Score 


Qft 


£jX<JI lo 


O O -J c. * . O i £. i 


8732. .8755, 14729 .. 14 908 , 


147^0 14QHQ 14Q1Q 14QQQ 

J. 4 f ^>\J . . X 4 3 U 3 , 14313. . 14 333 


Seq. No. 


56375 




Seq.. ID 


OJ000313_15.0421.C19 


Gene No. 


117 982 




Strand 




Of 3 r f- 


i odrq 




End 


?nR^? 


Name 


n.Tnnn^i ^ i ^ 

UUUUUJl J 1J . 


0421.C19.o2.tm 


Method 


TRT.ZXQTY • Ma i *7o 
1 D J_irtO 1A. Via. IZc 




ft Qd ft ~~ 




End 


1 ^4 ?7 

1 J4 J / 


o -L 


ilUl 1 " 




Score 


289 


IT* v r\M o 

iiiXorio 


ft Qd ft Q4 QQ 
o 3 4 o • • 3433, 


9058. .9246., 15109. .15297, 


1 "S? Q4 1 R/l "37 

1Jl34 . . 1J4 J / 


O tr • in kj . 


56375 




Seq. ID 


OJ000313_15.0421.C19 


UCilC LN vj • 


117982 




Strand 


+ 


uLai L 


10089 




End 


20833 


Name 


OJ000313 15. 


0421.C19.o4 .np 


Method 


AAT/NAP 


Start 


10089 




End 


16964 


GI 


6069646 




Score 


702 


Exons 


1008 9. .10112, 13727. .14 4 4 6, 


14735. .15458, 16906. .16964 


OX L/COOJ L^J * 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to' 




Arabidopsis 


thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non 


-LTR retroelement reverse 


transcriptase . (AC006248 ) 




[Oryza sativa] 






o e q . in o . 


56375 




Seq. ID 


OJ000313_15.0421.C19 


Gene No. 


117982 




Strand 


+ 


Start 


10089 




End 


20833 


Name 


OJ000313 15. 


0421.C19.o2.tw 


Method 


TBLASTX: Wheat 




10452 




End 


10799 




none 




Score 


179 


Exons 


10452. .10712 


, 10460. .10702, 


10551. .10703, 10721. .10798, 




10725. .10799 








Seq. No. 


56375 




.Seq. ID 


OJ000313_15.0421.C19 


Gene No. 


117982 




Strand 


+ 


Start 


10089 




End 


20833 


Name 


OJ000313 15. 


0421.C19.o3.tm 


' Method . 


TBLASTX: Maize. 


Start 


13074 




End 


13466 


GI 


none 




Score 


288 


Exons 


13074. .13466, 13118. .13366 







Seq. No. 


56375 


Seq. .ID 


OJ000313_15. 0,421 


.C19 


Gene No'. 


117982 


Strand 


+ ' 




Start 


10089 


-End 


20833 




Name 


OJ000313 i'5.0421.C19.o4.tm 


Method 


TBLASTX: Maize 




Start 


13730 


End 


13987 




GI 


none 


Score 


253 




Exons 


13730. .13987, 13738. .13959 








Seq. No. 


56375 


Seq. ID 


OJ000313_15.0421 


.C19 


Gene No. 


117982 


Strand 


+ 




Start 


10089 


End 


20833 




Name 


OJ000313 15.0421.C19.o5.np 


Method 


AAT/NAP 




Start 


15914 


End 


20833 




GI 


4204314 


Score 


387 




Exons 


15914. .16090, 17054. .17215, 


19894 . .20048, 20629. .20833 




GI Descrip. 


(AC003027) Hypothetical protein [Arabidopsis thaliana] 





56853 






Seq. No. 


56375 








Seq. ID 


OJ000313 


_15.0421.C19 




Gene No. 


117982 








Strand - 


+ 






Q+- avf 
Dial C 


i nnft q 








End 


20833 






Name 


o.Tnnn*^i ^ 1 ^ 

UUUUujl J i J . 


0421 


.C19.o2 


. tc 


Method 


TBLASTX: 


Pro c q 

C O O 




o tar t 










End 


19962 






vjX 


none 








Score 


215 






Exons 


1 7000 1 791 

X/VJ-7U. • X # X J 


, 17098. .17202, 


17105. .17212, 18401 


1 R4 66 






1R4 09 1 ft 470 


, 19891. .19962, 


19893. .19961 






Seq. No. 


56376 








Seq. ID 


OJ000313 


_15.0421.C20 




Gene No. 


117983 








Strand 


+ 








64 








End 


5037 






Name 


UuUUU JlO Xj. 


0421 


.C20.ol 


.gs 


Method 


GENSCAN 








64 ~ 








End 


5037 






p t 


none 








Score 


.88 








64 1 994 


. .35! 


3, 1661 


..1829, 2552. .2624, 3131 


^74 ^ 

. * J / 4 J , 






















Seq. No. 


56376 








Seq. ID 


OJ000313 


_15.0421.C20 






1 1 7 Qft ^ 

XX / JO J 








Strand 


+ 






OLdlt 


O 4 








End 


5037 






Name 


UUUUU jl J 1j . 


0421 


.C20.ol 


. gp 


Method 


AAT/GAP 








£ J 0 X 








End 


3013 






P T 


none 








Score 


872 




in 


Exons 


Z 0 0 X . . jUIj 
















Seq. No. 


56376 








Seq. ID 


, OJ000313 


_15.0421.C20 




i^ene jno . 


1 1 7 Qft ^ 
XX / J 








Strand 


+" 




i • * 


bTLart. 


64 








End 


5037 




i 


Name 


UuUUUjIj 1 j • 


0421 


,C20.o2 


.gp 


Method 


AAT/GAP 






bnar l. 


ft O 3? u 








End 


4746 






PT 
LjX 


j / D D 0 0 X 








Score 


665 




J! S3. 


Exons 


/QQf) 4746 
4 J :? U . .4 / 4 O 














"Hi 


beq . wo . 


R 6*37 6 








Seq. ID 


OJ000313 


i c. n 4 9 1 P90 

1J . U 4 ^ X .LZU 




Gene No. . 


117984 ■ 








Strand 






%J 


Start 


4922 








End 


5364 






Name 


o.tooo^i ? i s 


0421 


.C20.ol 


. ts 


Method 


TBLASTX: 






Otdl U 


^1 69 _ 








End 


4308 




£3 


PT 
oX 


none 








Score 


100 






tjXOilo 


JlU^ . . J4 JO j 


3228 


. .3743, 


3290 


. .3550, 3406. .3744, 


JT JU » • J / J J , 






JOl / . . JO \J-4 , 


3819 


. .38 63, 


3991 


, .4167, 3993. .4283, 


?QQ6 4 9 QS 






4 9 ?i 4 ?na 
















Seq. No. 


56376 








Seq. ID 


OJ000313 


_15.0421.C20 




Gene No. 


117984 








Strand 








O L dl t 


4 Q9 9 








End 


5364 






Name 


n tooo ^ i r 

UuUUUjIj X j . 


0421 


.C20.o2 


. tm 


Method 


TBLASTX : ] 


LYldX 




btart 










End 


5055 






GI 


none 








Score 


62 






Exons 


3291. .3458, 


4381 


. .4545, 


4385 


..4666, 4387. .4647, 


4771. .4860, 






4897. .5055, 


4928 


. .5035 












Seq. No. 


56376 








Seq. ID 


OJ000313 


_15.0421.C20 




Gene No. 


117984 








Strand 








Start 


4922 








End 


5364 





56854' 



Name 

Start 

GI 

Exons 



OJ000313_15.0421.C20.ol.tm 
3461 



none 

3461. .3550, 3464, 

3811. .3894, 3817, 

3987. .4040, 3994, 

4038. .4067, 4064. 
4276. .4380 



Method TBLASTX : Mai ze 
End . 
Score 



4380 
62 



,3553, 3465.. 3743, 3469.. 3753, 3596.. 3748, 

,3900, 3818. .3898, 3819.. 3899, 3842. .3928, 

,4044, 4000. .4044, 4005. .4064, 4006. .4065, 

,4282, 4069. .4284, 4071. .4280, 4276. .4380, 



Seq. No. 56376 Seq. ID 

Gene No. . 117984 Strand 

Start 4 922 End 

Name OJ000313_15 . 0421 . C20 . o2 . ts Method 

Start 4309 End 

GI none Score 

Exons 4309. .4725, 4355. .4465, 4501. .4722 

Seq. No. 56376 Seq. ID 

Gene No. - 117984 Strand 

Start 4922 End 

Name OJ000313_15 . 0421 . C20 . o3 . gp Method 

Start 4 922 End 

GI 3766882 Score 

Exons 4 922. .5364 



OJ000313_15.0421.C20 
5364 

TBLASTX: Soybean 

4725 

270 



OJ000313_15.0421.C20 

5364 
AAT/GAP 
5364 
621 



Seq. No. 56377 - v Seq. ID 

Gene No. 117985 Strand 

Start 5162 * End 

Name OJ000313_15 . 0421 . C22 . o4 . gp . Method 

Start 5110 End 

GI 1631512 Score 

Exons 5110.. 5453, 5619.. 5700 

Seq. No. 56377 Seq. ID 

Gene No. 117985 Strand 

Start. 5162 End 

Name OJ000313_15 . 0421 . C22 . o2 . gs . Method 

Start 5162 End 

GI?- none Score 

Exons 5162.. 5453, 5619.. 5746, 5817.. 5867 

Seq. No. "56377 Seq. ID 

Gene No. 117986 Strand 

Start 7300 End 

Name OJ000313_15 . 0421 . C22 . o5 . gp Method 

Start 7300 End 

GI 427308 Score 

Exons 7300.. 7354, 7695.. 7810 

Seq. No. 56377 Seq. ID 

Gene No. 117987 Strand 

Start 137 End 

Name OJ000313_15 . 0421 .C22 . o2 . tm - Method 

Start 131 End 

GI none Score 

Exons 131.. 322, 132.. 326, 154.. 333 



OJ000313_15.0421.C22 
+ 

5867 
AAT/GAP 
5700 
783 



OJ000313_15.0421.C22 

+ 

5867 
GENSCAN 
5867 
. 97 



OJ000313_15.0421.C22 

+ / . . . .•• 
7810 

AAT/GAP - 

7810 

302 



OJ000313_15. 0421.C22 
1576 

TBLASTX: Maize 

333 

221 



56855 



Seq. No. 


56377 


Seq. ID 


OJ000313_15.0421 


.C22 


Gene No. 


117987 


Strand 






C -j- -s y-j- 


137 


End 


X -J / o 




Name 


OJ000313 15.0421.C22.ol.gs 


Method 


o Cj IN Ol^rl LN 




u Ldl L 


137 


End . 


1 A 9 R 
X *i c. D 




oX 


none 


Score 


Q7 




XL A 1 0 


137. .577, 1068. .1165, 1179. .1425 






oeq. NO . 


56377 


Seq. ID 




coo 


Gene No. 


117987 


Strand 






Start 


137 


End 


1576 




Name 


OJ000313 15.0421.C22.ol.tc 


Method 


TRT aQTY-Procc 
1 DXjriO 1 A . ticSS 






143 


End 


X H Z O 






none 


Score 


1 0^ 
X Uj 




Exons 


143. .241, 150. .242, 384. .449, 


407. .451 


aqa £ m O 


R7 7 




1258. .1425, 1259. .1426 








oeq. LN u . 


56377 


Seq. ID 


UUUUUJi.J X D • U H <£. X 


COO 


nana • Mo 


117987 


Strand 






Start 


137 


End 


- 1576 




Name 


OJ000313 15.0421.C22.ol.gp 


Method 


AAT/GAP 




O Ldl L 


187 


End 


537 






47 68 97 9 


Score 


683 




Exons * - 


187. .537 - 








bi uescnp. 


f * 4768980/gfc4AAD29703.1|AF140490 1 l.Oe- 


35 (AF140490) heat-shock 




protein [Oryza sativa] 








oeq . iNO . 


56377 


Seq. ID 


OJ000313_15.0421 


.C22 


Gene No. 


117987 . 


Strand 






Start 


137 


End 


1576 




Name 


OJ000313 15.0421.C22.ol.np 


Method 


AAT/NAP 




o car u 


188 


End 


535 




ul 


4768980 


Score 


608 




TI 1 v An o 
£j AUI lb 


188. .535 








CI T Haepn 

\j ± Ucbl/lip . 


(AF140490) heat-shock protein 


[Oryza sativa] 




OcLj • LNU . 


56377 


Seq. ID 


OJ000313_15.0421 


.C22 


Gene No. 


117987 


Strand 






Start 


137 


End 


1576 




Name 


. OJ000313 15.0421.C22.o2.np 


Method 


AAT/NAP 




OLdlL 


373 


End 


1422 






6566707 


Score, 


244 




Exons 


■373.. 478, 512.. 577, 1261.. 1422 






oX UcbLIip. 


. (AB028855) mDj5 [Mus musculus] 








Seq. No. 


56377 


Seq. ID 


OJ000313_15.0421 


.C22 


Gene No. 


117987 


Strand 






O L Cl J. L 


137 


End 


1576 




Name 


OJ000313 15.0421.C22.ol.ts 


Method 


TBLASTX: Soybean 




O Lei IT L 


428 


End 


1429 




bl 


none 


Score 


84 




Exons 


428. .451, 509. .580, 1258. .1425 


, 1259.. 


1429 




Seq. No. . 


56377 


Seq. ID 


OJ000313_15.0421 


.C22 


Gene No. 


117987 


Strand 






Start 


137 


End 


1576 




Name 


OJ000313 15.0421.C22.ol.tm 


Method 


TBLASTX: Maize 





56856 



Start 1246 

GI none 

Exons 1246.. 1425, 1260.. 1355 

Seq. No. - 56377 

Gene No. 117987 

Start 137 

Name OJ000313_15 . 0421 . C22 . o3 . gp 

Start ' 1319 

GI 2427441 

Exons 1319.. 1576 



End 
Score 



1425 
146 ' 



Seq. ID OJ000313_15.0421.C22 
Strand 

End 1576 

Method AAT/GAP 

End 157 6 

Score 4 93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56378 

117988 

383 

OJ000323_16.04 21.C2.ol.gs 

383 

none 

383.. 502', 533.. 616 

56379 

117989 

69 

OJ000323_16.0421.C5.ol.gs 

69- 
none 

69. .287, 593. .748 



Seq. ID OJ000323_16.0421.C2 

Strand + 

End 616 

Method GEN SCAN 

End 616 

Score . 62 



Seq. ID OJ000323_16.0421.C5 

Strand + 

End 748 

Method GENSCAN 

.End 748 

Score .97 



56379 ' 
117990 
1 

OJ000323_16.0421.C5.ol.np 
1 

2281641 
1..20, 276. .496 

(AF003101) AP2 domain containing protein RAP2 . 8 [Arabidopsis 
thaliana] 



Seq. ID OJ000323_16.0421.C5 
Strand 

End 2110 

Method AAT/NAP 

End 4 96 

Score 94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



56379 
117990 
1 

OJ000323_16.04 21.C5.o2.np 
162 

5852093 
162. .244, . 1909. .2025 
(AL117264) zwh!6.1 [Oryza sativa] 



Seq. ID OJ000323_16.0421.C5 
Strand 

End 2110 

Method AAT/NAP 

End 2025 

Score 66 



56379 

117990 

1 

OJ000323_16.04 21.C5.o2.gs 

1273 

none 

1273.. 1294, 2031.. 2110 

56380 
117991 



Seq. ID OJ000323_16.0421.C5 
Strand 

End 2110 

Method GENSCAN 

End 2110 

Score . 68 



Seq. ID OJ000323_16. 0421.C8 
Strand 



56857 




Qi- a r*+- 
O L. cl-L L 


A Qfl 

1 17 O 






1 ni 1 


N3IUG 




- 

. Ol . CfS 


\A r\ s\ 




C +■ a v -h 


ft 0 




_.nQ 


1 ni 1 

IUll 




non6 




Score 


. 0 




A CXQ £ 1 "V ft ft 9 1 m 1 








O e q . LN 0 . 


jOjOI 




oeq . 1U 


vJJ UUUjz 


(ijpnp No 


117992 




Strand 




Start 


1 




End 


1335 


Name 


OJ000323 16. 0421. C9 


ol . np 


Method 


AAT/NAP 


Start 


1 




End 


1284 


GI 


6730656 




Score 


260 


Exons 


1. .36, 1018. . 1284 








GI Descrip. 


(AC007945) F28C11.6 


[Arabidops 


is thaliana] 



Seq. No. 56381 
Gene No. 117992 
Start 1 

Name OJ000323JL6 . 0421 . C9 . ol . gp ' 

Start 626 
GI 11503JL.R1084 
Exons 626.. 673, 751.. 1335 

GI Descrip. ' 6093660/sp| 07394 4 | PCP_PYRFU 1.0e-09 PYRROL I DONE-CARBOXYLATE 
■PEPTIDASE i(5-OXOPROLYL-PEPTIDASE) ( PYROGLUTAMYL- PEPTIDASE I) 
> (PGP-I) J PYRASE) >gi_3551425_dbj_BAA32989_ (AB015291) 
pyrrolidine carboxyl peptidase [Pyrococcus furiosus] 1 



Seq. ID OJ000323__16.0421.C9 
Strand 

End 1335 

Method . AAT/GAP 

End * 1335 

Score 1186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56381 

117992 

1 

OJ000323_16.0421.C9.ol.tm 

626 

none 



Seq. ID OJ000323_16.0421.C9 
Strand 

End 1335 

Method TBLASTX : Maize 

End 1319 

Score 7 8 



626. .676, 627. .677, 745. .867, 755. .856, 1015. .1314, 1015. .1290, 
1017. .1319, 1019. .1318 



Seq. No.. 56381 

Gene No. 117992 , ■ 

Start 1 

Name OJ000323_16 . 0421 . C9 . ol . ts 

Start 626 

GI none 

Exons 62 6. .676, 627. .671, 745. .8£ 
1040.. 1270, 1193.. 1276 



Seq. ID OJ0.00323_16. 042.1. C9 
Strand 

End 1335 

Method TBLASTX: Soybean 

End 127 6 

Score 52 

755.. 850, .1011.. 1226, 1015.. 1269, 



Seq. No. 56381 

Gene No. 117992 

Start 1 

Name OJ000323_16 . 0421 . C9 . ol . gs 

Start 626 

GI none 

Exons 626.. 673, 751.. 933, 1027.. 1284 



Seq. ID OJ000323_16.0421.C9 
Strand 

End 1335 

Method GENSCAN 

End 1284 

Score .53 



Seq. No. 56381 ' 

Gene No. 117992 

Start 1 

Name OJ000323 16 . 0421 . C9 . ol . tc 



Seq. ID OJ000323_16. 0421 .C9 
Strand 

End 1335 

Method TBLASTX : Cress 



56858 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name .. 
Start 

Gr 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



751 End 1285 

none Score 96 

751. .864, 755. .850, 1006. .1284, 1070. .1285 



56382 

117993 

109 

OJ000323_16.04 21.C10.ol.gs 

109 
none 

109. .329, 478. .547, 591. .728 

56382 

117994 

1772 

OJ000323_16. 0421. C10. o2.gs 

1772 
none 



Seq. ID OJ000323_16. 0421. C10 

Strand + 

End 728 

Method GENSCAN 

End 728 

Score . 61 



Seq. ID OJ000323 16. 0421. C10 



Strand 
End 

Method 

End 

Score 



+ 

6675 
GENSCAN 
6675 
.48 



1772.. 1937, 2595.. 2628, 2753.. 2863, 2^923.. 3098, 6554.. 6675 



56382 



Seq. ID OJ000323_16.0421.C10 



117994 Strand + 

1772 ' End - 6675 

OJ000323_16. 0421. C10. o2.gp Method AAT/GAP e . 

2328 * ■ - ■"• End 2817 

4107129 ' . Score - . 538 

2328.. 2475, 2598.. 2817 . _ 

1330273/dbj I D85055 | RICSINE11 2.6e-i8 Rice retroposon p-SINEl-r31 
gene 



56382 



Seq. ID OJ000323 16. 0421. C10 



117994 Strand + 

1772 End 6675 

OJ000323_16. 0421.C10.o3.gp Method AAT/GAP 

2424 End 2926 

4107129 - Score 63'6 

2424.. .2508, 2596.. 2926 . . 

1330273/dbj | D85055 | RICSINE11 2 . Oe-18 * Rice retroposon p-SINEl-r31 
gene 



56382 Seq. ID 

117994 Strand 
1772 ... . End 
OJ000323_16 . 0421 . C10 . o4 . gp Method 
2520 End 
-4107129 Score 
2520.. 2926 

1330273/dbj | D85055 | RICSINE11 
gene 

56382 Seq. ID 

117995 Strand 
176 End 
OJ000'3'23_l 6.0421.C10.ol.gp Method 
176 End 
uC-osrocyp002ellbl Score 
176. . 639 



OJ000323_16. 0421. C10 
+ 

6675 • 
AAT/GAP 
2 92 6 
623 



2.0e-18 Rice retroposon p-SINEl-r31 



OJ000323_16. 04 21. C10 
639 

AAT/GAP 

639 

860 



56859 



n 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



'1330273/dbj | D85055 | RICSINE11 2.0e-18 Rice retroposon 
p-SINEl-r31 gene* 



56383 Seq. ID 

117996 Strand 

231 End 

OJ000323_16 . 0421 . Cll . ol . tm Method 

225 End 

none Score 



OJ000323_16. 0421. Cll 
+ 

1936 

TBLASTX: Maize 

1936 

169 



225. .335, 242. .337, 248. .337, 424. .528, 424. .528, 425. .529, 
429. .554, 585. .644, 586. .648, 598. .648, 602. .655, 1317. .1451, 
1325. .1450, 1369. .1452, 1547. .1654, 1551. .1661, 1551. .1652, 
1747.. 1776, 1753.. 1893, 1769. .1936, 1770.. 1934 



56383 

117996 

231 

OJ000323_16. 0421. Cll. ol.tw 

225 

none 



Seq. ID OJ000323_16. 0421. Cll 

Strand + 

End 1936 

Method TBLASTX : Wheat 

End 14 4 6 

Score 170 : 



225. .335, 234. .356, 242. .337, 424. .519, 425. .517, 429. .518, 
591. .647, 598. .648, 605. .655, 606. .656, 1308. .1442, 1325. .1396, 
1397.. 1438, 1399.. 1446 



56383 Seq. ID 

117996 Strand 

2.31 End 

OJ000323_16 . 0421 . Cll . ol . np Method 

231 End 

7263550 Score 



OJ000323_16. 0421. Cll 
+ 

1936 
AAT/NAP 
1936 
882 



231. .337, 432. .517, 605. .649, 1320. .1450, 1548. .1658, 1747. .1936 
(AL161667) eukaryotic translation initiation factor 6 
(EIF-6)-like protein [Arabidopsis thaliana] 



56383 ^ 
117996 
231 

OJ000323_16. 0421. Cll. ol.gp 
241 

34251 1.R1084 



Seq. ID 

Strand 

End " 

Method 

End 

Score 



16. 0.421. Cll 



OJ000323_ 
+ 

1936 -* 
AAT/GAP 
1936 
1182 

241. .337, 432. .517, 605. .649, 1320. .1450, 1548. .1658, 1747. .1936 
' 4 704 410/gb|AAD28078 . 1 |AF04 704 6_1 1.0e-104 (AF04 704 6) 
translation initiation factor eIF6 [Mus musculus] ' 



56383 

117996 

231 

OJ000323JL6. 0421. Cll. ol.gs 

241 

none 



Seq. ID OJ000323 16".0421.C11 



Strand 
End 

Method 

End 

Score 



+ 

1936 
GENSCAN 
1658 
.78 



241. .337, 432. .517, 605. .649, 1320. .1450, 1548. .1658 



56383 

117996 

231 

OJ000323_ 
243 



16.0421.Cll.ol.ts 



Seq. ID OJ000323JL6. 0421. Cll 

Strand + 

End 1936 

Method TBLASTX : Soybean 

End 1936 



56860 






P T 
bl 


none 




Score 


159. 




Exons 


0/*3 *3 *3 £ O A A OOC O/IR 
^4 J. . JJD, ^44 . . OOD; Z 3 0 . 


"3 "3 1 


245. .337, 


413. .517, 423. .515, 






/i o/i c;iq A O Ok CI Q CQ1 

4Z4..oiy, . .oio; oyi . 


a a a 


598. .648, 


605. .658, 606. .656, 








1 OZ D . 


.1450, 1551. .1661, 1551. .1655, 






1 cqc 1££n 1 "7 7 H 1"7Q£ 


1 0 Uo . 


.1936, 1809.. 1934, 1814.. 1936 




oeq. no. 


0 O JO O 




Seq. ID 


OJ000323_16.0421.C11 




Gene No. 


117996 




Strand. 


+ 




Start 


231 




End ■ 


1936 




Name 


UJUUUjZj ID . U4-c 1 . Lll . oz . 


r.c 


Method 


TBLASTX: Cress 




btart 


O /I "3 
Z4 J 




End 


1396 




P T 


none 




Score 


164 




Exons 


9/1*3 "3 "3 o / /I "3 *3 £ O/i c 
Z fi 0 . .000/ Z *i ft . .000/ Z4 J . 


"3 "37 
. OO / , 


245. .337, 


423. .515, 424 . .519, 






/ OQ CI Q CQ1 &AA CQQ 

4zy . . oio/ o y i . . 03 fi , o y o . 


. D*i 0 / 


606. . 656, 


1309. . 1395, 1325. . 1 




oeq . ino . 


ClTQp'D 
0 DjOJ 




Seq. ID 


OJ000323_16.0421.C11 




Gene No. 


117996 




Strand 


+ 




Start 


231 




End 


1936 




Name 


UJUUU jZ j lD.U4iZl.bll.01. 


ZC 


Method 


TBLASTX: Cress 




o car z 


i jy / 




End 


1936 




P T 

bl 


none 




Score 


80 




Exons 


i jy / . . i ft ou , ioyy . . ifi oo , 


1 C/1C 


.1634, 1547. .1654, 1551. .1661, 






1 / 4 / . .1/ / o / i / o y . . iyjt) f 


1 / / U . 


.1934, 1817. .1936 


z 


Seq. No. 


56384 




Seq. ID 


OJ000323_16.0421.C12 


5 


Gene No. 


117997 




Strand 






btart 






End 


1681 




Name 


OJUUUozo 1 o . U4 z 1 . biz . Ol . 


gs 


Method 


GENSCAN 


~j 


otart 


ZZ 




End 


1681 


Li 


bl 


none 




Score 


.53 


11 


Exons 










is? 


Seq. No. 


56385.- 




Seq. ID 


OJ000323_16.0421.C13 




Gene No. 


117998 




Strand 




St 

w 


o v. art 


O / 




End 


369 




Name 


UJUUUjZ j lb . U^Zl . L1j . Ol . 


tm 


Method 


TBLASTX: Maize •-■ 






Z D 




End 


211 




P T 
bl 


none 




Score 


44. ' 




IT v An e 


ZD. . 5*1; 01. i lOU; J. fi U . . ± / 


8, 169. .276, 182. .277 




Seq. No. 


• 56385 




Seq. ID 


OJ000323_16.0421.C13 




Gene No. 


117998 




Strand 






oiart 


0 / 




End 


369' 




Name 


pTnnmo^ i £ n/i 01 pit 
UJUUUjZo 1 0 . U41 Z 1 . bio . Ol . 


gs 


Method 


GENSCAN 




otiart 


0 / 




•End 


369 




P T 
bl 


none 




Score 


.99 




Exons 


£*7 "3 £ Q 

o / . . 0 0 y 










Seq. No. 


56385 




Seq. ID 


OJ000323_16.0421.C13 




Gene No. 


117998 




Strand 






Start 


67 




End 


369 




Name 


OJ000323 16.0421.C13.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


67 




End 


276 




GI 


none 




Score * 


71 




Exons 


67. .174, 169. .276, 196.. 


276 








Seq. No. 


56385 




Seq. ID 


OJ000323_16.0421.C13 



56861 



uciie LNU . 


1 1 7 Q QR 
± L f y y o 




Strand 








Start 


67 




End 


369 






Name 


OJ000323_16.0421.C13.ol 


.np 


Method 


AAT/NAP 






C-f- = v-f 

otai t 


£7 




End 


357 






bl 


7/1 Q Q R A "3 
1 4 O y 3 4 J 




Score 


221 






Exons 














GI D6scirip. 


probable lipid transfer 


protein - rice 


gi | 1041815 1 gb| AAC5003I 




( uio /zi ) lipia transter 


protein [Oryza 


sativa] 






beq. no. 


DDjou 




Seq. ID 


OJ000323_16 


.0421 


C14 


bene imo . 


1 1 7QQQ 
11 / y y y 




Strand 


+ 






Q4- a 


1 4 R R 




End 


2311 






Name 


OJ000323 16.0421.C14.ol 


.np 


Method 


AAT/NAP 






Start 


1455 




End 


2311 






C T 

bl 






Score 


237 






Exons 


i /ice i con 1Q1Q Omi 

i4oo. . i y 7 iyiy . . Z U / 1 , 


2239. .2311 








GI Descrip. 


\Aruuu4 y^ ; nypotnet ical 


protein [Oryza 


sativa] 








gi 1 ou 1 00 0 0 j qd j i jd/\/\o jiyy 


.11 


(AP000570) hypothetical 


protein 




Lwryza sacivaj 












Seq. No. 


56386 




Seq.. ID 


OJ000323_16 


0421 


C14 


Gene No. 


118000 




Strand 








o tar z 


QQ Q 
y y y 




End 


1984 






Name 


UJUUU JZ J 10.U4Zl.L14.01 


.gs 


Method 


T~l XT n S~l 7\ XT 

GENSCAN 






Start 


y y y 




End 


198 4 




"- 


01 


none 




Score 


. 69 






Exons 


yyy. .lizi, 14 oo . . l oby , 


1872 


..1984 








beq. no. 


c COOT 




Seq. ID 


OJ000323_16 


0421. 


C15 


Gene No. 


118001 




Strand 


+ 






Start 


1 




End 


1707 






Name 


r\ th n n ^ 0 "5 1 £ n /1 0 1 pi r ^ i 
U J UUUoZj ID . U4Z1 , bl j . 01 


.np 


Method 


AAT/NAP 






bt.ar u 


1 

1 




End 


1707 






bl 


doUo^j y 




Score 


2421 






Exons 


1 . . 1 y u , z oz . . o iu , jjj . . 


1707 










GI Descrip. 


tAruuuoyy j nypotneLicai 


protein [Oryza 


sativa] 






Seq. No. 


56387 




Seq. ID 


OJ000323 16 


0421. 


C15 


Gene No. 


118001 




Strand 


+ 






oLdLL 


1 
1 




End 


1707 






Name 


UJUUUJZJ lb. U4Z1 ,blD. Ol 


.gs 


Method 


GENSCAN 






otart 


117 




End 


1549 








none 




Score 


.93 






Exons. 


117 IQfl OQO 1R/Q 

11/. . iyu , zoz. . 134 y 












Seq. No. 


R CQ Q Q 
O DOOO 




Seq. ID 


OJ000323_16. 


0421. 


C16 


bene no . 


118002 




Strand 








Start 


1 




End 


195 






Name 


OJ000323 16.0421.C16.ol 


• gp 


Method 


AAT/GAP 






OLalL 


1 




End 


195 






bl 


2428323 




Score 


370 






Exons 


1. .195 












GI Descrip. 


5803242/dbj | AP000399 . 1 | AP000399 O.Oe+OC 


Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 








Seq. No. 


56388 




Seq. ID 


OJ000323_16. 


0421. 


C16 


Gene No. 


118003 




Strand 









56862 



Start 
Name 
Start 
GI 

Exons 



355 End 3142 

OJ000323_16. 0421.C16.ol.gs Method GENSCAN 

355. End 2870 

none * Score . 83 - 
355.. 2870 *v. 



Seq. No. 56388 
Gene No. 118003 
Start 355 

Name OJ000323_1 6 . 04 2 1 . C16 . ol . np 

Start 358 
GI 7228457 
Exons 358. .1908, 1975. .3142 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ000323_16.0421.C16 
Strand 

End 3142 

Method AAT/NAP 

End 3142 

Score 4413 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start* 

GI 

Exons 



56388 

118003 

355 

OJ000323_16.0421.C16.o2.tm 

358 

none 

358. .498, 359. .493 

56388 

118003 

355 

OJ000323_16.0421.C16.o3.tw 

367 
none 



Seq. ID OJ000323_16.0421.C16 

Strand - 

End 3142 • 

Method TBLASTX : Mai ze 

End 4 98 

Score 117 



Seq. ID OJ000323_16.0421.C16 
Strand 

End 3142 

Method TBLASTX : Wheat 

End 969 

Score 81 



367. .492, 371. .493, 673. .969, 686. .829, 866. .964, 894. .965 



56388 
118003 
' 355 

OJ000323_16.0421.C16.ol.tw 

970 

none 



Seq. ID OJ000323_16.0421.C16 
Strand 

End 3142 

Method TBLASTX : Wheat 

End 1351 

Score 169 



970. .1350, 1001. .1249, 1009. .1254, 1295. .1351 



56388 

118003 

355 

OJ000323_16. 0421.C16.ol.tm 

1165 

none 

1165. .1488, 1178. .1459 

56388 

118003 

355 

OJ000323_16.0421.C16.o4 .tw 

1681 

none 

1681. .1941, 1817. .1993 



Seq. ID OJ000323_16.0421.C16 
Strand 

End 3142 

Method TBLASTX: Maize 

End 1488 

Score 204 



Seq. ID OJ000323_16.0421.C16 
Strand 

End 3142 

Method TBLASTX : Wheat 

End* 1993 

Score 67 



56863 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip,. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56388 

118003 

355 

OJ000323_16.0421.C16.ol.ts 

1759 

5666795' 



Seq. ID OJ000323_16.0421.C16 
Strand 

End 3142 

Method TBLASTX: Soybean 

End*? 2307 

Score 68 



1759.. 1941, 1996.. 2133, 2209. .2307 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



56388 

118003 

355 

OJ000323_16.0421.C16.o2.tw 

1996 

none 



Seq. ID OJ000323_16.0421.C16 
Strand 

End 3142 

Method TBLASTX : Wheat 

End 2430 

Score 88 



1996. .2145, 1997. .2134, 1999. .2136, 2179. .2430, 2189. .2365, 
2200. .2430 



Seq. No. 56389 

Gene No. 118004 

Start 340 

Name OJ000323_16 . 04 21 . C17 . ol . gs 

Start 340 

GI none 

Exons 340.. 466 



Seq.. ID OJ000323_16.0421.C17 

Strand + 

End 4 66 

Method GENSCAN 

End 4 66 

Score ..98 



Seq. No. 56389 

Gene No. 118005 

Start 877 

Name OJ000323_16 . 0421 . C17 . o2 . gs 

Start 877 

GI none 

Exons 877.. 919 



Seq.' ID. OJ000323_16.0421.C17 
Strand 

End 919 

Method GENSCAN 

End 919 

Score . 67 



Seq. No. 56390 • 

Gene No.. .. 118006 
.Start "50 

Name ' OJ000323_16 . 0421 . C19 . ol . gs 

Start 50 

GI none 

Exons 50.. 118, 220.. 261, 832.. 1011 



Seq. ID OJ000323_16.0421.C19 

Strand + 

End . 1011 

Method GENSCAN 

End 1011 

Score . . 74 



Seq. No. 56390 

Gene No. 118006 

Start 50 

Name OJ000323_16 . 0421 . C19 . ol . gp 

Start 851 

GI none 

Exons 851.. 1011 



Seq. ID OJ000323_16.0421.C19 
Strand 

End 1011 

"Method AAT/GAP 

End 1011 

Score 304 



Seq. No. 56391 

Gene No. 118007 

Start 1 

Name OJ000323_16 . 0421 . C22 . ol . np 

Start 1 

GI 2129832 

Exons 1..25, 211. .410, 441. .489 



Seq. ID OJ000323_16.0421.C22 
Strand 

End 491 

Method AAT/NAP 

End 4 89 

■ Score 314 



56864 




GI Descrip. heat shock transcription factor 5 - soybean 

gil 671868|emb|CAA87080| (Z46956) heat shock transcription factor 
5 [Glycine max] 



D€q . "O • 


Ql 








ot;q . x u 


n TO 00^9^ 1 04 91 
UUUUU jZ J lO . U4Z1 


P99 




i i ftnrn 

llOUU / 








Of- rnnH 
Oil ctl ILi 






Q+- a v+- 


1 

X 










Zl Ql 

*i _/ X 




Name 


Vj<J U UUj^ j 


1 f\ OA 91 P99 

ID. U *± ^ X , £. , 


. O 1 




L V JC L 1 tUU 


TRT ZlQTV • Pro c: c: 




Start 


166 








End 


388 




GI 


none 








Score 


102 




Exons 


IDO • • JO ' / 


9&f> ?ftft 
tDO. . jOO 












oeq. in o . 


^ fi^ Ql 








c prr t n 

jc^ * X U 


o.~mnn^9^ i£ nzi9i 

UJUUU jZ J ID . U*iZl 


. tzz 


bene inu ■ 


X -L O VJ U / 
















X 








FnH 


4 Ql 

*i ,7 X 




Name 


WU U VJ U J J 


1 n 4 9 1 P99 


. Ul 


. gs 


L it; L- 1 1UU 


\J Cj LN O V_/rt in 




Start 


211 








End 


491 




GI 


none 








Score 


. 95 




Exons 


91 1 4Q1 

ill. .I-?! 














Cort NT /-\ 


^ fi^QI 








Qorr T H 

oeq . X JJ 


UJUUUjZ j X O . U fi Z X 


P99 
. L^Z Z 


bene no . 


1 1 q nm 

llOUU / 








otiana 








1 " 
1 








■ Lna 


A Ql 
ft ;? X 




Name 


n Tnnn to "3 
UJ UUU j-ij 


i £ n/191 poo 
1 0 . U 4 Z x . bZ Z , 


. Ol 


. LIU 


Me Liioa 


rpDT 7\ C TV . M^i i 

i c LiA o l a . wa i z e 




Start 


211 ^ 








End 


388 




GI 


none 








Score 


141 




Exons 


Oil TQl 


ZOO. .JOO 












oeq . NO . 










oeq. iu 


UJUUUjZ j xo.U4Zx 


COO 
. LZ Z 


belle NO . 


llOUU / 








C +- r2nr J 

oUXTciriQ. 








1 








j^na 


A Q 1 
X 




Name 


n Tnnn T9 ^ 

vJU UUU jZ j 


1 £ fid 9 1 P99 
lO. U1Z1 . l^ZZ , 


. ox 


■ IS 




i dXj/\o i a . ooyDcan 




Start 


211 








End 


387 




GI 


none 








Score 


171 




L-l A (J I 1 O 


91 i "3ft7 

l!1 . . JO / f 


Z, U O . . JO J 












Con Mr>» 


R 6T Ql 








Oct]. lU 


oTnnn^o^ ifi 049i 


P99 

. LZZ 


otrilfci NO . 


1 1 ft no7 

llOUU / 








OCX cUlU 






uLdl L 


■ 1 

X 










Zl Ql 
4 ^ X 




Name 


OJ000323 


16.0421.C22. 


.ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


211 








End 


388 




GI 


none 








Score 


1'4 5 




Exons 


211. .387, 


266. .388 












Seq. No. 


56392 








Seq. ID 


OJ000323_16.0421 


.C24 


Gene No. 


118008 








Strand 






Start 


779 








End 


889 




Name 


OJ000323 


16.0421.C24. 


.ol 


• gp 


Method 


AAT/GAP 




Start 


779 








. End 


889 




GI 


uC-osflcyp088bl2bl 






Score 


156 





Exons 779.. 889 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 

Seq. No. 56393 Seq. ID OJ000323_16 . 0421 . C25 

Gene No. 118009 Strand + 

Start 1 End 422 



56865 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ^ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000323_16 . 0421 . C25 . o2 . np Method AAT/NAP 
1 - End 422 

4680183 Score 133 

.1. .46, 333. .422 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



56393 

118010 

333 

OJ000323_16.04 21.C25.ol.gs 

333 
none 

333. .378, 1119. .1720 



Seq. ID OJ000323_16.04 21.C25 

Strand + 

End 1720 

Method GEN SCAN 

End 1720 

Score .81 



Seq. ID OJ000323_16. 0421.C25 
Strand 

300 

AAT/NAP 
300 
84 



End 

Method 

End 

Score 



56393 
118011 
193 

OJ000323__16.0421.C25.ol.np 
193 

6721561 . * : >S" ' 

193.. 300 

(AP001073) EST AU082058 (C1297 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 |dbj I.BAA90372 . 1 1 (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ000323_16.04 21.C25 

Strand " - 

End 8 98 

Method AAT/GAP 

End 8 98 

Score 88 



56393 

118012 >, 
818 

OJ000323_16.0421.C25.ol.gp 

818 

LIB3434-017-P1-K1-F5 
818.. 898 

, 5257255/dbj | AP000364 . 1 | AP000364 5.0e-20 Oryza sativa genomic. 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 56393 
Gene No. . 118013 

Start 2942 

Name OJ000323_16 . 0421 . C25 . ol . tw 

Start 241 

GI none 
Exons 



Seq. ID OJ000323_16.0421.C25 
Strand 

End 4 4 02 

Method TBLASTX : Wheat 

End 3610 

Score 74 

241. .366, 2813. .3049, 2817'.. 2978, 3153. .3389, 3155. .3385, 
3434. .3610 • 



Seq. No. 56393 

Gene No. 118013 

Start 2942 

Name OJ000323_16 . 0421 . C25 . o2 . gs 

Start 2942 

GI none 

Exons 2942.. 3719, 3829.. 4355 

Seq. No. 56393 

Gene No. 118013 

Start 2942 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000323_16.0421.C25 

4402 
GENSCAN 
4355 
.9 



OJ000323 16.0421.C25 



4402 



56866 



Name 


n.Tfinm?^ 16 P1491 P9R o'* 


Method 


AAT/NAP 






^ ^ 4 D 


End 


4402 




P T 




Score 


2250 




TP »r /"\ t"\ 


9QK 4 4 fi 9 
^ 4 .J . . 4 4 U Z 










/ Z\Rn^n9ftl^ P,ZVP.— POT nrpnircnr 
\nDU J.U^O J J bno rUL pxeOUXoOX 


[Oryza sativa] 




Seq. No. 


56393 


Seq. ID 


OJ000323 16.0421. 


C25 


Gene No. 


118013 


Strand 


- 




O Lcli L 


9Q4 9 


End 


4402 




Name 


p)Tnnn^9^ i nA9i P9R ^9 -t-w 


Method 


l oxj/\b i a : wneat 








End 


4400 






none 


Score 


206 




Exons 


d off ^ 4 4 nn 








Seq. No. 


56393 


Seq. ID 


OJ000323_16.0421. 


C25 


Gene No. 


118013 


Strand 


- 




o Lei IT L 


9Q4 9 


End 


4402 




Name 


piTnnn^9^ ifi Pi49i P9^ ni *-m 


Method 


TBLASTX: Maize 




O La r l 


4 Oft Q — 


End 


4349 ■ 




TT 


none 


Score v ' 


66 






40RQ 4^40 411fl 49R9 4144 


.4347 






o e q . in o . 


JO 


Seq. ID 


OJ000323_16.0421. 


P9 fi 


P. on o T\7/^i 


118014 


Strand 


+ 




Start 


579 


End 


1336 




Name 


OJ000323 16.0421.C26.ol.gp 


Method 


AAT/GAP 




Of 3vf 

o tar t 


579 


End 


1336 




p t 


5816562 


Score 


631 




Exons 


579.. 603, 925... 1336 








iji uescrxp . 


6016845/dbj | AP000570. 1 1 AP000570 3 . Oe-59 "Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 






o e q . ln o . 


56394 


Seq. ID 


OJ000323JL6.0421. 


C26 


Gene No. 


118015 


Strand 






Start 


1 


End 


878 




Name 


OJ000323 16.0421.C26.ol.np 


Method 


AAT/NAP 






1 ' . , 


End 


878- ■.- 




PT 


4680183 


Score 


97 6 7 






1. .878 










(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


. 56394 


Seq. ID 


OJ000323_16.0421. 


C26 


Gene No. 


118015 


Strand 






a r~ t~ 
OLaL I 


1 


End 


878 




Name 


OJ000323 16.0421.C26.ol.gs 


Method , 


GENSCAN 






15 


End 


878 






none 


Score 


.49 




Exons 


15. .878 








oeq. no. 


56395 


Seq. ID 


OJ000323_16.0421. 


C27 


Gene No. 


118016 


Strand 


+ 




Start 


418 


End 


465 




Name - 


OJ000323 16.0421.C27.ol.gs 


Method 


GENSCAN 




Start 


418 


End 


465 




GI 


none 


Score 


.8 




Exons 


418. .465 









56867 



Seq. No. 56395 Seq. ID 

Gene No. 118017 Strand 

Start . 1771 End 

Name OJ000323_JL6 . 0421 . C27 . ol . gp Method 

Start 1742 End 

GI - 61048_1.R1084 . Score 

Exons 1742.. 2023 

.GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ000323_16.0421 .C27 
+ 

2023 
AAT/GAP 
2023 
454 



Seq. No. 56395 Seq. ID 

Gene No. 118017 Strand 

Start 1771 End 

Name OJ000323_16 . 0421 . C27 . o2 . gs Method 

Start 1771 End 

GI none Score 

Exons 1771.. 1977 



OJ000323_16.0421.C27 
+ 

2023 
GENSCAN 
1977 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



LI Seq. No. 
3 Gene No. 
j Start 

Name 
rf Start 
& GI 

Exons 



56396 
118018 
1 

OJ000323_16.0421.C28.ol.np 
1 

4760700 
1..255 

(AB024437) peroxidase 1 [Scutellaria baica.lensis] 



Seq. ID OJ000323_16.0421.C28 
Strand + 
End 479 
Method . AAT/NAP 
End 255 . 

Score 181 «*-- 



56396 Seq. ID 

118018 " Strand 

1 End 
OJ000323_16 . 0421 . C28 . ol . gs Method 

31 End 

none Score 
31. .258 



OJ000323_16.0421.C28 

+ . 

479 

GENSCAN. 

258 

.98 



j Seq. No. 56396 Seq. ID 

2 Gene No. • 118018 Strand 
1 Start 1 ' End 

J Name OJ000323_16 . 0421 . C28 . ol . gp Method - 

3 Start 130 End 

1 GI 3767899 Score 

Exons 130.. 479 



OJ000323_16.0421.C28 

+ ■ 
479 

AAT/GAP 

479 

640 



Seq. No. 56396 . Seq. ID 

Gene No. 118019 Strand ' 

Start 591 End 

Name OJ000323_16 . 0421 . C28 . o2 . gs Method 

Start 591 End 

GI none Score 
Exons 



OJ000323_16.0421.C28 

2407 
GENSCAN 
2407 
.52 



591. .799, 1188. .1326, 1518. .1623, 1860. .2407 



Seq. No. 56396 Seq. ID 

Gene No. 118019 Strand 

■Start 591 ■ End 

Name OJ000323_16 . 0421 . C28 . o2 . np Method 

Start 1257 End 

GI 7437880- Score 



OJ000323_16.0421.C28 

2407 
AAT/NAP 
2224 
410 



56868 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1257.. 1379, 1518.. 1623, I860.. 2026, 2060.. 2224 

4-coumarate--CoA ligase homolo.g F13C5.180 - Arabidopsis thaliana 
(fragment) gi | 2832629 | emb | CAA16758 . 1 | (AL021711) 4-coumarate-CoA 
ligase-like [Arabidopsis. thaliana] gi | 7268695 | emb | CAB78903 . 1 | 
(AL16154 9) 4-coumarate-CoA 'Xigase-like [Arabidopsis' thaliana] 



56396 

118019 

591 

OJ000323_1 6 . 0421 . C28 . ol . ts 

1284 

none 

1284.. 1379, 1306.. 1380, 1309, 
1859.. 2023, 2081.. 2218 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1413, 



OJ000323 16.0421.C28 



2407 

TBLASTX : Soybean 
2218 
86 

1563. .1622, 1564. .1623, 



Seq. No. 56396 

Gene No. 118019 

Start 591 

Name OJ000323_1 6 .'0421 . C28 . ol . tm 

Start 1293 

GI none 

Exons 129.3.. 1379, 1545.. 1622, 1859. 

Seq. No. 56396 
Gene No. ' 118019 - 

Start 591 

Name OJ000323_16 . 0421 . C28 . ol . tc 

Start 1302 

GI none 

Exons 1302.. 1379, 1563.. 1619, 1564. 

2081. .2218, 2111. .2212 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2023, 2081.. 2224 



OJ000323_16.0421.C28 
2407 

TBLASTX: Maize 
2224 
121 



OJ000323_16.0421.C28 
2407 

TBLASTX: Cress 

2218 ■ 

64 



Seq. ID 
Strand - 
End 

Method 
End 
Score 

.1620, 1859.. 2029, I860.. 1994, 



Seq. No. ■ 56397 Seq. ID 

Gene No. 118020 Strand 

Start 113 End 

Name OJ000323_16 . 0421 . C30 . ol . gs Method 

.Start 113 .. _ End 

GI none Score 

Exons 113.. 169 



OJ000323_16. 0421.C30 
+ 

169 

GENSCAN 

169 

.92 



OJ000323 16.0421.C30 



Seq. No. 56397 Seq/ ID 

Gene No. 118021 Strand 

Start 1 End 161 

Name . . OJ000323_16 . 0421 . C30 . ol . np Method AAT/NAP 

Start 1 ' End 161 

GI 7512170 Score 48 

Exons 1 . . 161 

GI Descrip. KLP2 protein - African clawed frog gi 1 112917 3 | emb | CAA63826 . 1 1 

(X94082 ) ■ KLP2 protein [Xenopus laevis] gi I 1587181 1 prf I I 2206309A 

kinesin-like protein [Xenopus laevis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



56398 

118022 

711 

OJ000323_ 

711 

none 



16.0421.C32.ol.gs 



Seq. ID OJ000323_16.0421.C32 

Strand + 

End . . 1518 ' 

Method GENSCAN 

End 1518 

Score . 67 



56869 



Exons 



711. .793, 1434. .151* 



Seq. No. 56399 Seq. ID OJ000323_16. 0421 .C33 

Gene No. , ; 118023 Strand + 

Start ' 1 End 1458 

Name OJ000323_16 . 0421 . C33 . ol . np Method AAT/NAP 

Start 1 End 511 

GI 7489312 Score 107 

Exons 1..79, 140.. 511 

GI Descrip. drought-induced protein Detll-24 - Craterostigma plantagineum 

gi I 2644 964 | emb | CAA05780.il (AJ002974) CDetll-24 [Craterostigma 
plantagineum] 





Seq. No. 


56399 


Seq. ID 




. LJO 




Gene No. 


118023 


Strand 


+ 






Start 


1 


End 


1 A c; o 
1 4 3 o 






Name 


OJ000323 16.0421.C33.ol.tm 


Method 


i JbLtAo i a : Mai ze 






^Start 


152 


End 


744 






GI. . 


none 


Score 


202 






Exons 


152. .322, 227. .319, 383. .442 


, 616. .744 








Seq. No. 


56399 


Seq. ID 


OJ000323_16.0421. 


. Coo 




Gene No. 


118023 


Strand 


+ 






Start 


1 


End 


*1458 






Name •> 


OJ000323 16.0421*C33.ol.gs 


Method 


GENSCAN 






Start 


185 


End 


1458 




rli 


GI 


none 


Score 


.86 






Exons 


185. .485; 597. .673, 1381. .1458 






Ly 


Seq. No. 


56400 


Seq. ID 


OJ000323_16.0421, 






Gene No . 


118024 


Strand 


+ 






Start 


1 


End 


1018 




1 y 


Name 


OJ000323 16.0421.C34 .ol.np 


Method 


AAT/NAP 




= 


Start 


1 


End 


449 




r *^ 


GI 


7076758 


Score 


548 




""f 


Exons v 


1..449 








= i» 


GI Descr.ip. 


(AL138658) putative protein 


[Arabidopsis t ha liana] 




. =^ 


Seq. No. 


56400 


Seq. ID 


OJ000323JL6.0421. 


.C34 




Gene No. 


118024 


Strand' 


+ 




u -Ji 


Start 


1 


End 


1018 






Name 


OJ000323 16.0421.C34.ol.gs 


Method 


GENSCAN 






Start 


78 


End 


1018 






GI 


none 


Score 


.44 






Exons 


78..33S, 986. .1018 










Seq. No. 


56400 


Seq. ID 


OJ000323_16.0421. 


.C34 




Gene No. 


118025 


Strand 








Start 


350 


End 


2775 






Name 


OJ000323 16.0421.C34 .ol.tc 


Method 


TBLASTX: Cress 






Start 


9 


End 


338 






GI 


none 


Score 


192 






Exons 


. 9. .338, 75. .290 










Seq. No. 


56400 


Seq. ID 


OJ000323_16.0421, 


,C34 




Gene No. 


118025 


Strand 








Start 


350 


End 


2775 





56870 





Name 


UJUUU j X D . U fl Z JL . 3 H . O X . 


-1- c 


Method 


TBLASTX : Soybean 






o tar l. 


y 




End 


407 








none 




Score 


100 






Exons 


q /i ri*7 q Ann o Ann 


Q 

y . . 


320, 18.. 407, 26.. 310, 123.. 


9 q n 
z y u , 






OC\A ^Qt; 91*5 ^ Q R 












Seq. No. 


56400 




oeq • x u 


nTnnn*59'5 i& n/ioi 

UUUUUj^j XD.UflZX 


.C34 




Gene No. 


118025 




OLI ClI 1U 














SLil 1U 


9 1 1 R 






Name 


UJUUU j 1 0 . U f± Z 1 . Lj4 . Ol . 


, Tim 


L v ie i_ 1 1UU 


TRT ZiQTV'Ma-l to 
1 D Xj.Ho 1 A . lYlcl X Z e 






btart 


Q 

y 






A m 

fl U / 








none 




Score 


230 






Exons 


Q ACM Q "51 4 "5*5 91 c; 

y . . fi u / , y . . j x fi , j j . . j; 




. .314 








oeq . INO . 


56400 




Seq. ID 


OJ000323_16.0421 


n "5 a 




Gene No. 


118025 




Strand 








Start 


350 




End 


2775 






Name 


OJ000323 16.0421.C34.o2. 


np 


Method 


AAT/NAP 








' 350 




End 


2682 








1922242 




Score 


147 






Exons 


350. .372, 1927. .2154, 2598. 


.2682 








tji uescrip. 


(Y10084) hypothetical protein [Arabidopsis thaliana] 




J! 
\J 


Seq. No. 


56400 




Seq. ID 


OJ000323_16.0421 


.C34 


I "*S 


Gene No. 


118025 




Strand 






^ =7 


btart 


350 . 




End 


2775 






Name 


. OJ000323 16.0421.C34.ol. 


gp 


Method 


AAT/GAP 




fl! 


otart 


1752 




End 


2679 






f~* T 


none 




Score 


895 






Exons 


1752.. 2154, 2598.. 2679 










w 


Seq. No. 


56400 




Seq. ID 


OJ000323_16.0421 


.C34 




Gene No. 


118025 




Strand 








Q+- -a 


350 




End 


2775 






Name 


OJ000323 16.0421.C34 .o2. 


gs 


Method 


GENSCAN 






Cf 2 .— 4- 

otart 


1925 




' End 


2775 e 








none - 




Score 


.94 




r "~ 
\J 


Exons 


1925.. 2154, 2598.. 2775 










fl 


oeq . in o . 


56401 




Seq. ID 


OJ000323_16.0421 


. too 




Gene No . 


118026 




Strand 








Start 


1 




End 


906 






Name 


OJ000323 16.0421.C36.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


906 






GI 


5803259 




Score 


1570 






Exons 


1. .906 












GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 





Seq. No. 56401 

Gene No. 118026 

Start 1 

Name OJ000323_16 . 0421 . C36 . ol . gs 

Start- 154 

GI none 

Exons 154 . . 906 



Seq. ID OJ000323_16.0421.C36 
Strand 

End 906 

Method GENSCAN 

End 906 

Score .83 



Seq. No. 



56401 



Seq. ID OJ000323_16.0421.C36 



56871 



Gene No. 118027 Strand 

Start 1287 End 1402 

Name OJ000323_16 . 0421 . C36 . o2 . gs Method GENSCAN 

Start 1287 - End 1402 

GI none Score . 54 

Exons 1287.. 1402 



Seq. No. 56402 • -Seq. ID 

Gene No. 118028 Strand 

Start 279 End 

Name OJ000323_16 . 0421 . C37 . ol . gs Method 

Start 279 End 

GI none Score 

Exons 279.. 360 



OJ000323_16.0421.C37 
360 

GENSCAN 

360 

.63 



Seq. No. 56403 Seq. ID 

Gene No. 118029 Strand 

Start 77 End 

Name OJ000323_16 . 0421 . C38 . ol . gs Method 

Start 77 ' ~ • End 

GI none Score 

Exons 77 . .217 



OJ000323_16.0421.C38 
+ 

217 - 
GENSCAN , 
217 
.61 



,3. .Seq. No. 56403 . Seq. ID 

fs*"Gene No. 118030 Strand 

%l Start 14 4 8 :■■ End . 
t_ Name . OJ000323_16 . 0421 . C38 . ol . tm Method 

U Start 1 End 

It! GI none Score 

^3 Exons 1..117, 4. .147, 5. .148, 146. .190 

Seq. No. 56403 Seq. ID 

Gene No. 118030 Strand 

13. ' Start 1448 End 

%i Name. OJ000323_16 . 0421 . C38 . o2 . gs Method 

I* Start 1448 End 

GI none Score 

H ' Exons 1448. .1581 - 



OJ000323_16.0421.C38 
1581 

TBLASTX: Maize 

190 

106 



OJ000323_16. 0421.C38 

1581 
GENSCAN 
1581 
.77 



Seq. No. 56404 Seq. ID 

Gene No. 118031 Strand 

Start 209 End 

Name OJ000323_16. 0421 . C4 0 . ol . gs Method 

Start 209 End 

GI none Score ' 

Exons 209.. 276, 420.. 519, 759.. 867 



OJ000323_16.0421.C40 
+ 

867 

GENSCAN 

867 

.84* 



Seq. No. 56405 

Gene No. 118032 

Start 1 

Name OJ000323_16 . 042 1 . C4 1 . ol . np 

Start 1 

GI 5902445 

Exons 1 . . 551* 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 56405 



Seq. ID OJ000323__16.0421.C41 

Strand + 

End 554 

Method AAT/NAP 

End 551 

Score 852 

[Oryza sativa] 

Seq. ID OJ000323__16.0421.C41 



56872 




Gene No. 


118032 






Strand 


+ 




Start 


1 






End 


C C A 

0O4 




'Name 


OJUUUoZo lo.U4zl 


. C4 1 


. ol . tw 


Method 


TBLASTX : Wheat 




Start - 








End 


C A O 

04^ 




GI 


none 






Score 






Exons 


O /I 1 A no im 

3 . . 4 1 9, /o . . 1U / , 


o y . 


. zl / , 411 


. . 04 Z 






Seq. No. 


56405 






Seq v ID 


OJ000323_16.0421 


.C41 


Gene No. 


118032 






Strand 


+ 




Start 


1 






End 


oo4 




Name 


OJUUU ozo_lo . U4zl 


C4 1 


. ol . gs 


Method 


GEN SCAN 




Start 


1 O 

18 






End 


C C A 

5o4 




GI 


none 






Score 


1 




Exons 


1 O C C A 

18 . . bo4 












Seq. No. 


56405 






Seq. ID 


OJ000323_16.0421 


.C41 


Gene No. 


118032 






Strand 


+ * 




Start 


1 






bna 


CCA 

OD4 




Name 


OJ000323 16.0421 


C41 


. ol . tm 


Method 


1 bLAb 1 x : Ma 1 z e 




Start 


24 0. 






End ■' 






GI 


none 






Score 


iOJ 




Exons 


240. .422, 362. .421, 


a f\ i c n o 
4 Ul . . OUZ, 


4 Uz . . OU J 






geq. No. 


56406 






Seq. ID 


OJ000323_16.0421 


.C42 


Gene No. 


' 118033 






Strand 


■f 




Start 


1 






End • 


1677 




Name 


OJ000323 16.0421 


C42 


.ol.np • 


Method' 


AAT/NAP 




Start 


1 






End 


1677 




GI 


7487634 






Score 


323 







Exons 


1..65, 837.. 1066, 1634.. 1677 








GI Descrip. 


hypothetical protein T3K9.8 


- Arabidopsis thaliana 






gi | 3402703 | gb|AAD11997 . 1 | (AC004261) hypothetical protein 






[Arabidopsis thaliana] 






r ^ 


Seq. No. 


56406 


Seq. ID 


OJ000323_16.0421.C42 


'"•■J 


Gene No. 


118033 


Strand 


+ 




Start 


1 


.End 


1677 




Name 


OJ000323 16.042l'.C42.ol.tc 


Method 


TBLASTX: Cress 




Start 


3 


End 


1048 




GI 


none 


Score 


80 




Exons 


3. .68, 834. .1034, 837. .1046, 


872. .1048 






Seq. No. 


56406 


Seq. ID 


OJ000323_16.0421.C42 




Gene No. 


118033 


Strand ■ 


+ 




Start 


1 


End 


1677 




Name 


OJ000323 16.0421.C42.ol.tm 


Method 


TBLASTX: Maize 




Start 


847 


End 


1676 




GI 


none 


Score 


341 




Exons 


847.. .1068, 849.. 1067, 863.. 1069, 1595. 


.1675, 1632.. 1676 




Seq. No. 


56407 


Seq. ID 


OJ000323_16.0421.C45 




Gene No. 


118034 


Strand 






Start 


122 


End 


604 




Name 


OJ000323 16. 0421. C45. ol.np 


Method 


AAT/NAP 




Start 


122 


End 


414 




GI 


7433093 


Score 


104 




Exons 


122. .414 







56873 



GI Descrip. probable peroxidase (EC 1.11.1.7) F17M5.180 - Arabidopsis 
thaliana gi I 4490309 | emb | CAB38800 . 1 1 (AL03567.8) peroxidase 
ATP17a-like protein [Arabidopsis thaliana] 

gi I 7270290 | emb | CAB80059.il (AL161583) peroxidase ATP17a-likg- 
protein' [Arabidopsis thaliana] r . 



Seq. No.' 56407 Seq. ID 

Gene No. 118034 Strand 

Start 122 End 

Name OJ000323_16 . 0421 . C45 . ol . gs Method 

Start 197 End 

GI none Score 

Exons 197.. 604 



OJ000323_16.0421.C45 
604 

GENS CAN 

604 

.99 



Seq. No. 56408 

Gene No. 118035 

Start 1 

Name . OJ000323_JL6 . 0421 . C4 6 . ol . np 

Start 1 

GI 7489738 

Exons 1 . .7 60 

GI Descrip. gag-pol 

- gi|4234 

- mays] 



Seq. ID OJ000323_16.0421.C46 

Strand + 

End 7 60 

Method AAT/NAP 

End 16Q- 

Score 968 



polyprotein - maize copia-like retrotransposon Sto-4 
852|gbiAAD12997.1| (AF082133) gag-pol. polyprotein [Zea 



Seq. No. 


56408 






Seq. ID 


OJ000323_16.0421 


.C46 


Gene No. ,. 


118035 






Strand, 


+ 




Start 


1 






End 


7 60 




Name 


OJ000323 


16.0421.C46.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


15 






End 


305 




GI 


none 






Score 


256 




Exons 


15. .305, 


149. .304 










Seq. No. 


56408 






Seq. ID 


OJ000323_16.0421 


.C46 


Gene No. 


118035 






Strand 


+ 




Start 


1 






End 


760 




Name 


.. OJ000323 


16.0421. C46.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


195 






End 


755 




GI 


none 






Score 


131 




Exons 


195. .377, 


386.. 487, 390 


. .581, 


570. .755 






Seq. No. 


56408 






Seq. ID 


OJ000323_16".0421 


.C46 


Gene No. 


118035 






Strand 


+ 




Start 


1 






• End 


760 




Name 


OJ000323 


16.0421.C46.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


318 






End 


755 




GI 


none 






Score 


55 




Exons 


318. .377, 


360.. 536, 585 


. .755 








Seq. No. 


56408 






Seq. ID 


OJ000323_16.0421 


C4 6 


Gene No. 


118035 






Strand 


+ 




Start 


1 






End 


760 




Name 


OJ000323 


16.0421.C46.ol 


. tw 


Method 


TBLASTX: Wheat 




Start . 


361 






End 


■755 




GI 


none 






Score 


53 




Exons 


361. .474, 


365.. 598, 369 


. .755 









56874 



Seq. No. 56409 
Gene No. 118036 
Start 867 

Name OJ000323_16 . 0421 . C47 . ol . gp 

Start 867 - . .. 

GI LIB34 77-003-P1-K1-E9 

Exons 867.. 930, 2063.. 2106 

GI Descrip. 1 24 98586/sp | Q40638 | MPOl 

S 1 PRECURSOR (ORY S I) 

sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_ 
+ 

2106 
AAT/GAP 
2106 
150 



16.0421.C47 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN 
>gi_1173557 (U31771) Ory s 1 [Oryza 



ORY 



Seq. No. 56410 Seq. ID 

Gene No. 118037 Strand 

Start 1 End 

Name OJ000323JL6 . 042 1 . C48 . ol . np Method 

Start 1 End 

GI 6691716 Score 
Exons 1..386, 584.. -748 

GI Descrip. (AP000492) hypothetical protein [Oryza .-sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ000323_16.0421.C48 
+ 

748 

AAT/NAP 
748 
618 





"Seq. No. , 


C C A 1 A 






Seq. ID 


OJ000323_ 


1 D 


. U %/. 1 


C* A Q 

.L4o 




Gene .-No . 


1 1 O A "3 1 






Strand 


+ 








w 


Start 


1 






End 


748 










Name 


OJ000323 16.0421f'C48 


.ol. 


gs 


Method 


GENSCAN 








?! 'i 


Start 


56 . 






End ' 


382 










GI 


none 






Score 


.88 










Exons 


56.'. 382 


















Seq. No. 


56411 






Seq. ID 


OJ000323_ 


16 


.0421 


.C50 




Gene No. 


118038 






Strand 












Start 


1279 






End 


1842 










Name 


OJ000323 16.0421.C50 


.ol. 


gs 


Method 


GENSCAN 










Start 


1279 ' 






* End 


1842 










GI. 


none 






Score 


.75 










Exons 


1279. . 1842, .,, . 


















Seq. No. 


56412 






Seq. ID 


OJ000323_ 


16 


.0421 


.C53 




Gene No. 


118039 






Strand 












Start 


1 






End 


793 










Name 


OJ000323 16.0421.C53 


.ol. 


np 


Method 


AAT/NAP 










Start ' 


1 






End' 


790 • 










GI 


6694703 






Score 


145 










Exons 


1..55, 332. .790 


















GI Descrip. 


(AF2 10066) dirigent- 


like 


protein [Thuja plicata] 










Seq. No. 


56412 






Seq. ID 


OJ000323_ 


16 


.0421 


C53 




Gene No. 


118039 






Strand 












Start 


1 






End 


793 










Name 


OJ000323 16.0421.C53 


.ol. 


gs 


Method 


GENSCAN 










Start 


233 






End 


793 










GI 


none 






Score 


.74 










Exons 


233.. 793 


















Seq. No. 


56413 






Seq. ID 


OJ000323_ 


16 


.0421 


C61 




Gene No. 


118040 






Strand 


+ 









56875 



Start 


229 


End 


1303 


Name 


OJ000323 16.0421.C61.ol.np 


Method 


AAT/NAP 


Start 


229 


End 


1303 


<J X 


O l o u 


Score 


108 


F vnn q 

Hi A. Ul lO 


229 423 1014 1061 1169 

£- £^ Zf » .It.—), iV 1 t . . X W U X , X X U -7 


. .1303 






PYhpn^i n — Vol vnv rarfpr i 
CALcii^iu v w x, v w a Lai u e x x 


(fragment) gi | 21992 | emb | CAA4 6283 | 




(X651651 pyfpn<?i n f Vo 1 vov i 


Lr&X, LCI _L J 




Seq. No. 


56413 


q pn T Pi 


O.T000393 1 6 0491 P61 


Gene No. 


118040 


OL.I Glllvu 


x. 


Start 


229 


End 


1303 


LNCUlie 


O.T000393 1 6 0491 P61 ol oq 

vU U W W -J ^ _) XvJ.U*i^.X.^UX*UX.LJo 


Method 


GENSCAN 


Start 


357 ~~ 


End 


690 

\J c. U 


GI 


none 


Score 


A 1 


DA 1 1 u 


•J *J f . . U W 






Seq. No. 


56413 


c^rr t n 


H.T000 39 3 16 0491 P61 


Gene No. 


118041 






Start 


1039 


TTnH 
HiIlU. 


194 5 


Mil TTl^ 

cii ue 


0,7000393 16 0491 P61 o9 rr^ 


Method 


GENSCAN 


Start 


1039 _ 

iv J? 


End 


1245 


\J X 


none 


Score 


^ 6 


, DAUliO 


1 039 194 5 

X U J .7 • ^ it4 J 








56414 

.J U *i X *i 


Seq. ID 


O TO 0 0 ^9^ IK 0491 P64 


Gene No. 


118042 


Strand 


X, 

i 


Start 


1 


End 


111/1 
± X x fi 


LN dllie 


OJ000323 16.0421.C64.ol.np 


Method 


AAT/NAP 


O Lai L 


1 


End 


1114 


(IT 


4321762 


Score 


9^9 




1..34, 912. .1114 






PT n q (*"■ t~ i n 


(AF061107) transcription factor MYC7E 


(_ tied Illciy o J 


Seq. No. 


56414 


Seq. ID 


O.T000393 1 6 0491 P64 

UU UUU JL J iU a L' < i^iiL > u4 


Gene No. 


118042 


Strand 


X. 


Q4- a >-4- 
u Lai L. 


1 


End 


1114 


inch ue 


OJ00032-3. 16.0421.C64.ol.tm 


Method 


TBLASTX: Maize 


Start • 


937 


End 


1114 


GI 


none 


Score 


229 


E von *=? 


937. .1113, 947. .1114 






Seq. No. 


56415 


Seq. ID 


OJ000323_16,0421.C65 


Gene No. 


118043- 


Strand 




Start 


981 


End 


2455 


Name 


OJ000323 16.0421.C65.ol.gs 


Method 


GENSCAN . 


OLOi L 


981 


End 


2036 


GI 


none 


Score 


.62 


UAUllO 


981. .1318, 1378. .1428, 1559. .1719, 1885. .2036 


Sea No 


56415 


Seq. ID 


OJ000323_16.0421.C65 


Gene No. 


118043 


Strand 




Start 


981 


End 


2455 


Name 


OJ000323 16.0421.C65.ol.np 


Method 


AAT/NAP 


Start 


1024 


End 


2455 


GI' 


6069646 


Score 


404 


Exons 


1024. .1832, 2414. .2455 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC0053! 



56876 




[Oryza sativa] gil6907112fdbjlBAA90639.il (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase.. (AG006248) 
[Oryza sativa] 





oeq. ino * 


R £ A 1 R 








Seq. ID 


OJ000323_16.0421 


.C65 




bene ino * 










Strand 








OldiU 










End 


2455 






Name 


OJ000323 16. 


0421. 


C65 


. ol.tm 


Method 


TBLASTX: Maize 






Start 


1128 








End 


1664 








none 








Score 


72 






Exons 


1 XZO . . j J, 


1 97R 
X £ l o . 


.1484, 1369 


..1485, 1500. .1664, 1504 1575 




oeq. in o . 


R £>A 1 6 








Seq. ID 


OJ000323_16.0421 


.C66 




bene ino . 


1 1 QHAA 
X X 0 U *± ft 








Strand 


+ 






OLdlC 


JO J 








End 


755 






Name 


UuUUUjZ J ID. 


OA 9 1 

U 4 Z. X • 


C66 


. ol .gs 


Method 


GENSCAN 






OLoIL 


383 








End 


673 






GI ' 


none . 








Score 


.59 






Exons 


383. .673 
















beq. no. 


56416 








Seq. ID 


OJ000323_16.0421 


.C66 




Gene No . 


118044 








\ Strand 


+ 






Of -v-4- 


383 








* End 


755 






Name 


OJ000323 16. 


0421. 


C66 


. o 1 . np 


Method 


AAT/NAP 




n 


otart 


528 . 








End 


755 ■ 






r* t 
bl 


5295951 








Score 


154 






Exons 


528. .755 
















GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 


St 




partial cds . 


(U238 


57) 


[Oryza 


sativa] 






u 


oeq . ino . 


56417 








Seq. ID 


OJ000323_16.0421 


.C67 




Gene No . 


118045 








Strand 








o t art. 


1 








End 


865 






Name 


OJ000323 16. 


0421. 


C67 


. ol . np ■ 


Method 


AAT/NAP • • 




J 


• Start 


1 








End 


865 






GI 


5902445 








Score 


1265 




j 




1. .865 














j.' ■ 


bi uescrip. 


(AB030283) GAG-POL precursor 


[Oryza 'sativa] 






oeq . ino . 


56417 








Seq. ID 


OJ000323_16.0421 


.C67 




bene no,. 


118045 








Strand 








Oldlt 


-1". 








- ' End ■ • ' 


8 65 






Name 


OJ000323 16. 


0421. 


C67 


.o2. tm 


Method 


TBLASTX: Maize 






Start 


22 








End 


404 






GI 


none 








Score 


134 






Exons 


22. .81, 81. . 


404, 


94. 


.300 










Seq. No. 


56417 








Seq. ID 


OJ000323_16.0421 


.C67 




Gene No. 


118045 








Strand 








Start 


1 








End 


865 






Name 


OJ000323 16. 


0421. 


C67 


. ol . gs 


Method 


GENSCAN 






Start 


74 








End 


770 






GI 


none 








Score-- 


.95 






Exons 


74. .365, 573 


. .770 












Seq. No. 


56417 








Seq. ID 


OJ000323_16.0421 


.C67 



56877 






Gene No. 


118045 




Strand 








Start 


1 




End 


865 






Name 


OJ000323 16.0421. C67-. ol 


. ts 


Method 


TBLASTX * Sovbean 






Start 


135 ~~ 




End 


359 






GI 


none 




Score 


68 " ■ ' 






Exons 


135. .212, 135. .359, 142 


. .279 










Seq. No. 


56417 




Seq. ID 


OJ000323^16.0421 


.C67 




Gene No. 


118045 




Strand 








Start 


1 




End 


865 






Name 


OJ000323 16.0421.C67.ol 


. tw 


Met hod 


TBLASTX- Wheat 

A\ l—J JJX^ <J A * * • rill v.^ I— 






Start 


144 ~~ 




End 


563 






GI 


none 




Score 


239 






Exons 


144 . . 563, 145 . .561 












Seq. No. 


56417 




Seq. ID 


OJ000323_16.0421 


.C67 




Gene No. 


118045 




Strand 








Start 


1 




End 


865 






Name 


OJ000323 16.0421.C67.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


432 ~ 




End 


788 






GI 


none 




Score 


192 






Exons 


432 . . 788, 442 . . 747 












Seq. No. 


56417 




Seq. ID 


OJ000323_16.0421 


.C67 


y 


Gene No. 


118045 




Strand 








Start 


1 




End 


865 






Name 


OJ000323 16 0421 C67 o2 


. tw 


Mpf hod 


TBLASTX * Whpat 












End 


807 




f * 


GI 


none 




Score 


14 9 






DA UllO 


563 727 564 800. 565 


807 










Sea No 


56418 




Seq. ID 


OJ000323 16.0421 


C72 


i y 


Gene No. 


118047 




Strand 


+ ~~ 






Start 


1660 




. End 


3799 




% si 


Name 


OJ000323 16.0421.C72.o2 


. np 


Method 


AAT/NAP 






Start 


1660 




End 


.3799 




? a= 


GI 


■ 6522918 




Score 


17 3 




■J 


Exons 


1660. .1720, 2954.. 3190, 


3446 


. .3799 






1? — 
«ar 


GI Descrip. 


(AL132978) putative protein 


[Arabidopsis thaliana] 




fee* 


Seq. No. 


56418 




Seq. ID 


OJ000323_16.0421 


C72 




Gene No. 


118048 




Strand 








Start 


1173 




End 


2215 






Name 


OJ000323 16.0421.C72.ol 


. gs . 


Method 


GENSCAN 






Start 


1173 




End 


2215 






GI 


none 




Score 


.69 






Exons 


1173. .1526, 1604. .2215 












Seq. No. 


56418 




Seq. ID 


OJ000323_16.0421 


C72 




Gene No. 


118049 




Strand 








Start 


3434 




End 


3799 






Name 


OJ000323 16.0421.C72.o2 


. ts 


Method 


TBLASTX: Soybean 






Start 


1574 




End 


1940 






GI 


none 




Score 


36 






Exons 


1574. .1621, 1574. .1669, 


1602 


..1661, 1736. .1936, 1761. .1940 




Seq. No. 


56418 




Seq. ID 


OJ000323_16.0421. 


C72 



56878 



Gene No. 118049 Strand 

Start 3434 End 

Name OJ000323_16 . 0421. C12 . ol . tm Method 

Start 2 954. End 

GI none Score 

Exons 2954.. 3187, 2977.. 3093 

Seq.. No. ' 56418 Seq. ID 

Gene No. 118049 Strand 

Start 3434 End 

Name OJ000323_16 . 0421 . C72 . ol . ts Method 

Start 2954 End 

GI none Score 

Exons ^2954.. 3199, 2968.. 3084 

Seq. No. 56418 Seq. ID 

Gene No. 118049 Strand 

Start 3434 End 
Name ■ " OJ000323_16 . 0421 . C72 . o3 . gs . . Method 

Start 34 34 End' 

GI none Score 

Exons 3434 . .3784 



3799 

TBLASTX: Maize 

3187 

208 



OJ000323_16.Q£21.C72 
3799 

TBLASTX : Soybean 

3199 

211 



OJ000323_16.0421.C72 

3799 
GEN SCAN 
3784 
.96 



Seq. No.. 56418 

Gene No. 118049 

Start 3434 . 

Name OJ000323_16 . 0421 . C72 . ol . tw 

Start 3557 

GI none 

Exons 3557.. 3703, 3565.. 3621, 3570. 
3707. .3799 



Seq. ID 

Strand 

End 

Method 

End 

Score 



O_J000323_16.0421.C72 
3799 

TBLASTX: Wheat 

37 99 

55 



.3641, 3635. .3799, 3642. .3794, 



Seq. No. 56419 Seq. ID OJ000323_16 . 0421 . C73 

Gene No. 118050" . Strand + 

Start 1496 End 2060 

Name OJ000323_16 . 0421 . C73 . ol . gp Method ■ AAT/GAP 

Start ' ,1440- End 1816 

GI uC-osroM202005a05bl Score 72 6 

Exons 1440. .1816 

GI Descrip. 1 154 6692/emb | CAA67337 | 3.0e-15 (X98805) peroxidase ATP19a 
[Arabidopsis thaliana] 1 



Seq. No. 56419 Seq. ID 

Gene No. 118050 Strand 

Start 1496 End 

Name OJ000323_16 . 0421 . C73 . ol . gs Method 

Start 1496 End 

GI none Score 

Exons 1496. .2002 



OJ000323_16.0421.C73 
+ 

2060 
GENS CAN 
2002 
.97 



Seq. No. 56419 Seq. ID 

Gene No. 118050 Strand 

Start 14 96 End 

Name OJ000323__16 . 0421 . C73 . ol . np Method 

Start 14 96 'End 

GI 4760700 Score 

Exons 1496.. 1566, 1630.. 2060 



OJ000323_16.0421.C73 
+ 

2060 
AAT/NAP 
2060 
384 



56879 




GI Descrip. 


(AbUZfifu / ) peroxidase 1 


[Scutellaria baicalensis] 




Seq. No. 


56419 




Seq. ID 


OJ000323_16.0421 


.C73 


Gene No. 


118050 . 




Strand 


+ 




Start 


14 y d 




End 


2060 




Name 


OJUUUo^o lb. U4zl.C/o.Ol 


.tc 


Method 


TBLASTX: Cress 




Start 


ibiy - 




End 


2059 




GI 


none 




Score 


359 




Exons 


i bi y . . iyo / / i / jj . . lyjD/ 


1961." 


.2059, 1978. .2043 




Seq. No. 


56419 




Seq. ID 


OJ000323_16.0421 


.C73 


Gene No. 


118050 




Strand 


+ 




Start 


1 A Q £ 




End 


2060 




Name 


(JJUUU o/. 3 lb . . L / j . Ol 


. tin 


Method 


TBLASTX: Maize ■ 




Start 


1 Ol y 




End 


2059 




GI 


none 




Score 


385 




Exons 


ibiy . . <iUoy f i / z b . . iUOo 










Seq. No. 


56419 




Seq. ID 


OJ000323_16.0421 


.C73 


Gene No. 


118050 




Strand 


+ 




Start 


1 ^ QC 

14 y b 




End 


2060 




Name 


OJUUU J lb. U4zl . t / j . Ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1 c'i n 

i o i y , 




End 


2.020 




GI 


none 




Score 


-325 




Exons 


ibiy. . iy by , i /jo, . i y b<£ , 


1961. 


.2020 . '• 






Seq. No. 


■5-6419 




Seq. ID 


OJ000323_16.0421 


.C73 


Gene No. 


118050 




Strand 


+ 




Start 


i a o c 

1 4 y D 




End 


2060 




Name 


OJOOOozo lo.U4zl.C/o.Ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 C 1 o 

i biy 




End 


1939 




GI 


none 




Score 


181 




Exons 


-1 C T Q 1 QOO 1 CyiQ 1 QOI 

Ibiy. . lozz, 1 b4 o . . lozl, 


1807. 


.1938, 1808. .1939 




Seq/ No. 


56420 • 




Seq. ID 


OJ000323_16.0421 


.C75 


Gene No. 


118051 - 




Strand 






Start 


132 




End - 


1550 . 




Name 


OJ000323 16.0421.C75.ol 


.gs 


Method 


GENSCAN 




Start 


132 




End 


1354 






none 




Score 


.88 




Exons 


132. .238, 491. .595, 1092. .1151, 1243.. 


1354 




beq. No. 


56420 




Seq. ID 


OJ000323_16.0421 


. C / 3 


Gene No. 


118051 




Strand- 






Start 


132 




End 


1550 




Name 


OJ000323 16.0421.C75.ol 


.np 


Method 


AAT/NAP 




Start 


482 




End 


1550 




GI 


3493131 




Score 


317 




Exons 


482. .595, 1092. .1151, 1243. .1354, 1511 


. .1550 




GI Descrip. 


(AF081570) thymidylate 


kinase 


[Arabidopsis thaliana] 




Seq. No. 


56421 




Seq. ID 


OJ000323_16.0421 


.C76 


Gene No. 


118052 




Strand 


+ 




Start 


152 




End 


1147 . 




Name 


OJ000323 16.0421.C76.ol 


. tm - 


Method 


TBLASTX: Maize 




Start 


2 




End 


256 




GI 


none 




Score 


289 





56880 



Exons 



2. .256, 3.-242 



Seq. No. 56421 Seq. ID OJ000323 

Gene No. 118052 Strand + 

Start 152 . ' End,.. 1147 

Name OJ000323__16 . 0421 . C76 . ol . gs ' Method GENSCAN 

Start 152 End 781 

GI none Score .83 

Exons 152.. 488, 585.. 682, 723. .781 



16.0421.C76 





Seq. No. 


56421 


Seq. ID 


OJ000323_16.0421 


.C7 6 




vj die « 


118052 


Strand 


+ 






C 4- a v-+- 


152 


End 


1147 






Name 


OJ000323 16.0421.C76.ol.np 


Method 


AAT/NAP 






O Lai U 


422 


End 


1147 








7299975 • 


Score 


151 






Exons 


422. .488, 585. .682, 1074. .1147 








GI Descrip. 


(AE003708) CG6563 gene product [Dr.osophila melanogaster 


] 






" 56422 


Seq. ID 


OJ000323_16.0421 


• \* t o 




Vac lie LNO . 


118053 


Strand 








C+- -j y-+- 


73 


End 


618 




- 


Name 


OJ000323 16.0421.C78.ol.gs 


Method 


GENSCAN 






Of 3 v-f- 


73 . 


End 


618 






C2T 

\J JL 


none 


Score 


.73 




: 3 
LI 


T7* v /~\ y~i c? 


73. .618 . : 








% 


Seq. No. 


564 23 


Seq. ID 


OJ000323_16.0421 


.C79 




Gene No. 


118054 


Strand 


+ 




J 




327 


End 


521 






Name 


OJ000323 16.0421.C79.ol.gs 


Method 


GENSCAN 




u 


O L. CI i- L. 


327 


End 


521 






GI 


none 


Score 


.5 




1 

=7 


F* von 


327. .521 








H 
=x 




56423 


Seq. ID 


OJ000323_16.042'1 


.C79 




Gene No. 


"418055 


Strand- 


•+.... 






Start 


1223- 


End 


1698 






Name 


OJ000323 16.0421.C79.ol.gp 


Method 


AAT/GAP 




=7 


ouai u 


1184 


End 


1564 






ol 


uC-osrocyp006h07bl 


Score 


694 






Exons 


1184. .1564 










GI Descrip. 


' 50914 96/dbj | AB0234 82 . 2 | AB023482 2.0e- 


55 .Oryza sativa genomic 






DNA, chromosome 6, clone P0680A03, complete sequence 1 






Seq. No. 


56423 


Seq. ID- 


OJ000323_16.0421 


.C79 




Gene No. 


118055 


Strand 


.+ 






Start . 


1223 


End 


1698 






Name 


OJ000323 16.0421.C79.ol.ts 


Method 


TBLASTX : Soybean 






Start 


1205 


End 


1698 






GI 


none 


Score 


82 






Exons 


1205.. 1291, 1228.. 1290, 1307. 


.1399, 1333.'. 1374, 1453. .1605, 






1454. .1606, 1594. .1698, 1641. 


.1694 








Seq. No. 


56423 


Seq. ID 


OJ000323_16.0421 


.C79 




Gene No. 


118055 


Strand 


+ " 






Start 


1223 


End 


1698 





56881 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 



OJ000323_16 . 0421 . C79 . ol . np Method AAT/NAP 
1220 End 1698 

4558556 Score 345 

1220.. 1698 

(AC007138 ). predicted protein of unknown function [Arabidopsis 
thaliana] 



56423 

118055 

1223 

OJ000323_1 6 . 04 2 1 . C7 9 . o2 . gs 

1223 

none 

1223. .1627 



Seq. ID OJ000323_16.0421.C79 

Strand + 

End 1698 

Method GEN SCAN 

End 1627 

Score .91 



56424 
118056 
1 

OJ000323_16.0421.C80.ol.np 
1 

4558556 
1. .1086 

(AC007138) predicted protein of unknown function [Arabidopsis 
thaliana] 



Seq. ID OJ000323_16.0421.C80 

Strand + 

End 3321 

Method AAT/NAP 

End 1086 

Score 1036 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



56424 

118056 

1 

OJ000323_16.0421.C80.ol.gs 

125 

none 

125. .792, 804. .1089 



Seq. ID OJ000323_16.0421.C80 

Strand + 

End 3321 

Method GENSCAN 

End 1089 

Score .56 



56424 
118056 
1 

OJ000323_16 . 0421 .C80 . o2 . np 

■2 TO 

6630699 

210. .311, 488. .631, 3233. .3321 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ000323_16.0421.C80 

Strand + 

End 3321 

Method AAT/NAP 

End 3321 

Score 98 



Seq." ; No.-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



56424 ■ 
118057 
3457 

OJ000323_16.04 21.C80.o3.np 
3457 
6539570 
3457. .3653, 3838. .3904 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID OJ000323_16.0421.C80 

Strand + 

End 3904 

Method AAT/NAP 

End 3904 

Score 192 



56424 

118058 

1046 

OJ000323_16.0421.C80.ol.gp 



Seq. ID OJ000323_16.0421.C80 
Strand 

End 1418 

Method AAT/GAP 



56882 



Start 
GI 

Exons 



1046 
none 

1046. . 1418 . 



End 
Score 



1418 
722 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq*. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56424 

118059 

2646 

OJ000323_16.0421.C80.ol.tc 
14 

none 



Seq. ID OJ000323_16.0421.C80 
Strand 

End 3666 

Method TBLASTX: Cress 

End 1089 

Score 54 



14. .55, 89. .571, 106. .534, 536. .703, 575. .778, 604. .726, 
611. .739, 775. .966, 792. .974, 1003. .1089 



56424 
118059 
2646 

OJ000323_16.0421.C80.o2. ts 
208 
none 

208. .534, 209. .556, 209!. 556 

56424 
118059 
2646 

OJ000323_16. 0421.C80.ol. tm 
563 
none 

563. .730, 572. .778, 604. .744, 713. .820, 775.-867, 783. .866 



Seq. ID OJ000323_16.0421.C80 
Strand 

End 3666 

Method TBLASTX : Soybean 

End 556- 

Score 344- 



Seq. ID OJ000323_16.0421.C80 
Strand 

End , 3666 

Method TBLASTX : Mai ze 

End 8 67 

Score 310 



56424 

118059 

2646 

OJ000323_16.0421.C80.ol. ts 

581 

none 



Seq. ID OJ000323JL6. 0421. C80 
Strand 

End 3666 

Method TBLASTX : Soybean 

End 930 

Score 228 



581. .748, 584. .730, 604 . . 744 ,, 775 . . 930, 789. .929 



56424 

118059 

2646 

OJ000323_JL6. 04 21 . C80 . o2 . gs 

-2646 
none 



Seq. ID OJ000323_16.0421.C80 
Strand 

End 3666 

Method GENSCAN 

End ' 3538. 

Score . 68 



2646. -.2760, 3196. .3315, 3384. .3538 



56424 

118059 

2646 

OJ.000323_16. 0421.C80.ol.tw 

2767 

none 

2767. .3171 



Seq. ID OJ000323_16.0421.C80 
Strand 

End 3666 

Method TBLASTX : Wheat 

End 3171 

Score 218 



Seq. No. 56424 

Gene No. 118059 

Start 2646 

Name OJ000323_16 . 0421 . C80 . o2 . gp 



Seq. ID OJ000323_16.0421.C80 
Strand 

End 3666 

Method AAT/GAP 



56883 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3234 End 3666 

LIB3479-006-Q6-K1-B11 Score 649 

3234.. 3666 

•5734616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01U^' 



56425 
118060 . 
1 

OJ000323_16.0421.C81.ol.gp 
1 

584_1.R1084 
1..54, 154. .793 



Seq. ID OJ000323_16.0421.C81 



Strand 
End 

Method 

End 

Score 



+ 
793 

AAT/GAP 

793 

1279 



1 1710078/sp|P52573|REHY_ORYSA 1.0e-122 RAB24 PROTEIN 
>gi_971280_dbj_BAA09947_ (D63917) RAB24 protein [Oryza sativa] 



56425 

118060 

1 

OJ000323_16.0421.C81.ol.np 
1 

1710078 

1. .54, 154. .546 
RAB24 PROTEIN gi 17432684 
gi I 971280 |dbj IBAA09947.1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_ 
+ 

793 

AAT/NAP 

546 

733 



16.0421.C81 



pir||T03967 RAB24 protein - rice 
(D6391-7) RAB24 protein [Oryza sativa] 



Seq. No. 
1 Gene No. 
j Start 
i Name 

1 Start 
GI 

Exons 

=? 

j Seq. No. 

2 Gene No. 
~ Start 

^ Name 

3 Start 
3 GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



56425 
118060 
1 

OJ000323_16.0421.C81.ol.gs 
154 
none 

154. .549 

56425 
118061 
2526 

OJ000323_16 . 0421 . C81 . o2 . gs 
2526 
none 

2526. .2643, 2747. .2895, 3010. .3405 



56425 
118061 
2526 

OJ000323 
2526 
1710078 
2526. .2643, 



_16.0421.C81.o2.np 



2747.. 2895, 3010. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 

Strand 

End 

Method. 
End 
Score 
.3402 



OJ000323_16.0421.C81 
+ 

793 

GENSCAN 

549 

.52 



OJ000323_16.0421.C81 

+ ' 

3405 

GENSCAN 

3405 

1 



OJ000323_ 
+ 

3405 . 
AAT/NAP 
3402 
879 



16.0421.C81 



RAB24 PROTEIN gi | 74 32684 | pir || T03967 RAB24 protein - rice 

gi I 971280 | dbj I BAA0994 7 . 1 | (D63917) RAB24 protein [Oryza sativa] 



56425 Seq. ID 

118062 Strand 

3140 End 

OJ000323_16.0421.C81.o2.gp Method. 

3140 End 



OJ000323_16.0421.C81 

3723 

AAT/GAP 

3723 



56884 



GI 50471_1.R1084. Score 1130 

Exons 3140. .3723 

GI Descrip. 1 1710076/ sp| P52571 | REHY_BROSE 1.0e-27 REHYDRIN HOMOLOG 

(DORMANCY-ASSOCIATED PROTEIN PBS128) >gi_8234 0_pir S224 99 

hypothetical protein -.chess bromegrass (fragment) 
>gi_17932_emb_CAA4 4884_ (X63202 ) ORF [Bromus secalinus] 1 



Seq. No. 56425 

Gene No. 118063 

Start 4845 

Name OJ000323_16 . 0421 . C8 1 . ol . tc 

Start 1 

GI none 
Exons 



Seq. ID OJ000323_16.0421.C81 
Strand 

End 4 963 

Method TBLASTX : Cress 

End 3420 

Score 95 



1..51> 157. .237, 256. .348, 261. .392, 262. .393, 397. .549, 
399. .542, 2522. .2587, 2526. .2711, 2748. .2888, 2749. .2892, 
3013.. 3093, 3030.. 3080, 3117.. 3248, 3118.. 3210, 3247.. 3420, 
3255. .3398 



Seq. No. 56425 

Gene No. 118063 

Start 4845 

Name OJ000323_16 . 0421 . C81 . ol . 

fj ■ Start 1 \ - 

."i GI none 

if Exons , 1..51, 2514.. 2657, 2522. 

V\ 2751.. 2:894 

ru 

fj Seq. No. 56425 

hi Gene No. 118063 

Start 4845 

\f z Name OJ000323_16 . 04 21 . C81 . ol . 

^ Start 1 

s GI none 

[3 Exons 1..51, 3.. 53, 153.. 251, 

M 282.. 467, 301.. 465, 2522 

=7 2149..2892, 3009. .3077, 

r * 3138.. 3323, 3157.. 3321 

% =f 

Q Seq. No. 56425 

[3 Gene No. 118063 

Start 4845 

Name OJ000323_16 . 0421. C81 . o2 . 

Start 152 

GI none 

Exons 152.. 241, 163 .. 393, 165 . 

Seq. No. 56425 

Gene No. 118063 

. Start 4845 

Name OJ000323JL6 . 0421 . C81 . o3 . 

Start 396 

GI none 

Exons 396.. 542, 397.. 540, 4.98. 

Seq. No. 56425 

Gene No. 118063 

Start 4845 



Seq.' *ID OJ000323_16.0421.C81 
Strand 

End 4963 

tm Method TBLASTX : Maize 

End 2894 

• - Score 81 
.2719, 2*740.. 2892, 27,4 5 . . 2888 , : ' 

Seq. ID OJ000323_16.0421.C81 
Strand 

End 4963 
t s Method TBLASTX : Soybean 

End 3323 

Score 90 
154. .252, 166. .252, 235. .309, 252. .317, 
..2644, 2526..26S4, 2748. .2894, 
3010.. 3108, 3109.. 3165, 3135.. 3188., 



Seq. ID OJ000323_16.0421.C81 
Strand 

End 4 963 

tm Method TBLASTX : Maize 

End 3249 

Score 317 
.392, 3019. .3249, 3021. .3248 

Seq. ID OJ000323_16.0421.C81 
Strand 

End 4963 

tm Method TBLASTX : Maize 

End 3398 

Score 207 
.542, 3250. .3396, 3252. .3398, 3318. .3398 

Seq. ID OJ000323_16.0421.C81 
Strand 

End 4963 



56885 



Name 

Start 

GI 

Exons 



OJ000323_16 . 0421 . C81 . o3 . gs Method GENSCAN 

4845 End 4963 

none Score . 4 
4845. .4963 



Seq. No. 56426 

Gene No. 118064 

Start 626 

Name OJ000323_16 . 0421 . C82 . ol . gs 

Start 626 

GI none 

Exons 626.. 1228 



Seq. ID OJ000323__16. 0421. 

Strand + 

End 1228 

Method GENSCAN 

End 1228 

Score .79 



C82 



Seq. No. 
Gene No. 
Start 
Name 
- Start 
GI 

Exons 

GI Descrip. 

3 Seq. No. 
S Gene No. 
i . Start 
( - Name 
U Start . 

5 Exons 



56426 
118064 
626 

OJ000323_16 . 0421 . C82 . ol . np 
635 

6692115 
635. .1222 

(AC007764) F22C12.8 [Arabidopsis thaliana] 



Seq. ID OJ000323_16.0421, 

Strand + 

End 1228 

Method AAT/NAP 

End 1222 

Score 360 



C82 



56426 
118065 , 
1990 

OJ000323_16.0421.C82.ol.tc 
731 
none 

731. .778, 860. .901, 932 
1181. .1243 



Seq. ID OJ000323_16.0421. 
Strand 

End 2305 

Method TBLASTX: Cress 

End 1243 

Score 48 
1159, 1009. .1158, 1180. .1221, 



C82 



Seq. No. 56426 

Gene No. 118065 

Start 1990 

Name OJ000323_16 . 0421 . C82 . o2 . gs 

Start 1990 
GI . none 

Exons 1990.. 2305 



Seq. ID OJ000323_16.0421, 
Strand 

End 2305 

Method GENSCAN 

End 2305 

Score . 9 



C82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



56427 
118066 
1 

OJ000323_16.0421.C8 6.ol.np 
1 

4234846 
1..829, 872. .1032 

(AF082130) gag-pol polyprotein [Zea mays] 



Seq. ID OJ000323_16.0421, 
Strand 

End 1032 

Method AAT/NAP 

End 1032 

Score 591 



C86 



56427 

118066 

1 

OJ000323_16 . 0421 . C86 . ol . tm 
2 

none 



Seq. ID OJ000323_16.0421. 
Strand 

End 1032 

Method TBLASTX : Maize 

End 94 0 

Score * 50 



C86 



2. .85, 190. .321, 209. .250, 331. .939, 362. .940 

56428 Seq. ID OJ000323_1 6 . 0421 , 



C90 



56886 



Gene No. 


118067 








Strand 


- + 




O Lai L 










End 


4 620 




Name 


pj.tooo^9^ i 


04 91 


PQ0 n9 

• -7 VJ . VJ £~ 


n q 

. gs 


Met - hnH 
. LLC L. nuu 






OLdru 










HjLI\JL 


4 69 0 




P,T 
oX 










tD V— VJ X G 


ft 3 




Exons 


^Q^O 40^Q 


4114 

4X14 


4 976 


44 

i *± .j .j • 


4 690 






Opn Kin 

UC^j i LN VJ • 










Seq. ID 


OJ000393 

W \J \J \J *-) 


16 0421 C90 


Gene No. 


118068 








Strand 


+ 




Start 


7610 








End 


7791 




Name 


o.tooo^9^ i 6 


04 91 

. U4 1 


. ^ _7 VJ • vj -J 




lie L. 1 1 \J\JL 


AAT /NAP 




oiait 


TCI A — 
/ D1U 








LjIIvJ. 


7 7 Q1 

f l _7 X 




PT 


SQ094 4 ft 








O V— VJ X " 


9ft ^ 




IjXUIlo 


7C1 n 77 Q1 














PT HAQpri n 

OX UCOLJL XL> i 


( AR0309ft3) 


orf 3 




sat i va 


J 






Seq. No. 


56428 








Seq. ID 


OJ000323 


_16.0421.C90 


Gene No. 


118069 








Strand 






Of- a -rf 










End 


2048 




Name 


pj.tooo^91 i 6 


04 91 

. VJ *i X 


PQ0 ol 




Mpf hriH 

L JC U LLVJQ_A 


PrFN9P AN 

O Lj LN O V_/rt LN 




c-l- 3 -r f- 
OLal U 


1 n sq ~ 










904 ft 




pt 












. 7 




17 von c 


1 0 SQ 904 ft 














Oct] . LN (J . 










O CL| • X i-/ 


Pj,T000^9^ 


1 f> 04 91 PQO 


Gene No . 


118069 








Strand 






Start 


1059 








End 


2048 




Name 


UUUUUjZj ID 


.0421 


.C90.ol 


.np 


Method 


AAT/NAP 




O Ldlt 










End 


2017 




PT 
oX 


A 7^07 00 








Score 


562 






1 DRQ 9017 














OX Uc o X X LJ . 


\ n.D J / y 


peroxidase 1 


[Scutellaria baicalensis] 


• In U . 


J04t.O 








Seq. ID 


OJ000323 


_16.0421.C90 


P q n ^ M a 


1 1 £1070 
X X o u / vj 








Strand 






Of ar f 


j j j j 








End 


7270 




Name 


■ OJ000323 16 


.0421 


.C90.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start ' 


1017 








End 


6082. 




(IT 

OX 


UUilC 








Score 


70 - 






1017 1 1 60 

X VJ X / • • X X O VJ , 


1215 


. .1301, 


1371. 


.1589, 1411. .1485, 


1602. .1676, 




1 6R0 1 R^fi 

1DOU i i lO JO/ 


1681 


. .1830, 


1890. 


.1964, 4034. .4102, 


5339. .5434, 




S4 ft Q S S7 S 


5645. 


...5863, 


5685. 


.5849, 5897.. 5947, 


5951. .5992, 




fiO^fi 60R9 
jo . . u vj o z. 
















J04^0 








Seq. ID 


OJ000323 


_16.0421.C90 


OCliG LNO . 


1 1 £070 
X X O U / U 








^ Strand 






OLdi L 


J JJJ 








End 


7270 




Name 


OJ000323 16 


.0421 


.C90.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1059 








End 


6082 




GI 


none 








Score 


73 






10RQ 1 1 R 4 


1215 


. .1310, 


1377. 


.1589, 1390. .1473, 


1446. .1586, 




1602. . 1751, 


1633 


. .1752, 


1764. 


.1841, 1765. .1827, 


4034 . .4168, 




5333. .5428, 


5489 


. .5584, 


5651. 


.5857, 5664. .5855, 


5894 . . 6061, 




5907. .5993, 


6008 


. .6082 










Seq. No. 


56428 








Seq. ID 


OJ000323 


_16.0421.C90 


Gene No. 


118070 








Strand 







56887 



Start 
Name 
Start 
GI 

Exons. 



5333 End 

OJ000323_16 . 0421 . C90 . o2 . tm Method 

1062 End 

none Score . 



7270 

TBLASTX : Maize 

5693 

100 



1062. .1*172, 1062. .1193, 1063. . 1191, 1233. .1364, 1234'.. 1332, 

1333.. 1419, 4016. .4090, 4 025 .. 4090, 4 132 .. 4 17 6, 4192. .4245, 

4193. .4246, 5336.-5446, 5336. .5467, 5507. .5638, 5508. .5606, 
5607. .5693 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No". 
Start 
Name 
-=* Start - 

:;f Exons 

r : !; 

fjj Seq. No. 

fj Gene No. 

[.""j Start 

^3 Name 

H Start 

ru gi 

s Exons 

12 GI Descrip. 

s ^ Seq. No. 
?Z Gene No. 
□ Start 
[3 Name 
R Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



56428 

118070 

5333 

OJ000323_JL6.0421.C90.ol.tw 

1371 

none 

1371. .1592, 1411. .1578, 1602. 
5645. .5863, 5685. .5852, 5894, 

56428 

118070 

5333 

OJ000323_16.0421.C90.ol.tm 

1422 ^. 
none 

14-22.. 1841, 1516.. 1827, 1-878. 



Seq. ID OJ000323_16.0421.C90 
Strand 

End 7270 

Method TBLASTX : Wheat 

End 6082 

Score 77 

.1838, 1603. .1830, 1890. .1961, 
.6001, 5895.. 6080, 6038.. 6082 



OJ000323_16.0421.C90 
7270 

TBLASTX: Maize 
6082 
245 

1952, 5696. .6082, 5790. .6080 
OJ000323 16.0421.C90 



Seq. ID 

Strand 

End 

Method 

End 

Score 



56428 Seq. ID _ 

118070 Strand 

5333 End 7270 
OJ000323_16. 0421 . C90 . o2 .np Method AAT/NAP 

5333 End 7270 

4760700 Score 461 
5333. .6079, 7161. .7270 

(AB024 437 ) peroxidase 1 [Scutellaria baicalensis ] 



56428 

118070 

5333 

OJ000323__16.0421.C90.o3.gs 

5333 

none 

5333. .6079, 6549. .6629 



Seq. ID OJ000323_16.0421.C90 

Strand • - 

End 7270 ( 

Method GENSCAN 

End 6629 

Score .92 



5.64 28 
118070 
5333 

OJ000323_16.0421.C90.ol.gp 
6158 

uC-osflcypl77g01al 
6158. .6306 

M884864/gb|AAD31846.1|AF133530__l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] 1 



Seq. ID OJ000323_16.0421.C90 
Strand 

End 7270 

Method AAT/GAP 

End 6306 

Score 238 



■'56429 • 
118071 
1 

OJ000323 16.0421.C91.ol.np 



Seq.. ID OJ000323_16.0421.C91 

Strand + 

End 1926 

Method AAT/NAP 



56888 



Start 1 End 1926 

GI 6691716 Score 874 

Exons 1..199, 397. .572, 654. .921, 1097. .1291, 1367. .1478, 1629. .1733, 

1806.. 1926 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 56429 

Gene No. 118071 

Start 1 

Name OJ000323JL6 . 0421 . C91 . ol . gs 

Start 98 

GI none 
Exons 



Seq. ID OJ000323__16.0421.C91 

Strand + 

End 1926 

Method GEN SCAN 

End 1847 

Score .73 



98. .199, 397. .572, 654.. 958, 1104. .1291, 1367. .1556, 1629. .1733, 
1806. . 1847 



Seq. No. 56430 

Gene No. '118072 

Start 1 

Name " OJ000323_16 . 0421 . C92 . ol . np 

Start 1 
GI . 5902445 

Exons 1. '.27 95 

Gf Descrip; (AB030283) GAG-POL precursor' [Oryza sativa 



Seq. ID OJ000323_16.0421.C92 
Strand 

End 2795' 

Method AAT/NAP 

End , 2795 

Score 4 718 



Seq v . No. 564 30 

Gene No. 118072 

Start 1 

Name OJ000323_16 . 0421 . C92 . o5 . tw 

Start 27 

GI none 

Exons 27.. 152, 207.. 485, 223.. 324 



Seq. ID OJ000323_16.0421.C92 
Strand 

End 2795 

Method TBLASTX : Wheat 

End 485 

Score 77 



.Seq. No. 56430 

Gene No. 118072 

.Start * 1 . • 

Name OJ000323_16 . 0421 . C92 . ol . gs 

Start 33 

GI none 

Exons 33.. 1506, 1565.. 2736 



Seq. ID OJ000323_16.04 21.C92 
Strand 

End . ■ 27 95 * 

Method GENS CAN 

End 2736 

Score . 62 



Seq. No. 

Gene No. 

Start^: 

Name 

Start 

GI 

Exons 



56430 
118072 

1 " . " 

OJ000323_16.0421.C92.o5.tm 

255 
none 

255. .341, 351. .434, 352. .438, 429.-527, 430. .528 



Seq. ID OJ000323_16:0421.C92 
Strand ; * ■ - 
End 2795 
Method TBLASTX : Mai ze 
End 528 
Score 63 



Seq. No. 56430 

Gene No. 118072 
Start ' 1 

Name OJ000323_l-6 . 0421 . C92 . o2 .tw 

Start 600 

GI none 

Exons • 600.. 785, 600.. 986, 676.. 987 



Seq. ID OJ000323_16.0421.C92 
Strand 

End 2795 

Method TBLASTX : Wheat 

End ■ 987 . 

Score 108 



56889 



Seq. No. 56430 

Gene "No. 118072 

Start 1 

Name OJ000323_16 . 0421 . C92 . ol . tm 

Start 630 

GI none 

Exons 630. .677, 631. .678,' 658. .972, 

Seq. No. 56430 

Gene No. 118072 

Start 1 

Name OJ000323_16 . 0421 . C92 . o7 . tw 

Start 990 

GI none 

Exons 990.. 1130, 1155.. 1289 

Seq. No. 56430 
Gene No. .- 118072 

Start ' 1 

Name OJ000323_16 . 0421 . C92 . o4 . tm 
Start ' 1221 

GI none 

Exons 1221. .1475 



Seq. ID OJ000323_16.0421.C92 
Strand 

End 2 7.$ 5 

Method TBLASTX: Maize 

End 992 

Score 67 

669. .992, 682. .972 

Seq. ID OJ000323_16.0421.C92 
Strand 

End 2795 

Method TBLASTX : Wheat 

End 1289 

Score 132 



Seq. ID OJ000323_16.0421.C92 

Strand - ■ 

End 2795 

. Method TBLASTX: Maize 

End 1475 

Score 192 



Seq. No. 56430 

Gene No. 118072 

Start 1 

Name . OJ000323_16 . 0421 . C92 . o4 . tw 

Start 1305 

GI none 

Exons 1305.. 1520, 1315.. 1521, 1514. 

Seq. No. 56430 

Gene No. 118072 

Start 1 

Name OJ000323_16 . 0421 . C92,. o2 . ts 

Start . 1348 

GI none 

Exons 1348.. 1488, 1350.. 1472, 1543. 

Seq. No. 56430 
Gene No. ■ ' 118072 

Start 1 

Name OJ000323_16 . 04 21 . C92 . o3 . tw 

Start 1762 

GI none 

Exons 1762.. 2190, 1919.. 2191 



Seq. ID OJ000323_16.0421.C92 
Strand 

End 2795 

Method TBLASTX : Wheat 

End 1725 

Score 119 

.1540, 1546. .1725, 1547. .1717 

Seq. ID OJ000323_16.0421.C92 
Strand 

End 2795 
Method „ TBLASTX : Soybean 

End 1734 * 

Score 71 

,1590, 1544. .1726, 1630. .1734 

Seq. ID QJ000323_16.0421.C92 
Strand 

End 2795 

Method ■ TBLASTX: Wheat 

End 2191 

Score 128 



Seq. No. 56430 

Gene No. 118072 

Start 1 

Name> OJ000323_16 . 0421 . C92 . o2 . tm 

Start 1849 

GI none 

Exons 1849.. 1875, 1885.. 2016, 1886. 



Seq. ID OJ000323_16.0421.C92 
Strand 

End 2795 

Method TBLASTX :Maize ' 

End 2293 

Score 86 

.2017, 2039.. 2293, 2065.. 2292 



56890 



Seq. No. 56430 Seq. ID 

Gene No. 118072 Strand 

Start 1 End 

Name OJ000323_16 . 0421 . C92 . ol . ts Method 

Start 1960 End 

GI none Score 

Exons I960.. 2391, 2201.. 2344 

Seq. No. 56430 Seq. ID 

Gene No. 118072 Strand 

Start 1 End 

Name OJ000323_1 6.0421. C92 . ol . tw Method 

Start 2236 End 

GI none Score 

Exons 2236.-2655, 2237.. 2653 



OJ000323_16.0421.C92 
2795 

TBLASTX: Soybean 

2391 

123 



OJ000323_16.0421.C92 
2795 

TBLASTX: Wheat 

2655 

235 



Seq. No. 56430 

Gene No. 118072 

Start 1 

Name OJ000323_16 . 0421 . C92 . o3 . tm 

Start 2524 

GI none 

Exons 2524.. 2793, 2534.. 2791 

Seq. No. 56430 

Gene No: 118072 

Start 1 

Name OJ000323JL 6 . 0421 . C92 . 06 . tw 

Start 2655 

GI none 

Exons 2655.. 2783, 2656.. 2784, 2656. 

Seq. No. 56431 

Gene No. 118073 

Start 114 

Name OJ000323_16 . 0421 . C93 . ol . tw 

Start 6 

GI none 

Exons 6.. 278, 7.. 213, 325.. 561, 327. 

Seq. No. 56431 

Gene No. 118073 

Start 114 

Name OJ000323_1 6 . 0421 . C93 . ol . gs 

Start 114 

GI none 

Exons 114.. 2387 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_16.0421 .C92 
.2795 

TBLASTX : Maize 

2793 

182 



Seq. ID OJ000323_16.0421.C92 
Strand 

End 27 95 

Method TBLASTX : Wheat 

End 2793 

Score 71 
.2793, 2657.. 2791 

Seq. ID OJ000323_16.0421.C93 
Strand 

End 2438 

Method TBLASTX: Wheat 

End 782 

Score 112 

..557, 606. .719, 606. .782 

Seq. ID OJ000323_16.0421.C93 
Strand 

End 24 38 

Method GENSCAN 

End 2387 

Score .94 



Seq. No. 56431 

Gene No. 118073 

Start 114 

Name OJ000323_16 . 0421 . C93 . ol . np 

Start 117 

GI 5902444 

Exons 117.. 2438 

GI Descrip. (AB030283) GAG-POL precursor 



Seq. -ID OJ000323_16.0421. 
Strand 

End 24 38 

Method AAT/NAP 

End 24 38 

Score' 3853 

[Oryza sativa] 



C93 



56891 




Seq. No. 


56431 


Seq. ID 


OJ000323_16.0421.C93 


Gene No. 


118073 


Strand 




OLai L 


114 

X X *i 




-9 4 ^ fi 

t4 JO 


LN aillt: 


o.Tonn'^?'} ifi H49i pq^ r>9 fw 


Mof Vi /~\ /~i 


TRT Z\QTY«Whoaf 
X DXxrtO 1 A , WllCd L 


OLdl L 


1 ^^fi ~~ 

IJJO 


EjI 1U 


1 7 Rfi 
X / J o 


PT 

\J X 


none 


Score 


117 

X X f 


IT 1 V /™\T"» c 

EjXUIIo 


1 Tqf: 17^7 1 4fiQ 17Sft 






Octj. IN U . 


R 64 ^9 






IN . 


118074 






Start 


304 


End 


732 


Name 


OJ000323 16.0421.C100.ol.gp 


Method 


AAT/GAP 


O L. GL X L- 


304 


End 


732 


r t 




S core 


p 1 ^ 

O X J 




7?? 








1 1 691 4 /Hh-i 1 RAA1 9 QD9 1 4 Op- 


4 ? f nft SR7 ^ 


level oc Llalloul lpLaoc 




f Orv7a s a f i 1 1 






Seq. No. 


5.6432 


Seq. ID 


OJ000323_16.0421.C100 


Gene No. 


118075 


Strand 




o Lai u 


135 


End 




Name 


n,Tnnn^9? 16 0491 nnn ni rrc< 




Hi IN O wrilM 


jLdl L 


1 — 

X J «J 


Hii 1(J. 




PT 

ox 


none 


Score 


Q6 


Exons 


I^S 17 6 ^ 7 S r n 6 






jcC]< IN (J . 


56433 


Seq. ID 


OTnnn^n^ is n/iiQ 

UUUUU'I U J 10 . Ufl li? . 


uClIC LHKJ * 


118076 


Strand 


-}- 


Start 


1 


End 


4170 


Name 


OJ000403 18.0419.C2.ol.gp 


Method 


AAT/GAP 


Cf 3 r-t- 
Olai L 


1 


End 


1 7 09 


\J± 


14955 1.R1084 


Score 


Dot 


TP v An o 


1..74, 549. .606, 700. .800, 1222. .1317, 


1 A H Q 1 Rfl9 1£7H 1 mo 
IftUj . . IjUZ, ID / U . . 1 / uz 


C^T P)o c r T — i r"^ 


T 2370461/emb|CAA74991 | 2.0e- 


32 (Y14675) 


KM 1 "H O "t~ 1 T7£3 /T 1 lfr 1 /~\ y~\ >~ /-\ 4- ai ri 

pULaLl Vc y lyLUpIULcXIi 




[ Sorghum bicolor] ' 








56433 


Seq. ID ■ 




Cpnp No 


118076 > 


Strand 




Start 


1 


End 


4170 


Name 


OJ000403 18.0419.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1266 


O J. 


7452482 


. Score 


232 




1. .74, 549. .606, 700. .798, 1221. .1266 




f^T P)o c p r "i n 


probable glycoprotein NS4 - 


sorghum gi | 23704 61 | emb | CAA74 991 . 1 




(Y14675) putative glycoprote 


in [Sorghum bicolor] ■ 


OCv^ ■ Vi\J ■ 


56433 


Seq. ID 


OJ000403_18.0419.C2 


f^ono Mrs 


118076 


Strand 


+ 


OLdi I, 


1 


End 


4170 


Name 


OJ000403 18.0419.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


4060 


GI 


none 


Score 


102 


Exons 


2. .76, 3. .77, 532. .606, 536. 


.607, 537.. 


605, 547. .606, 548. .60' 




687. .800, 689. .802, 695. .802, 1216. .1317, 1218. .4343, 




1220.. 1318, 1378.. 1506, 1382 


..1504, 2844. .3092, 2846. .3085, 




2859. .3101, 2863. .3099, 3704 


..4060, 3708. .3965 



56892 



Seq. No. 56433 

Gene No. 118076 

Start 1 

Name OJ000403_18 . 04 19 . C2 . ol . tw 

Start 2 ■ ' ■ 

GI none 
Exons 



Seq. ID OJ000403 18. 0419. C2 



Strand 
End 

Method 

End 

Score 



+ 

4170 

TBLASTX: Wheat 

1295 

122 



2. .76, 5. .76, 532. .603, 536. .607, 537. .605, 546. .608, 687.:800, 
690. .800, 695. .802, 700. .804, 1214. .1294, 1215. .1295 



Seq. No. 56433 

Gene No. 118076 

Start 1 

Name OJ000403_18 . 04 19 . C2 . o2 . ts 

Start 543 

GI none 
Exons 



Seq. ID OJ000403_18.0419.C2 

Strand + 

End 4170 

Method TBLASTX : Soybean 

End 1266 

Score 95 



543. .605, 548. .604, 683. .796, 687. .800, 696. .800, 713. .802, 
1216. .1266 



Seq. No. 56433 ' 

Gene No. 118076 

Start 1 

Name OJ000403_18 . 04 19 . C2 . o2 . tc 

Start 546 

GI none 
Exons 



-Seq. ID OJ000403_18. 0419.C2 

Strand + 

End 4170 

Method TBLASTX : Cress 

End 1459 

Score 69 



546. .605, 548. .604, 687. .800, 695. .802, 696. .800, 724. .804, 
1215. .1313, 1216. .1314, 1382. .1459 



Seq. No; 56433 

Gene No. 118076 

Start 1 

Name OJ000403_18 . 04 1 9 . C2 . ol . gs 

Start 700 

GI none 
Exons. 



Seq. ID OJ000403_18.0419.C2 

Strand + 

End 4170 v : - 

Method GENSCAN 

End 4082 

Score .78 



700. .800, 822. .956, 1222. .1317, 1409. .1502, 2854. .3091, 
3716. .4082 



Seq. No, 56433 

Gene No. 118076 

Start 1 i 

Name OJ000403_18 . 04 19 . C2 . ol . ts 

Start 1267 

GI none 
Exons 



Seq. ID OJ00040.3_18. 0419.C2 
■ Strand + ■ 
End 4170 
Method TBLASTX : Soybean 
End 3962 
Score 81 

1267.. 1317, 1267.. 1317, 1369.. 1503, 1382.. 1504, 1382.. 1504, 
2844.. 3092, 2846.. 3085, 2859.. 3098, 2878.. 3099, 3704.. 3955, 
3708.. 3962 



Seq. No. 56433 

Gene No. 118076 

Start 1 

Name OJ000403_18 . 0419 . C2 . ol . tc 

Start 3771 

GI none 

Exons 3771.. 3965, 3776.. 3964, 3803. 



Seq. ID OJ000403_18.0419.C2 

Strand + 

End 4170 

Method TBLASTX : Cress 

End 4006 

Score 226 
.4006 



Seq. No. 
Gene No. 
Start 



56433 

118076 

1 



Seq. ID OJ000403_18. 041-9. C2 
Strand + 
End 4170 



"56893 



Name 

Start 

GI 

Exons 



OJ000403_18 . 0419 . C2 . o2 . tw Method 
3802 End 
none Score 
3802.. 3936, 3803.. 3961, 3804.. 3956 



TBLASTX: Wheat 

3961 

209 



Seq. No. 56433 Seq. ID 

Gene No. 118076 Strand 

Start 1 . End 

Name OJ0004 03_18 . 04 19 . C2 . o2 . gp Method 

Start 3813 End 

GI 3760975 Score 

Exons 3813.. 4170 



OJ000403_18.0419.C2 
+ 

4170 
AAT/GAP 
4170 
689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56434 

118077 

204 

OJ000403 
204 
none 
204. .581 



_18.0419.C3.ol.gs 



Seq. ID OJ000403_18.0419.C3 

Strand + 

End 581 

Method GEN SCAN 

End 581 

Score 1 



Seq. No. 56434 

Gene No. 118078 

Start 2821 

Name' - OJ000403_18 . 04 19 . C3 . o2 . gs 

Start 2821 

GI none 
Exons 



Seq. ID OJ000403_18.0419.C3 



Strand 
End 

Method 

End 

Score 



+ 

4909 
GEN SCAN 
4909 
.64 



2821. .2862, 2868. .3056, 4570. .4735, 4746. .4909 



Seq. No. 56434 Seq. ID 

Gene No. 118078 Strand 

Start 2821 End 

Name OJ0004 03_18 . 04 19 . C3 . ol . np Method 

Start 3144 End 

GI 5922619 ' Score 

Exons 3144.. 3284, 4759.. 4866 

GI De scrip. (AP000492) hypothetical protein [Oryza .sativa] 



OJ000403_18.0419.C3 
+ 

4909 
AAT/NAP 
4866 
90 



gi | 6016852 | dbj | BAA85195 .1 1 
[Oryza sativa] 



(AP000570) hypothetical protein 



Seq. No. 56434 Seq. ID 

Gene No. 118079 Strand 

Start 7316 End 

Name OJ000403_18 . 0419 . C3 . ol . gp Method 

Start , 7316 End 

GI none Score 

Exons 7316.. 7528 



OJ000403_18.0419.C3 
+ 

7528 

AAT/GAP ' 

7528 

414 



Seq. No. 56434 Seq. ID 

Gene No. 118080 Strand 

Start 5005 End 

Name OJ000403_18 . 04 19 . C3 . o2 . np Method 

Start - . 5005 . End 

GI 6630699 Score 

Exons 5005. .5085 w - 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 



OJ000403_18.0419.C3 

5085 
AAT/NAP 
5085 
71 



56894 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GIL 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Oryza sativa] 



56435 
118081 
1 

OJ000403_18. 0419.C4 .o2.np 
1 

7440006 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000403_18.0419.C4 
+ 



507 9 
AAT/NAP 
4206 
332 

1..27, 3439. .3682, 3859. .3912, 3958. .4206 
UV-damaged DNA-binding protein homolog F7J7.4 0 
thaliana gi I 2911067 | emb | CAA17529 . 1 1 (AL021960) 
DNA-binding protein-like [Arabidopsis thaliana] 
gi|72 68 907|emb|CAB7 9110.1| (AL161554) UV-damaged DNA-binding 
protein-like [Arabidopsis thaliana] 



- Arabidopsis 
UV-damaged 



56435 Seq. ID 

118081 Strand 

1 End 

OJ000403_18.0419.C4 .o2.gs Method 

1883 End""*"- ' 

none Score 



OJ000403_18.0419.C4 
+ 

5079 
GENSCAN 
5079 
.86 



1883. .1957, 2013. .2072, 3199. .3357, 3439. .3603, 4393. .4703, 
4905. .5079 



Seq. No. 56435 

Gene No,. 118081 

Start 1 

Name OJ000403_18 . 04 19 . C4 . ol . np 

Start 3443 

GI 7267302 

Exons 3443.. 3682, 3859.. 3912, 3958 

GI Descrip. (AL161503) UV-damaged DNA binding factor-like protein 
[Arabidopsis thaliana] 



Seq. ID OJ000403JL8.0419.C4 

Strand + 

End 5079 

Method AAT/NAP 

End 4206 

Score 317 
.4206 





Seq. No. 


56435 


Seq. ID 


OJ000403 




Gene No. 


118082 


Strand 


+ 




Start 


10429 . 


. End 






Name ' 


OJ000403 18.0419.C4.o4.np 


Method 


AAT/NAP 


£3 


Start 


10429 


End 


11994 




GI 


7340909 


Score 


174 




Exons 


10429. .10478, 11726. .11994 








GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




Seq. No. 


56435 


Seq. ID 


0 JO 00 "4$3- 




Gene No. 


118083 


Strand 






Start 


1 


End 


1103 




Name 


OJ000403 1810419. C4.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


245 




GI 


9088 1.R1084 


Score 


355 




Exons 


1. .245 







GI Descrip. 1 5882720/gb | AAD55273 . 1 | AC008263_4 1.0e-32 (AC008263) Similar to 
gb_D86180 phosphoribosylanthranilate transferase from Pisum 
sativum and contains 2-'PF_00168 C2 (phospholipid binding) 
domains. ESTs gb_H76726, gbj;T45544 and gb_N96377 * come from this 
gene. [Arab* 



Seq. No. 



56435 



Seq. ID OJ000403_18 .0419.C4 



56895 



Gene No. 118083 * Strand 

Start 1 End 1103 

Name OJ000403_18s-0419.C4.ol.gs Method GEN SCAN 

Start 59 . End .. 1103 

GI none Score .82 

Exons 59.. 248, 660.. 967, 1041.. 1103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56435 Seq. ID 

118084 Strand 

4878 End 

OJ000403_18. 0419.C4.ol.ts Method 

962 End 

5753094 Score 



OJ000403_18.0419.C4 
11839 

TBLASTX: Soybean 

4048 

105 



962. .1027, 963. .1034, 3442. .3564, 3471. .3563, 3561. .3692, 
3562. .3684, 3845. .3901, 3855. .3902, 3957. .4040, 3962. .4048 
2911067/emb_CAA17529_ 4.0e-67 (AL021960) UV-damaged DNA-binding 
protein- like [Arabidopsis thaliana] 



56435 
118084 
4878 

OJ000403_18.0419.C4 .ol.tm 
3442 * 



none 

3442. 

3568. 



Seq. ID • OJ000403_18.0419.C4 
Strand 

11839 

TBLASTX : Maize 
4131 
146- 



End 

_ Method 

End 
Score 

3552; 3471.. 3551, 3473 3562, 3564.. 3680, 3565.;3684, 
3681, 3855.. 3902, 3956.. 4066, 3960.. 4067, 4048.. 4131, 



4053. .4130 



Seq. , No. 


56435 






Seq. ID 


OJ000403_18.0419 


.C4 


Gene " No . 


118084 






Strand 






Start 


4878 






End 


11839 




Name 


OJ000403 18 


.0419 


.C4 .o3.np 


Method 


AAT/NAP 




Start 


4878 






End 


8601 




GI 


6063557 






Score 


328 




Exons 


4878. .5029, 


8031 


..8206, 8426. 


8601 






GI Descrip. 


(AP000615) 


similar to dJ522J7 


2 (Z988 


85) [Oryza sativa] 




Seq. No. 


56435 






Seq. . ID 


OJ000403_18.0419 


C4 


Gene No. 


118084 






Strand 






Start 


4878 






End 


11839 




Name 


OJ000403 18 


.0419 


C4 . o4 . gs 


Method 


GENSCAN 




Start 


8385 






End 


11839 




GI 


none 






Score 


.45 




Exons 


. 83-85.-8683, 


9989 


.10057-, 10367.. 10491 


, 11775. .11839 




Seq. No. 


56436 






Seq. ID 


OJ000403 18.0419. 


C5 


Gene No. 


118085 






Strand 


+ 




Start 


849 






End 


1396 




Name 


OJ000403 18 


.0419. 


C5 . ol . gp 


Method 


AAT/GAP. 




Start 


849 






End 


1396 




GI 


none 






Score 


776 




Exons 


849. .1129, 


1271. , 


1396 








Seq. No. 


56436 






Seq. -ID 


OJ000403_18.0419. 


C5 


Gene No. 


118086 






Strand 


+ 




Start 


1618 






End 


5012 




Name 


OJ000403 18 


.0419. 


C5.o2.np 


Method 


AAT/NAP 





56896 



Start 1618 End 5009 

GI - 7487523 Score 747 

Exons 1618.. 1878, 1969.. 2536, 2811.. 2989, 3253.. -3476, 4059.. 4362, 

• • , , 4612. .5009 

GI Descrip.' hypothetical protein T29F13.12 - Arabidopsis thaliana 

gi| 3132478 | gb I AAC16267.il (AC003096) hypothetical protein 
[Arabidopsis thaliana] 





beg. wo. 




Seq. ID 


OJ000403_18.0419 


.C5 




bene ino . 


118086 


Strand 


+ 






Start 


1618 


End 


5012 






Name 


OJ000403 18.0419.C5.o2.gs 


Method 


GENSCAN 






CM , v- +- 

btart 


1687 


End 


5012 






b± 


none 


Score 


. 64 






Exons 


1687.. 2536, 2727.. 2989, 3253. 


.3476, 4059. .4389, 4608. .5012 




beq. no. 


• 56436 


Seq. ID 


OJ000403 18.0419 


.C5 




Gene No . 


118086 


Strand 


+ 






Start 


1618 


End 


5012 






Name 


OJ000403 18.0419.C5.o2.gp 


Method 


AAT/GAP 






Start 


2301 


End 


4440 






GI 


39840 1.R1084 


Score 


1817 






Exons . 


2301.. 2536, 2805.. 2989, 3253. 


.3476, 4059. .4440 




W 


GI Descrip^ 


'3132478 4.0e-36 (AC003096) bZIP-like 


protein [Arabidopsis 


in 




thaliana] 1 . 








i y 
f ^ 


Seq. No. 


56436 


Seq. ID 


OJ000403_18.0419 


C5 




Gene No. 


118087 


Strand 






LU. 


Start 


1 


End 


1617 






Name 


OJ000403 18.0419.C5.ol.np 


Method 


AAT/NAP 




ry. 


Start 


1 


End 


1617 






bl 


7340909 


Score 


120 




a 

r ^ 


Exons 


1..384, 1543. .1617 










GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




. ^ 


Seq. No. 


56436 . 


Seq. ID 


OJ000403_18.0419 


C5 






118087 


Strand 








Start 


1 . 


End 


1617 . 






Name 


OJ000403 18.0419.C5.ol.gs 


Method 


GENSCAN 






Of -a y 4- 

o tar l 


220 


End 


1457 






Z^ T 

bl 


none 


Score 


.79 






Exons 


220. .384, 685. .887, 892. .1120 


, 1152. .1457 






Seq. No. 


56436 


Seq. ID 


OJ0004 03_18.0419 


C5 




Gene No. 


118088 


Strand 








Start 


4906 


End 


5327 






Name 


OJ000403 18.0419.C5.o3.gp 


Method 


AAT/GAP 






Start . 


4906 


End 


5327 






GI 


uC-osrocyp017el2al 


Score 


820 






Exons 


4906. .5327 










GI Descrip. 


, 5640157/emb|CAB51555.1| 2 . Oe 


-14 (AJ242531) gibberellin 


response 






modulator [Triticum aestivum] 










Seq. No. 


56436 


Seq. ID 


OJ000403_18.0419. 


C5 




Gene No. 


118089 


Strand 








Start 


7166 


End 


7363 






Name 


OJ000403 18.0419.C5.o2.tm 


Method 


TBLASTX: Maize 





56897 



Start 
GI ' 
Exons 



Seq. No. 
Gene No. 
■Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2018 
none 
2018. 
2104. 



,2086, 2057.. 2191, 2058. 
.2229, 2203. .2340, 2212. 



2328. .2393, 2350. .2388 . 

56436 

118089 

7166 

OJ000403_18.0419.C5.ol.tw 

2024 

none 

2024.. 2152, 2031.. 2153, 2104, 
2254.. 2355, 2255.. 2344, 2262, 

56436 

118089 

7166 

OJ0004'03_18.0419.C5.ol.tm,. , 
4188 "" 
none 
4188. 
4710. 
5022". 



,4391, 4188. .4394, 4189. 
,4772, 4775. .5011, 4782. 
,5060, 5031.^5090, 5053. 



End 2393 
Score 119 

,2207, 2081. .2215, 2083. .2214, 
,2343, 2232.. 2345, 2268.. 2342, 



Seq. ID OJ000403_18.0419.C5 
Strand 

End 7363 

Method TBLASTX : Wheat 

End 2475 

Score 60 

.2256, 2148. .2213, 2209. .2253, 
.2354, 2335..247S, 2346.. 2471 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000403 18. 0419. C5 



7363 

TBLASTX: Maize 
5181 
147 

4392, 4602. .4772, 4607. 
5012, 4785. .5012, 5007, 



,4771, 
,5060, 



.5091, 5062. .5181, 5130. .5153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56.436 
118089 . 
7166 

OJ000403_18.0419.C5.o3.gs 

7166 

none 

7166. .7363 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_18.0419.C5 

7363 
GEN SCAN 
7363 
.78 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



56437 
118090 

129 : . 

OJ0004 03_I8. 0419.C6.ol.gs 

129 ■ ' 

none 

129. .313, 1390. .1476, 1559, 
2349. .2408, 2482. .2598 



Seq. ID OJ000403_18 . 0419.C6 

Strand < + 

End 2652 

Method GENSCAN 

End 2598 

Score .78 
.1634, 1740. .1814, 1986. .2039, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI 'Descrip. 



Seq. No. 
Gene No. 
Start 



56437 
118090 

129 ' - 

OJ0004 03_18.04i9.C6.ol.np 

631 

6634768 



Seq. ID - OJ000403_18.0419.-C6 
Strand + 
End . 2652 
Method AAT/NAP 
End 2652 
Score 468 

631. .777, 1390. .1476, 1559. .1634, 1740. .1814, 2349. .2408, 
2482. .2652 

(AC009917) Contains similarity to gb|D21822 ORF from Lilium 
longiflorum. ESTs gb|T03978, gb|R89954, gb|AI995107, gb|T20998, 
gb|R65384 come from this gene. [Arabidopsis thaliana] 



56437 

118090 

129 



Seq. ID OJ000403_18.0419.C6 
Strand + 
End .2652 



56898 



Name 

Start 

GI 

Exons 



OJ0004 03_18 . 04 1 9 . C6 . ol . ts Method TBLASTX : Soybean 

674 End 1811 

none Score 94 

674. .766, ,674. .778, 1379. .1477, 1391. .1480, 1553. .1630, 

1557. .1637, 1558. .1632, 1560. .1634, 1737. .1811 



Seq. No. 56437 

Gene No. 118090 

Start 129 

Name OJ0004 03_JL8 . 04 1 9 . C6 . ol . tm 

Start 1778 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1778. .1819, 1779. .1820, 1965. .2039, 1969. .2040, 1985. .2041, 
2344. .2409, 2346. .2411, 2348. .2425, 2349. .2411, 2473. .2589, 
2477. .2599, 2479.-2598, 2481. .2600 



OJ000403_18.0419.C6 
+ 

2652 

TBLASTX: Maize 

2600 

69 



Seq. No. 56437 Seq. ID 

Gene No. 118090 • - Strand 

Start 129 * End 

Name OJ0004 03_18 . 0419.C6.ol.gp Method 

Start 2526 End 

GI 2310353 Score 

Exons 2526. .2598 

GI Descrip. 4 43284 1/gb | AAD20690 | 2.0e-23 (AC0Q6283) hypothetical protein 
[Arabidopsis.. thaliana] 



OJ000403_18.0419.C6 
+ 

2652. 
AAT/GAP 
2598 
123 





Seq. No. 


56438 




Seq. ID 


OJ000403_18 


.0419. 


C7 




Gene No. 


118091 




Strand 


+ 








Start 


210 




End 


428 








Name 


OJ000403 18.0419.C7.ol. 


gs 


Method 


GENS CAN 








Start 


210 




End 


428 








GI 


none 




Score 


.75 








Exons 


210. .428 














Seq. No. 


56439 




Seq. ID 


OJ000403_18 


.0419. 


C9 


"■ie 


Gene No. 


118092 




• Strand 


+ 








Start 


403 -■ 




End 


811 








Name 


OJ000403 18.0419.C9.ol. 


np 


Method 


AAT/NAP 






□ 


Start 


403 




End 


811 






~ is. 


GI 


7339719 




Score 


88 








Exons 


403. .469, 528. .811 














GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


-.56440 




Seq. ID 


OJ0004 0.3JL8 


0.419'. 


C10 




Gene No. 


118093 




Strand 










Start 


1 




End 


1335 








Name 


OJ000403 18. 0419. C10. ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


766 








GI 


6358813 




Score 


609 








Exons 


1..508, 589. .766 














GI Descrip. 


(AC010675) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


56440 




Seq. ID 


OJ000403_18 


0419. 


C10 




Gene No. 


118093 




Strand 










Start 


1 




End 


1335 








Name 


OJ000403 18. 0419. C10. ol 


.gp 


Method 


AAT/GAP 








Start 


270 




End 


1335 







56899 



GI 31525_1.R1084 Score 1104 

Exons 270.. 508, 589.. 750, 1161.. 1335 

GI Descrip. 1 576771/gb | U16256 | OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 T, -end sequence 1 



Seq. No. 56440 

Gene No. 118094 

Start 3194 

Name OJ000403_18 . 04 19 . C10 . ol . tm 

Start 62 

GI none 

Exons 62. .163, 63. .164, 67. .165, 70. 



Seq. ID OJ0004 03_1*8 . 04 19. C10 
Strand 
End 

Method 
End 
Score 
.234, 147. 



3810 

TBLASTX : Maize 

754 

64 

,218, 175. .225, 



242. .277, 318. 
590. .754, 601. 



.509, 327. 
.753 



509, 335. .514, 337. .510, 585. .752, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56440 
118094 
'3194 

OJ000403_18.0419-.C10.o2.tc 

102 

none 



Seq. ID OJ000403_18. 0419. C10 
Strand 
End 

Method 
End 
Score 



3810 

TBLASTX: Cress 

477 

86 



102. .164, 106. .222, 184. .231, 327. .476, 340. .477 



56440 • 

118094 

'3194 

OJ000403_18.0-419.C10.ol.tw 

245 

none 



Seq. ID OJ000403_18. 0419. C10 
Strand 
End 

Method 
End 
Score 



3810 

TBLASTX: Wheat 

688 

58 



245. .280, 336.-392, 336. .392, 340. .393, 381. .509, 391. .510, 
578. .685, 585. .686, 591. .686, 592. .687, 593. .688 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56440 Seq. ID 

118094 Strand 

3194 End 
OJ000403_18.0419.C10.o2.tw Method 

2203 Enci. 

none Score • 

2203.. 2241, 3341.. 3535, 3342.. 3524 



OJ000403_18. 0419. C10 
3810 

TBLASTX: Wheat 

3535 

54 



OJ000403 18. 0419. C10 



56440 Seq. ID 

118094 Strand 
3194 End 3810 

OJ000403_18. 0419. C10. o2.np Method AAT/NAP 
3194 End 3810 

7488096 Score 273 

3194. .3529, 3786. .3810 

probable DNA-binding protein T15B16.12 - Arabidopsis thaliana 
gi I 3859603 | gb| AAC72869. 1 1 (AF104919) contains similarity to wild 
oat DNA-binding protein ABF2 (GB:Z48431) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



56440 

118094 

3194 

OJ000403_ 

3341 

none 



18.0419.C10.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_18. 0419. C10 
3810 

TBLASTX: Cress 

3529 

162 



56900 



Exons 


jjfij.. . jjZ?, jj4Z 


. . j OZ f± 










Seq. No. 


56440 -v- 






Seq. ID 


0 JO 004 03 


_18.0419 


Gene No. 


118094 






Strand 






Q4- -j 

o cart. 


J 1 Z? fi 






Hill (J. 


jo 1U 




Name 






4- c 
■ LS 


i v ie unoa 


1 DLnO 1 A . 


ooyoean 


Q 4- a >-+- 
O Car C 










"3 R9 Q 
J JZ J 




PT 


none 






Score 






Exons 


Jjfj-L. , JJZ jjfiZ 


^94 










Seq. No. 


56440 






Seq. ID 


OJ000403 


_18.0419 


Gene No. 


118094 






Strand 








J 1 y 4 






Lna 


JO 1U 




Name 


nTnnn/im iq nvi i q 


.LJ.U. oz 


4- m 

. tin 


Tut /~-n 4— V% / J . 




ixiai ze 


otart 


*5 ^ c: "3 
JJJJ 








j OZ j 




P T 


none 






Score 


1 9 9 
1 Z Z 




Exons 


*5c l 9'* 

JJJJ . . jjZj, JJJfl 












Seq. No. 


56441 






Seq. ID 


OJ000403 


_18.0419 


Gene No. 


118095 ' 






Strand 


+ 




o LalL 


212 






End 


2306 




Name 


OJ000403 18.0419 


C12.ol 


. gs 


Method 


GENS CAN 




o l air l 


212 






End . 


2306 




p t 


none 






Score 


.73 '•' 




Exons 


212. .328, 431. .546, 929 


inn' 


2239. .2306 




beq . ino . 


56441 






Seq. ID 


OJ000403 


i o . u 4 x y 


Gene No . 


118095 






Strand 


+ 




Start 


212 






End 


2306 




Name 


OJ000403 18.0419 


C12.ol 


• gp 


Method 


AAT/GAP 




oLalL 


1692 






End 


2184 




PT 


576771 






Score 


832 




Exons 


1692.. 1904, 1931 


.2184 










oj_ uebcrip . 


576771/gb|U16256 


OSU16256 0.0e+00 Oryza sativa 


cons oki 




sucrose-regulated mRNA, 


3* -end sequence 




o e q . ln o . 


•,-"564 41 






Seq; ID 


OJ000403 


± o . u *± ± y 


Gene No. 


118096 






Strand 


+ 




Start 


3549 






End 


5032 




Name 


OJ000403 18.0419 


C12.ol 


np 


Method 


AAT/NAP 






3549 






End 


5032 




P T 


7140877 






Score 


160 




ijXons 


3549.. 3763, 4934 


.5032 










GI Descrip. 


(AF148669)- maturase [Porteresia coarctata] 




Seq. No. 


56441. 






Seq. ID 


OJ000403 


_18.0419 


Gene No. 


118097 






Strand ' 


+ 






9477 






End 


10743 




Name 


OJ000403 18.0419. 


C12.o3 


gs 


Method 


GENSCAN 




o car c 


9477 






End 


10743 




GI 


none 






Score 


.48 




Exons 


9477. .9517, 9610. 


.9751, 


10171. 


.10743 






Seq. No. 


56441 






Seq. ID 


OJ00Q403 


_18.0419 


Gene No. 


118097 






Strand 


+ 




Start 


9477 






End 


10743 




Name 


OJ000403 18.0419. 


C12.o3. 


np 


Method 


AAT/NAP 





-C10 



■ C10 



C12 



.C12 



,C12 



C12 



C12 



56901 



Start 
GI 

Exons - 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9614 End 10722 

6815053 Score 808 

9614-. .9760, 10260. .10435, 10485.. 10722 

(AP001080) . hypothetical protein [Oryza sativa] 



56441 

118098 

4117 

OJ0004 03_18 . 0419.C12.o2.gs 

4117 

none 



Seq. ID OJ000403_18.0419.C12 
Strand 

End ,7703 

Method GENSCAN 

End 7703 
Score .45 



'4117. .4751, 5971. .6063, 6246. .6443, 6563.-6722, 6824. .6942, 
7472. .7703 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



??3 



Seq. No. 
U Gene - No. 
Start 
Name 
Start 
GI 

Exons 



56441 ■ 
118098 
4117 

OJ0004 03_18.0419.C12.o2.np 
5061 
6714305 

5061.. 5084, 6253.. 6478, 6593.. 6718 
(AC013354) F15H18.4 [Arabidopsis thaliana] 



Seq. ID OJ000403_18.0419.C12 
Strand 

End 7703 

Method AAT/NAP 

End 6718 

Score 219 



56441 

118099 

15582 

OJ000403_18.0419.C12.ol.ts 

6251 

none 



Seq. ID OJ000403_I8.0419.C12 

Strand - " - " 

End 16697 

Method TBLASTX : Soybean 

End 6720 

Score 128 



6251.. 6433, 6265.. 6432, 6606.. 6719, 6607.. 6720 



r LI Seq. No. 56441 

'~' Gene No. 118099 

»» Start 15582 

:*f Name OJ000403_18 . 04 19 . C12 . ol . tw 
^ Start . 6251 
GI - none 
.1 Exons 



Seq. ID OJ000403_18.0419.C12 
Strand 

End 16697 

Method TBLASTX : Wheat 

End 6721 

Score 161 



-6251. .6445, 6253. .6444, 6600. .6719, 6601 .. 6720 , 6605 .. 6721 



Seq. No. 56441 

Gene No. 118099 

Start 15582 

Name ' OJ0004 03_18 . 0419 . C12 . ol . tm 

Start 6253 ■. : ' * 

GI none 
Exons 



Seq. ID OJ000403_18.0419.C12 
Strand 

End 16697 

Method TBLASTX: Maize 

End 6723 

Score 174 

6253. .6444, 6254. .6445, 6262. .6447, 6273. .6446, 6599. .6721, 
6600. .6722, 6600. .6722, 6601. .6723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



56441 

118099 

15582 

OJ0004 03_18.0419.C12.ol.tc 

6254 • 

none 



Seq. ID OJ000403_18.0419.C12 
Strand 

End 16697 

Method TBLASTX : Cress 

End 6659 

Score 109 



6254.. 6382, 6265.. 64-50, 6284.. 6379, 6606.. 6659 

56441 Seq. ID OJ0004 03_18 . 04 19 . C12 



56902 



Gene No. 


118099 


Strand 




Start 


15582 


End 


16697 


Nanie 


C\7C\C\C\A IP f|yl1 Q PI 9 ^4 nn 




anT /Map 

r\r\ I / LN.tt.rr 


O +- -\ vA- 

bta r x 


1 CI QO 




1 ^ QQ "5 


bl 


1 "5 Q Q "3 A H 

i j y y j4 / 


Score 


i / . 


Exons 


i o i o z •. . xdz. 1 o f i d / o y . . ijyo j 






bi uescrip. 


^UfJjj/j; uiNtt Dinciiiiy protein 


rr 3 line i 


jalluo J 


Seq. No. 


56441 


Seq. ID 


OJ000403_18.0419.C12 


Gene No. 


118099 


Strand 




O A -r~A- 


1 jDoZ 


17 r> H 


looy / 


Name 


uu uuufiuj its • Ufiiy.v^iz . o ** . gs 


Method 




btart 




HjnQ 


1 O O y / 




none 


Score ■ 


Q7 

. y / 


Exons 


lODoi . . i ooy / 






beq . ino . 


^C^A AO 


ocCJ . 1 U 


nTnnnzim i p haiq pi ^ 


bene inu . 


'i i pi on 

X J. O X u v 


Strand 


+ ~ 


Start 


7002 


End 


8378 


Name 


OJ000403 18.0419.C13.o2.np 


Method 


AAT/NAP 


btart 


7002 


End 


8258 


P T 


7340860 


Score 


130 


Exons 


7002.. 7167, 7849.. 7991, 8133. 


.8258 




GI Descrip. 


(AP0015.51) EST D24084 (R1183) 


corresponds to a region of the' 




predicted cfene . ; hypothetical protein 


[Oryza sativa] 


beq. No. 


56442 


Seq. ID 


OJ0004.03_18 .0419..C13 


Gene No. 


118100 


Strand 


+ 


Start . 


7002 " 


End 


8 '37 8 


Name 


OJ000403 18.0419.C13.o3.np 


Method 


AAT/NAP 


Start 


7849 


End 


8378 




5852172 


Score 


93 


Exons 


7849. .7888, 8175. .8196, 8295. 


.8378 




GI Descrip . 


(AL117265) zhb0002.1 [Oryza sativa] 




beq . no . 


56442 


'Seq. ID 


OJ000403_18.0419.C13 


Gene No . 


118101 ' * 


Strand 




Q A- vA- 

btart 


928 


End 


4750 


Name 


OJ000403 18.0419.C13.ol.gp 


Method 


AAT/GAP 




478 


End 


2845 


GI 


2392 1:R1084 


Score 


1540 


Exons 


478. .1059, 1605. .1739, 2658.. 


2706, 2782.-2845 


oi uescnp . 


' 1718097/spl P54641 | VATX DICDI 


3.0e-28 


VACUOLAR ATP SYNTHASE 




SUBUNIT AC39 (V-ATPASE AC39 SUBUNIT) 


{41 KD ACCESSORY PROTEIN) 




(DVA41) >gi 626048 pir .A55016 lysosomal membrane protein DVA4 




- slime mold (Dictyostelium discoideum) >gi 532733 (U13150) 




vacuolar ATPase subunit DVA41 


[Dictyostelium discoideum] 1 


beq. NO. 


56442 


Seq. ID 


OJ0004 03_18 .0419.C13 


ufcrllfc; LNO . 


118101 


Strand 




Start 


928 


End 


4750 


Name 


OJ000403 18.0419.C13.ol.gs 


Method 


GENSCAN 


Start 


928 


End 


4631 


GI 


none 


Score 


.83 


Exons 


928.. 1059, 1605.. 1739, 2658.. 


2706, 2782. .2841, 2962. .3047, 




3130.. 3210, 3313.. 3415, 3496. 


.3603, 3718.. 3838, 445L. .4631 



56903 



Seq. No. 56442 

Gene No. 118101 

Start 928 

Name OJ0004 03_18 . 0419.C13 .ol .np 

Start 934 

GI 1718097 

Exons 934.. 1059, 1605.. 1739, 26.58. 
3130. .3210, 3313, 

GI Descrip. 



Seq. ID OJ000403_18.0419.C13 
Strand 
End 

Method 
End 
Score 

.2706, 2782. .2841, 2959. .3047, 

.4636 



4750 
AAT/NAP 
4636 
818 

,2841, 2959. 



.3415, 3496.. 3603, 3718.. 3838, 4451, 
VACUOLAR ATP SYNTHASE SUBUNIT AC39 (V-ATPASE AC39 SUBUNIT) (41 
KD ACCESSORY PROTEIN) (DVA41) gi | 626048 | pir | | A55016 lysosomal 
membrane protein DVA41 - slime mold (Dictyostelium discoideum) 
gi I 532733 | gb| AAA64993. 1 1 (U13150) vacuolar ATPase subunit DVA41 
[Dictyostelium discoideum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start- 
GI 

Exons 

GI Descrip. 



^ .Seq. No. 

Gene No. 

Start - 

Name 
^3 Start 

GI 

Exons 



56442 
118101 
928 

OJ000403_18 .0419.C13.o2.gp 
3321 

7277 1.R1084 



4750 
AAT/GAP 
4750 
1023 

3321. .3415, 3496. .3603, 3718. .3838, 4451. .4750 
f 5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chrpmosome 4, BAC clone : tl7804 1 



Seq. ID OJ000403_18.0419.C13 
Strand 
■End 
Method 
End 
Score 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ000403 18.0419.C13 



56442 J - ' 

118102 
7311 

■OJ000403_18 .0419.C13.o4.np 
.7311 

5882720 

7311. .7347, 13676. .16795 

(AC008263) Similar to gb|D86180 phosphoribosylanthranilate 
transferase from Pisum sativum and contains 2 PF 100168 C2 

(phospholipid binding) domains. ESTs gb|H?6726, gb|T45544 
gb|N96377 come from this gene. [Arab...- 



16819 
AAT/NAP' 
16795 
2886 



and 



56442 . 

118102 

7311 

OJ000403_18 . 0419.C13.o3.gs 

13576 

none 



Se.q, ID OJ000403_18.0419.C13 

Strand - - 

End 16819'' 

Method GENSCAN 

End 16819 

Score .72 



13576. .14043,- 14 054 .. 1 6333, 16364. .16819 



Seq. No. 56442 
Gene No. 118103 
Start 18044 

Name OJ0004 03_18 . 0419.C13.ol, 

Start 680 
GI none 

Exons 680.. 766, 686.. 772, 700, 

868. .906, 869. .943, 919. 
1606. .1743, 1606. .1740, 
2655. .2705, 2656.. 2706, 
2781. .2861, 2947. .3048, 
3135. .3212, 3311. .3418, 
3313. .3420, 3484. .3600, 



Seq. - ID OJ000403_18.0419.C13 
Strand 

End 19469 
tm , Method TBLASTX : Maize 
End ' 4651 
Score 37 
.774, 835. .861, 859. .906, 866. .901, 
.1062, 920. .1072, 942. .1082, 1584. .1739, 
1607. .1741, 2652. .2705, 2654. .2707, 
2843, 2779.. 2844, 
3211, 3130.. 3213, 
3416, 3313.. 3420, 
3602, 3666.. 3848, 



2770.. 2844, 2778 

2964.. 3050, 3113 

3311.. 3415, 3312 

3498.. 3602, 3498 



56904 



3705. .3839, 3718. .3840, 4437. .4631, 4453. .4638, 4555. .4650, 
4577. .4651 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56442 
11.8103 
18044 ' 

OJ000403_18.0419.C13.ol.ts 

928 
none 



Seq. ID OJ000403_18.0419.C13 
Strand 

End 19469 

Method TBLASTX : Soybean 

End 4640 

Score 110 



928. .1062, 931. .1062, 935. .1072, 1584. .1739, 1589. .1750, 



1606.. 1740, 2642. 

2779. .2844, 2781. 

3084.. 3215, 3121. 

3300.. 3413, 3311. 

3496.. 3606, 3498. 
4453. .4632 



.2701, 2652. 

.2861, 2962. 

.3216, 3129. 

.3418, 3312. 

.3602, 3666. 



,2705, 2655. 

,3048, 2964. 

,3212, 3130. 

,3413, 3313. 

,3848, 3715. 



,2705, 2779.-2844, 

.3050, 2965.. 3051, 

.3213, 3134.. 3220, 

.3420, 3319.. 3420, 

.3840, 4437. .4640, 



Seq. No. 56442 

Gene No. 118103 

Start 18044 

Name OJ0004 03_18 . 04 19 . C13 . o2 . tc 

Start 928 

GI none 

Exons •< 928.. 1062, 929.. 1072, 1584 



Seq. ID OJ000403_18.0419.C13. 
Strand 

End 194 69 

Method TBLASTX: Cress 
End 3606 
Score 168 
1739, 1606.. 1743-, 1606.. 1779, 
2652. .2705, 2655. .2705, 2781. .2861, 2782. .2844, 2962. .3048, 
2964.. 3050, 2973 .. 3050, :--3121 .. 3216, 3129.. 3212, 3130.. 3213, 
3134. .3223, 3134. .3223, 3311. .3418, 3313. .3420, 3325. .3420, 
3496.. 3606, 3498.. 3605 



Seq. No. 56442 
Gene No. 118103 
Start 18044 

Name OJ000403_18 . 04 19 . C13 . o3 . tw 

Start 1607 
GI none 

Exons 1607.. 1741, 1608.. 1739, 1609, 

2655.. 2705, 2656.. 2706, 2657. 
2781.. 2861, 27'82.' .2844, 2946. 
2964. .3038 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000403 18.0419.C13 



19469 

TBLASTX: Wheat 
3039 
168 

1743, 2651.. 2698, 2652.. 2699, 
2707, 2780.. 2842, 2780.. 2842-, 
3038, 2962.. 3039, 2962.. 3036, 



Seq. No. 
Gene No. 
Start 
Name . , 
Start 
GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56442 

118103 

18044 

OJ000403_18.0419.C13.o2.tw 

3585 

none 

3585.. 3602, 3714.. 3839, 3715. 
4453. .4644, 4555. .4641 

56442 

118103 

18044 

OJ000403_18.0419.C13.o6.tc 

3715 

none 

3715.. 3840, 3715.. 3840, 3720. 



Seq. ID OJ000403_18.0419.C13 
Strand 

End ■ ■ 19469 
Method TBLASTX : Wheat 
End 4 644 

Score 136 

.3840, 3717. .3848, 4437. .4640, 



Seq. ID OJ000403_18.0419.C13 
Strand 

End 19469 

Method TBLASTX : Cress 

End 4 634 

Score 160 

.3848, 4437. .4634, 4453. .4632 



"56905 



Seq. No. 56442 

Gene No. 118103 

Start 18044 

Name OJ000403_18 . 0419.C13.o4 .tm 

Start 13564 

GI none 

Exons 13564. .13890, 13574 1384 6, 



Seq. ID OJ000403_18.0419.C13 
Strand 

End 19469 

Method TBLASTX : Maize 

End. 15575 

Score 147 
13768. .13890, 15435. .15575 



Seq. No. 56442 

Gene No. 118103 

Start 18044 

Name OJ000403_18 . 04 19 . C13 . o3 . tc 

Start 13576 

GI none 

Exons 13576. .13887, 13583.. 13834 

Seq. No. .56442 

Gene No. .118103 

Start . 18044 

Name OJ000403_18 . 04 19 . C13 . o4 . t's 

Start 13576 

GI none 

* a Exons 13576. .13884, 13580.. 13843 

r ; 

fee? . . 

%3 Seq. No. ,56442 

fn Gene No. 118103 

fjj Start 18044 

U Name OJ0004 03_18 . 04 19 . C13 . ol . tc 

^ Start 13891 

GI none 

\J Exons 13891. .14055, 13958 .. 14053, 

fy 14576. .14680, 14577. .14684 

« Seq. No. 56442 

:i Gene No. 118103 

^ Start 18044 

M Name OJ000403_18 . 04 19 . C13 . o3 . tm. 

Q Start 13894 

?=? GI none 

It Exons 13894. .14055, 13900 ... 14055, 

w 14112. .14276, 14336. .14377, 
14412. .14519 



Seq. ID OJ000403_18.0419.C13 
-Strand 

End 19469 

Method TBLASTX: Cress 

End 13887 

Score 161 



Seq. ID OJ000403_18.0419.C13 
Strand 

End ' 19469 
Method TBLASTX : Soybean- 
End 13884 
Score 152 



•Seq. ID . OJ000403_18.0419.C13 
Strand 

End 194 69 

Method TBLASTX: Cress 

End 14684 

Score 90 
14108. .14563, 14109. .14 618, 



Seq. ID OJ000403_18.0419.C13 
Strand 

End 19469 

Method TBLASTX: Maize. 

End 14521 

Score 119 
13958. .14095, 14 108 .. 14269, 
14337. .14 369, 14 4 11 .. 14521 , 



Seq. No. 56442 

Gene No. 118103 

Start 18044 

Name OJ000403_18 . 04 19 . C13 . o3 . ts 

Start 13900 

GI none 

Exons 13900. .14052, 13961 .. 14050, 
14 333. .14 377, 144 11 .. 14554 , 



Seq. ID OJ000403_18.0419.C13 
Strand 

End 19469 

Method TBLASTX : Soybean 

End 14554 

Score 43 
14108. .14269, 14109. .142 64, 
14415. .14543 



Seq. No. 56442 

Gene No. 118103 

Start 18044 

Name OJ0004 03_18 . 04 19 . C13 . ol . tw 

Start 14342 



Seq. ID OJ000403_18.0419.C13 
Strand 

End 19469 

Method TBLASTX : Wheat 

End 16687 



56906 




P T 


none 




Score 


142 




U 1 V /"\ T"i tf* 


1 4 "3 4 9 1 4 "3 7 7 1/1/111 
1 4 .34 Z . . lflj/ / , 14 4 11. 


1 A ^ ^.A 


14412. .14543, 14 595. .1474 4, 






.L 4 O .7 / • . J. 4 / ID/ 1 vJDZ, . 


1 66R7 
■ 1DDO / 








O 6 q . IN O . 


^ £4 /I 9 




Seq. ID 


OJ000403_18-.0419, 


pi i 


Gene No. 


118103 




Strand 






Start 


18044 




End - 


19469 




Name 


nTnnn^n^ iff. n4iQ pi ^ 

UUUUU1U J lo.U413,^lj 


• UZ • LIU 


Me.thod 


TBLASTX: Maize 




OtdlL 


1 4 0 :?0 




End 


16702 




P T 

K3± 


none 




Score 


189 




Exons 


1 4 0 I7D . .14 / OU , iHDyf . 


i >i 7 c 9 
. 14 / OZ , 


14756. .14938, 14 826 .. 14897 , 






1 6R69 1 67D9 










Q s-\ /-«• VT 

beq . wo . 


3 04 4 Z 




Seq. ID 


OJ000403_18.0419. 


PI ^ 


Liene wo . 


1 1 pi (T5 




Strand 






Start 


18044 




End 


19469 




Name 


OJ000403 18.0419.C13 


.o2.ts 


Method 


TBLASTX: Soybean 




q+- a -rt 


J. 1 O J J 




End 


16702 






none 




Score 


123 




Exons 


146^ 147^,9 1464H 


1 4 7 
.14 / O 3 f 


14756. .14938, 14 823 14894 , 










15288. .15365, 15347. .154 54, 






1 J J4 O . . X J 4 O O , 1DJ / 4 . 


1 6709 








Seq. No. 


56442 




iS Seq. ID 


OJ000403_18.0419. 


.C13 


Gene No. r - v 


118103 




Strand 








1 P n A A 




End 


1-94 69 




Name 


p ~m nn/m i o n/i 1 q pi q 
UUUUU4UO lo . u^iiy . LI j 


. oo . tc 


Method 


TBLASTX: Cress 






1 /I C Q R 

1 4 boo 




End 


16696 




Vjl 


none 




Score 


87 




Exons 


1 /I coc 1/1777 1 / 

14 000. .14 / / / , 14 00/. 


1 / QOP 

. i f± yoo , 


14826. . 14E 


J97, 16562.. 16696 




Seq. No. 


56442 




Seq. ID 


OJ000403_18.0419, 


.C13 


Gene No. 


118103 




Strand 








1 Pfl4 4 
10U44 




End 


19469 




Name 


r»Tnnn/in*5 i p n4io pi ^ 

UuUUUflUj lo . U4 1 y . L1j 


. 04 . tC 


Method 


TBLASTX: Cress . 






1 R 9 P 4 
1 jZ 0 4 




End 


15623 




PT 
ol 


none 




Score 


138 ' . 




TT* \r /*x c"* 


1 cop/ i t^Afrf. i cope 
10Z04. .10400, IjZOj. 


. 1 O 4 jZ , 


154 73. .15622', 154 74. .15623 




Dclji IN U . 


R 64 A 9 




Seq. ID 


OJ000403_18.0419. 


pi ^ 


Gene No. 


118103 




Strand 






Start 


18044 




End 


. 19469. 




Name 


nmnnzin^ ifi n/iiQ p i ^ 


■ - . 

• oo . np 


'' Method 


AAT/NAP - 




OldlL 


1 p n 4 4 

1 0 U 4 4 




End 


19469 




PT 


c o c o n p / 
000ZU04 




Score 


89 




Exons 


1QH44 1 pi i QO/io 
1GU44. . ItJlOU, 1:?Z4J. 


1 Q97 9 
. 1 V £. 1 Z r 


19442. .19469 




ui uescnp. 


t /\Jj 11 / Z 0 4 j z wn UUU / . 1 


[Oryza 


sativa] 






O C Lj^ t LH\J • 


56443 




Seq. ID 


OJ000403_18.0419. 


V*^ X *i 


Gene No. 


118104 




Strand 






Start 


1 




End 


3586 




Name 


OJ000403 18.0419.C14 


. o2 . np 


Method 


AAT/NAP 




Start 


1 




End 


3456 




GI 


6815109 




Score 


180 




Exons 


1..44, 2003. .2201, 3426. .3456 







GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



56907 



Seq. No. 56443 

Gene No. 118104 

Start 1 

Name OJ000403_18 . 04 19 . C14 . ol . gs 

Start 297 

GI none 
Exons 



Seq. ID OJ000403_18.0419.C14 
Strand 

End 3586 

Method GENSCAN 

End . 3586 

Score .73 



297. .338, 1551. .1757, 1911. .2066, 2391. .2473, 3451. .3586 



Seq. No. 56443- 

Gene No. 118104 

Start 1 

Name OJ000403_18 . 04 19 . C14 .ol.np 

Start 639 

GI 5852084 

Exons 639..762 

GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ000403_18.0419?C14 
Strand 

End 3586 

Method AAT/NAP 

End 7 62 

Score 72 



Seq. No. 

Gene No.' 

Start* 

Name 

Start 

GI 

Exons 

GI Descrip. 



56444 

118105 

1 

OJ000403_18.0419.C15.ol.np 
1 

6634768 



Seq. ID OJ000403_18.0419.C15 

Strand + 

End 2002 

Method AAT/NAP 

End • 2002 

Score 568 



1..179, 283..36S, 463. .604, 1107. .1177, 1259. .2002 
(AC009917) Contains similarity to gb|D21822 ORF from Li li urn 
longiflorum. ESTs gb|T03978, gb|R89954, gb|AI995107, gb|T20998, 
gb|R65384 come from this gene. [Arabidopsis thaliana] 



Seq. No. 56444 

Gene No. 118105 

Start 1 

Name OJ000403_18 . 04 19 . C15 . ol . gs 

Start 57 

GI none 

Exons 57.. 179, 283.. 365, 463.. 604, 



Seq. ID, OJ000403_18. 0;419.C1.5 

Strand ' + 

End 2002 

Method GENSCAN 

End 1853 

Score .75 

354.. 883., 1107.. 1177/ 1259..1853 ; 



Seq. Np. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



56444 

118106 

1688 

OJ000403_18.0419.C15.ol.tc 
56 

.none 



Seq. ID . OJ000403_18.0419.C1'5 
Strand 

End 2361 

Method TBLASTX : Cress 

End 601 

Score 140 



56. .181, 57. .179, 280. .369, 281. .346, 283. .351, 449. .601, 
449.. 598, 525.. 599 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56444 

118106 

1688 

OJ000403_18.0419.C15.ol.ts 
56 

none 



Seq. ID OJ000403_18.0419.C15 
Strand 

End 2361 

Method TBLASTX : Soybean 

End 117 9 

Score 143 



56. .178, 57. .179, 280. .366, 286.-375, 458. .481, 536. .565, 
560. .607, 1104. .1169, 1105. .1179 



Seq. No. 
Gene No. 
Start 



56444 

118106 

1688 



Seq. ID OJ000403_18.0419.C15 
Strand 

End 2361 



56908 



Name 

Start 

GI 

Exons 



OJ000403 18.0419.C15.o2.tm 



Method TBLASTX: Maize 



56 End 509 

none Score 173 

56. .181, 57. .179, 86. .181, 278. .373, 281. .367, 283.-375, 

4 58.. 481, 4 62.. 509 



Seq.. No. 56444 
Gene No. 118106 
Start 1688 

Name OJ0004 03_18 . 04 19 . C15 . ol . tm 

Start 821 
GI none 

Exons 821.. 883, 1104.. 1175, 1105.. 

1319.. 1351, 1333.. 1398, 1334 
1401. .1583, 1430. .1660 



Seq. ID OJ000403_18.0419.C15 
Strand 

End 2361 

Method TBLASTX : Mai ze 

End 1660 

Score 62 
1173, 1254. .1331, 1259. .1330, 
..1399, 1371. .1403, 1380. .1562, 



Seq. No. 56444 Seq. ID OJ0004 03_18 . 04 19 . C15 

Gene No. 118106 Strand 

Start 1688 . End 2361 

Name OJ000403_18 . 0419 . C15 . ol . gp Method AAT/GAP 

Start 1688 End 2361 

GI 47673_1.R1084 Score 1296 

Exons 1688.. 2361 

GI Descrip. * 5852170/emb | AL117265 . 1 | OST17804 3.0e-94 Oryza sativa 

indica .(GLA4 ) genomic DNA, chromosome 4 , BAC- clone : 1 17 804 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. ■ ■ 

Gene No. 

Start 

Name 

Start, 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56445 Seq. ID OJ0004 03_18 . 04 19 . C16 

118107 Strand + 

42 End 15760 

OJ000403__18 . 04 19 . CI 6 . ol . np Method AAT/NAP 

42 End 4712 

7486337 Score 254 

42. .74, 2444..2997, 4362. .4712 

hypothetical protein F28P10.190 - Arabidopsis thaliana 
gi I 4 678310 | emb | CAB41101.il (AL049655) putative protein 
[Arabidopsis thaliana] 



56445 
118107 
42 

OJ000403_18 .0419.C16.o2.np 
2445 
7340692 
2445. .2997, 4362. .4904 

(AL162508) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000403_18 .0419.C16 

Strand + 

End 15760 

Method AAT/NAP 

End 4 904 

Score 271 



56445 

118107 

42 

OJ000403_18 .0419.C16.ol.gs 

2622 

none 



Seq. ID OJ000403_18.0419.C16 

Strand + 

End 15760 

Method GENSCAN 

End 13779 

Score .57 



2622. .2818, 2913. .2997, 4362. .4682, 4697. .48.43, 4918. .5106, 
5230.. 5378, 5506.. 5622, 6729.. 7012, 7933 .. 8188, -'-8557 .. 8828 , 
9466.. 9509, 9806.. 9973, 10218 .. 10247 , 104 70 .. 1054 0, 
12446. .12551, 13171. .13779 



56909 



Seq. No. 56445 

Gene No. 118107 

Start 42 

Name OJ0004 03_18 . 04 19 . C16 . o5 . np 

Start .4445 
'r'GI ' ' 6634768 

Exons 4445.. 4550., 9638.. 9732, 9832 
GI Descrip;/. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9973, 10470. .10540 
(AC009917)- Contains similarity to gb|D21822 ORF from Lilium 
longiflorum. ESTs gb|T03978, gb|R89954, gb|AI995107, gb|T20998, 
gb|R65384 come from this gene. [Arabidopsis thaliana] 



OJ000403_18. 0419.C16 
+ 

157 60 .... 
AAT/NAP ' 
10540 
251 



Seq. No. 56445 Seq. ID 

Gene No. 118107 Strand 

Start 42 . End 

Name OJ000403_18 . 0419 . CI 6 . o3 . np Method 

Start 5020 End 

GI 4539658 • Score 

Exons 5020.. 5151, 5192. .5414, 7914.. 7961 
GI Descrip. 



OJ000403_18.0419.C16 
+ 

15760 
AAT/NAP 
7961 
264 



(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor ] 



Seq. No. 56445 Seq. ID 

.Gene No. 118107 Strand 

Start 42 End 

Name OJ000403_18 . 04 19 . C16 . 06 . np Method 

Start 13162 End 

GI 7340692 Score 

Exons 13162. . 13780, 15217.. 15760 

GI Descrip. (AL162508) putative protein [Arabidopsis thaliana] 



OJ000403_18.0419.C16 
+ 

.15760 
AAT/NAP 
15760 
392 



i| Seq. No. 56445 Seq. ID 

Gene No. 118107 Strand 

» Start 42 End 

i Name OJ000403_18 . 04 19 . C16 . o2 . gs Method 

^ Start 15268 End 

- GI ? ' none Score 

1 Exons 15268. .15396, 15406.. 15756 



OJ000403_18.0419.C16 
+ 

15760 
GENSCAN 
15756 
.8 



Seq. No. 56445 

Gene No. 118108 

Start 6738 

Name . . . OJ000403_18 . 04 19 . C16 . o4 . np 

Start - 6738 

GI 6063554 

Exons 6738.. 6913, 8199.. 8530, 8668, 
GI Descrip. 



OJ000403_18.0419.C16 

12095 
AAT/NAP 
12095 
198 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8877, 12006. .12095 



(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C9861 1 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 56445 Seq. ID 

Gene No. 118108 Strand 

Start 6738 End 

Name OJ0004 03_18 .04 19 . CI 6 . ol . gp Method 

Start 6984 End 

GI 2427387 Score 

Exons 6984.. 7373 

GI Descrip. 5852 170/emb | AL117265 . 1 1 OST17804 3.0e-94 Oryza sativa 



OJ000403_18.0419.C16 

12095 
AAT/GAP 
7373 
481 



56910 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 178 04 



Seq. No. 56445 
Gene No. . 118109 
Start 14293 

Name OJ000403_18 . 0419 . CI 6 . ol . tm 

Start 2453 
GI none 

Exons 2453.-2566, 2458.. 2562, 2474 

2618.. 2710, 2740. .2778, 2742 
13365. .13457, 13365 .. 134 63 , 13388 .. 134 65, 13487 .. 13528, 
13492.. 13527 



Seq. ID OJ000403_18.0419.C16 
Strand 

14349 

TBLASTX: Maize 
13528 
148 

2566, 2616.. 2699, 2616.. 2708, 
2777, 13160. .13324, 13207 .. 13323, 



.End 
Method 
End 
Score 



Seq. No. 56445 ■ 

Gene No. 118109 
Start 14293 

Name OJ0004 03_18 . 0419 . CI 6 . o2 . tm 

Start 4 929 

GI none - 

Exons 4929.. 5051, 4930. .5058, 4943. 

5051. .5155, 5417. .5536, 5429. 

5663.. 5704 



Seq. ID OJ000403_18.0419.C16 
Strand 

End 14349 
Method TBLASTX : Mai ze 
End 5704 
Score '99 

.5059, 5041. .5148, 5047. .5148, 
.5536, 5S38..5588, 5541. .5585, 



Seq. No. 56445 Seq. ID 

Gene No. 118109 Strand 

Start. 14293 End 

Name OJ0004 03_18 .0419.C16.o2.gp Method 

Start 14293 End' 

GI 3759960 Score 

Exons ' 14293. .14349 



OJ000403_18.0419.C16 

14349 
AAT/GAP 
14349 
54 



Seq. No. 

Gene No. 

Start 

Name 

Start--, 

GI v 

Exons 

GI Descrip. 



56446 
118110 . 
1 

OJ000403JL8 
1 

6634768 

1. .21, 1983 



OJ000403 18.0419.C17 



Seq. ID 
Strand 

End 9282 
Method AAT/NAP 
End 2838 
Score 240 
2692, 2796:. 2838 
(AC009917) Contains similarity to gb|D21822 ORF from L'ilium 
longiflorum. ESTs gb|T03978, gb|R89954, gb|AI995107, gb|T20998, 
gb|R65384 come from this gene. [Arabidopsis thaliana] 



.0419.C17.ol.np 



,2045, 2551. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56446 Seq. ID OJ000403_18 . 04 19 . C17 

118110 Strand 

1 End . 9282 

OJ000403_18.0419.C17.o2.np Method AAT/NAP 

1202 End 9282 

7486337 Score 211 

1202. .1224, 3752. .3988, 5694. .6098, 6193. .6330, 9258. .9282 
hypothetical protein F28P10.190 - Arabidopsis thaliana 
gi I 4 67 8310 | emb | CAB4 1101 . 1 | (AL049655) putative protein 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 



56446 . Seq. ID 

118110 Strand 

1 End 

OJ0004 03_18 . 0419.C17.ol.gs Method 



OJ000403_18.0419.C17 

9282 
GENSCAN 



56911 



Start 
GI 

Exons 



1232 End 6453 

none Score .47 

1232. .1278, 1967. .2045, 2272. .2301, 2551. .2692, 3429. .3959, 

6023. .6292, 6329. .6453 



Seq. No. 56446 

Gene No. 118110 

Start 1 

Name OJ000403__18 . 04 19 . C17 . o3 . ts 

Start 3577 

GI none 

Exons . 3577.. 3702, 3776.. 3988, 5664. 



Seq. ID OJ000403_18.0419.C17 
Strand 

End 9282 

Method TBLASTX : Soybean 

End 5759 

Score 61 
.5759 



Seq. No. 56446 

Gene No. 118110 

Start 1 

Name OJ000403_18 . 04 19 . C17 . o2 . tm 

Start 3788 

GI none 
Exons 



Seq. ID OJ000403_18.0419.C17 
Strand 

End 9282 

Method TBLASTX : Mai ze 

End 6072 

Score 60 " ' 

3788. .3817, 3815. .3937, 5697. .5801, 5830. .6072, 5951. .6049 



~'4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI ; 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56446 
118110 

1 x ■ 

OJ0004 03_18.0419.C17.ol.gp 
6665. 

47673_1.R1084 
6665. .6779 

l 5852170/emb|AL117265.1 IOST17804 3.0e-94 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID OJ000403_18.0419.C17 
Strand 

End 9282 

Method AAT/GAP 

End •' 6779 

Score 163 



56446 

118110 

1 

OJ000403_18 .0419.C17.o3.np 

6857 

2347180 



Seq. ID OJ000403_18.0419.C17 
Strand 

End 9282 

Method AAT/NAP 

End 8 902 

Score 856. 



6857. .7369, 7913. .8612, 8652. .8902 

(U80780) putative histone deacetylase [Mus musculus] 



56446 

118110 

1 

OJ000403_18.0419.C17.ol.tc ' 

7913 

none 

7913. .8209, 7920. .8015, 8076. 
8376. .8522, 8660. .8890 



Seq. ID OJ000403_18.0419.C17 
Strand 

End 9282 

Method ■ TBLASTX : Cress 

End 8890 

Score 36 

.8183, 8216. .8257, 8249. .8575, 



Seq. No. 56446 

Gene No. 118110 

Start 1 

Name OJ0004 03_18 . 0419 .C17 . ol . tw 

Start 7913 

GI none 
Exons 



Seq. ID OJ000403_18.0419.C17 
Strand 

End 9282 

Method TBLASTX: Wheat 

End 8200 

Score 42 



7913. .8200, 7920. .8015, 8076. .8183 



56912 



Seq. No. 56446 Seq. ID 

Gene No. 118110 Strand 

Start 1 . End 

Name OJ000403_18 . 04 19 . C17 . o2 . ts Method 

Start 7919 * End 

GI none Score 

Exons 7919.. 8098 



OJ000403_18.0419.C17 
9282 ^ 

TBLASTX-: Soybean 

8098 

204 



Seq. No. 56446 
Gene No. 118110 
Start 1 

Name OJ000403_18 . 04 19 . C17 . ol . tm 

Start - 7976 
GI none 

Exons 7976.. 8203, 8210.. 8608, 8217, 

8660. .8884 



Seq. ID OJ000403_18.0419.C17 
Strand 

End 9282 

Method TBLASTX: Maize 

End 8884 

Score 57 

,8288, 8276. .8308, 8376. .8522, 



Seq. No. 56446 

Gene No. 118110 

Start 1 

Name OJ0004 03_18 . 0419.C17 .ol . ts 

Start 8099 

GI none 

Exons 8099:. 8209, 8216.. 8251, 8264, 



Seq. ID OJ000403_18.0419.C17 
Strand 

End 9282 

Method TBLASTX : Soybean 

End 8902 

Score- 100 

.8575, 8376.. 8564, 8660.. 8902 



Seq. No. 56447 

Gene No. 118111 

Start 455 

Name OJ000403_18 . 04 19 . C18 . ol . gs 

Start 455 

GI none 

Exons 455 . . 634 



Seq. ID OJ000403_18.0419.C18 

Strand + 

End 634 

Method GENSCAN 

End 634 

Score . 9 



Seq. No. 56447 
Gene No. 118112 

Start ^' 2036 

Name ' OJ000403_18 . 0419.C18 ,o2 .gs 
Start 2036 
GI none 

Exons 2036.. 2113, 2118.. 2174 



Seq. ID OJ000403_18.0419.C18 
Strand 

End ■ 2174 

Method. GENSCAN 

End. 2174 

Score*"- .85 



Seq. No. 56448 

Gene No. 118113 

Start 1 

Name OJ0004 03_18 . 04 19 . C19 . ol . np 

Start 1 

GI . 7340691 

Exons 1..206, 1661.. 2188 

GI Descrip. (AL162508) putative .protein 

Seq. No. 56448 

Gene No. 118113 

Start 1 

Name OJ0004 03_18 . 04 19 . C19 . ol . gs 

Start 75 

GI none 

Exons 75.. 206, 1661.. 2188 



Seq. ID OJ000403_18.0419.C19 

Strand- + 

End 2188 

Method AAT/NAP 

End 2188 

Score 395 - 

[Arabidopsis thaliana] 

Seq. ID OJ000403_18.0419.C19 

Strand + 

End 2188 

Method GENSCAN 

End 2188 

Score .99 



56913 



Seq. No. 


56448 


Seq. ID 


OJ000403_18.0419 


.C19 


lj t: 1 1 C IN V>> • 


1 1 ft 1 1 4 

X X O X X *i 


on 


X 


- 


Qt- a rt- 
O Lai L 


4 SI 4 

4 Ji4 




4 R Q4 

4 J 34 




Name 


0 700040? 1ft 041Q P1Q ol -hm 




1 dxjHo i a . L v ia ize 




O Ldl L 






91 Q1 
tl3l 




PT 


none 


CI OO T~0 


11? 
1 1 0 




TT w 0 


Q? 91ft 1 1R7? 1 Q1 q 


9074 90ft7 


91 Q1 
. z 1 3 1 




Seq. No. 


56448 


Seq. ID 


OJ000403_18.0419 


.C19 




1 1 ft 1 1 4 

J. -L O X X 4 


c f- y a-nH 


T 




Q-f- a v-f- 
OLalt 


4 S 1 4 


xjixa 


4 R Q 4 
4 0 3 4 




Name 


Pj,tooo40? ir 04iq n q oi i-q 


Ma +- /~\ iH 


i Diiiio 1 a . ooyoean 




OLaX t 


141 ~~ 

X *i X 


J_il ILi 


90 69 

U D c. 




*aX 


i L\JL it. 




fift 




Exons 


141 90Q 1 fifil 1ft7? 1 Q1 0 
141 . 1DD1 . . IO / J/ 131U • 


9069 1 QfiQ 

• U OZ ; 1 JO J 


90 £1 




Seq. No. 


56448 


Seq. ID 


OJ000403_18.0419 


C19 


P,on» Mo 

VJC11C LN • 


118114 


Cf rand 


+ 






4 R1 4 

4 J14 


Ej 1 1U 


4 R Q4 

4 J 3 4 




Name 


O.T0 004 0? 1ft 04 1 Q P1Q ol no 
uuuuuiuj 10 . U4i?. ti" . 01 • gp 


M y— 1 4— V\ 


z\z\t /pap 






4 R1 4 — 


HiilCl 


4 R Q4 
4 O 3 4 




PT 
IjX 


none 


Score 


1 Rft 
.1 0 O 




Exons 


4 M 4 4 R Q4 








Sea No 


56449 


Seq. ID X * 


OJ000403_14 .0*419 


C3 


Gene No. 


118115 


Strand 


+ 




Start 


1 


End 


7521 




Name 


OJ000403 14 .0419.C3.o5.np 


Method 


AAT/NAP 




Start 


1 


End 


7521 




GI 


6016874 


Score 


83 




Exons 


1..26, 6588. .6700, 7298. .7521 






GI Descrip. 


(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R3116 ) correspond 


to < 



region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza "sativa] 



OJ000403_14 .0419.C3 
+ 

7521 
AAT/NAP 
2606 
87 



Seq. No. • ,-.564 4.9 Seq. ID 

Gene No. 118115 ' Strand 

Start 1 End 

Name OJ0004 03_14 . 0419.C3 .o3.np Method 

Start 544 End 

GI 6721561 Score 

Exons 544. .630, 2589. .2606 

GI.. Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 56449 Seq. ID 

Gene No. 118116 Strand 

Start 239 End 334 

Name OJ000403_14 . 0419 . C3 . ol . np Method AAT/NAP 

Start 239 End 334 

GI 7248392 Score 85 

Exons 239.. 334 

GI Descrip. (AP001389) hypothetical protein [Oryza sativa] 



OJ000403 14. 0419. C3 



56914 



Seq. No. 


56449 


Seq. ID 


OJ000403_14.0419.C3 


Gene No. 


118117 


Strand 






4 9 9 

1 Z £ 


End 


6156 


Name 


ujuuu^uj ift . ufi 1 y . l,j . oz . np 


Method 


AAT/NAP 


•btart 


4 99 _ 

fi ZZ 


End 


4472 




3 DO U X O J 


Score 


128 


Exons 


499 "mi 4441 4479 
ft Z Z . . Jll r fi fi 4 1 . - f± fi / ^ 






tai uescnp. 


IHr in / uy j gag pox protein 


[Oryza sativa subsp. indica] 


Seq. No. 


56449 


Seq. ID 


OJ000403_14.0419.C3 


uene ino . 


I 1 fi 1 1 7 

I I O 1 1 / 


Strand 




ouan 


4 99 
ft ZZ 


End 


6156 


Name 


0 700040*3 14 D41 Q ol rro 

uuuuUfiu j ifi . u ft i ? , 0.3 . oi * gs 


Method 


GENSCAN 


OLalL 


ft 0 0 


End 


6156 




none 


Score 


.66 


Exons 


4££ RQ9 144^ 90"34 OQl n 
flDD. . JjZ, lfifiO. .ZUj4, ZjIU . 


.2459, 2465 


..2970, 5836.. 6156 


Seq. No. 


56449 


Seq. ID 


OJ000403_14.0419.C3 


Gene No. 


118117 


Strand 




Start 


422 


End 


6156 


Name 


OJ000403 14.0419.C3.o4.np 


Method 


AAT/NAP 


Start 


1404 


End 


2018 


GI 


7489681 


Score 


257 


Exons 


1404.. 2018 






GI Descrip. 


probable cyst nematode resistance gene 


- wheat (fragment) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 2967837 | gb| AAC05834.il (AF052641) cyst nematode resistance 
gene candidate [Triticum aestivum] 



Seq. ID OJ000403_14 .0419.C3 
Strand 

End 9866 

Method AAT/GAP 

End 7037 

Score- 1189 



56449 
118118 
6401 

OJ000403JL4 .0419.C3.ol.gp 
6401 

58108_1.R1084 
6401. .7037 

' 6016845/dbj f:A-P0Q0570. 1 IAP000570* 1.0e-17 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ? • 



56449 

118118 

6401 

OJ000403_14 .. 0419. C3 . o2 . gs 

6611- 

none 



Seq. ID OJ000403_14.0419.C3 
Strand 

End 9866 

Method GENSCAN 

End 9866 

Score . .58 



6611. .6802, 7135. .7195, 7405. .7511, 8647. .8677, 9676. .9866 



56449 

118118 

6401 

OJ000403_14 . 0419 . C3 . o2 . gp 

6974 

none 

6974 . .7671 



Seq. ID OJ000403_14.0419.C3 
Strand 

End 9866 

Method AAT/GAP 

End 7671 

Score 1190 



Seq. No. 
Gene No. 



56450 
118119 



Seq. ID OJ000403_14 .0419.C4 
Strand + 



56915 




C -j- -i -v~-t- 


All 


EjilQ 


i 11 q 


Name 


C\ ldnC\A Pl"3 1 A C\A*\Q CA r\l /-re 

Uuuuu*iuj i fi . u h x :? . ufi . o± . gs 


\A 4— w /— \ j^>3 

L v je unou. 




CM i >- 4- 

btar c 


All 
Hit 








none 


Score 


1 1 


Exons 


4 / / ..DUO/ oft i . » 17 6*1 






O NT /-N 

beq . wo. 




Can T n 






118119 


Strand 


+ ~" 


Start 


477 


End 


1719 


Name 


OJ000403 14.0419.C4.ol.np 


Method 


AAT/NAP 


Start 


477 


End 


1719 


GI 


4680183 


Score 


233 


Exons 


477. .781, 1647. .1719 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 



Seq. No. 56450 Seq. ID 

Gene No. 118119 Strand 

Start 477 End 

Name OJ000403_14 . 0419 . C4 . o2 . np Method 

Start 830 End 

GI 5852172 Score 

Exons 830.. 988 

GI Descrip. (AL117265). zhb0002.1 [Oryza sativa] 



OJ000403_14 .0419.C4 
+ 

1719 
AAT/NAP 
988 
74 



Seq. No. 56450 Seq. ID 

Gene No. 118120 Strand 

Start 1228 End 

Name OJ0004 03_14 . 04 1 9 . C4 . o2 . gs Method 

Start 1228 End 

GI none Score 

Exons 1228.. 1350, 1593.. 1688 



OJ00040.3_14 .0419.C4 

1688 
GEN SCAN 
1688 
.68 



Seq. No. 56451 Seq. ID 

Gene No. 118121 Strand 

Start 1 End 

Name .' 'OJ0004 03_14 . 04 19 . C5 . ol . np Method 

Start . 1 End 

GI 7 4 85939 - Score 

Exons 1..41, 510. .655, 871. .1014, 1162. .1290, 
GI Descrip. 



OJ000403_14 .0419.C5 
+ 

1734 
AAT/NAP 
1613 
433- 
1401. .1613 



hypothetical protein F21E10.7 - Arabidopsis thaliana 
gi|3047080|gb|AAC13593.1| (AF058914) contains similarity to 
Arabidopsis thaliana DNA-damage-repair/tolerance resistance 
protein DRT111 (SW:P42698) 



Seq. No. 56451 Seq. ID 

Gene No. 118121 Strand 

Start 1 ^ End 

Name OJ000403_14 . 0419 . C5.ol.tm. Method 

Start 488 End 

GI none Score 

Exons 488.. 673, 500.. 670 



OJ0004*03_14 .0419.C5 
+ 

1734 - 

TBLASTX: Maize 

673 

257 



Seq. No. 56451 Seq. ID OJ0004 03_14 . 04 1 9 . C5 

Gene No! 118121 Strand ■ + 

Start 1 End . 1734 

Name OJ000403_14 . 04 19 . C5 . ol . ts Method TBLASTX : Soybean 

Start 497 End 1014 



56916 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



217 



497. .655, 499. .588, 509. .655, 843. .1007, 844. .1014, 849. .1013 



56451 

118121 

1 

OJ000403_14 .0419.C5.ol.tc 

499 

none 



Seq. ID OJ000403_14.0419.C5* 

Strand + 

End 1734 

Method TBLASTX : Cress 

End 1014 

Score 214 



499. .588, 500. .658, 544. .564, 552. .656, 868. .1014, 870. .998 



56451 

118121 

1 

OJ000403_14 .0419.C5.ol.gs 

501 

none 



Seq. ID OJ000403_14 .0419.C5 

Strand + 

End 1734 

Method GENSCAN 

End 1532 

Score .75 



501. .655, 1162. .1316, 1397. .1532 



56451 

118121 

1 

OJ0004 03_14 .0419.C5.o2 . tm 

888 . 
none 



Seq. ID OJ000403_14.0419.C5 

Strand + 

End 1734 

Method TBLASTX : Mai ze 

End 1015 

Score 111 



888. .1013, 888. .1013, 892 .. 1014, ' 925 .. 1014, 926. .1015 



.56451 
118121 
1 

OJ000403_14 .0419.C5.ol.gp 

1392 . 
none 

1392. .1532, 1663. .1734 



Seq. ID OJ000403_14 .0419.C5 

Strand + 

End 1734 

Method AAT/GAP 

End 1734 

Score 253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



. 56452 
118122 
1 

OJ0004 03_14 . 0419.C7 .ol.np 
1 

6634721 
1..186 

(AC012463) T2E6.4 [Arabidopsis thaliana] 



Seq. ID OJ000403_14 .0419.C7 
Strand . + 

186 

AAT/NAP 
186 
73 



End 

Method 

End 

Score 



Seq. 'ID OJ000403_14 .0419.C9 

Strand + 

End 703 

Method AAT/NAP 

End 703 

Score 858 



56453 
118123 
1 

OJ0004 03_14 .0419. C9. ol.np 
1 

7228438 
1..59, 144. .554, 648. .703 

(AP001366) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted^._gene . ; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



56453 
118123 



Seq. ID OJ000403_14.0419.C9 
Strand + 



56917 





btart 


i 




/Uj 






Name 


ujuuu4Uj 14 . U4 l y . by . oi . gs 


Method 


bhNbbAN 






Start 


1 4 4 




O DO 






bl 


none 


Score 


c 






Exons 


1 A A T^C Q a CO 
144.. Job, 0 4 o . . 0 O 0 










oeq. no. 


3 d4 04 


beq. iu 


UJUUU4UO 14.U4iy 


. bl 1 




Gene No . 


1 1 Q1 Oyl 
1 lo IZ 4 


Strand 


+ ~~ 






Start 


1 


End 


3218 






Name 


OJ000403_14.0419.Cll.o2.np 


Method 


AAT/NAP 






Start 


l 


End 


3218 






GI 


4 / oo i y 1 


Score 


383 






Exons 


l.-O^, £ Jl / . . J£lO 










GI Descrip. 


(Abuu/uioj putative non-LJ.K 


retroelement reverse transcriptase 






[Arabidopsis thaliana] 










Seq. No. 


56454 


Seq. ID 


OJ000403_14.0419 


.Cll 




Gene No. 


118124 


Strand 


+ 






otart 


i 


• End 


3218 






Name 


ujuuu4Uo 14 . U4 iy . bii . oi . gs 


Method 


GENSCAN ' 






otart 


0 4 £ 


End 


2130 




f 1 


bl 


none 


Score 


.66 




Exons 


o4^..yUU, 14y^..loz4, 1 / jo. . 


2130 






h : ' 


Seq. No.. 


3b4o4 


Seq. ID 


OJ000403_14.0419 


.Cll 


f 1 jj 


Gene No. 


1 1 Q1 OC 
llO 1^3 


Strand 








Start 


1 


End 


2003 






Name 


OJ000403 14.0419.Cll.ol.np 


Method 


AAT/NAP 




L Lj: 


Start 


1 


End 


2003 






GI 


7485939 


Score 


56 




I y 


Exons 


1.-32, 1566. .1603, 1636. .171 


8, 1904... 


2003 






GI Descrip. 


hypothetical protein F21E10. 


7 - Arabidopsis thaliana 




- 




gi| 3047080|gb|AAC13593.1| (AF058914) < 


contains similarity to 






Arabidopsis thaliana DNA-damage-repair /tolerance resistance 






protein DRT111 (SW:P42698) 








. 


Seq. No. 


56455 


Seq. ID- 


OJ000403_14.0419 


C13 




Gene No. 


118126' 


Strand 


+ 




L .J 


o tar l 


112 


End 


631 




£3 
~ ■** 


Name 


OJ000403 14.0419.C13.ol.gs 


Method 


GENSCAN 






otart 


112 


End 


631 






bl 


none 


Score 


.69 






Exons 


112..290, 301. .442, 455. .631 










beq. No. 


56455 


Seq. ID 


OJ00040'3_14 .0419 


C13 




bene no. 


118127 


Strand 








Start 


63 


End 


733 






Name 


OJ000403 14.0419.C13.ol.np 


Method 


AAT/NAP 








63 


End 


733 






bl 


7106512 


Score 


799 






Exons 


63. .733 










GI Descrip. 


(AP001278) EST C98429 ( E0138 ) 


corresponds to a region of 


the 






predicted gene.; hypothetical" protein 


[Oryza sativa] 






Seq". No. 


56456 


Seq. ID 


OJ000403_14.0419. 


C14 




Gene No. 


118128 


Strand 


+ 






Start 


1 


End 


2197 





56918 



Name OJ000403_14 . 0419. C14 .ol.np Method AAT/NAP 

Start 1 End 2194 

GI 7489805 Score- 1517 

Exons . 1. .2194 

GI Descrip. polyprotein - maize retrotransposon Cinful-1 

gi | 4 206306 | gb | AAD11615 . 1 | (AF049110) prpol [Zea mays] 



Seq. No. 56456 Seq.. ID 

Gene No. 118128 Strand 

Start 1 End 

Name OJ0004 03_14 . 0419.C14 . ol .gs Method 

Start 397 End 

GI none Score 

Exons 397.. 1278, 1366.. 2197 



OJ000403_14.0419.C14 
+ 

2197 
GENSCAN 
2197 
.94 



Seq. No. 56456 Seq. ID 

Gene No. 118129 Strand 

Start 3683 End 

Name : OJ000403_14 . 0419.C14 .ol. tw Method. 

Start 340 ■ ' End 

GI none Score 

Exons 340.. 456, 341.. 772, 481.. 687 



OJ000403_14.0419.C14 
8090 

TBLASTX: Wheat 

772 

319 



Seq. No. 56456 Seq. ID 

Gene No. 118129 'Strand 

Start 3683 : End 

Name OJ000403_14 . 04 19 . C14 . o2 . tw Method 

Start 956 ' End 

GI none Score 

Exons 956.. 1384 



0 JO 0 0 4 0 3_1 4 . 0 4 1 9l; Cl"4 
8090 

TBLASTX: Wheat 

1384 

234 



Seq. No. 56456 Seq. ID 

Gene No. 118129. Strand 

Start 3683 End 

Name OJ000403_14 . 04 19 . C14 . o2 . tm Method 

Start 971 End 

GI none Score 

Exons 971.. 1432, 1018.. 1293 



OJ000403_14.0419.C14 
8090 

TBLASTX: Maize 

1432 

34 5 



Seq. No. 56456 

Gene No. 118129 

Start 3683 

Name OJ000403_14 . 04 19 . C14 . o2 . ts 

Start 1244 

GI none 

Exons 1244.. 1387, 1273.. 1386, 1394, 

Seq. No. 56456 

Gene No. 118129 

Start 3683 

Name OJ000403_14 . 04 19 . C14 . o4 . tm 

Start 1433 

GI none 

Exons 1433.. 1603, 1435.-. 1602 



OJ000403_14.0419.C14 
8090 

TBLASTX : Soybean 
1618 
93" 

1618, 1492.. 1602 

OJ000403 14.0419.C14 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



8090 

TBLASTX: Maize 

1603 

209 



Seq. No. 
Gene No. 



56456 
118129 



Seq. ID OJ000403_14 . 0419.C14 
Strand 



56919 



Start 
Name 
Start 
GI - 
Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3683 End 8090 

OJ000403_14 .0419.C14.o2.gs Method GENS CAN 
3683 End 8041 

none Score .51 

3683.. 4299, 6212.. 6508, 6538.. 6563, 6669.. 7467, 8002.. 8041 



'56456 
118129 
3683 

OJ0004 03_14 .0419.C14.ol.tm 

5410 

none 



Seq. ID OJ000403_14.0419.C14 
Strand 

End 8090 

Method TBLASTX : Maize 

End 5831 

Score 190 



5410. .5445, 5451. .5666, 5452. .5679, 5454.. 5675, 5734. .5826, 
5736. .5831 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56456 

118129 

3683 

OJ000403_14 .0419.C14 . o2 . np 

5631 

6815097 



Seq. ID OJ000403_14.0419.C14 
Strand 

End 8090 

Method AAT/NAP 

End 8090 

Score 1625 



5631. .6396, 6538. .7311, 8050. .8090 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



"•4 



12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56456 

118129 

3683 

OJ000403_14 .0419.C14.o3.ts 

5778 

none 



Seq. ID OJ000403._JL4.0419.C14 
Strand 

End 8090' 

Method TBLASTX : Soybean 

End 6122 

Score 38 



5778.. 6008, 5899.-5934, 6003. .6122, 6004 .. 6120 



56456 
-118129 
.. 3683 

OJ00.0403_14.0419.C14.o3.tm 

5832 

none 

5832. .6122, 5833. .6111 

56456 

118129 

3683. 

OJ000403_14 .0419.C14 .o3.tw 

6111 

none 

6111. .6191, 6459..6536, 6597. 
6804. .6875 



Seq. ID OJ000403_14.0419.C14 
Strand 

End . 8090 

Method .. . TBLASTX: Maize 

End ' 6122 

Score 166 



Seq. ID OJ000403_14.0419.C14 
Strand 

End 8090 
Method ' TBLASTX: Wheat 
End -6916 
Score 45 

.6644, 6683. .6916, 6684. .6758, 



Seq. No. 56456 

Gene No. 118129 

Start 3683 

Name- OJ000403_14 . 04 19 . C14 . o5 . tm 

Start 6474 

GI none 

Exons 6474.. 6644, 6689.. 6907 



Seq. ID OJ000403_14.0419.C14 
Strand 

End 8090 

Method- TBLASTX: Maize 

End 6907 

Score 139 



56920 




Seq. No. 


56456 








Seq. ID 


OJ000403_14 .0419 


.C14 


Gene No. 


118129 








Strand 






Start 


O DO 3 








End 


8090 




Name 


UJUUU4UO 14 


n a i q 
. U4 J. y 


. LI4 . Ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


DODO 








End 


6952 




GI 


oouyz ou 








Score 


73 




Exons 


DO DO . .DD4 0/ 


DO /O 


C C A A 


d do y . 


.6952, 6803.. 6952 




GI Descrip. 
















Seq. No. 


56456 








Seq. ID 


OJ000403_14 .0419 


.C14 


Gene No. 


118129 








Strand 






Start 


3683 








End 


8090 




Name 


OJ000403 14 


.0419 


.C14 .ol 


. tc 


Method 


TBLASTX: Cress 




Start 


6695 








End 


6952 




GI 


none 








Score 


189 




Exons 


6695. .6952 















Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 



- 56456 . . Seq. .ID 

118129 \. Strand 

3683 End 

OJ000403_14 .0419.C14 .ol.gp Method 

7428 End 

2309880 Score 

7428. .7790 - ■ ■ - 
4521194/dbj IAB013613. 1 IAB013613 3.0e-60 Oryza sativa DNA, 
centromere sequence RCB11 



OJ000403_14 .0419.C14 

8090 
AAT/GAP 
7790 
696 



Seq. No. 56457 

Gene No. 118130 

Start 1265 

Name OJ0004 03_14 . 04 19 . C15 . ol . gs 

Start 1265 

GI none 

Exons ' 1265.. 1391., 1537.. 1613 



Seq. ID OJ000403_14.0419.C15 
Strand 

End 1613 

Method GENSCAN 

End 1613 

Score .57 



Seq. -.No. 

Gene No. 1 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'•56458- 
118131 
1 

OJ000403_14 .0419.C16.ol.np 
1 

6815097 



Seq. - ID OJ000403_14 .0419.C16 
Strand ' - 
.End ' 2183 
Method . AAT/NAP 
End 2183 
Score 1420 



1..26, 355. .1103, 1218. .1831, 2159. .2183 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 56458 

Gene No. 118131 

Start 1 

Name OJ0004 03_14 . 04 19 . CI 6 . ol . gs 

Start 306 

GI none 
Exons 



Seq. ID OJ000403_14 .0419.C16 
Strand 

End - 2183 

Method GENSCAN 

End 1925 

Score .5 



306. .890, 1011.-. 1119, 1222. .1925 



Seq. No. 
Gene No. 
Start 



56459 

118132 

692 



Seq.. ID OJ000403_14 .0419.C17 
Strand 

End 1075 



56921 





Name 


piTHon/in*} i/i n a i q pit a1 rxe 
vJJUUUfiUj 1 4 . U h x y . b 1 / . ox . gs 


KyT /*!\ 4— r\ /"n /■'i 

ixie tnou 


P TT M C P TS. M 






Of o T-+- 

olart 


f, Q9 
0 


TTnrl 

Hiriu 


1 07 R 
1U / J 






PT 
bl 


none 


Score 




















O e q . IN O . 




OcCj. 1U 


piTnnnzin^ i a h/mq 

\JO UUU4U J 11 . U41^ 


C\ R 

. LIO 






118133 


Strand 


+ ~ 






Start 


691 


End 


1050 






Name 


OJ000403 14.0419.C18.ol.gp. 


Method 


AAT/GAP 






n f- -s 
OtdlL 


691 


End 


1050 






P T 
bX 


3761181 


Score 


419 






Exons 


691.. 717, 801.. 1050 










bx uescrip . 


4521193/dbj | AB013450. 1 IAB013450 1.0e-99 Oryza sativa DNA, 






similar sequence to Pib gene 










Q /-» KI 

oeq. in o . 


56460 


Seq. ID 


OJ000403_14 .0419 


PI Q 
. Lid 




Gene No. 


118134 


Strand 


+ 






Start 


2742 


End 


2992 






Name 


OJ000403 14.0419.C18.o2.np 


Method 


AAT-/NAP 






OLaiU 


2742 


End 


'2992 






PT 


7106513 


Score 


178 






Exons 


2742. .2785, 2884. ..2992 








f 


bx uescrxp. 


(AP001278) hypothetical protein [Oryza 


sativa] 




%J 


oeq. NO. 


56460 


Seq. ID 


'OJ000403_14.0419 


pi o 

. LXo 




bene lno . 


118135 


Strand 








Start 


1 


End 


903 






Name 


OJ000403 14.0419.C18.ol.np 


Method 


AAT/NAP 






OLaiL 


1 


End 


903 




w 


bX 


7106512 


Score 


119 






Exons 


1..45, 722. .770, 844. .903 








1 LI 


GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 


s 

f j 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Seq. No. 


56460 


Seq; ID 


OJ000403_14.0419 


• LI o 




Gene No. 


118136 


Strand 








DL.aX L 


2813 


End . 


2968 




f 11 


Name 


OJ000403 14 .0419.C18.o2.gs 


Method 


GENSCAN 








2813 


End 


2968 






PT 
bX 


none 


Score 


.89 






Exons 


2813. .2968 










Cnrf XT « 

oeq. ln o . 


56461 


Seq. ID" 


OJ000403_14.0419 


.C19 






118137 


Strand 








Start 


1 


End 


1401 






Name 


OJ000403 14 .0419.C19.ol.np 


Method 


AAT/NAP 








1 


End 


1401 






PT 
bX 


7106512 


Score 


949 






Exons 


1..359, 1079. .1401 










bi uescrip. 


(AP001278) EST C98429 ( E0138 ) 


corresponds to a region of 


the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Seq. No. 


56461 


Seq. ID 


OJ000403_14.0419 


.C19 




Gene No. 


118137 


Strand 








Start 


1 


End 


1401 






Name 


OJ000403 14 .0419.C19.ol.gs 


Method 


GENSCAN 






Start 


67 


End 


1316 





56922 



\3 X 






QrAT*P 


7T 

■ f X 




fi7 ISQ QQ7 1 11 








Cprr Ma 


564 62 




Seq. ID 


OJ0004 01 


Gene No. 


118138 




Strand 


+ 


Start 


1677 




End 


1806 


Ma mo 
iNcuUt: 


OJ000401 14 0419 T20 o2 


.np 


Method 


AAT /MAP 


O Lai L 


1 677 ~~ 
x u / / 




End 






\J / -L T — ) 




Score 


1 OR 

X \J o 




1 677 1806 








J. Uc jLI tr * 


fAP00107'^ h vnnfhpt- i 1 


protein [Oryza 


oaf i tt3 1 
OdLl VQJ 


Qpa No 


56462 




Seq. ID 


OJ000403 


Gene No. 


118139 




Strand 




Start 


1 




End 


1060 


Name 


OJ000403 14 .0419.C20.ol 


.np 


Method 


AAT /NAP 


Start 


1 




End 


913 


GI 


7106512 




Score 


538 


Exons 


1..357, 401. .780, 854.. 


913 







GI Descrip. ■ (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 

Seq. No. 56462 Seq. ID OJ0004 03_14 . 04 19 . C20 

Gene No. 118139 ' Strand 

Start 1 ; End 1060 

Name OJ000403_14 . 04 19 . C20 . ol . gp Method AAT /GAP 

Start 811 End 1060 

GI 3761181 Score 418 

Exons 811.. 1060 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

Seq. No. 56462 - Seq. ID OJ0004 03_14 . 04 19 . C20 

Gene No. 118140 Strand 

Start 2315 ' End 312.9 

Name OJ0004 03_14 . 04 19 . C20 . o2 . gp Method AAT /GAP 

Start 2037 . „ ; v.. End-. 2490 

GI LIB3431-045-P1-N1-A10 Score".' 856 

Exons .2037.. 2490 

GI Descrip. 1 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ■ 

Seq. No. 56462 Seq. ID OJ0004 03_14 . 04 1 9 . C20 

Gene No. 118140 . - Strand - \ ■ 

Start 2315 * End " 3129 

Name OJ000403_14 . 04 19 . C20 . o3 . np Method AAT /NAP 

Start 2291 - End 2475 

GI 7228442 Score 259 

Exons 2291. .2475 

GI Descrip. (AP001366) EST C28 952 (C62 945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 

Seq.^No. 56462 *" Seq. ID 0 J0004 03_1 4 . 04 19 . C20 

Gene'No. 118140 Strand 

Start 2315 End 3129 

Name OJ000403_14 . 04 19 . C20 . o2 . gs Method GENSCAN 



56923 



Start 
GI 

Exons 



2315 End 3074 

none Score .81 

2315. .2475, 2625. .2941, 2943. .3074 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 



OJ000403 14.0419.C20 



56462 Seq. ID 

118140 Strand 

2315 End 3129 

OJ000403_14 .0419.C20.o4 .np Method AAT/NAP 

2594 End 3129 

5441880 Score 559 
2594.. 2827, 2943.. 3129 

(AP000367) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



56463 

118141 

44 

OJ000403_14 .0419.C21.ol.gs. 
44 

none 



Seq. ID OJ000403_14 .0419.C21 
Strand 

End 1471 .■ 

Method GENSCAN 

End 1408 

Score . 57 



44. .162, 268. .418, 802. .1097, 129.9. .1408 



Seq. No. 
Gene No. 
Start 
Name 
Start "•' 
GI 

. Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



564 63 Seq.. ID 

118141 .Strand 
4 4 ** End 

OJ000403JL4 .0419.C21.ol.np Method 
173 End 
7228442 Score 
173. .324, 769. .1471 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000403_14.0419.C21 

1471 
AAT/NAP 
1471 
1160 



56464 Seq. ID 

118142 Strand 

244 End 
OJ0004 03_14 .0419.C23.ol.gs ~ Method 

244 End 

none Score 

244. .325, 618. .719, 789. .877 



OJ000403_14 .0419.C23 
+ 

877 

GENSCAN 

877 

.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56465 Seq. ID 

118143- ' Strand 

356 End 
OJ0004 03_14 . 0419.C28 .ol.gs Method 

356 End 

none Score 

356. .471, 1165. .1350, 1567. .1699 



OJ000403_14 .0419.C28 
+ 

1699 
GENSCAN 
1699 
.56 



Seq. No. 56466 Seq. ID 

Gene No. 118144 Strand 

Start 407 End 

Name ~ v '- OJ000403_14 . 04 19 . C29 . ol . gs Method 

Start 407 End 

GI none Score 

Exons 407.. 1541 



OJ000403_14.0419.C29 

1541 
GENSCAN 
1541 
.52 



56924 




Seq. No. 


56467 


Seq. ID 


OJ000403_14.0419.C30 


Gene No. 


118145 


. Strand 


+ 


ct-3 r f- 

O Lai. L 


l 


End • 


969 


Name 




Method 


AAT/NAP 




1 ~' 
J. 


End' 


969 




4 UOUXO J 


Score 


126 


XT' v /-"in o 


1 ?1 PI 7 QfiQ 










[Oryza sativa subsp.* indica] 


Seq. No. 


56467 


Seq. ID 


OJ000403_14.0419.C30 


Gene No. 


118145 


Strand 


+ 


Start 


1 


End 


969 


Name 


OJ000403 14.0419.C30.ol.gp 


Method 


AAT/GAP ■ 


Start 


136 


End 


249 


GI 


uC-osflcyp088b!2bl 


Score 


141 


Exons . 


136. .249 






GI Descrip. 


1 5257255/dbj IAP000364 .1 IAP000364 3.0e- 


36 Oryza sativa genomi 



DNA, chromosome 8, clone :.P0026F07 ' 



C3 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 

GI Descrip. 



56467 Seq. ID 

118146 Strand 

1057 End 

OJ000403_14 .0419.C30.o3.np Method 

1057 End 

7248392 Score 



OJ000403_14.0419.C30 
+ 

2850 
"AAT/NAP 
2850 
202 



1057. .1154, 1906. ,2289, 2697. .2850 

(AP001389) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56467 Seq. ID OJ000403_14 . 04 19 . C30 

118147 Strand 

1 End 84 7 

OJ000403_14 .0419. C30 . ol . np Method AAT/NAP 

1 End 84 7 

6721561 Score 76 

1..55, 761. .847 

(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi 16815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 56467 

Gene, No. . 118148 
Start 1379 

Name OJ000403_14 . 04 19 . C30 . o2 . gs 

Start 1379 
GI none 

Exons 1379.. 1435, 1790.. 1936, 2059, 

3802. .3996, 4486. .4606 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2217, 



OJ000403 14.0419.C30 



4663 
GENSCAN 
4606 
.47 

2283.. 2581, 2990. 



.3135, 



Seq. No. 56467 Seq. ID 

Gene No. 118148 Strand 

Start 1379 End 

Name OJ000403_14 . 0419 . C30 . o4.-.vnp Method 

Start 3587 . End 

GI 5911167 .Score 



OJ000403_14 .0419.C30 

4663 
AAT/NAP 
4663 
798 



56925 




Exons 3587.. 3717, 3802.. 4663 

GI Descrip. (AF136221) putative transposase protein [Zea mays] 





jOI D / 








Seq. ID 


OJ000403_14 .04I9.C30 


bene ino ■ 


1 1 Q 1 A Q 








Strand 






J. j / y 








End 


4663 


Name 


n 70004 i 4 


04 1 Q 


UjU • OX 


t" XaJ 

■ l_W 


Method 


TBLASTX : Wheat 


o tar r. 










End 


4151 


GI 


none 








Score 


58 


Exons 


3621. .3719, 


3622. 


.3726, 


3795. 


.4151, 3829.. 3918 


Q /t M /^i 

oeq. in o . 


D O f± D / 








Seq. ID 


OJ000403__14 .0419.C30 


bene lno . 










Strand 




otdl L 


1 "37Q 








End 


4663 


Name 


O.70004 0^ 1 4 


04 1 Q 


f?0 n1 




Method 


TBLASTX: Maize 


O La. IT £. 


17R4 _ 








End 


4258 




none 








Score 


104 


Exons 


3784 . .4002, 


3784. 


.3942, 


. 3789. 


.4214, 3792. .4247, 4061. .4258 


Seq. No. 


56467 








Seq. ID 


OJ000403_14 .0419.C30 


Gene No. 


118148 








Strand 




Start 


1379 








End 


4663 


Name 


OJ000403 14. 


.0419. 


C30.O1 


.ts 


Method 


TBLASTX : Soybean 


Start 


3813 








End 


4199 


GI 


none 








Score 


85 ■ * 


Exons 


3813. .4052, 


3814. 


.4002, 


4038. 


.4142, 4062.. 4199 



Seq. No. 56467 .- 

Gene No. .1181.48 

Start 1379 

Name OJ000403_14 .0419. C30 . o2 . tm 

Start 4272 

GI none 

Exons 4272.. 4421, 4290.. 4508, 4291. 



Seq. ID OJ000403_14.0419.C30 
Strand 

End 4 663 

Method TBLASTX : Mai ze 

End 4508 

Score 71 
.4455 



Seq,. No. 564 68 

Gene No. - 11814'9 . 

S.tart 1 ' - * 

Name OJ000403_14 . 0419 . C31 . ol . np 

Start 1 

GI 5032266 

Exons 1. .449, 1554. .1644 

GI Descrip. (AF147265) similar to Arabidopsis thaliana putative En/Spm 
transposon protein . (GB: AC005396) 



Seq. ID OJ000403_14.0419.C31 
Strand - , ■ . 

" 1644- . 
AAT/NAP ■ 
1644 
198" 



End ■ 
Method 
End 
Score 



Seq. No. 56468 Seq. ID OJ000403_14 . 04 19 . C31 

Gene No. 118149 Strand 

Start 1 ' End 1644 

Name OJ000403_14 . 0419 . C31 . ol . gs Method GENSCAN 

Start 83 End 1283 

GI none Score .52 

Exons 83.. 162, 270.. 577, 912 1091, • 1234 .. 1283 



Seq. No. 56469 Seq. ID OJ0004 03_14 . 04 19 . C32 

Gene No. 118150 Strand 

Start 417 End 657 

Name OJ000403 14 . 0419 . C32 . ol . gp Method AAT/GAP 



56926 



Start 
GI 

Exons 



417 
none 

417. .657 



End 
Score 



657 
455 



Seq. No. 56470 Seq. ID 

Gene No. 118151 Strand 

Start 326 End 

Name OJ000403_14 . 04 19 . C33 . ol . np Method 

Start 326 End 

GI 7228442 Score 

Exons 326.. 1168 

GI Descrip. (AP001366) EST C28952 (C6294 5) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog.- (AC003981) [Oryza sativa] ■ 



OJ000403_14.0419.C33 
+ 

1168 
AAT/NAP 
1168 
1412 





56470 






Seq. ID 


o t 7 0004 o 


Gene No. 


118151 






Strand 


+ 


Start 


326 






End 


1168 


Name 


OJ000403 14.0419.C33 


.ol, 






\J Hi Vi lJ ^r\L\ 


otai L 


609 






End 


QQ4 
y _? *a 


(IT 


none 








4 9 




609. .994 










*D C . LN \J « 


56471 






Seq. ID 




Gene No. 


118152 






Strand 




Start 


300 






End 


1519 


Name 


OJ000403 14.0419.C35, 


.ol, 




Mp t" hnH 


VJ J_j LN O \_/^\Ln 


Cfarf 
OLdi u 


300 






FnH 

HjLlKJL 


1 SI Q 

X J X _7 


GI 


none 








7ft 


F.ynn q 

l^J K^/ llij 


300. .402, 1413. .1519 










Seq . No . 


56471 






Seq. ID 


OJQ004 0 




118153 






Qf rand 




Start 


2566 






End 


3006 


Name 


OJ000403 14.0419.C35, 


,o2, 


.gs • 


Method 


GENSCAN 


Start 


2566 






End 


3006 


GI ' 


. none 






Score 


• v43 


Exons 


' 2566. .2816, 2972. .3006 








Seq. No. 


56472 






Seq. ID 


OJ00040: 


Gene No. 


118154 






Strand 


+ 


Start 


293 






End 


2521 


Name 


OJ000403 14 .0419..C36. 


.61. 


.gs 


1 Method 


GENSCAN 


Start 


293 






End. 


1522 


GI 


none 






Score 


.46 


Exons 


293. .1522 










Seq. No. 


56472 






Seq. ID 


ojooo4o: 


Gene No. 


118154 






Strand 


+ 


Start 


293 






End 


2521 


Name 


OJ000403 14.0419.C36. 


,o2. 


.np 


Method 


AAT/NAP 


Start 


293 






End 


1152 


GI 


4680203 






Score 


473 


Exons 


293.. 1152 










GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 



0419.C33 



Seq. No. 



56472 



Seq. ID OJ000403_14 .0419.C36 

56927 



■SOT ■ 



Gene No. 


118154 




Strand 


+ 






Start 


293 




End 


252.1 






Name 


OJ000403 14.0419.C36.ol. 


np 


Mf*1" hod 


AAT /NAP 








293 




. RnH 


S?1 






\J X 


4680203 *• 






*i \J X 






DAUllO 


293.. 1160, 2455.. 2521 












\D X UCOUI 1^ • 


(AF114171) TNP2-like protein 




\-\ \ pol O T* 1 






Seq. No. 


56472 




Seq. ID 


OJ000403 


_14.0419, 


.C36 


Gene No. 


118154 




Strand 


+ 






O U d-L u 


293 




FnH 

Hi I 


-J X 






Name 


OJ000403 14.0419.C36.o2. 


tw 


Mot" nH 


TRT A9TY • 
1 OJ_i.no 1 A. • 


VDilca L 




O Lai L. 


647 




End 


1 1 sn 






\3 X 


none 






\J o 






R von c 


647. .1045, 886. .1047, 1093.. 


11^1 1 0Q4 

11 Jl ^ X\J ^ *± 


. .1150 






Seq. No. 


56472 




Seq. ID 


OJ000403 


_14 .0419, 


.C36 


Gene No. 


118154 




'Strand 


+ 






OLQi I 


.293 




End 


2521 








OJ000403 14.0419.C36.ol. 


ts 


Method 


TBLASTX: 


ouyucaii 




O L. Cli- U 


745 




End 


1064 








none 




Score 


262 








745. .768, 770. .1045, 772 


.1038, 773. .1063, 825. 


1064 




Can Mo 


56472 ~„ 




Seq.. ID 


OJ000403 


14 04 1 Q 




Gene No 


118154 




Strand 


+ 






Start 


293 




End 


2521 






Name 


OJ000403 14.0419.C36.ol. 


gp 


Method 


AAT /GAP 








1141 




End 


2276 






KD X 


' 342 1.R1084 




Score 


1568 






Hi 2\. UllO 


1141 1606 1 7? S 1 R?9 


1939 


. .2276 








\D X UCoLi L yJ m 


, 4 574 4 06/gb|AAD24042.1 | 


0.0e+00 (AF121139) RIM2 


^lULClll 


i ur y z a 




sativa] 1 












• IN (J. . 


56472 




Seq. ID 


OJ000403 


14 04 1 Q 




Gene No . 


118154 




Strand 


+ 






Start 


293 * 




. End 


2521. ■ . 






Name 


OJ000403 14.0419.C36.o3. 


gp 


Method 


AAT /GAP 






Start 


1141 




End 


2454 






\D X 


342 1.R1084 




Score 


1881 






R vnn <=; 

J_l A Vw/ 11 J 


1141. .1606, 1725. .1829, 


1939 


. .2454 










'.4 574406/gb|AAD24042. 1 1 


0..0e+00, (AF121139) RIM2 


nrnf" ai n 

fcsX \J LC11J 


L \*> x y _a 




sativa] 1 












*_> C ^ . Vt \J • 


56472 . * * 




Seq. ID 


OJ000403 


_14.0419. 


,C36 


Gene No. 


118154 




Strand 


+ 






Start 


293 




End 


2521 






Name 


OJ000403 14.0419.C36.ol. 


tw 


Method 


TBLASTX :i 


Wheat 




Start 


1159 




End 


1447 






GI 


none 




Score 


140 






Exons 


1159. .1272, 1160. .1273, 


1162 


. .1281, 1286. .1366, 


1355. . 1447, 




1381. .1446 












Seq. No. 


56473 




Seq. ID 


OJ000403 


J.4.0419. 


C37 


Gene No. 


118155 




Strand 


+ . ' 






Start 


216 




End 


336 






Name 


OJ000403 14.0419.C37.ol. 


gs 


Method 


GENSCAN 







56928 



Start 
GI 

Exons . 



216 
none . 
216. .336 



End 
Score 



336 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. " 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



56473 Seq. ID 

118156 Strand 

692 End 
OJ0004 03_14 .0419. C37 . o2 . gs Method 

692 End 

none Score 

692. .742, 1035. .1136, 1174. .1293 



'OJ000403_14 .0419.C37 

1293 
GENSCAN 
1293 
.62 



56473 
118157 
1305 
OJ0004 
1305 
none 
1305. . 
1329. . 
1473. . 
1487. . 
1622. . 
1624. . 
1751. . 
1824. . 



03 14.0419.C37.ol.tm 



1451, 
1421, 
1565, 
1588, 
1738, 
1737, 
1777, 
1940, 



1308.. 1451, 1313. 
1335.. 1406, 1385. 
1475.. 1573, 1475. 



1490. 
1622, 
1625, 
1762, 
1837, 



,1573, 1614. 

,1726, 1624. 

,1738, 1630. 

,1824, 1767. 

,1944, 1852. 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.1411, 
.1420, 
.1585, 
.1727, 
.1731, 
.1728, 
.1814, 
.1923, 



OJ000403_14 .0419.C37 
1945 

TBLASTX: Maize 

1945 

53 

314. .1412, 1329. .1454, 
390. .1455, 1438. .1566, 
476. .1583, 1484. .1576, 
620... 1724, 1621. .1728, 
624. .1737, 1624. .1725, 
645. .1743, 1745. .1804, 
801. .1911, 1810;.1911, 
856. .1945 



56474 

118158 

1080 

OJ000403_14.0419.C38.ol.gs 

1080 

none 

1080. .1179, 1642. .1697 



Seq. ID OJ000403_14.0419.C38 

Strand + 

End 1697 

Method GENSCAN 

End 1697 

Score .83 



OJ000403_14.0419.C38 



56474 Seq. ID 

118159 Strand 
5045 • End " 7814 ■ 

OJ000403_14.0419.C38.ol.np Method AAT/NAP 
5045 End 7814 

7340884 Score 131 

5045. .5218, 7696. .7814 

(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



56474 Seq. ID 

118159 Strand 
5045 End 
OJ000403_14.0419.C38.o3.gs Method 
5421 End 
none Score 
5421. .5520, 6261. .6334 

56474 ' Seq. ID 

118160 Strand 
8742 End 
OJ000403_14.0419.C38.o4 . gs Method 



OJ000403_14.0419.C38 
+ 

7814 
GENSCAN 
6334 
.86 



OJ000403_14.0419.C38 
+ 

9228 
GENSCAN 



56929 





Q +- — —4- 

bLart 


o / 4 Z 


t«nQ 


Q090 
yzz 0 






none 


Score 


A 9 
. 4 £ 




Exons 


0740 0747 0704 QflQ9 
O/4Z..0/4/, o/o4..yuy^, 


Q1 70 QOOQ 

y 1 / z. . . yzz 0 






oeq. Jno • 


56474 


Seq. ID 


OJ000403 




Gene No. 


118161 


Strand 


+ 




Start 


14061 


End 


14938 




Name 


OJ000403 14.0419.C38.o3. 


.np Method 


AAT/NAP 




Of a 

oiart 


14061 


End 


14938 




bl 


6907088 


Score 


528 




Exons 


14061. .14197, 14373, .14610, 14775. .14938 




Kj± uescrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




oeq . no . 


R 64 1 A 
Z) D 4 f 4 


Qorr T H 
oeq . J. Lf 


0 inno a n ^ 




Gene No. 


1 1 pi (T1 




+ 




Start 


14 U 01 


T~> „ 


1 A Q "5Q 

14 y JO 




Name 


vJJUUU4Uj 14 . 1 y . L- jo . 04 . 


np Meunoa 


7\ 7\ T / M Zi D 






14/ 


bno 


1 A Q "3Q 
14 y JO 






bu oy do y 


Score 


1 no 
lUo 




Exons 


1/17 1 /I QTQ 

14/ . . 1 4 y 00 








o± ucocrip • 


(KrUUUoiD j nypo cne ticai 


protein [Oryza 


sativa] 




Seq. No. 


56474 


Seq. ID 


OJ000403 




Gene No. 


■ 118162 


Strand 






Q+- -i v-t- 


4302 ^ 


End 


48 98 


Us 


Name 


OJ000403 14.0419.C38.o2. 


gs Method 


GENSCAN 


ry 


O 4- — , -4- 

btiar u 


4302 


End 


4898 






none 


Score 


.47 


! .'- s 


Exons 


4302. .4898 






=5. 


oeq. NO. 


56474 


Seq. ID 


OJ000403 


: La 


Gene No . 


118163 


Strand 






O LCti L 


6759 


End 


14938 


= 


Name 


OJ000403 14.0419.C38.o2. 


np Method 


AAT/NAP 


Q 


Start 


6759 


End 


14938 




GI 


7228438 


Score 


1403 




LAUIlo 


6759... 6805, 9491.. 9721, 


9820.. 10126, 10219.. 107 






14903.. 14938 . ; 






S. -J! 


oi uescrip. 


(AP001366) EST C28952 (C62945) corresponds to a 






predicted gene.; Similar 


to maize transposon Mu 






isolog (AC003981) [Oryza 


sativa] 






Qprr Kfn 

O ~ v.^ • IN KJ . 


56474 


Seq. ID 


OJ000403 




Gene No. 


118163 


Strand . 






Start 


6759 


End 


14938 • 




Name 


OJ000403 14.0419.C38.o5. 


gs Method 


GENSCAN 




Start 


9585 


End 


13157 




GI 


none 


Score 


.54 




Exons 


9585. .9735, 9828. .10084, 


10219. .10987, 


11070. .1 



10775, 12293. .13265, 



11774. .11887, 12005. .13157 



Seq. No. 56474 Seq. ID 

Gene No. 118163 Strand 

Start 6759 End* 

Name OJ000403_14 . 0419 . C38 . o2 . tw Method 

Start 10576 End 

GI none Score 



OJ000403_14.0419.C38 
14938 

TBLASTX: Wheat 

10905 

100 



56930 



Exons 



10576. .10608, 10645. .10680, 10714. .10842, 10715. .10843, 
10849. .10902, 10852.. 10905 



Seq. No. 56474 

Gene No. . 118163 

Start 6759 

Name OJ000403_14 . 04 19 . C38 . ol . tw 

Start 12603 

GI none 

Exons 12603. .12800, 12680 .. 12766, 12699 
12813. .12989, 1284 0 1298 9, 12841 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000403 14.0419.C38 



14938 

TBLASTX: Wheat 
12990 
71 

12788, 12745. .12792, 
12990 



Seq. No. 56474 

Gene No. 118163 

Start 6759 

Name OJ000403_14 . 04 19 . C38 . ol . tm 

Start 12699 

GI none 

Exons 12699. .12779, 12751 .. 1277 1, 
13128. .13280, 13159. .13278 



Seq.* ID 

Strand 

End 

Method 

End 

Score 



OJ000403_14 .0419.C38 
14938 

TBLASTX: Maize 

13280 

37 



12819. .13127, 12823. .13128,. 



Seq. No. 56475 Seq. ID 

Gene No. 118164 Strand 

Start 317 End 

Name'. OJ000403_14 . 04 19 . C4 1 . ol .gs . Method 

Start. 317 End 

GI • none Score 

Exons 317.. 484, 517.. 576 



OJ000403_14.0419.C41 
+ 

576 

GENSCAN 

576 

.61 



Seq. No. 


56476 


Seq. ID 


OJ000403_16.0419 


CI 


Gene No. 


118165 


Strand 


+ 




Start 


47 


End 


3232 




Name 


OJ000403 16.0419.C-1. 


ol.np Method 


AAT/NAP 




Start 


47 


End 


3220 




GI 


6979335 


Score . 


1858 




Exons 


47. .133, 896. .3220 








GI Descrip. 


(AF172282) receptor- 


like" protein kinase [Oryza sativa] 




Seq. No. 


56476 


Seq. ID 


OJ000403_16.0419 


CI 


Gene No. 


118165 


Strand 


+ 




Start 


47 


End 


3232 




Name 


OJ000403 16. 0419. CI. 


pi . gs Method 


GENSCAN 




Start 


662 


End 


3232 




GI • 


none 


Score 


.87 




Exons 


662.. 709, 887.. 3232 









Seq. No. 56476 

Gene No. 118166 

Start 2032 

Name OJ0004 03_16 . 0419 . CI . o3 . tm 

Start 896 

GI none 
Exons 



Seq. ID OJ000403_16.0419.C1 
Strand 
End 

Method 
End 
Score 



9431 

TBLASTX: Maize 

1243 

165 



896. .1150, 896. .973, 1061. .1162, 1145. .1243 



Seq. No. 
Gene No. 
Start 



56476 

118166 

2032 



Seq. ID 

Strand 

End 



56931 



OJ000403 16. 0419. CI 



9431 



Name 

Start 

GI 

Exons 



OJ000403_16 . 04 19 . CI . ol . tc Method TBLASTX : Cress 

995 End 3211 

none Score 96 

995. .1147, 1274. .1336, 1294. .1380, 1472. .1540, 1486. .1542, 
1627. .1860, 1628. .1867, 2240. ,2404, 2326. .2385, 2398.-2964, 
2399.. 2914, 2971.. 3210, 2972.. 3211 



! U 



ri \ 



Seq. No. 


5647 6 






Seq. ID 


OJ000403_16.0419. 


CI 


Gene No. 


118166 






Strand 






Start 


2032 






End 


9431 




Name 


OJQ0Q4Q3 16.0419 


CI . OZ . 


ts 


Method 


TBLASTX : Soybean 




Start 


1562 






End 


1951 




GI 


none 






Score 


102 




Exons 


1562 . . 1684 , 1 630 


i /"OO 

. looo, 


1 C "7 (1 

1679 


..1951, 1717. .1872 




Seq. No. 


5647 6 






Seq. ID 


OJ000403_16.0419. 


CI 


Gene No. 


118166 






Strand 






C +- yf 

otart 


Z U 






End 


9431 




Name 


OJ000403 16.0419 


Cl.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1678 






End 


2080 




GI 


none 






Score 


333 




Exons 


1678. .1875, 1679 


.2080, 


1799 


. .2080 






Seq. No. 


56476 






.Seq. ID 


OJ000403_16.0419'. 


cr 


Gene No. 


1181-66 • 






Strand 






Start 


2032 






End 


9431 




Name 


OJ000403 16.0419 


Cl.o2. 


np 


Method 


AAT/NAP 




Start - 


2032 






End 


9431 




GI 


7484957 






Score 


79 




Exons 


2032.. 2055, 3584 


.3986, 


9388 


. .9431 






GI Descrip. 


extensin homolog 


F28A21 


.80 - 


Arabidopsis thaliana 





gi|4539386|emb|CAB37452.1| (AL035526) extensin-like protein 
[Arabidopsis thaliana] gi | 7268 661 | emb | CAB788 69 . 1 | (AL161549) 
extensin-like protein [Arabidopsis thaliana] 



f i 
f3 



Seq. No. 56476 

Gene No. 118166 

Start 2032 

Name OJ000403_16 . 04 19 . CI . ol . ts 

Start 2223 

GI none 
Exons 



Seq. ID OJ000403_16.0419.C1 

Strand - 

-End 9431 

Method TBLASTX : Soybean 1 ' 

End 2740 

Score 350 



2223. .2291, 2294. .2590, 2296. .2577, 2588. .2740, 2596. .2739 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56476 ' 
118166 
2032 

OJ000403_16. 04 19. Cl.ol. tm 

2288 

none 



Seq. ID OJ0004.03_.16. 0419. CI 
Strand 

End 9431 

Method TBLASTX : Maize 

End 2734 

Score 153 



2288. .2416, 2290. .2415, 2393. .2602, 2401. .2601, 2408. .2629, 
2579. .2734, 2581. .2730 



Se.q. No. . 56476 

Gene No. ' 118166 
Start 2032 

Name OJ0004 03_16 . 04 1 9 . CI . o2 . tw 

Start 2458 



Seq. ID OJ000403_16.0419.C1 ' 
Strand 

End 9431 

Method TBLASTX : Wheat 

End 2872 



56932 



GI 

Exons 



none Score 111 

2458. .2571, 2459. .2611, 2606. .2809, 2632. .2775, 2810. .2872, 
2815. .2871 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



.,56476 
118166 
2032 

OJ000403_16.0419.Cl.o2.tm 

2746 

none 



Seq. ID" OJ000403_16.0419.C1 
Strand 

End 9431 

Method TBLASTX : Mai ze 

End 3205 

Score 219 



2746. .2928, 2747. .2914, 2971. .3204, 2972. .3205 



Seq. No. 56476 

Gene No. 118166 

Start 2032 

Name OJ000403_16 . 04 19 . CI . o3 . ts 

Start 2749 

GI none 

Exons 2749.. 2844, 2750.. 2914, 2962. 



Seq. ID OJ000403_16.0419.C1 
Strand 

End 9431 

Method TBLASTX : Soybean 

End 3168 

Score 147 
.3168, 2996. .3154 / 



Seq. No. 

Gene No. 

Start 

Name 
^ Start 
m GI 
fy Exons 

£3 

!: a Seq. No. 
*!? Gene No. 
^ Start 
fU Name 

Start 
fi GI 

Exons 

GI Descrip. 



V3 
-s 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56476 Seq. ID 

118166 Strand 

2032 End 

OJ0004 03_16. 0419.Cl.o3.gs Method 

5838 End 

none Score 

5838. .5885, 7686. .7758, 7843. .8162 



OJ000403_16.0419.C1 
9431 

GEN SCAN - ' 

8162 

.74 



56477 Seq. ID 

118167 Strand 

821 End 

OJ000403_16.0419.C2.ol.np Method 

821 End 

6979335 Score 
821. .3242 

(AF172282) receptor-like protein kinase [Oryza sativa] 



OJ000403_16.0419.C2 
+ 

3293 
AAT/NAP 
3242 
1863 



56477 Seq. ID 

118167 ' Strand 

821 End 

OJ000403JL6 . 04 19 . C2 . ol . gs Method 

843 End 

none Score 
843., -3293 



OJ000403_16.0419.C2 
+ 

3293 
GENSCAN 
3293 
.93 



Seq. No. 56477 Seq. ID 

Gene No. 118167 Strand 

Start 821 End 

Name OJ0004 03_16 . 04 19 . C2 . ol . tc - Method 

Start 1017 End 

GI none Score 
Exons 



OJ000403_16.0419.C2 
+ 

3293 

TBLASTX: Cress 

3239 

104 



1017. .1160, 1283. .1333, 1284. .1325, 1374. .1433, 1455. .1568, 
1596. .1856, 1881. .2024, 2465. .2584, 24 66 .. 2624 2631 2987 , 
2654.. 2986, 2991.. 3239, 2993.. 3142 



Seq.. No. 
Gene No. 



56477 
118167 



Seq. ID OJ000403_16.0419.C2 
Strand + 



56933 



btart 


001 
bz 1 








T7» _ _J 

End 


o o o o 

ozy O 


Name 


OJUUU4Uo lo 


. U4 iy 


no ~ o 
. Cz . Oz . 


t s 


Method 


TBLASTX : Soybean 


Start 


1 £ A C 








bna 


1 O A C\ 

iy4 u 


bl 


none 




- 




Score 


1 1 c 

110 


Exons 


134 D . .iD/O, 


1 b / 1 


i q a n 
. . i y 4 u / 


1 / Ub . 


. lo bl 




Seq. No. 


56477 








Seq. ID 


OJ000403_16.0419.C2 


Gene No. 


118167 








Strand 


+ 


otart 


O Z 1 








End 


3293 


Name 


UJUUU4UO lb 


n a i q 

. U4 1 y 


. bz . OZ . 


4- m 

tm 


Method 


TBLASTX: Maize 


Start 


1 b 1 4 








End 


2087 


GI 


none 








Score 


91 


Exons 


1 £ 1 /I 1 TQl 
lbl4..1/o/, 


i Tin 

l / / y 


■ . i o o y , 


1 QQA 

lo yu . 


.2030, 2040.. 2087 


Seq. No. 


56477 








Seq. ID 


OJ000403_16.0419.C2 


Gene No. 


118167 








Strand 


+ 


otart 


QOI 
O Z 1 








End 


3293 


Name 


UJUUU4UJ lb 


Ayl 1 Q 

u 4 1 y 


bz . Ol . 


tw 


Method 


TBLASTX: Wheat 


btart. 


1 C7 o 








End 


2069 


bl 


none 








Score 


107 


Exons 


1 0 / Z . .ZUO / , 


i bo u 


. zuby , 


1 roc 

i bo o . 


.2056, 1759.. 2067 


Seq. No. 


56477 








Seq. ID 


OJ000403_16.0419.C2 


Gene No. 


118167 








Strand 


+ 


Start 










End 


3293 


Name 


OJUU0403 lo 


U4 1 y 


Cz . Oj . 


ts 


Method 


TBLASTX: Soybean 


Start 


z jlz 








End 


2555 


GI 


none 








Score 


88 


Exons 


z olz . . z4 DD , 


z olo 


. z 4 4 o , 


zoiy . 


.2465, 2457.. 2555, 2465.. 2554 


Seq. No. 


56477 








Seq. ID 


OJ000403_16.0419.C2 


Gene No. 


118167 








Strand 


+ 


Q J , v- 4- 

o tar l 


0 O 1 
OZl 








End 


3293 


Name 


UJUUU4UJ lb 


u 4 1 y 


po _ -1 

bz . Ol . 


tm 


Method • 


TBLASTX: Maize 


ot art 


z 4 b 3 








End 


3191 


bl 


none 








Score 


138 


Exons 


^4pj . . z biz , 


z o 1 b . 


•- O CAQ 

. z bUo , 


o con 
z bz / . 


.2941, 2628. .2981, 2988.. 3191 


Seq. No. 


56477 








Seq. ID 


OJ000403_16.0419.C2 


Gene No. 


118167 








Strand 


+ 


otart 


Oil 








End 


3293 


Name 


UJUUU4UO lb 


U4 iy . 


no 

bz . Oz . 


4- T T 

tw 


Method 


TBLASTX: Wheat 


ot art 


z 4 / o 








End 


2876 


C T 
bl 


none 








Score 


314 


Exons 


O A 1 Q oqi a 
■ z4 lo . . zo / b, 


zb04 . 


. Z 0 / D 








Seq. No. 


Do4 / / 








Seq. ID 


OJ000403_16.0419.C2 


Gene No. 


118167 








Strand 


+ • 


Start 


821 








End 


3293 


Name 


vJJ UUU4 Uo lb. 


n/i q 
u 4 1 y . 


no ^.1 
bz . Ol . 


4- f-> 

ts 


Method 


TBLASTX: Soybean 


Start 


2556 








End 


3209 


GI 


none 








Score 


61 


Exons 


2556. .2615, 


2598. 


.2801, 


2648. 


.2797, 2810.. 2953, 2817.. 2951 




3066. .3209 












Seq. No. 


56478 








Seq. ID 


OJ000403_16.0419.C3 


Gene No. 


118168 








Strand 


+ 



56934 



0 4- v--l- 


A Q 1 
4 JO 1 




/ juy 




Name 


(JJUUU4UJ i b . U4 iy . c J . oz . gs 


Method 


f^> T"~» XT O /"I TV VI 




otart 


4 DO 1 




/ UU / 




bl 


none 


Score 


. yo 




Exons 


/i col n c\c\n 
4 do 1 . . /UU / 




- * 




beq. INO . 


D 04 / O 


oeq . x u 


UJUUU4Uj lo.U4iy. 


L, J 


ociie INO . 


1 1Q1 £ O 


Strand 


+ ~~ 




ctdlt 


4 JO 1 


End 


7309 




Name 


OJ000403 16.0419.C3.ol.np 


Method 


AAT/NAP 




Start 


4583 


End 


7309 




bl 


n a oQnoc; 
/ 4ZoU^o 


Score 


1826 




Exons 


4ooJ. .oyo4, /zuy. . / juy 








GI Descrip. 


S-receptor kinase (EC 2.7. 


1.-) PK3 precursor - maize 






gi | o44ooy / 1 eitiD | bAAuyu^y . i 


(AJ010166) 


S-domain receptor- 


11 




protein kinase [Zea mays] 








Seq. No. 


56478 


Seq. ID 


OJ000403_16.0419. 


C3 


Gene No. 


118168 


Strand 


+ 




Start 


4 581 


End 


7309 




Name 


OJ000403 16.0419.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


4758 


End 


6979 




GI 


none 


' Score 


115 





^ Exons 4758.. 4901, 5022.. 5063, 5213.. 5278, 5214.. 5309, 5343.. 5597, 

J? 5712. .5765, 608 6 .. 6145, '6158 .. 6322 , 6159. .6347, 6162. .6329, 

!!! 6354. .6686,- 6389. .6685, 6726. .6974, 6729. .6935, 6743. .6979 





Seq. No. 


56478 








'Seq. ID 


OJ000403_16.0419 


,C3 




Gene No. 


118168 








Strand 


+ 






Start 


4581 








End 


7309 






Name 


OJ000403 16. 


0419 


C3.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


5028 








End 


5564 






GI 


none 








Score 


119 






Exons 


5028. .5147, 


5232 


.5564 












Seq. No. 


56478 








Seq. ID 


OJ000403_16.0419 


.C3 


: 1 


Gene No. 


118168 








Strand 


+ 






Start 


4581 . 








End 


7309 ' 






Name 


OJ000403 16. 


0419 


C3.o4. 


tm 


Method 


TBLASTX: Maize 




is? 


Start 


5355 








End 


5828 






GI 


none 








Score 


93 






Exons 


5355. .5528, 


5520 


.5630, 


5631. 


.5774, 5781.. 5828 






Seq. No. 


56478 








Seq. ID 


OJ000403 16.0419 


.C3 




Gene No. 


118168 








Strand 


+ 






Start 


4581 








End 


7309 






Name 


OJ000403 16. 


0419 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


5420 








End 


5810 






GI 


none 








Score 


384 






Exons 


5420. .5605, 


5421. 


.5810, 


5421. 


.5810 








Seq. No. 


56478 








Seq. ID 


OJ000403_16.0419 


.C3 




Gene No. 


118168 








Strand 


+ 






Start 


4581 








End 


7309 






Name 


OJ000403 16. 


0419. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


6050 








End 


6491 






GI 


none 








Score 


140 





56935 






6050 6175 


6051 


6176 


61 


.6356, 6161.. 6349, 6366.. 6491 




6371 6490 












Seq . No . 


56478 








Seq. ID 


OJ000403_16.0419.C3 


Gene No. 


118168 ' 








Strand 


+ 


Start 


4581 








End 


7309 


Name 


OJ000403 16 


.0419 


. C3 . ol . 


ts 


Method . 


TBLASTX : Soybean 




6054 ~ 








End 


6497 


GI 


none 








Score 


332 




6054 6350, 


6056 


6337, 


6273 . 


.6353, 6354.. 6497, 6371.. 6490 




6372 . .6491 












Seq. No. 


56478 








Seq. ID 


OJ000403 16 0419 C3 


Gene No. 


118168 








Qf rand 


-{. 


Start 


4581 








End 


7309 


Name 


OJ000403 16 


.0419 


. C3 . o2 . 


tw 


Mpt hod 


TBLASTX • Wheat 


Start 


6213 ~ 








End 


6611 


GI 


none 








Score 


• 276 


Exons 


6213 6611"/ 


6389 


6610 








Seq. No. 


56478 








Seq. ID 


OJ000403_16.0419.C3 


Gene No. 


118168 








Strand 


+ 


Start 


4581 








End 


7309 


Name 


OJ0004 03 1 6 


.0419 


CI n? 


L.UI 


Method 


TBLASTX: Maize 


Start 


6492 _ 








End 


6689 


GI 


none 








Score 


265 


Rynn q 

DAUJl O 


6492 6689 


6500 


66ft S 

■ OUO J 








Seq. No. 


56478 








Seq. ID 


OJ000403_16.0419.C3 


Gene No. 


118168 








Strand 


+ 


Start 


4581 








End 


7309 


Name 


OJ000403 16 


0419 


P3 


L O 


Method 


TBLASTX : Soybean 


Start 


6507 ~ 








End 


6944 


GI 


none 








Score 


39 


Exons 


6507 6536. 


6545 


. 6697 , 


6552 . 


.6686, 6767.. 694.0, 6801.'. 6944 


Seq. No. 


564 78 ^ . 








Seq. ID 


OJ0004D3_16.0419.C3 


Gene No. 


118168 








Strand 


+ 


Start 


4581 








End 


7309 


Name 


OJ000403 16 


0419. 


C3 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


6695 ~ 








End 


6962 


GI 


none 








Score 


22.9 . 


Exons 


6695 6940 


6696 . 


. 6962 








Sea No 


56479 








Seq. ID 


OJ000403_16.0419.C4 


Gene No. • 


118169 








Strand 


+ 


Start 


2581 








End 


4989 


Name 


OJ000403 16. 


0419. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


2581 








End 


4989 


GI 


6979335 








Score 


1846 


Exons 


2581. .4989 












GI Descrip. 


(AF172282) receptor-like protein kinase [Oryza sat'iva] 


Seq. No. 


56479 








Seq. ID 


OJ000403_16.0419.C4 


Gene No. 


118170 








Strand 


+ 


Start 


7136 








End 


8389 


Name 


OJ000403 16. 


0419. 


C4.o2. 


np 


Method 


AAT/NAP 



56936 




Start 7136 End 8389 

GI 7428025 Score 637 

Exons 7136.. 7180, 7508.. 8389 

GI Descrip. S-receptor kinase (EC ■ 2 . 7 . 1 . -) PK3 precursor - maize 

gi I 3445397 | emb | CAA09029.il (AJ010166) S-domain receptor-like 
protein kinase [Zea mays] 



Cpn No 


R 4 7 Q 








OCLj 1 X u 


O.T0004 0^ 


1 fi 04 1 Q CA 


f^ortA NIo 


11 R1 70 








Strand 


+ 






1 1 *3fi 








End 


8389 




Name 


0,70004 rn i 6 


04 1 Q 

\J *i X Zf . 


P4 0? 


O Q 

gs 


Method 


GEN SCAN 




Start 


7457 








End 


8264 




GI 


none 








Score 


.64 




pvAfl Q 
IjAUIID 


7457 8264 














Cppr No 


S647 Q 








Seq. ID 


OJ000403 


1 fi 04 1 Q P4 




1 1 ft 1 7 1 

X X O J. / X 








Strand 






OL.Ci.LL 










End 


8383 




Name 


O.T000 4 0? T'fi 


04 1 Q 
u fi x y . 


P4 ol 
L^ft . Ox . 




Method 


TBLASTX: 


Cres s 


Start 


2773 








End 


8332 




GI 


none 








Score 


106 




Exons 


977-5 oqi c 


977 fi 


9Q1 R 
. c. y x 0 , 


*^04 ^ 


.3081, 3045.. 3089, 


•31 on "51 pq 
jijU. .Oxo:?, 






"3 "3 fi 1 


"3fi1 9 


JOJO . 


.3780, 4074. .4157, 


/II 70 il 0 0 /I 




fix/fi..^i.3CU, 


4 *37R 
ft J / O . 


. 4 0 y 0 , 


a a n 1 

fi fi U X . 


.4733, 4738. .4986, 


/IOCQ A OA1 




7<:99 7771 


7QQQ 


*7 OA 9 
. t £ f 


/ y 0 0 . 


.8044, 8096.. 818a; 


Q9T7 Q "3 T O 


o e q . in o . 


R £4 7 Q 








Seq. ID 


OJ000403 


lfi n/iiQ n a 


Gene No. 


118171 








Strand 






Start 


6933 








End 


8383 




Name 


O.T0n04 0^ 1 


04 1 Q 

u 1 X _7 • 


r& o9 




Method 


TBLASTX: 


CI /~\ x 7 /"t — > ir\ 




"304 ^ _ 








End 


8383 




O -L 


none 








Score 


91 






"304 ^ ^169 


?94 7 
jit / • 


^S7 Q 


7 Q04 


.8035, 8111. .8308, 


OjjO. .OOOO 




%J U *± / _7 








Seq. ID 


OJ000403 


1 a 04 1 Q P4 


Gene No. 


118171 








v Strand 






Start 


6933 








■ End 


8383 




Name ■ r ' ■ 


OJ0004 0^ 1 6 


0419 . 


C 4 . 0 4 . 




Method 


TBLASTX: 


L'Jax^c 


OLQI L 


J J JO 








End 


3843 




w X 


none 








Score 


93 




P von q 


JJJO ■ • JJi J> 


j j j j • 


^64 S 




.3789, 3796. .3843 




Q p> rr NIo 


J t> *i / -? 








Seq. ID 


OJ000403 


1 04 1 Q P4 


Gene No 


118171 








Strand 






Start 


6933 








End 


8383 




Name 


OJ000403 16. 


0419. 


C4.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3425 








End 


3825 




GI 


none 








Score 


114 




Exons 


3425. .3823, 


3436. 


.3825, 


3489. 


.3824 






Seq. No. 


56479 








Seq. ID 


OJ000403 


_16.0419.C4 


Gene No. 


118171 








Strand 






Start 


6933 








End 


8383 




Name 


OJ000403 16. 


0419. 


C4.ol.. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4062 








End- 


4500 




GI 


none 








Score 


56 




Exons 


4062. .4187, 


4063. 


.4119, 


4082. 


.4168, 4119. .4172, 


4173. .4361, 



56937 



C3 



v3 





yilTO 4 "14 £ 
4 X / O . .4 040/ 


4 17 4 
4 X I 4 


4 ^71 


4 1 ft n 

4 X O U ■ 


A T C f| /II 
. 4 O 3 U / 41 


ft! 4^^4 4^7ft 4^00 
.OX. .4034, 4O/0. . 4 jUU 




noo 4 4 QQ 

4 JO J. .44 35 












Seq. No. 


56479 








Seq. ID 


OJ000403_16.0419.C4 


Gene No. 


118171 








Strand 






O J J J 










O J O J 


Name 


UOUUU4UO lO. 


n 4 1 q 

U 4 X 3 


P4 r^i ^ 
. L/4 . (JO • 


L o 


i v ie liicju. 




Of ar f 
OLqIU 


4UDD 










A ^09 
4 jU^ 


C T 


■ none 








Score 


X 33 




4 U O O • • 4 JU£f 


4 07 S 

4 U f O 


• • 4 O 3 / 


4 Oft ^ 

4UOJ. 


4 ?ni 




Seq. No. 


56479 








Seq. ID 


OJ000403_16.0419.C4 


Gene No. 


118171 








Strand 




Oldl I 


D-?JJ 








End 


8383 


Name 


J XO. 


04 1 Q 

U 4 X 3 


r*4 n 9 


L W 


Method 


TBLASTX: Wheat 




4 9^1 ~~ 








End 


4641 


ox 


none 








Score 


109 


IT v f^> T~l Q 


49^1 4?69 


4 ^78 


4 S7R 


T JO J . 


.4544, 4582. .4641 


o e q . in o . 


jD4 / 3 








Seq. ID 


OJ000403_16.0419.C4 


Gene No. 


118171 








Strand 




Start 


6933 








End 


8383 


Name 


UuUUU4U J XO. 


OA 1 Q 

U 4 X 3 


P4 ol 

• ^ 4 ■ <J X ■ 


L C> 


Method 


TBLASTX : Soybean 


Q+- a r~+- 
O T.ar L 


4 jUj 








End 


4992 


P T 
Lix 


none 








Score 


74 




4 JUj . . 4 4 jl , 


4 jUj 


A "3 S "3 


4 "37 ft 
4 0/0. 


.4581, 4384. .4545, 4395.-4583, 




430 / . .4 / \J\J f 


4 R £4 
4 3 0 4 


. .4030/ 


4 64 n 

4 0 4 U . 


.4711, 4816. .4992 


Seq. No. 


56479 








Seq. ID 


OJ000403_16.0419.C4 


Gene No. 


118171 








Strand 




Q+- =a r-+- 

o tzar l 


D17JJ 








End 


8383 


Name 


UUUUU4UJ J. D . 


0 4 1 Q 
U 4 X 3 


P4 r\0 


Lin 


Method 


TBLASTX: Maize 


O Lai L 


4 jUj 








End 


4701 




none 








Score 


289 


Exons 


yicin^ 4 £Q7 
4 jUj. .403// 


4^04 
4 3 U 4 


4 7 m 
. .4 / U X 








Seq. No. 


56479 








Seq. ID 


-OJ000403_16.0419.C4 


Gene No. 


118171 








Strand 




o lai l 










End 


8383 


Name 


UuUUU4u j XO. 


04 1 Q 
U 4 X 3 


P4 
■ L/4 . L>0 . 


LIU 


Method 


TBLASTX: Maize 


O Ldl L 


4 707 ~ 








End 


4974 


KJ X 


none 








Score 


234 


Exons 


4707 4Q7^ 


470ft 


' '4Q74 








o e q . in o * 


3 04 / 3 








Seq. ID 


OJ000403_16.0419.C4 


Gene No . 


118171 








Strand 




Start 


6933 








End 


8383 


Name 


OJ000403 16. 


0419 


.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


* 6933 








End 


7519 


GI 


5455363 








Score 


87 


Exons 


6933. .6999, 


7495 


. .7519 








GI Descrip. 


3176667 l.Oe 


-17 


(AC004393) Similar to 


hypothetical 41.9KD 



protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64006: [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



56480 
118172 



Seq. ID OJ000403_16.0419.C5 
Strand + 



56938 



Start 


1 


End 


2856 






OJ000403 16-0419. C5.ol.np 


Method 


AAT/NAP 






1 


End 


1377 






6979335 


Score 


1378 




Exons 


1. .1377 










(AF172282) receptor-like protein kinase [Oryza sativa] 




Seq. No. 


56480 


Seq. ID 


OJ000403_16.0419 


.C5 


Gene No. 


118172 


Strand 


+ 






1 


End 


2856 




Name 


OJ000403 16.0419.C5.ol.gs 


Method 


GENSCAN 




Of 3 y~f- 

OCdX L 


45 


End 


2856 




PT 


none 


Score 


.53 




Exons 


45. .1381, 1909. .1951, 2467. .2856 








56480 


Seq. ID 


OJ000403_16.0419 






118173 


Strand 






Start , 


618 


End 


1029 




Name 


OJ000403 16.0419.C5.ol.gp 


Method 


AAT/GAP 




Of- r +- 
O Lai L 


fil ft 

DID 


End 


1029 




(IT 


uC-osflcyp017cllbl 


Score 


812 




TP von q 


618. .1029 










, 344.5397/emb|CAA09029.1| 3.0e 


-55 (AJ010166) S-domain 






receptor-like protein kinase 


[Zea mays] 


t 




Seq. No. 


56480 


Seq. ID 


OJ000403_16" 0419 


,C5 


Gene ' No. 


118174 


Strand 








1615 


End 


2349 




Name 


OJ000403 16.0419.C5.o2.tm 


Method 


TBLASTX: Maize 




C +- y+- 


453 


End 


758 




\j ± 


none 


Score 


155 




Exons 


453. .578, 461. .577, 561. .758, 


563. .751 






Seq. No. 


56480 


Seq. ID 


OJ000403_16.0419 


.C5 


Gene No. 


118174 


Strand 






J Lai L 


1615 


End 


2349 






OJ0004Q3 16. 04-19. C5.ol.ts ■ 


Method 


TBLASTX : Soybean 




OLdl L 


456 


End 


9.02 






none 


Score 


358 




C 1 von q 


456. .767, 458. .760, 750. .902, 


756. .881, 


764. .895 




O C . LN \J • 


56480 


Seq. ID 


OJ.000403_16.0419 




Gene No. 


118174 


Strand 






Start 


1615 


End 


2349 




Name 


OJ000403 16. 041-9. G5.ol.tc 


Method 


TBLASTX: Cress 




O UCLJ- L. 


4 65 


End ' 


1361 




riT 


-none 


Score 


102 




TP von c: 


465. .566, 488. .547, 549. .1091, 560. .724, 645. .746, 794. 






1101. .1361 








Seq. No. 


56480 


Seq. ID 


OJ000403_16.0419 


. C5 


Gene No. 


118174 


Strand 






Start 


1615 


End 


2349 




Name 


OJ000403 16.0419.C5.ol.tw' 


Method 


TBLASTX: Wheat 




Start 


621 


End 


1034 




GI 


none 


Score 


110 




Exons 


621. .773, 768. .947, 771. .935, 


794. .937, 


972. .1034, 995. 


.10: 



56939 




Seq. No. 


56480 


Seq. ID 


OJ000403_16.0419 


,C5 


OCllC LNU • 


118174 


Strand 






C +- -) y.4- 

olal L 


1615 


End 


2349 . 




Name 


OJ000403 16.0419.C5.ol. tm 


Method 


TBLASTX: Maize 




OLdl L 


764 


End 


1364 




\j ± 


none 


Score 


84 






764. .949, 766. .1140, 768. .1364, 992. .1363 




Seq. No. 


56480 


Seq. ID 


OJ000403_16.0419, 


.C5 


Can o Mo 


118174 


Strand 








1615 


End 


2349 




Name 


OJ000403 16.0419.C5.o2.ts 


Method 


TBLASTX : Soybean 




C +- V-+" 

DLdl L 


957 


End 


1346 






none 


Score 


168 




17 V /~\ T*t Q 


957. .1091, 989. .1111, 1166.. 


1342, 1203 


. .1346 




Q M n 
O C ^ • nu i 


56480 


Seq. ID 


OJ000403_16.0419, 


.C5 


Gene No. , 


118174 


Strand 






Start 


1615 


End 


2349 




LN cuiic 


OJ000403 16.0419.C5.o2.gp 


Method 


AAT/GAP 






1615 , 


End 


2251 






uC-osflcyp024b07bl 


Score 


575 




Exons 


1615. ,1733, 1824.. 1930, 2129 


. .2251 






Kji uescrip. 


'4680203/gb IAAD27566.. 1 |AF114 


171_7 l.Oe- 


-39 (AF114171) TNP2- 




protein [Sorghum bicblor] ' 








Octji LN U . 


56480 


Seq. ID 


OJ000403_16.0419, 


.C5 


Gene No. 


118174 ■ " 


Strand 






Start 


1615 


End 


2349 




Name 


OJ000403 16.0419.C5.o3.gp 


Method 


AAT/GAP 




^f- a r-t- 

OLal L 


1813 


End 


2349 






uC-osflcyp024b07bl 


Score 


518 






1813. .1930, 2129. .2349 










'4680203/gb|AAD27566.1|AF114171 7 1 . 0e- 


-39 (AF114171) TNP2-. 




protein [Sorghum bicolor] 1 








Seq. No. 


56481**' ... 


Seq. ID 


OJ000403_16.0419, 


.C7 


Cnnp Mo 

UC11C LNV^« 


118175 


Strand 






O lul l_ 


393 


End 


866 




LN CUtlti 


OJ000403 16.0419.C7.ol.tm 


Method 


TBLASTX: Maize 




u Lai L, 


372 


End 


854 






none 


Score 


561 






372. .854, 397. .801 








Seq. No. 


56481 


Seq. ID 


OJ000403_16.0419, 


.C7 


VJ C11C IN • 


118175 


Strand 






o Lai L 


393 


End 


866 




ln diutr 


OJ000403 16.0419.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


390 


End 


836 




GI 


none 


Score 


185 




Exons 


390. .686, 393. .836, 550. .801 








Seq. No. 


56481 


Seq. ID 


OJ000403_16.0419. 


,C7 


Gene No. 


118175 


Strand 






Start 


393 


End 


866 




Name 


OJ000403 16.0419.C7.ol.gs 


Method 


GENSCAN 





56940 



Start 
GI 

Exons 



393 
none 

393. .803 



End 
Score 



803 
. 93 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16.0419.C7.ol.tw 



397. .801 



56481 
118175 
393 

OJ000403_ 
393 
none - 
393. .812, 

56481 

118175 

393 

OJ0004 03_16.0419.C7.ol.ts 

393 
none 

393. .809, 396. .686, 397. .801 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ900403_16.0419.C7 
866 

TBLASTX: Wheat 

812 

570 



Seq. ID OJ000403_16.0419.C7 



Strand 
End 

Method 

End 

Score 



866 

TBLASTX : Soybean 

809 

253 



OJ000403 16. 0419. C7 



56481 Seq. ID 

118175 Strand 
393 End 866 

OJ000403_16.0419.C7-.ol.np Method AAT/NAP 

396 f - "'EncUj 803 

122085 Score ' 673 

396. .803 

HISTONE H3 gi | 8 164 1 | pir | | S06250 histone H3 - Arabidopsis 
thaliana gi | 824 82 | pir | | S04099 histone H3 (variant H3R-21) - rice 
gi| 1362194 Ipir | IS57626 histone H3 - maize gi | 20251 | emb | CAA31969 | 
(X13678) histone H3 (AA 1-136) [Oryza sativa] 

gi|20253|emb|CAA31970| (X13680) histone H3 (AA 1-136) [Oryza 
sativa] gi 1168493 (M36658) histone H3 (H3C3) [Zea mays] 
gi| 168495 (M13378) h ■' 

56481 Seq. ID OJ0004 03_16 . 04 19 . C7 

118175 Strand, - 

393 * End 866 

OJ000403_16.0419.C7.ol.gp Method AAT/GAP 

'529 End 866 

287222 Score 629 

529. .866 

122070/sp|P08860|H32_ORYSA 3.0e-40 HISTONE H3 
>gi_82483_pir_A25564 histone H3 - rice. >gi_169793 (M15664) 
histone 3 [Oryza sativa] >gi_940018 (025*664) histone H3 [Oryza 
sativa] 



56482 

118176 

4872 

OJ0004 03_16.0419.C10.o2.gp 
4872 

708_1.R1084 

4872.-5236, 5324. .5440 

' 433815/emb 1X61280 I OSHPRGP 



Seq. ID OJ000403_16. 0419. C10 

Strand + 

End 6360 

Method AAT/GAP 

End 5440 

Score 810 

1.0e-139 0. sativa gene for 



hydroxyproline-rich glycoprotein ' 



56941 



Seq. No. 56482 Seq. ID 

Gene No. 118176 Strand 

Start 4872 - End 

Name OJ0004 03_16 . 04 19 . CIO . o3 . gp Method 

Start 4872 End 

GI 708_1.R1084 Score 

Exons 4872.. 5236, 5324.. 5443 

GI Descrip. ' 4 33815/emb | X61280 | OSHPRGP 1.0e-139 O.sativa gene for 
hydroxyproline-rich glycoprotein 1 



OJ000403_16. 0419. CIO 
+ 

6360 
AAT/GAP 
5443 
812 



Seq. No. 56482 . Seq. ID 

Gene No. 118176 Strand 

Start 4872 End 

Name OJ000403_16 . 0419 . CIO . ol . gs Method 

Start 4951 End 

GI none Score 

Exons 4951.. 5724 



OJ000403_16. 0419. CIO 
+ 

6360 
GEN SCAN 
5724 
.94 



Seq. No. 56482 Seq. ID 

Gene No. 118176 Strand 

Start 4872 End 

Name OJ0004 03_16 . 0419 . C10 . ol . np Method 

Start 4951 End 

GI 100687 Score 

Exons 4951. -.5721 

GI Descrip. hydroxyproline-rich glycoprotein - rice 

gi I 433816 | emb | CAA43583.il (X61280) hydroxyproline-rich 
glycoprotein [Oryza sativa] 



OJ000403_16, 0419.C10 
+ 

6360 
AAT/NAP 
5721 
1172 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



56482 

118176 

4872 

OJ0004 03_16.0419.C10.o4 . gp 
5271 

17657_1.R1084 

5271.. 5761, 6020.. 6360 

»433815/emb|X61280 | OSHPRGP 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_ 
+ 

6360 
AAT/GAP 
6360 
1430 



16. 0419. C10 



0.0e+00 O.sativa gene for 



hydroxyproline-rich glycoprotein' 

56482 Seq. ID 

118177 Strand 

6836 End 

OJ0004 03_16 . 0419. C10 . o2 . gs Method 

6836 End 

none Score 
6836. .7111 



OJ000403_ 
+ 

7111 

GENSCAN ■ 

7111 

.59 



16. 0419. C10 



Seq. No. 56482 

Gene No. 118178 

Start 4251 

Name 0 J00 0 4 0 3_1 6 . 0 4 1 9 . CI 0 . o 1 . gp 

Start 4251 

GI LIB34 31-010-P1-N1-F11 

Exons 4251.. 4510 

GI Descrip. 1 287403/dbj I D10838 | RICSBE1 
branching enzyme 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_16. 0419. C10 

4510 
AAT/GAP 
4510 
453 • 



1.0e-lll Rice gene for starch 



56942 



Seq. No. 56482 

Gene No. 118179 

Start 7882 

Name -OJ000.4KD3_16 . 04 19 . CIO . o3 . gs 

Start 7882 

GI " none 
Exons 



Seq. ID OJ0004 03_16. 0419 -CIO 
Strand 

End 11903 

Method GENSCAN 

End ' 11903 

Score .74 



7882. .8064, 9488. .9513, 10335 10488 , 10663 10726, 11763. .11903 



Seq. No. 56483 
Gene No. 118180 
Start 10922 

Name OJ000403_16 . 04 19 . Cll . o2 . gs 

Start 10922 
GI none 
Exons 10922, 

14902, 

18037. 



,11075, 11581. 
,15062, 15885. 
,18235, 18853, 



Seq. ID OJ000403_16. 0419. Cll 
Strand + 
End 18953 
Method GENSCAN 
End 18953 
Score .47 
,11829, 12742. .12956, 13132 .. 13228 , 
,16178, 17060. .17343, 17356 .. 174 85, 
,18953 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56483 
118180 
10922 

OJ000403_16.0419.Cll.o3.np 
17178 
6630539 
17178. . 17701 

(AC011708 )• putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. ID" ,OJ000403_16. 0419. Cll 

Strand + 

End 18953 

Method AAT/NAP 

End 17701 

Score 345 



56483 
118181 
949 

OJ0004 03_16.0419.Cll.ol.np 
918 

6466937 
918. .4394, 4439. .4897 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000403_16. 0419. Cll 
Strand 

End 9626 

Method AAT/NAP 

End 4897 

Score 1631 



:z Seq. No. 56483 

M Gene No. 118181 

C3 Start 949 

Name- OJ0004 03_16 . 04 19 . Cll . ol . gs 

Start 949 

GI none 

Exons 



Seq. ID OJ000403_16. 0419. Cll 
Strand 

End 9626 

Method GENSCAN 

End 9626 

Score . 5 



949. .1371, 1921. .3669, 3874. .3981, 4015. .4118, 4276. .5391, 
5770. .5933, 5964. .6023, 7292.-7543, 8055. .8098, 9621. .9626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56483 

118181 

949 

OJ000403_16. 0419.Cll.o2.np 

3719 

4585933 



Seq. ID OJ000403_16. 0419. Cll 

Strand ■ - 

End ' 9626 

Method AAT/NAP 

End 6302 

Score 70 



3719.. 3789, 4756.. 4913, 6253.. 6302 

(AC007211) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 



56483 



Seq. ID OJ000403 16. 0419. Cll 



5694 3 



Gene No. 
Start 
Name 
Start 
"'GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■ : Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



118182 Strand 

10767 End 

OJ0004 03_1 6 . 04 19 . CI 1 . o3 . tm Method 

887 , End 

none Score 



11239 

TBLASTX: Maize 

1671 

78 *' 



887. .979, 1015. .1245, 1016. .1171, 1240. .1428, 1415. .1570, 
1416. .1571, 1576. .1671 



56483 

118182 

10767 

OJ000403_16.0419.Cll.o3.tw 

1421 

none 



Seq. ID OJ000403_16.0419.C11 
Strand 

End 11239 

Method TBLASTX : Wheat 

End 1783 

Score 69 



1421. .1528, 1612. .1782, 1616. .1783 



56483 

118182 

10767 

OJ0004 03_16.0419.Cll.o5.tm 

1672 

none 

1672. .1851, 1673. .1858 

56483 

118182 

10767 

OJ0004 03_16.0419.Cll.o4 . tw 

1840 

none 

1840. .2148, 1859. .1993 

56483 

118182 

10767 

OJ0004 03_16.0419.Cll.o4.tm 

1903 • 

none 



Seq. ID OJ000403_16.0419.C11 
Strand 

End 11239 

Method TBLASTX : Maize 

End. 1858. 

Score 132 



Seq. ID .OJ000403_16.0419.C11 
Strand 

End 112.39 

Method TBLASTX: Wheat . 

End 2148 

Score 77 



Seq. ID OJ000403_16.0419.C11 
Strand 

End 11239 

Method TBLASTX : Mai ze 

End 2343 

Score 74 



1903. .2148, 1904. .2035, 2138. .2338, 2170. .2343 



Seq. ID OJ000403_16.0419.C11 

Strand , - 

End 11239 

Method TBLASTX : Soybean 

End 2584 

Score 98 



Seq. ID OJ000403_16.0419.C11 
Strand 

End 11239 

Method TBLASTX : Mai ze 

End 2878 

Score 34 9 



56483 
118182 
10767 

OJ000403_16.0419.Cll.o4 .ts 
2329 
none 

2329. .2583, 2435. .2584 

56483 
118182 
10767 

OJ0004 03_16.0419.Cll.ol.tm 
2344 
none 

2344. .2865, 2351. .2866, 2513. .2878 

56483 Seq. ID OJ000403_16 . 04 19 . Cll 



56944 



Gene No. 118182 Strand 

Start 10767 End 

Name OJ000403_16 . 0419.Cll.o2.tw Method 

Start 2494 End. 

GI none Score 

Exons 2494.. 2895, 2531.. 2893 



11239 

TBLASTX: Wheat 

2895 

149 



Seq. No. 56483 Seq. ID 

Gene No. 118182 Strand 

Start 10767 End 

Name OJ000403_16 . 04 1 9 . Cll . ol . ts Method 

Start 2620 End 

GI none Score 
Exons 



OJ000403_16. 0419. Cll 
11239 

TBLASTX: Soybean 

2986 

102 



2620. .2967, 2678. .2806, 2834. .2986 



Seq. No. 56483 

Gene No. 118182 

Start 10767 

Name . OJ00040.3_16 : 04 19 . Cll . o2 . tm 

Start 28 90' - -.:v 

GI none 

Exons 2890.. 3366, 2909,^.3361 



Seq. ID OJ000403_16. 0419. Cll 
Strand 

End 11239 

Method TBLASTX: Maize 

End 3366 

Score 309 



Seq. No. - 56483 Seq. ID 

W Gene No. 118182 Strand 

U\ Start 10767 End 

f[| Name OJ000403_16 . 04 1 9 . Cll . ol . tw Method 

H Start 2944 End 

?~, GI none Score . 

'•'i Exons 2944.. 3426, 2978.. 3415 



OJ000403_16. 0419. Cll 
11239 

TBLASTX: Wheat 

3426 

199 



fy Seq. No. 

= Gene No. 

a ?g Start 

r~ Name 

y, "Start 

H GI 

%2 Exons 



56483 Seq. ID 

118182 Strand 

10767 End 
OJ0004 03_16.0419.Cll.o3.ts Method 

3076 End 

none Score 

3076. .3390 - 



OJ000403_16. 0419. Cll 
11239 

TBLASTX: Soybean 
•3390 
.210 



[3 



Seq. No. 56483 Seq. ID 

Gene No. 118182 Strand 

Start 10767 End 

Name OJ000403_16 . 04 19 . Cll . 08 . tm - Method 

Start 3631 End 

GI none Scored 

Exons 3631.. 3969, 3679.. 3867, 3695.. 3877 



OJ000403_16. 0419. Cll 
11239 

TBLASTX: Maize 

3969 

102. 



OJ000403 16. 0419. Cll 



Seq. No. 56483 Seq. ID 

Gene No. 118182 Strand 

Start 10767 ' End 11239 

Name OJ000403_16 . 04 19 . Cll . ol . gp Method AAT/GAP 

Start 10767 End 11239 

GI LIB3434-018-P1-K1-A8 Score ^ 858 

Exons 10767.. 11239 

GI Descrip. 1 5669664/gb | AF100766 . 1 | AF100766 6.0e-10 Oryza sativa 
receptor-like kinase (8ARK2)" gene, complete cds 1 



56945 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56483 
118183 
17253 
OJ000403 
£•1:72.53 
none 
17253 
17330 
17427 



16. 041-9. Cll.o6.tm 



.17366> 
.17416, 
.17525, 



17254. 
17393. 



17367, 
17524, 



Seq. ID 
Strand 
End 

Method 

End " ' \ 

Score 
17254. .17406, 
17405. .17524, 



OJ000403 16.0419.C11 



17653 

TBLASTX: Maize • 
17526 ' 
82 

17258. .17416, 
17422. .17526, 



17437. .17526 



Seq. No. 56483 

Gene No. 118183 

Start 17253 

Name OJ0004 03_16 . 0419 .Cll . o2 . ts 

Start 17267 

GI none 

Exons 17267. .17332, 
17402. .17635, 



17272. .17364, 
17404. .17628 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_16. 0419. Cll 
17653 

TBLASTX : Soybean 

17635 

58 



17330. . 17392, 17399 .. 17593, 



Seq. No. 56483' Seq. ID 

Gene No. 118183 Strand 

Start 17253 End 
Name ■ OJ000403_16 . 0419 .Cll .ol .tc ' Method. 

Start 17413 h End . 

GI none Score 

Exons 17413. .17616, 17417.. 17653 



OJ000403_16. 0419. Gil 
17653 

TBLASTX: Cress 

17653 

235 



Seq. No. 56483 

Gene No. 118184 

Start 17571 

Name OJ000403_16 . 0419 . Cll . o7 . tm 

Start 17571 

GI none 

Exons 17571. .17669, 17572 .. 17 670, 
17697. .17777, 17833 .. 17868 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17573 

17834 



OJ000403 16. 0419. Cll 



17869 

TBLASTX: Maize 
17869 
180 

17674, 17688. .17777, 
17869 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



56484, . — ■ Seq. ID 

118185- Strand 
1 * End 

OJ0004 03_16.0419.C12.ol.gp Method 
1 End 
267_5".R1084 Score 
1. .251 • 

'122087/spl P02300|H3_PEA 8.0e-61 HISTONE H3 

>gi'_8184 9_pir S04520 histone H3 (clone pH3c 

>gi_82609_pir A26014 histone H3 - wheat >gi 

(X13673) histone H3 (AA 1-136) [Medicago 
>gi_19609_emfo_CAA31965_ (X13674) histone 
sativa] >gi_217 97_emb_CAA25451_ (X00937) 
aestivum] >gi_488565 (U09459) histone H3 



0419. 



OJ000403_16. 
'4 " 
251 

AAT/GAP 
251 
472 



1) - alfalfa 
19607_emb_CAA31964_ 
sativa] 

H3 (AA 1-136) [Medicago 
H3 histone [Triticum 
1 [M 1 



56484 

118185 

1 

OJ000403 
1 

122084 



16.0419.C12.ol.np 



Seq. ID OJ000403_16.0419.C12 

Strand + 

End 251 

Method AAT/NAP 

End 122 

Score 201 



56946 



Exons 1..122 

GI Descrip. HI STONE H3 gi | 70754 | pir | | HSBH3 histone H3 - barley (fragment) 
gi 1 167061 Igbl AAA32965. 1 1 (M34928) histone H3 protein [Hordeum 
vulgare] gi | 225348 | prf | | 1301219A histone H3 [Hordeum vulgare 
var. distichum] -. 



Seq. No. 56484 

Gene No. 118186 

Start 2076 

Name OJ000403_16 . 04 19 . C12 . ol . gs 

Start 2076 

GI none 
Exons 



Seq. ID OJ000403_16.0419.C12 

Strand + 

End 7050 

Method GENSCAN 

End 7050 

Score .42 



2076. .2238, 2281. .4389, 6439. .6682, 6775. .6862, 6934. .7050 



Seq. No. 
Gene No. 
Start 
Name 
*Starf ; * 
GI 

Exons 

GI Descrip. 



56484 
118186 
2076 

OJ0004 03_16.0419.C12 ,o2.np 
2085 
7428025 
2085. .4463, 5162. .5293 

S-receptor kinase (EC 2.7.1.-) PK3 precursor - maize 

gi I 3445397 | emb | CAA09029.il (AJ010166) S-domain receptor-like 

protein kinase [Zea mays] . . 



Seq. ID OJ000403_16.0419.C12 

Strand + 

End 7050 

Method AAT/NAP 

End 5293 

Score 1751 



Seq. No. 56484 

Gene No. 118187 

Start 9676 

Name OJ000403_16 . 04 19 . C12 . o3 . gs 

Start 9676 

GI none 

Exons 9676.. 10906 



Seq. ID OJ00040-3_16.0419.C12 

Strand + 

End .11106 

Method GENSCAN 

End 10906 

Score . 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56484 

118187 

9676 

OJ000403__16.0419.C12.o3.np 

9676 

6721517 



Seq. ID OJ000403_16.0419.C12 



Strand 
End 

Method 

End 

Score 



+ 

11106 
AAT/NAP 
11106 
1270 



9676. .9757, 9795. .9917, 9976. .10752, 10801. .11106 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. No. 56484 ■ . Seq. ID 

Gene No.' 118188 . Strand 

Start * 7448 ■ ' End 

Name 0 JO 004 0 3_1 6.0419.C12.o2.tc Method 

Start 2 End 

GI none Score 

Exons 2. .121, 3. .149 



OJ000403_16.0419.C12 
8843 

TBLASTX: Cress ' 

149 

210 



Seq. No. 56484 Seq. ID 

Gene No. 118188 Strand 

Start 7448 End 

Name OJ006403_16'. 04 19 . C12 . o4 . tw Method 

Start 2 End 

GI none Score 

Exons 2.. 121, 3.. 125 



OJ000403_16.0419.C12 
8843 

TBLASTX: Wheat 

125 

202 



56947 



Seq. No. 56484 

Gene No. 118188 

Start 7448 

Name.,. OJ000403_16 . 04 19 . C12 . o4 , 

Start 2 

GI none 

Exons 2.. 121, 3-. 14.6, 6.. 134 



ts 



Seq. ID OJ000403_16.0419.C12 
Strand 

End 8843 

Method TBLASTX : Soybean 

End 14 6 

Score 203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56484 

118188 

7448 

OJ000403_16. 0419.C12.o4 , 

2 

none 

2. .121, 3. .146 

56484 

118188 

7448 

OJ000403_16.0419.C12.ol, 

2201 
none 

2201. .2248, 2265.-2423, 
2898.. 3110, 3138.. 3263, 
3666.. 3833, 3870.. 4190, 



tm 



tc 



2270. 
3560. 
3893. 



56484 

118188 

7448 

OJ000403_16.0419.C12.o3.ts 

2796 

none 

2796.-2924, 2816. .2923, 2928. 

56484, • * 

118188 ' 

7448 

OJ000403_16.0419.C12.o2.tw 

2921 
none 

2921. .3136, 2934. .3149, 3141. 

56484 

118188 

7448 

OJ000403_16.0419.C12.o2.tm 

3548 

none 

3548.-3673, 3549.-3674, 3657. 



Seq. ID OJ000403_16.0419.C12 
Strand 

End 884 3 

Method TBLASTX: Maize 

End 14 6 

Score 212 



Seq. ID OJ000403_16.0419.C12 

Strand " - 

End 8843 

Method TBLASTX: Cress 

End 4466 

Score 119 
.2413, 2526.-2579, 2685.-2774, 
.3658, 3561.. 3662, 3645.-3857, 
.4189, 4233..4466 

Seq. ID OJ000403_16.0419.C12 

Strand - " ' 

End 8843 

Method TBLASTX : Soybean 

End 3128 

Score 92 
.3128, 2960.. 3121 

Seq. ID OJ000403_16.0419.C12 

Strand - * 

End 884 3- 

Method TBLASTX : Wheat 

End 3311 

Score 249 
.3275,. 3206.. 3259, 3273.. 3311 

Seq. ID OJ000403_16.0419.C12 
Strand 

End 8843 

Method TBLASTX : Mai ze 

End 3851 

Score 140 
.3851, 3659. .3847 



Seq. No. 56484 

Gene No. 118188 

Start 7448 

Name OJ0004 03_16 . 0419 . C12 . ol . 

Start 3552 

GI none 



ts 



Seq. ID OJ000403_16.0419.C12 
Strand 

-End 8843 

Method TBLASTX : Soybean 

End 3994 

Score 500 



56948 






Exons 


jjjz . . o y yz , 


7^4 


• jy y 4 












Seq. No. 


56484 








Seq. ID 


OJ000403_16.0419 


.C12 




Gene No. 


118188 








Strand 










1 4 4 o 










ft ft A 7 
0 O 4 O 






Name 


r\ mnn A ri 7 1 £ 

UJUUU4U.3 ID. 


C\A 1 Q 
u f* 1 y . 


PI 9 n1 
L,1Z . Ol . 


LW 


i v ie inoa 


1 DiiMo i a . wnea t 






otart 


^7 1 CZ 

j / Id _ 










4 17 7 






P T 

bl 


none 








Score 


7 74 






Exons 


■371 c /in^^ 

j / ID. . 4UJD/ 


77 -i -7 


. f± U / U , 


4 H7 A 

4 U / 4 . 


4 17 7 
• 1 1 j j 








Seq. No. 


56484 








Seq. ID 


OJ000403_16.0419 


.C12 




Gene No. 


118188 








Strand 










7 4 4ft 
f fi 4 0 








End 


8843 






Name 


pi Tfin^/i n 7 1 £ 

UJUUU4U j ID. 


HA 1 Q 

u ft 1 y . 


PI 9 ^1 


cm 


Method 


TBLASTX: Maize 






C --, -V-+- 

btart 


oooz 








End 


4463 






P T 

b JL 


none 








Score 


422 






Exons 


TOCO /I Q-3 


00 d y . 


. 4 1 O U / 


7Q4 ft 

0 y f± 0 . 


.4190, 4203. .4463, 4226. .4. 


4 14 

ft 1 fi 




Seq. No. 


56484 








Seq. ID 


OJ000403_16.0419 


.C12 




Gene No. 


118188 








Strand 










7 4 A ft 
/ ft fi 0 








End 


8843 






Name 


p» to nn 4 n 7 1 £ 

UJ U UU 4 U J ID. 


n / i Q 

u fi 1 y . 


pi 9 ^9 

blZ . OZ . 


us 


Method 


TBLASTX: Soybean 




f 1 
. i 


Of ->vf 

o tare 










End 


4448 






p t 
bl 


none 








Score 


50 • ' 




V* = 


Exons 


"3qqq 4 n 4 n 
oyyy . . 4 U4 u , 


4 n 4 q 
ft u 4 y . 


. 4 1 yz / 


ft u 0 0 . 


.4190, 4305. .4448 






beq. No. 


C C >l Q A 

0 b4 o4 








Seq. ID 


OJ000403_16.0419 


.C12 


y. 


Gene No. 


118188 








Strand 








Start 


7448 








End 


8843 






Name 


p\ to n n a m 1 £ 


n / 1 Q 

U4 1 y . 


pi o ^9 
biz. oz . 


gs 


Method 


GENSCAN 




= =^ . 


btart 


7 / 4 Q 

/ 4 41 0 








End 


8843 




a 


P T 


none 








Score 


.59 




— =. 


Exons 


7 A A Q TCOQ 

/ 4 4 0 . . / j^y, 


7 Q CI 

/obi. 


. / y , 


/ y d 4 . 


.7999, 8013. .8267, 8538. .8674, 






QQ1 n Q Q 4 7 

O Ol U . . O O 4 O 
















Seq. No. 


56484 








Seq. ID 


OJ000403_16.0419 


.C12 




Gene No. 


118189 








Strand 








Of 2 vf 


Qft ft Q 

y 0 0 y 








End 


10482 






Name 




U4 1 y . 


C12.63. 


tw 


Method 


TBLASTX: Wheat 








Qft ft q 
y 0 0 y 








End 


10269 






P T 
la J. 


none 








Score 


304 






HtXuns 


QOpQ 1 H 9 £Q 

yoo y . . iuz Dy / 


Q on Q 
y y u y 


1. .10268 










Seq. No. 


56484 








Seq. ID 


OJ000403_16.0419 


.C12 




Gene No. 


118189 








Strand 










9889 








End 


10482 






Name 


OJ000403 16. 


0419. 


C12.o3. 


tm 


Method 


TBLASTX: Maize 






C r> v-i- 

otart 


10150 








End 


10482 






P T 


none 








Score 


223 






Exons 


10150. .10482, 10173.. 10337 










Seq. No. 


56484 








Seq. ID 


OJ000403_16.0419 


.C12 




Gene No. 


118190 








Strand 








Start 


10717 








■End 


11067 " 






Name 


OJ000403 16. 


0419. 


C12.o5. 


tw 


Method 


TBLASTX: Wheat 






Start 


10717 








End 


11067 






GI 


none 








Score 


54 





5694 9 



Exons 



10717. .10764, 10806. .10952, 10807.. 11067 



Seq. No.. 56485 

Gene No. 118191 

Start 1 

Name OJ0004 03_16 . 04 19 . C13 . ol . np 

Start 1 

GI 4680179 

Exons 1..2962' 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method AAT/NAP 

End 2962 

Score 4972 



Seq. No. 56485 

Gene No. 118191 

Start 1 

Name OJ000403_16 . 04 19 . C13 . ol . gs 

Start " 95 

GI none 

Exons 95.. 2965 



Seq. ID OJ000403__16.0419.C13 

Strand + 

End 2972 

Method GENSCAN 

End 2965 

Score 1 



Seq. No. 56485 

Gene No. 118191 

Start 1 

Name OJ0£0403_16 . 04 19 . C13 . o4 . tw 

Start , 125^ . 

'GI ■-" hone 

Exons 125.. 607, 229.. 564 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method TBLASTX : Wheat 

End 607 

Score 54 9 - 



Seq. No. 56485 

Gene No. 118191 

Start 1 

Name OJ0004 03_16 . 04 19 . C13 . o4 . ts 

Start 161 

GI none 

Exons 161.. 475, 277.. 474 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End * 2972 

Method TBLASTX : Soybean 

End 475 

Score 183 



Seq. 'No. 56485 

Gene No. 118191 

Start 1 

Name OJ000403_16 . 04 19 . C13 . o4 . tm 

Start 194 

GI none 

Exons 194.. 661, 265.. 564 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method TBLASTX: Maize 

End 661 

Score 382 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method TBLASTX : Soybean 

End 94 3 

Score 57 

548. .580, 550. .576, 584. .943, 591. .617, 596. .913, 679. .942 



Seq. No. 56485 

Gene No. 118191 

Start " 1 

Name OJ000403_16. 0419.C13.ol . ts 

Start 548 

GI none 
Exons 



Seq. No. 56485 

Gene No. 118191 

Start 1 

Name OJ000403_1 6 . 04 19 . C13 . o5 . tw 

Start 656 

GI none 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method TBLASTX : Wheat 

End 958 

Score 405 



56950 



Exons 



656. .958, 659. .949, 676. .957 



Seq. No. 56485 

Gene No. 118191 

Start 1 

Name- OJ000403_16 . 04 19 . C13 . o5 . tm 

Start 677 

GI none 

Exons 677.. 1030, 745.. 1023 

Seq. No. 56485 

Gene No. 118191 

Start 1 

Name OJ000403_16 . 04 19 . C13 . o2 . tw 

Start 959 

GI none 

Exons 959.. 1468, 967.. 1377 

Seq. No. .. 56485 

Gene No. ' 118191 

Start 1 

Name OJ000403_16. 0419.C13 .o3.ts 

P Start" 965 : 
v3 GI " none 

fn Exons 965.. 1210 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End " 2972 

Method TBLASTX : Maize 

End 1030 

Score 332 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method TBLASTX : Wheat 

End 14 68 

Score 619 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method TBLASTX: Soybean 

End 1210 

Score 209 ' 



4:^ 



Seq. No. 56485 

Gene- No. 118191 

Start 1 

Name OJ000403_16 . 04 19 . C13 . o2 . tm 

Start 1031 

GI none 

Exons 1031.. 1384, 1033.. 1377, 1192. 

Seq. No. 56485 

Gene No, ' 118191 

Start 1 . 

Name- ■ ■ OJ0004 03_16 . 04 19 /C13 . o3 . tw 

Start 1472 

GI none 

Exons 1472. .1951, 1505.. 1918, 1696. 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 . 

Method TBLASTX: Maize 

End 1391 

Score 477 
.1389, 1239.. 1391 

Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method TBLASTX : Wheat 

End 1951 

Score 587 
.1950 



Seq. No. 56485 

Gene No. 118191 

Start 1 

Name OJ000403_16 . 04 19 . C13 . ol . tc 

Start 1658 

GI none 

Exons 1658.. 1831, 1832.. 1975, 1834, 

Seq. No. 56485 

Gene No. 118191 

Start 1 

Name OJ0004 03_16 . 0419.C13.o2.ts 

Start 1739 

GI none 

Exons 1739.. 1999, 1744.. 1998 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End - 2972 

Method TBLASTX: Cress 

End 1975 

Score 89 
.1974 

Seq. ID OJ000403_16.0419.C13 

Strand + 

End . 2972 

Method ■ TBLASTX: Soybean 

End ' 1999 

Score 299 



56951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56485 

118191 

1 

OJ000403_16. 

1798 

none 

1798. .2085, 



0419.C13.o3.tm 



1799. .2089 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method TBLASTX : Mai ze 

End 2089 

Score 390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56485 

118191 

1 

OJ000403_16. 

1958 

none 

1958. .2584, 



0419.C13.ol.tw 



1960. .2583 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method TBLASTX : Wheat 

End 2584 

Score 729 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56485 

118191 

1 

OJ000403_16. 

2138 

none' 

2138;. ..2299, 
2464''.'. 2724 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method TBLASTX : Mai ze 

End 2725 

Score 226 
2144. .2290, 2146. .2292, 2297. .2725, 2302. .2394, 



0419.C13.ol.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56485 . 

118191 

1 

OJ000403_16. 

2584 

none 

2584. .2916, 



0419.C13.o6.tw 



2585. .2917 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method TBLASTX : Wheat 

End 2917 

Score 366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56485 

118191 

1 

OJ0004 03_16. 

2726 

none 

2726. .2938, 



0419.C13.o6.tm 



2937. .2972 



Seq. ID OJ000403_16.0419.C13 

Strand + 

End 2972 

Method TBLASTX: Maize . 

End 2972 

Score 206 



Seq. No, 
Gene No, 
Start 
. Name 
Start 
GI 

Exons 



56486 

118192 

1361 

OJ000323_19, 

1361 

none 

1361. . 1444, 



0420.C2.ol.gs 



2693. .2870 



Seq. ID OJ000323_19.0420.C2 

Strand + 

End. 2870 

Method GENSCAN 

End 2870 

Score . 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56486 

118193 

752 

OJ000323_19. 
752 

LIB3434-038- 
752. .1263 



0420.C2.ol.gp 
P1-K1-F1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_19.0420.C2 

1263 
AAT/GAP 
1263 
704 



56952 



GI Descrip. 1 5257255/dbj | AP000364 . 1 1 AP000364 0 . Oe+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 ' 



Con XI r\ 

o e q . in o • 


^ f*A ft 7 
O D 4 O / 






UOUUUjiJ 1? . U4ZU . Lj ^ 


IjcUc INU • 


11Q1 Qyl 




oil aiiu 


_L 
T 


Q+- a r-+- 
OLai L 


jiji 






oxoo 


Name 




LIU 


\A c\ 4- Wi 


1 DXj>io I A . L v ia lZc 


jtdlL 


JUO J 




HI iU 




PT 


none 




Score 


81 


F von o 


5085.. 5219, 5086.. 5247, 


5094. 


.5243 




o tr CJ • IN \J . 


56487 




Seq. ID 


OJ000323_19.0420.C3 


Gene No. 


118194 




Strand 


+ 


Start 


5131 




End 


8168 


Name 


OJ000323 19.0420.C3.ol. 


np 


Method 


AAT/NAP 


Of -a v-4- 


5131 




End 


8162 


ox 


7487716 




Score 


405 


LiAUllO 


5131. .5404, 7271. .7394, 


7428. 


.7523, 7773.. 7870, 7956. .8162 . 




hypothetical protein - T5K18 . 170 - Arabidopsis thaliana 




gi| 3080369 |emb|CAA18 626 


i.ll (AL022580) 


putative protein 




[Arabidopsis thaliana] 


gi|7268734 iembl 


ICAB78941.1J (AL161550) 




putative protein [Arabidopsis 


thaliana] 


oeq. iNO . 


56487 




Seq. ID 


OJ000323_19.0420.C3 


Gene No . 


118194" 




Strand 


+ * 


Olait 


5131 




End 


8168 


Name 


OJ000323 19.0420.C3.ol. 


gp 


Method 


. AAT/GAP 




6723 




End 


7125 




none 




Score 


756 




6723. .7125 








Seq. No. 


56487 




Seq. ID 


OJ000323_19.0420.C3 


VJCliC IN . 


118194 




Strand 


+ 


O Lai L 


5131 




End 


8168 


Name 


OJ000323 .19. 0420.C3.ol. 


tm 


Method 


TBLASTX: Maize 


O Lai L 


.7310 




End . 


8092 




none ' 




Score 


81 ' 




7310.. 7369, 7312. .7368, 


7432. 


.7527, 7 4 33. .7522, 7741. .7815-, 




7742. .7816, 7816. .7872, 


7829. 


.7870, 7936. .8055, 7944. .8063, 




7944. .8048, 7949. .8062, 


8051. 


.8092, 8053. .8091 


Seq. No. 


56487 




Seq. ID 


OJ000323_19.0420.C3 


UCUC LM L> • 


118194 




Strand 


+ 


O Lai l. 


5131 




■ End 


8168 


LNCUUC 


OJ000323 19.0420.C3.o2. 


gp 


Method 


AAT/GAP 


Cf 3 >-f- 

OLdl L 


7321 




End 


8168 




LIB3432-015-P1-K1-D7 




Score 


843 


Exons 


7321. .7369, 7439. .7523, 


7743. 


.7870, 7956. .8168 


GI Descrip. 


, 3080369/emb|CAA18626.1| 2.0e 


-37 (AL022580) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


56487 




Seq. ID 


OJ000323_19.0420.C3 


Gene No. 


118194 




Strand 


+ 


Start 


5131 




End 


8168 


Name 


OJ000323 19.0420.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7778 




End 


8135 


GI 


none 




Score 


58 



56953 




Exons 


7778. .7837, 7944. .8135, 7955. 


.8131 




Seq. No. 


C C A O O 




Seq. ID 


OJ000323 19. 0420. C5 


Gene No. 


118195 




Strand 




Start 


.125 . 




End 


2946 > 


Name 


OJ000323 19. 0420. C5. 


ol.tc 


Met nod 


TBLASTX : Cress 


Start 


120 




End 


O / 0 


GI 


none 




Score 


9 O 


Ex4>hs 


120. .224, 124;. 228, 


125. .229, 


1 O / TOO 

134 . . 2 32 , 


IOC Oir 00*5 OIC 

135. .236, 283.-375, 




309. .374, 311. .376 








Seq. No. 


56488 




Seq. ID 


OJ0U0323 19. 0420. Co 


Gene No. 


1 1 Q1 QC 




Strand 




Start 


125 




End 


2946 


Name 


OJ000323 19. 0420. C5. 


ol . tm 


Method 


TBLASTX: Maize 


otart 


124 




bna 


T7 *3 

/ /3 


GI 


none 




Score 


137 


Exons 


124. .228, 124. .228, 


125. .229, 


IOC O O O 

125 . . 232 , 


132. .236, 306. .383, 




307. .384, 307. .384, 


311. .385, 


c n o an r\ 
OUo . . 0 / U , 


516. .oyy, 517. .600, 




715. .771, 719. .772, 


720. .773 






beq. no. 


56488 




Seq. ID 


OJ000323_19.0420.C5 


Gene No. 


118195 




Strand 




Start 


125 




End 


2946 


Name 


OJ000323 19. 0420. C5. 


ol.np 


Method " 


AAT/NAP 


Start 


125 




End 


2372 


GI 


6957704 




Score 


313 


Exons 


125. .226, 312. .386, 


517. .597, 


1440. .1531, 2204. .2372 


GI Descrip. 


(AC02164 0) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


56488 




Seq. ID 


OJ000323_19.0420.C5 


Gene No. 


118195 




Strand 




Start 


125 




End 


2946 


Name 


OJ000323 19. 0420. C5. 


ol . gs 


Method 


GENSCAN 


Start 


832 




End 


2946 


GI 


none 




Score 


.82 


Exons 


832. .899, 1111..1187 


, .1440. . 11 


3 95, 19.87. 


.2043, 2103/.2270, 




2817. .2946 








Seq. No. 


56489 




Seq. ID 


OJ000323_19.0420.C6 


Gene No. 


118196 




Strand 


+ 


btart 


561 




End 


1116 


Name 


OJ000323 19. 0420. C6. 


ol . gs 


Method 


GENSCAN ■ 


Start 


561 




End 


1116 




none 




Score 


.64 


Exons 


561. .676, 1096. .1116 








Seq. No. 


56490 




Seq. ID 


OJ000323 19. 0420. C7 


Gene No. 


118197 




Strand 


+ 


o car l 


2621 




End 


2923 


Name 


OJ000323 19. 0420. C7. 


ol .gs 


Method 


GENSCAN 


Start 


2621 




End 


2923 


GI 


none 




Score 


.79 


Exons 


2621. .2923 








Seq. No. 


56490 




Seq. ID 


OJ000323_19.0420.C7 


Gene No. 


118198 




Strand 





56954 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



. Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

fy Seq. No. 

f-s Gene No. 

*f t Start 

^ Name 

^ Start 

TU GI 

= Exons 

?*\ GI Descrip. 

Seq. No. 

Gene No. 
%3- Start 
12 Name 

Start 
* J GI 

Exons 

GI Descrip. 



1131 End 
- OJ000323_19 . 0420 . C7 . ol . np Method 
1131 End 
5852093 Score 
1131.. 1238 

(AL117264) zwhl6.1 [Oryza sativa] 



1238 
AAT/NAP 
1238 
80 



OJ000323 19. 0420. C7 



56490 Seq. ID 

118199 Strand 

2600 End 2944 

OJ000323_19 . 0420 . C7 . o2 . np Method AAT/NAP 

2600 End 2944 

7489142 Score 283 
2600. .2944 

hsr201 protein, hypersensitivity-related - common tobacco 

gi | 1171577 | emb | CAA64 636. 1 | (X9534 3) hypersensitivity-related 
gene [Nicotiana tabacum] 



56490 
118199 
2600 

OJ000323_19.0420.C7.ol.ts 
2657 
none 

2657.. '2944, 2679.. 2747, 2826.. 2939 



Seq. ID OJ000323_19.0420.C7 
Strand 
End 

Method 
End 

Score ' 



2944 

TBLASTX: Soybean 

2944 

68 



Seq. ID OJ000323_19.0420.C8 



56491 
118200 
1 

OJ000323_19. 0420.C8.o2.np 
1 

7510076 
1..97, 989. .1375 

hypothetical protein Y50E8A.i - Caenorhabditis elegans 



Strand 
End 

Method 

End 

Score 



+ 

1375 
AAT/NAP 
1375 
101 



.np 



Seq. ID 
Strand 
'.End - 
Method 
End ■ 
Score 



OJ000323 ; 19. 0420. C8 



56491 

118201 ' 

1 ..... 

OJ000323_19 . 0420 . C8 . ol . 
1 

7489142 
1..527 

hsr201 protein, hypersensitivity-related - common tobacco 
gi 1 1171577 | emb | CAA64 636 .1 1 (X95343) hypersensitivity-related 
.gene [Nicotiana tabacum] 



587 - 
AAT/NAP 
527 
427 



Seq. No. 56491 

Gene No. 118201 

Start 1 

Name OJ000323_19 . 0420 . C8 . ol . ts 

Start 6 

GI none 

Exons 6.. 116, 105.. 587, 106.. 525 

Seq. No. 56491 

Gene No. 118201 

Start 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000323_19.0420.C8 
587 

TBLASTX: Soybean 

587 

192 



OJ000323 19. 0420. C8 



587 



56955 




Name 


ujuuujzj i y . U4 zu . to . oi . gs 


Method 


GENSCAN 


Start 


by 


End 


ozl 


GI 


none 


Score 


O Q 
. OO 


Exons 


by . . ozl 






Seq. No. 


ob4 y l 


****** TP* 

beq. iu 


OJUUUozo iy.U4^U.Co 


Gene No . 




Strand 




Start 


1 


End 


587 


Name 


OJ000323_19.0420.C8.ol.gp 


Method 


AAT/GAP 


btart 




rjna. 


0 / 0 


GI 


Z / 1 IU I . KlUo 4 


Score 


Ol A 

y 14 


Exons 


ilo. . 0 / O 






GI Descrip. 


11/10/ // emo I LAAb4 bob i y . ue- 


JO (Ayoo4o) 


... 

hyper sensiti vi ty-r elated 




gene [Nicotiana tabacum] 1 






Seq. No. 


56491 


Seq. ID 


OJ000323_19.0420.C8 


Gene No. 


118201 


Strand 




b tar u 


i 


ii.no. 


COT 
JO / 


Name . 


UJUUUo<£o 1 y . U4 z U . Lo . Ol . ZTCl 


Method 


i bLAb 1a : Mai ze 


Start 


^ 1 b 


Lna 


a a n 
4 4 U 


GI 


none 


Score 


oZ 


Exons 


oic /i/in oon "3 £ g 
Z lb . . 41 4 U , ^U.-oby 






Seq. No. 


56491 


. Seq. ID ■ 


OJ000323_19.0420.C8 


Gene No. 


118201 r . 


Strand 




Start 


1 


T-> _] 

hna 


COT 
OO / 


Name 


OJU00323 19 . 0420 . Co . ol . tw 


Method 


TBLASTX : Wheat 


Start _ 


273 


End 


504 


GI 


none 


Score 




Exons 


Z/J..341, 336. .503, 3o2..oU4 






beq. jno . 


R C A Q O 

o b4 


Seq. ID 


ojuuuozo iy.U4^u.cy 


bene i\io • 


118202 


Strand 


+ 


Start • 


932 


End 


5507 


Name 


OJ000323 19.0420.C9.ol.np 


Method 


AAT/NAP 


btart 


932 


End 


5498 


GI 


. 7489723 


Score 


754. ■ 


Exons 


932.;959, 3256.. 4187, 4761-.. 


4913, 5033. 


.5104, 5391;. 5498 ■' 


GI Descrip. 


crpl protein - maize gi | 328 9002 | gb | AAC25599 . 1 |' (AF073522 ) CRP1 




[Zea mays] 






Seq. No. 


56492 


Seq.. ID 


OJ000323_19.0420.C9 


Gene No. 


118202 


Strand 


+ 


b tar l 


932 


End 


5507 


Name 


0^000323 19.0420.C9.o2.gs 


Method 


GENSCAN 


Start 


3051 


End 


5507 


bl 


none 


Score 


.83 


Exons 


3051. .4187, 4761. .4913, 5391 


. .5507 




beq. no. 


56492' 


Seq. ID 


OJ000323_19.0420.C9 


bene ino . 


118202 


Strand 


+ 


Start 


932 


End 


5507 


Name 


OJ000323 19.0420.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


3405 


End 


5116 


GI 


none 


Score 


90 


Exons 


3405.. 3644, 3468.. 3893, 3582 


..3992, 367 


8. .4100, 3750. .4097, 




3761.. 4099, 3804.. 4187, 5030 


. .5116 





56956 



19.0420..C9 



Seq. No. 56492 Seq. ID 

Gene No. 118202 Strand 

Start 932 End 

Name OJ000323_19 . 0420 . C9 . ol . ts Method 

Start 3474 End 

GI none Score 

Exons 3474. .3842, 3501. .4052, 3746. .3997, 3795. .4031, 3816. .4184, 
4740. .4874 



OJ000323_ 
+ 

5507 

TBLASTX : Soybean 

4874 

131 



C pk f-r Mo 

O C * L^i\J * 


56492 








Seq. ID 


OJ000323 


1 Q 04 90 rQ 




118202 








Strand 


+ 




o Lai L 


Z> ~J £. 








End 


5507 




Name 


o.tooo^?^ i q 


• Ut^U . 




tc 


Method 


TBLASTX: 


^ress 


OLdl L 


"3S04 ~~ 

J J \J *i 








End 


4883 






none 








Score 


112 




Exons 


?^04 

JJU4 . . JO Jl ; 


^fi^O 
jo jU i 


4004 


^7 4 £ 


.4006, 3810. .4187, 


4740 4 Rfi "3 


Seq. No. ■ 


56493. 








Seq. ID 


OJ000323 


_19.0420.C11 


Gene No. 


118203 








■Strand 


+ 




u Ldl L 


681 








End 


1506 




Name 


OJ000323 19 


.0420. 


Cll.ol 


. gs 


Method 


GENSCAN 






681 








End 


1506 




\J J. 


none 








Score 


.6 




Exons 


681. .1082, 


14077 . 


1449, 


1493. . 


1506 






Seq. No. 


56493 








Seq. ID 


OJ000323 


_19.0420.C11 


Gene No. 


118204 








Strand 






O Ual L 


1816 








End 


3490 




Ha mo 
INdlLltS 


OJ000323 19 


.0420. 


Cll.ol 


.gp 


Method 


AAT/GAP 




Jlal L 


1678 






End , 


3138 




O -L 


5002953 








Score 


1272 






1678. .1859, 


2339. 


.2748, 


3007. 


.3138 








4680203/gb|AAD27566. 1 IAF114171 7 1 . Oe- 


39 (AF114171) TNP2-11 




protein [Sorghum bicolor] 








Seq.. No. 


56493 








Seq. ID- 


OJ000323 


_19.0420.C11 


Gene No. 


118204 








Strand 






Start 


1816 








End 


3490 




Name 


OJ000323 19 


.0420. 


Cll.o2 


.gs 


Method 


GENSCAN 




Q+- a r +- 
o Lai L 


1816 








End 


3447 




GI 


none 








Score 


.94 




Exons 


1816. .3447 














Seq. No. . ' 


. 56493 








Seq. TD 


OJ000323 


_19. 0420. Gil 


Gene No. 


118204 








Strand 






Start 


1816 








End 


3490 




Name 


OJ000323 19 


.0420. 


Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start . 


1903 








End 


3123 




GI 


none 








Score 


61 




Exons 


1903. .1995, 


1996. 


.2100, 


2024. 


.2101, 2125. .2166, 


2125. .2163, 




2170. .2217, 


2206. 


.2397, 


2222. 


.2362, 2401. .2562, 


2405. .2545, 




2581. .3123, 


2633. 


.3079 










Seq. No. 


56493 








Seq. ID 


OJ000323 


_19.0420.C11 


Gene No. 


118204 








Strand 






Start 


1816 








End 


3490 





56957 




Name 


OJ000323 19.0420.Cll.ol.np 


Method 






Of -i v- f- 


2291 


End 


j 4 y u 




C T 


6742729 


Score 


y dq 




Exons 


2291. .3490 








ui uescnp . 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


56493 


Seq. ID 


OJ000323_19.0420. 


Cll 


Gene No. 


118204 


Strand 






btart 


1816 


End 


3490 




Name 


r\ m n n "3 o o iq c\ a o c\ pi i «i ^ 
UJUUUo^J 1 y . U4 z U . LI 1 . Ol . tc 


Method 


TBLASTX : Cress 




otdrt 


2410 


End 


2836 






none 


Score 


68 




Exons 


2410. .2562, 2423. .2545, 2581. 


.2832, 2633. .2836 




Seq. No. 


56493 


Seq. ID 


OJ000323 19.0420. 


Cll 


Gene No. 


118204 


Strand 


- 




OLaiL 


1816 


End 


3490 




Name 


Pi TAHmO^ TO C\ A O Ci pi 1 4-m 

ujuuuj^j iy . U4zu . lii . oi . tm 


Method 


1 dJjAo 1 a : jyjdi ze 






2734 


End 


3219 






none 


Score 


89 






2734.. 3219, 2741. .2890, 3026. 


.3202 






Seq. No. 


56493 


Seq. ID 


OJ000323_19. 0420. 


Cll - 


Gene No. 


118204. 


Strand 


- 




otart 


1816 


End 


3490 




Name 


OJUUUJZo iy . (J4z(J . Cll . OZ . tw 


Method 


1 dLiAo 1 a ; wnea l 




Start 


3127 


End 


3483 






none 


Score 


66 




Exons 


3127.. 3210, 3128.. 3211, 3247. 


.3483, -324 


18. .3448 




Seq. No. 


56493 


Seq. ID 


OJ000323 19.0420. 


Cll 


Gene No. 


118204 


Strand 


- 




o car t. 


1816 


End 


3490 




Name 


OJ000323 19.0420.Cll.o2.tm 


Method 


TBLASTX: Maize 




O A >rf 

otart 


3256"' 


End 


3471 




C T 


none 


Score 


92 




Exons 


3256.. 3318, 3325.. 3471, 3335. 


.3442 






Seq. No. 


56494 • 


Seq. ID 


OJ000323_19.0420. 


C14 


Gene No. 


118205 


Strand ■ 


+ 




Of a 

o tarn 


341 


End 


1454 




Name 


OJ000323 19.0420.C14.ol.gs 


Method 


GENSCAN 




otart. 


341 


End 


1374 




PT 


none 


Score 


.74 




Exons 


341.. 428, 965^-1082,. 1189. .1374 






oeq . no . 


56494 


Seq. ID 


OJ000323_19.0420. 


C\ A 


bene lmo . 


118205* 


Strand 


+ 




Start 


341 


End 


1454 




Name 


OJ000323 19.0420.C14 .ol.gp 


Method 


AAT/GAP 




Start 


961 


End 


1454 




GI 


956 1.R1084 


Score 


692 




Exons 


961. . 1454 








GI Descrip. 


'5815410/gb|AAD52659.1 |AF177392_1 0.0e+00 (AF177392) blast and 




■ wounding induced mitogen-activated protein kinase [Oryza 




sativa] ' 









56958 





i_> C *kJ • LNUi 


J U *a ^ 1 








Oc(ji X u 


oTnnn^9^ i q c\aoc\ 

\J\J\J\J\jO£.0 X .? • U *i ^ U 


m a 




Gene No . 


118205 








Strand 


+ _ 






Start 


341 








End 


1454 






Name 


OJ000323 19 


.0420 


.C14.ol 


.np 


Method 


AAT/NAP 






Start 


977 








End 


1454 








5815410 








Score 


545 








977. . 1454 
















ui uc juj — L ir * 


(AF177392) 


blast 


and wounding induced mitogen-activated 


r-\ v /~\\~ o i n 
\JL \J U.C XII 






kinase [Oryza sativa] 














56494 








c prr jn 

OC^ i X lJ 


OJ000323JL9.0420 


.C14 




Gene No. 


118205 








Strand 


+ 






Start 


341 








End 


1454 






Name 


OJ000323 19 


.0420 


.C14.ol 


.tm 


Method 


TBLASTX: Maize 








997 








End 


1382 






GI 


none 








Score 


54 






JjAUI I o 


997. .1047, 


998. . 


1039, 1000.. 


1053, 1053 


. .1109, 1054. .1110, 






1054. .1110, 


. 1100 


1381, 


1101 


. .1382 










56494 








Seq. ID 


OJ000323_19.0420 


.€14 




Gene No. 


118205 








Strand 


+ 






Start 


341 








End 


1454 






Name 
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118207 
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Start 
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End 
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GI 
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1170. .1348 
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Seq. No. 56496 

Gene No. 118208 

Start 1414 

Name OJ000323_19 . 0420 . C16 . ol . gs 

Start 1414 

GI none 

Exons 1414 . .2475 



Seq. -ID OJ000323_19.0420.C16 
Strand 

End 4 637 

Method GENSCAN 

End 2475 

Score 1 
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GI 
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GI Descrip. 
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Gene No. 
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Name 

Start 

GI 
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56496 
118208 
1414 

OJ000323_19.0420.C16.ol.np 
1420 
7487544 
1420.. 2322, 4270. ,.4408 

hypothetical protein T2L5.1 - Arabidopsis thaliana 
gi|3695389|gb|AAC62791.1| (AF096371) contains similarity to 
D-isomer specific 2-hydroxyacid dehydrogenases (Pfam: 
2-Hacid_DH. hmm, score: 19.11) [Arabidopsis thaliana] 



Seq. ID OJ000323_19.0420.C16 
Strand 

End 4 637 

Method AAT/NAP 

End 4408 

Score 895 
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118208- 

1414 

OJ000323_19. 0420.C16.ol.tw 
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1462. .1767, 1463.. 1768 
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Strand ' - 
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Method TBLASTX : Wheat 

End 1768 
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Start 1414 

Name OJ000323JL9 . 0420 . C16 . o2 . tm 
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M GI none 

^3 Exons . 1468.. 1629, 1469.. 1630 



Seq. ID OJ000323_19.0420.C16 
Strand 

End 4 637 

Method TBLASTX : Maize 

End 1630 
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Gene No. 118208 

Start 1414 

Name OJ000323_19 . 0420 . C16 . o2 . ts 

Start 1540 

GI none 

Exons 1540.. 1818, 1541.. 1807 



Seq. ID OJ000323_19.0420.C16- 
Strand 

End. 4 637 

Method TBLASTX : Soybean 

End 1818 

Score 138 & 
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Name 

Start 

GI 
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118208 

1414 

OJ000323_19.0420.C16.ol.tc 

1553 
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Seq. ID OJ000323_19.0420.C16 
Strand 

End 4 637 

Method TBLASTX : Cress 

End 1930 

Score 142 
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End 


4637 
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End 
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37-02. .3836, 


3708. 
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Start 
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Method 
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GI 7487544 Score 875 

Exons 1088.. 1180, 3247.. 4076 

GI Descrip. hypothetical protein T2L5 . 1 - Arabidopsis thaliana 

gi|3695389|gb|AAC62791.1| (AF096371) contains similarity to 
D-isomer specific 2-hydroxyacid dehydrogenases (Pfam: 
2-Hacid_DH. hmm, score: 19.11) [Arabidopsis thaliana] 



Seq. No. 56497 Seq. ID 

Gene No. 118209 Strand 

Start 1088 End 

Name OJ000323_19 . 0420 . C17 . o2 . gp Method 

Start 2954 End 

GI 428623 ' Score 

Exons 2954.. 3319 



OJ000323_19. 0420.C17 
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Start 2997 End 
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Exons 2997.. 4151 
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Gene No. 118210 

•Start 4711 

Name OJ000323_19 . 0420 . C17 . o3 . gp 

Start 4675 
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Exons 4675.. 4905, 4983.. 5261 



v-.Seq. ID OJ000323_19.0420.C17 



Strand 
End 

Method 

End 

Score 
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7433 
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5261 
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^ Seq. No. 56497 Seq. ID OJ000323_19 . 0420 . C17 

= Gene No. 118210 Strand + 

tl Start 4711 End 7433 

G Name OJ000323_19 . .0420 . C17 . o3 ,-gs Method GENSCAN ' 

il . Start 4711 End 6652 

: ~ GI "none Score .95 

^ Exons ■ 4711. .4905, 4983. .5296, 5435.-5465, 5954. .6128, 6221. .6348, 
□ 6539.. 6652 
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6043. .6128, 6221. .6348, 6539.-6599, 7122. .7433 
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GI 
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GI Descrip. 
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118211 Strand 

1 End 

OJ000323_19.0420.C17.ol.np Method 

1 End 

7487134 *" Score 



OJ000323_19.0420.C17 

2706 
AAT/NAP 
2706 
701 



1..25, 246. .447, 1406. .1528, 1660. .1811, 2406. .2706 
hypothetical protein T18B16.160 - Arabidopsis thaliana 
gi|2828294 | emb | CAA1 6708 . 1 1 (AL021687) putatative protein 
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[Arabidopsis thaliana] gi | 7268714 | emb | CAB78921 . 1 | (AL161550) 
putatative protein [Arabidopsis thaliana] 
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Seq. ID OJ000323_19.0420.C17 
Strand 

End- 2706 

Method TBLASTX: Maize 

End 1778 

Score 251 



213. .449, 246.-485, 265. .453, 1396. .1524, 1397. .1495, 
1404. .1517, 1405. .1524, 1698. .1775, 1698. .1778 
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1 2828294 /emb | CAA16708 . 1 | 5.0e-43 (AL021687) putatative protein 
[Arabidopsis thaliana] 1 
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Score 72 

.5070, 5103.. 5297, 5138.. 5299, 

.5461, 5394..546S, 5394. .5465, 
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Strand 
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Method TBLASTX: Cress 
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.5413, 5388. .5417, 5420. .5461, 
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5139 

none 

5139.. 5297, 5150. .5299, 5393. 
5427.. '5465, 5743.1 5844, 5743. 
5951.. 6127, 5959.. 6150, 6219. 
6545.. 6622, 6545. .6598, 7100. 
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Strand 

End 7193 

Method TBLASTX : Soybean 

End 7193 

Score 191 

.5410, 5394. .5414, 5^411. .5461, 
.5838, 5748. /5843, 5951. .6127, 
.6299, 6220.. 6324, 6538.. 6594, 
.7192, 7121. .7192, 7122. .7193 
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□ GI none 

■•■•A Exons 5788. .5862, 
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Seq. ID OJ000323_19.0420.C17 
Strand 

End 7193 

Method TBLASTX : Cress 

End 7192 

Score 91 

5790.. 5852, 5959.. 6150, 5960. ..6127, 6220.. 6312, 
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Gene No. 118214 " Strand 

Start 233 End 

Name OJ000323_19 . 0420 . C18 . ol . gs Method 

Start 233 End 

GI none Score 
Exons 



OJ000323_19.0420.C18 
+ 

7215 

GEN SCAN ' 

7215 

.54 



233.. 438., 571. .832, ■ 867. .949, 1055.. 1793, 1999.. 2960, 
3445.. 3518, 3594. .3748, 3824. .3960, 4046. .4268, 4341.. 4459, 
4540. .4838, 4943. .5204, 5297. .5404, 5451. .5552, 5820. .6189, 
6253. .6506, 6895. .7215 
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Gene No. 
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GI 

Exons 

GI Descrip. 



56498 .. Seq. ID OJ000323_19 . 0420 . C18 

118214 * Strand + 

233 End 7215 

OJ000323_19. 0420.C18 .ol .np Method AAT/NAP 

322 End 7215 

7228438 Score 33.07 

322. .2306, 3865. .3960, 4046. .4459, 4540. .4838, 4943. .5204, 

5297. .5447, 6794. .7215 

(AP001366) EST C28 952 (C6294 5) corresponds to a region of the 
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predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000323_19.0420.C18 
+ 

7215 
AAT/GAP 
5882 
761 



56498 Seq. ID 

118214 Strand 
233 End 
OJ000323_19.p420.C18.ol.gp Method 
3633 " . End 
LIB3433-020-P1-K1-A6 Score 
3633. .3675, 5497. .5882 

'5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 

56499 Seq. ID OJ000323_19 . 0420 . C19 

118215 Strand 

1 End 2156 

OJ000323_19.0420.C19.ol.np .Method AAT/NAP 
1 End 2156 

7485859 - Score 871 

1..60, 614. .2156 

hypothetical protein F20D10.300 - Arabidopsis thaliana 
gi| 4467124 | emb | CAB37558 . 1 | (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 | emb | CAB804 83 . 1 | (AL161593) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


56499 




Seq. ID 


OJ000323_19.0 


Gene No. 


118215 




Strand 




Start 


1 




End 


2156 


Name 


OJ000323 19.0420.C19.ol 


. gs 


Method 


GENSCAN 


Start 


552 ■ 




End 


1937 


GI 


none 




Score 


.74 


Exons 


552. .1937. 








Seq. No. 


56499 




Seq. ID 


OJ000323_19.0 


Gene No. 


118215 




Strand 




Start 


1 




End ■ 


2156 


Name 


OJ000323 19.0420.C19.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


633 




End 


1082 


GI 


none 




Score 


117 


Exons 


633. .746, 819. .848, 854 


. .919, 


921. .1082 



56966 



Seq. No. 56499 
Gene No. • 118215 

Start 1 

Name . OJ000323_19 . 0420 . C19 . ol , 

Start 1137 

GI none 

Exons 1137.. 1280, 1302.. 1868, 



Seq. ID ' OJ000323_19.0420.C19 
Strand 

End/ 2156 

ts Method TBLASTX: Soybean 

End 1869 

Score 223 
1342. .1869, 1702. .1869 



Seq. No. 56499 

Gene No. 118215 

Start 1 

Name OJ000323_19 . 0420 . C19 . ol , 

Start 1191 

GI none 

Exons 1191.. 1493, 1368.. 1448, 



Seq. ID OJ000323_19.0420.C19 
Strand 

End 2156 

tm Method TBLASTX: Maize 

End 1821 

Score 49 
1521. .1820, 1567. .1821 



Seq. No. 56499 

Gene No. 118215 

Start 1- 

Name OJ000323_19 . 0420 . C19 . ol . 

Start 1266 
GI . none 

Exons 1266.. 1691, 1392.. 1682 



tw 



Seq. ID OJ000323_19.0420.C19 
Strand 

End 2156 

Method TBLASTX : Wheat 

End 1691 

Score 89 . 



In Seq. No. 56499 

fjj Gene No. '■' 118215 

t « Start 1 

I s 1 Name OJ000323_19 . 0420 . C19\ol . 

4?. Start 1618 

y GI none 

rU Exons 1618.. 1839, 1620.. 1961 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_19.0420.C19 
2156 

TBLASTX: Cress 

1961 

58 



r~ Seq. No. 56500 

Tl Gene No. 118216 

>: Start 1257 

M Name GJ000323_19 . 0420 . C20 . ol . 

\1 Start * • 1257 

fi GI none 

11 Exons 1257.. 1361 



Seq. ID OJ000323_19.0420.C20 

Strand + 

End 1361 

Method ■ GEN SCAN 

End 1361 

Score .56 



Seq. No. 56501 ' . Seq. ID 

Gene No.' 118217' Strand 

Start 3734 End 

Name OJ000323_19 . 0420 . C25 . ol . np Method 

Start 3734 End 

GI 6539570 Score 

Exons 3734.. 3928, 4184.. 4250, 4734. .4754 

GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



OJ000323_19.0420.C25 

+' ■ ■ ' ■ ' ' " 
4754 
AAT/NAP 
4754 
125 



Seq. No. 56501 

Gene No. 118218 
Start . ■ 1660 

'Name OJ00032-3_19 . 0420 . C25 . ol, 

Start 1660 . 

GI none 

Exons 1660.. 2135, 2173.. 2251 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_19.0420.C25 

2251 
GENSCAN 
2251 
.97 



56967 



r ~5 

1:3 



Seq. No. 


56501 






Seq. ID 


OJ000323_ 


19. 


0420. 


C25 




1 1 Q91 Q 

1 1 0 Z 1 y 






Strand. 










b tar t 


O Q /I C 






bna 


4 UO / 








Name 


UJUUUjz j Ly 


c\aoc\ rot; 


. gs 


Method 


(j£jINbL*A.iN 










.30 fl o 








4 Uj / 










none 






Score 


. O J 








Exons 


OO 4 0 . . 4UD / 
















Seq. No. 


56501 






Seq. ID 


OJ000323_ 


19. 


0420. 


C25 


bene inu . 








o t ranu. 










O -1- v+- 

btaiL 


fi J JO 






bna 


A *7 O 1 








Name 




OA on no R 


. gs 


fuT 4~ /~\ 

ixie tnoci 










o l air l 








ona 


ft / Z 1 








PT 


none 






Score 










' t r /—\ y*\ (-> 

lxods 


fi O :? O . . ftO J / ^ 


*i o y ± . .ft / z i 














Seq. No. 


56502 






.Seq. ID 


OJ000323_ 


19. 


0420. 


C26 


oentr LNO . 


118221 






Q+- r*a nH • 


T 








btart 


415 






17 ri 


1 nOyl 








Name 


OJ000323 19. 


0420.C26.ol 


gs 


Tut ^ V*\ /*J 










o tar l 


415 






tna 


1 fi *3 A 










none 






Score 


.OO 








Exons 


415. .423, 580. .672, 735 














Seq. No. 


56502 






Seq. ID 


OJ000323_ 


19. 


0420. 


C26 


Gene No. 


118222 






Strand 


+ 








Start 


1894. 






End 


4204 








Name 


OJ000323 19. 


0420.C26.o2 


gs 


Method 


GEN SCAN 








Start 


1894 






End 


4036 








GI 


none 






Score 


.61 








Exons 


1894. .2294, 


3024. .3204, 


3519. 


.3595, 3970.. 4036 









Seq. No. 
H Gene No. 
^4 Start' 
|* Name 
,1 Starts 

n GI 

!!: Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



56502 

118222 

1894 

OJ000323_19.0420.C26.o2.np 

1894 

6225938 

1894. .2246, 3024. .3204, 
RER1A PROTEIN (ATRER1A) 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3762. .3800 

gi|2865175|dbj |BAA24 803| (AB01094 5) 
AtRerlA [Arabidopsis thaliana] gi | 49144.34 I emb I CAB43637 . 1 1 
(AL050351) AtRerlA [Arabidopsis thaliana] 



OJ000323_19.0420.C26 
+ 

4204 
AAT/NAP 
3800 
694 



56502 

118222 

1894 

OJ000323_19.0420.C26.ol.gp 
2169 

15354_2.R1084 

2169. .2246, 3024.. 3204, 3762 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4204 

'2865175/db}|BAA24803| 1.0e-40 (AB010945) AtRerlA [Arabidopsis 
thaliana] >gi_4 914 4 34_emb_CAB4 3637 . 1_ (AL050351) AtRerlA 
[Arabidopsis thaliana ] 1 



OJ000323_19. 042.0. C26 
+ 

4204 
AAT/GAP 
4204 
1225 



56502 
118223 



Seq. ID OJ000323_19.0420.C26 
Strand + 



56968 



Start 

Name 

Start 

Exons 



4850 End 6712 

OJ000323_19 . 0420 . C26 . o3 . gs Method GENSCAN 
4850 End 6712 

none Score .96 

4850. .4930, 5133. .5211, 5407 .. 5454 554 8 5571, 6073. .6255, 
6370.. 6445, 6577.. 6712 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



56502 

118224 

6650 

OJ000323_19.0420.C26.o2.gp 

6650 

5004640 

6650.. 6939 



Seq'. ID OJ000323_19.0420.C26 

Strand + 

End 6939 

Method AAT/GAP 

End 6939 

Score 536 



Seq. No. 

Gene No. 
■ Start 
1 Name 

Start 

GI 

Exons 

GI Descrip. 

a 3 

[H Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



56502 
118225 
7773 

OJ000323_19.0420.C26.o3.gp 
7596 

265 2.R1084 



Seq. ID OJ000323_19.0420.C26 
Strand + 

10048 
AAT/GAP 
10048 
1948 



End 

Method 
End 

_ Score 
7S96..7838, 8088. .8166, 8563. .8610, 8704. .8727, 9194. .9376, 
9485.. 9560, 9660.. 10048 

'34200.55 1.0e-79 (AC004680) cyclophilin [Arabidopsis thalianaj" ' 



56502 

118225 

7773 

OJ000323_19. 0420.C26.o4 . gs 

7773 

none 

7773. .7838, 8088.. 8166, 8563. 
9485. .9560, 9660.. 9798 



Seq. ID OJ000323_19.0420.C26 

Strand + 

End 10048 

Method GENSCAN 

End 97 98 

Score .99 

.8610, 8704.. 8727, 9194.. 9376, 



Seq. No. 
Gene . No . 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



56502 

118225 

7773 

OJ000323_19 r'0420 . C2 6 . o3 . np 

8031 

7437323 



Seq. ID OJ000323_19.0420.C26 

Strand + 

End 10048- 

Method AAT/NAP 

End 97 95 

Score 682 



8031. .8166, 8563. .8610, 8704. .8727, 9194. .9376, 9485. .9560, 
9660.. 9795 

peptidylprolyl isomerase (EC 5.2.1.8) F23F1.12 - Arabidopsis 
thaliana gi | 3420055 | gb | AAC31856 . 1 | (AC004680) cyclophilin 
[Arabidopsis thaliana] 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



56502 
118226 
10723 

OJ000323_19.0420.C2 6.o4.np 
10723 
6728983 
10723.. 10967 

(AC018363) unknown protein [Arabidopsis" thaliana] 



Seq. ID OJ000323_19.0420.C26 

Strand + 

End 10967 

Method AAT/NAP 

End 10967 

Score 321 



56502 
118227 



Seq. ID OJ000323_19.0420.C26 
Strand 



56969 



Start 
Name 
Start 
GI 

Exons 



10632 

OJ000323_19.0420.C26.o3.tc 

1891 

none 

1891.. 2169, 2173, .2256, 2187. 
3013. .3204 



End 

Method 

End 

Score 



10967 

TBLASTX: Cress 

3204 

129 



,2249, 3012.. 3203, 3013. .3204, 



Seq. No. 56502 

Gene No. '118227 

Start 10632 

Name OJ000323_19 . 04 20 . C26 . o3 . ts 

Start 1911 

GI none 

Exons 1911.. 2084, 1939.. 2187, 
3013. .3204, 3019. .3204 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_19.0420.C26 
10967 

TBLASTX : Soybean 

3204 

128 



2176. .2253, 2199. .2249, 3012. .3203, 



Seq. No. 56502 

Gene No. 118227 

Start 10632 - 

Name OJ000323_19 . 0420 . C26 . o4 

Start 1911 

GI none 

Exons 1911.. 2087, 1942.. 2160, 

Seq. No. 56502 

Gene No. 118227 

Start 10632 

Name OJ000323_19 . 0420 . C26 . o3 

Start 29.70 

GI none 

Exons 2970.. 3203, 3013.. 3204, 
3758. .3805 



Seq. ID OJ000323_19.0420.C26 
Strand 

End 10967 

.tm Method TBLASTX: Maize 

End 2256 

Score 177 
2161. .2256, 2187.. 2255 . 

Seq. ID OJ000323_19. 04.20. C26 
Strand 

End.. 10967 

.tm Method TBLASTX: Maize 

End 3815 

Score 292 
3018. .3203, 3019. .3204, 3750. .3815, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56502 

118227 

10632 

OJ000323_19, 

5130 

none 

5130. .5225, 
6069. .6263, 
6573. .6668, 
8076. .8168, 
8686. .8727, 
9483. .9560, 



0420.C26.ol.ts 



5405. .5452, 5406. 

6069.. 6257, 6101. 

6576.. 6668, 6577. 

8087. .8167, 8087. 

9186. .9377, 9190. 

9637.. 9798, 9637. 



56502 

118227 

10632 

OJ000323_19.0420.C26.o2.tw 

5172 

none 

5172.. 5225, 5406.. 5450, 5547, 
6369.. 6434, 6369.' ."6431, 6548. 
8703. .8729, 9186. .9293, 9190. 
9472. .9561, 9483. .9560, 9651. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5453, 5544 
.6259, 6359 
.6678, 6577 
.8170, 8088 
.9378, 9190 
.9792, 9660 



OJ000323 19.0420.C26 



10967 

TBLASTX: Soybean 
9800 
83 

5573, 5544.. 5570, 
6433, 6363.. 6434, 
6705, 6578.. 6706, 
8168, 8562. .8609, 
9378, 9472.. 9561, 
9800 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 19.0420.C26 



10967 

TBLASTX: Wheat 
9789 
57 

5573, 6069.. 6263, 6101.. 6256, 
6730, 6577.. 6699, 8562.. 8606, 
9378, 9193.. 9369, 9333.. 9383, 
9782, 9661.. 9789 



56970 



Seq. No. 56502 
Gene No. 118227 
Start 10632 

Name OJ000323_19 . 0420 . C26 . ol . tc 

Start 5406 . 

GI ' none 

Exons 5406.. 5453, 5544.. 5573, 6069. 

6363.. 6437, 6548.. 6712, 6556. 
9193.. 9372, 9330. ;9383, 9472. 
9661. .9789 " 



Seq. ID OJ000323_19.0420.C26 
Strand 

End 10967 
Method TBLASTX : Cress 
End 978 9 

Score . 45 . 

.6263, 6101.. 6256, 6359. .6436, 
.6651, 8127.. 8201, 9190. .9378, 
.9561, 9483.. 9560, 9660. .9782, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56502 

118227 

10632 

OJ000323_19.0420.C26.ol.tm 

6064 

none 

6064.. 6168, 6064.. 6120, 6069. 



Seq. ID OJ000323_19.0420.C26 
Strand 

End 10967 

Method TBLASTX : Mai ze 

End 9831 

Score 77 

.6263, 6104.. 6256, 6223. .6264, 



6359.. 6433, 6359.. 6433, 6360 6446, 6361.. 6468, 6363.. 6434, 

6573.. 6704, 6577.. 6705, 6578.. 6706, 9186.. 9377, 9190.. 9378, 

9190. .9375, 9472. .9561, 9483. .9560, 9484. .9561, 9637. .9831, 
9660. .9821 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323 19.0420.C26 



56502 , . 
118227 
10632 

OJ000323_19.0420.C26.o4 .gp 
10600 

1330_1.R1084 
10600.. 10967 

' 6015437/dbj | AB008112.il AB008112 1.0e-09 Homo sapiens PEX1 mRNA, 
complete cds 1 



10967 
AAT/GAP 
10967 
600 



5 Seq. No. 56502 Seq. ID 

Q Gene No. 118227 ^ * Strand 

Vj Start 1 10632 * End 

U Name OJ00i3323_19 . 0420 . C26 . o5 . gs Method 

I"! Start 10632 End 

GI none Score 

U Exons 10632.. 10907 



OJ000323_19.0420.C26 

10967 
GENS CAN 
10907 
.85 



Seq. No. 56502 Seq. ID 

Gene No. 118227 Strand 

Start 10632 End 

Name OJ000323_1 9 . 04 20 . C2 6 . ol . tw Method 

Start 10720 End 

GI none Score 

Exons 10720. .10965, 10818.. 10931 



OJ000323_19.0420.C26 
10967 

TBLASTX: Wheat 

10965 

420 



Seq. No. 56502 Seq. ID 

Gene No. 118227 Strand 

Start 10632 End 
Name " OJ000323_19. 0420.C26.o2. tc Method 

Start 10720 End 

GI none Score 

Exons 10720. .10962, 10824.. 10916 



OJ000323_19.0420.C26 
10967 

TBLASTX: Cress 

10962 

323 



56971 



Seq. No. 56502 Seq. ID 

Gene No. 118227 Strand 

Start 10632 End 

Name OJ000323__19 . 0420 . C26 . o2 . ts Method 

Start . 10722 End 

GI none Score 
Exons 



OJ000323_19.0420.C26 
10967 

TBLASTX: Soybean 

10962 

369 



10722. .10742, 10723 10962, 10821.. 10928 



beq. no. 




beq. iu 


ujuuujzo iy.U4ZU.uzo 


bene jno. 


118227 


Strand 




Start 


10632 


End 


10967 


Name 


OJ000323 19.0420.C26.o2.tm 


Method 


TBLASTX: Maize 


bt art 


10723 


End 


iu y oz 


Oil 


none 


Score 


4 U O 


Exons 


10723. .10962, 10818.. 10931 






beq. no. 


56503 


Seq. ID 




Gene No. 


118228 


Strand 




Start 


1 


End 




Name 


OJ000323 19.0420.C27.ol.gp 


Method 


'aat/gap 


Start 


1 


End 


419 


GI 


1330 1.R1084 


Score 


TQQ 

/ O 0 


Exons 


1. .419 / 






GI Descrip. 


1 60154 37/dbj | AB008112 . 1 | AB008112 l.Oe- 


Jjy Homo sapiens PEXl ] 




complete cds 1 






Seq . No . ^ . 


. 56503 


Seq. ID 


OJuUUoZJ iy.U4zU.bZ/ 


Gene No.^ 


"118228 


Strand 




otart 


1 


End 


a a q a 
4 bo D 


Name 


OJ000323 19.0420.C27.ol.gs 


Method 


GENSCAN 


Start 


143 


End 


4547 


bl 


none 


Score 


Q Q 
.JO 


Exons 


143. .304, 2625. .2697, 3103.. 


3254, 3377 






4054. .4170, 4243. .4547 






beq. no. 


56503 


Seq. ID 


UJUUUJZo iy.U4ZU.LZ/ 


Gene' No . 


118228 


Strand ' 




otart ■ 


1 


End 


4686 


Name 


OJ000323 19.0420.C27.o2.gp 


Method 


AAT/GAP 


Start 


2199 


End 


2580 


GI 


LIB3433-018-Q6-K6-A4 


Score 


728 


Exons 


2199. .2580 






GI Descrip. 


* 6015437/dbj | AB008112 . 1 1 AB008112 l.Oe- 


10 Homo sapiens PEXl \ 




complete cds 1 






Seq. No. 


56503 


Seq. ID 


OJ000323_19.0420.C27 


Gene No. 


118228 


Strand 




Start 


1 


End 


4686 


Name 


OJ000323 19.0420.C27.ol.np 


Method 


AAT/NAP 


Start 


2493 


End 


4496 


GI 


7339488 


Score 


759 


Exons 


2493.. 2697, 3103.. 3254, 3377 


..3537, 3781. .3959, 4054. .4170, 




4243. .4496 






GI Descrip. 


(AL162459) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


56503 


Seq. ID 


OJ000323__19 . 0420 . C27 


Gene No. 


. 118228 


Strand 





56972 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons^' 



OJ000323_19. 04 20.C27 .ol.tm 

2525 

none 



End 

Method 

End 

Score 



4686 

TBLASTX: Maize 

4098 

38 



2525. .2557, 2589. .2711, 2611. .2700, 3093. .3251, 3094. .3249, 

3103. .3255,*: "3105. .3251, 3351.. 3533, 3356.. 3532, 3624.. 3746, 

3648. .3770,' 3649. .3759, 3650. .3775, 3650. .3772, 3808. .3894, 

3848.. 3970, 3867.. 3959, 4053.. 4097, 4054.. 4098 



56503 

118228 

1 

OJ000323_19.0420.C27.ol.tc 

3848 

none 



Seq. ID OJ000323_19.0420.C27 
Strand 

End 4686 

Method TBLASTX : Cress 

End 4185 

Score 66 



3848.. 3955, 3873.. 3938, 4053. .4169, 4054.. 4185 

56503 . 4 Seq. ID OJ000323_19 . 0420 . C27 

118228 "* Strand 

1 End 4686 

OJ000323_19.0420.C27.o3.gp Method AAT/GAP 

4350 End 4686 

none Score 654 

4350. .4686 



Se'q. No. 56503 

Gene No. 118228 

Start 1 

Name OJ000323_19 . 0420 . C27 . o2 . tm 

Start 4360 

GI none 

Exons 4360.. 4494, 4362.. 4478, 4471, 



Seq. ID-' OJ000323_19.0420.C27 
Strand 

End 4 68 6 

Method TBLASTX : Mai ze 

End 4536 

Score 175 
.4536 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.. 

Start' 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56504 Seq. ID 

118229 • Strand 
151 End 
OJ000323_I9 . 0420 . C28 . ol . gs ■ Method 
151 End 
none Score 
151. .627 

56505 

118230 Strand 
119 End 
OJ000313JD4 . 04 14 . C4 . ol . gs Method 
119 End 
none Score 



OJ000323_19.0420.C28 
627 

GEN SCAN 
627 
.66 . 



Seq. ID OJ000313_04.0414.C4 

+ ■ 
6222 

GENSCAN . 
6178 
.63 



119. .819, 858. .1009, 1120. .1431, 1699. .1952, 2010. .2317, 
2694.. 2754, 3117.. 3356, 3536.. 4221, 4926.. 6178 



56505 Seq. ID 

118230 Strand 

119 End 

OJ000313_04.0414 .C4 .ol.gp Method 

2305 End 

72524_1.R1084 Score 
2305. .2614 



OJ000313_04 .0414 .C4 
+ 

6222 

AAT/GAP* 

2614 

421 



56973' 



GI Descrip. 1 5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



56505 

118230 

119 

OJ000313JD4 .0414 .C4 . o2 .np 

2561 

7106512 



Seq. ID OJ000313_04.0414.C4 

Strand + 

End 6222 

Method AAT/NAP 

End 6222 

Score 2982 



2561. .2620, 2694. .2997, 3117. .4213, 4761. .5466, 5510. .5947, 
5995. .6222 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 56506 

Gene No. 118231 

Start 1 

Name OJ000313_04 . 04 14 . C5 . ol . np 

Start 1 

GI * 7106512 

Exons 1..254, 309.. 684 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000313_04.0414.C5 

Strand + 

End 10288 

Method AAT/NAP 

End 684 

Score 950 ' 



"SET 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 



56506 

118231 

1 

OJ000313_04 .0414 .C5.o2 .np 

1 . 

5091513 



Seq. ID OJQ00313_04 .0414 .C5 

Strand +•< " . 

End 10288 

Method AAT/NAP 

End 3231 

Score" 214 



1..92, 296. .495, 1209. .1563, 3183. .3231 
(AB023482) Hypothetical protein [Oryza sativa] 



56506 

118231 

1 

OJ000313_04.0414.C5.ol.gs 

139 

none 

139. .254, 279. .371, 410. .738 



Seq. ID OJ000313_04.0414 .C5 
Strand .-■ + 



End 

Method 
End- '■ 
Score 



10288 - 
GENSCAN 
738 
.52 



Seq. No. . 56506 

Gene No. 118231 

Start 1 

Name - OJ000313_04 . 04 14 . C5 . o2 . gs 

Start 1429 

GI none 
Exons 



Seq. ID OJ000313_04.0414.C5 

Strand + 

End.. 10288 

Method GENSCAN 

End 10288 

Score . 61 



1429. .1582, 3361. .6516, 6637. .7682, 7893. .8176, 9854. .9965, 
10205.. 10288 



Seq. No. 56506 

Gene No. 118231 

Start 1 

Name OJ000313_04 . 04 14 .C5.o2.gp 

Start 2968 

GI 72524_1.R1084 

Exons 2968.. 3281 



Seq. ID OJ000313_04 .0414 .C5 

Strand + 

End 10288 . 

Method AAT/GAP 

End 3281 

Score 417 



56974 



GI Descrip. ' 50914 96/dbj | AB023482 . 2 | AB0234 82 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence* 



beq. no. 


c c. c: n C 


Seq. ID 


OJ000313 


Gene No . 


■ 1 1 00"31 


Strand 


.+ 


btari: 


i 


End 


' 10288 


Name 


U J UUUjIj Ufl.U4±4.LO.Oo. np 


Method 


AAT/NAP 


btart 




End 


8198 






Score 


1518 


Exons 


c aoo /TOCO /r yi c "5 C/1Q1 


. .8198 




vJJ X G O ^ I_ X L/ . 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


56506 


Seq. ID 


OJ000313 


Gene No. 


118232 


Strand 


+ 


Start 


13754 


End 


24222 


Name 


OJ000313 04.0414.C5.o4.np 


Method 


AAT/NAP 


Start 


13754 


End 


24222 


GI 


. 6630459 


Score 


71 


Exons 


13754. .13836, 16359 .. 16391 , 


18353. .18658, 24160 


GI Descrip. 


(AC007190) F23N19.12 [Arabidopsis thaliana] 





Seq. No. 


C (Z C A (Z 

DDjUd 




Seq. ID 


OJUUUol o 


f\ A f\ A 1 A 

04.0414, 


. Co 




Gene No . 


1 1 Q O "3 O 




Strand 


+ 






J 


Start 


1 O "7 C A 

1 6 / o4 




End 










Name 


n Tf\rtO01 O C\ A r\ A T A' /~* c 

OJUUtJolJ U4.(J414.Co. 


o3.gp 


Method 


AAT/GAP 






n 


Start 


i n O A 1 

iy jui 




End 


19724 








GI 


none 




Score 


818 








Exons 


19301. .19724 














Seq. No. 


r rr A/' 

56506 




Seq. ID 


OJ000313_ 


f\ A f\ A *1 A 

04 . 0414 . 


. C5 




Gene No. 


118232 




Strand 


+ 








Start 


13754 




End 


24222 








Name 


OJ000313 04. 0414. C5. 


o4 . gp 


Method 


AAT/GAP 








Start 


20537 




End 


20909 








GI 


5667192 




Score 


720 








Exons 


20537.. 20909 














Seq. No. 


56506* 




Seq. ID 


OJ000313_ 


_04 .0414-. 


.C5 




Gene No. 


118233 




Strand 


+ 








Start 


32200 




End 


32452 






cJ 


Name 


OJ000313 04. 0414. C5. 


06 . gp 


Method 


AAT/GAP 








Start 


32200 




End 


32452 








GI 


' 4714532 




Score 


463 








Exons 


32200. .32452 














Seq. No. 


56506 




Seq. ID 


OJ000313_ 


_04.0414. 


.C5 




Gene No. 


118234 




Strand 


+ 








Start 


36012 




End 


42276 








Name 


OJ000313 04. 0414. C5. 


o7.gs 


Method 


GENSCAN 








Start 


36012 




End 


42102 








GI 


none 




Score 


.49 








Exons 


36012. .36130, 36742. 


.36799, 


36884. .36976, 37045. 


, .37198, 








37278. .37417, 37735. 


.39134, 


39231. .39504, 39571. 


.40780, 








40835. .42102 














Seq. No. 


56506 




Seq. ID 


OJ000313_ 


_04 .0414 . 


C5 




Gene No . 


118234 




Strand 


+ 







56975 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



36012 End 42276 

OJ000313_04 .0414 .C5.o5.np Method AAT/NAP 

36836 End 42276 

5922631 Score 6285 

36836.-37278, 37324 .. 378.95, 37938 38089, 3821 6 .. 39142 , 
39749.-42276 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 56506 
Gene No. 118235 
Start 47455 

Name OJ000313_04 . 04 14 . C5 . o7 . np 

Start 47392 
GI 5922620 
Exons 47392. .47430, 47470 

48495. .48671, 48779 
GI Descrip. (AP000492) EST 

predicted gene 



Seq. ID OJ000313_04.0414.C5 
Strand + 
End 50412 
Method AAT/NAP 
End 50409 
Score 682 
47629. .47681, 4 827 6 .. 4 8 4 47 , 
50279. .50409 
D15357 (C0514 ) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 



47583, 
48863, 



gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds 1 to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



□ Seq. No. 56506 Seq. ID 

jj Gene No. 118235 Strand 

*t Start 47455 End 

:f s Name OJ000313_04 . 0414 . C5 .o9.gs Method 

^ Start 47455 End 

5 GI none Score 

[3 Exons 47455..47S83, 4 7 981 .. 48217 , 48779 

,A 49638. .49809, 4 9936 50069, 50253 



OJ000313_04.0414.C5 
+ 

50412 
GENSCAN 
50412 
.66 

48863, 49470. .49584, . 
50412 



: a Seq No. 

Gene No. 
[3 Start 
□ Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56506 
118236 
50896 

OJ000313_04 .0414 .C5.ol0.gs 
50896 
none 

50896. .50979, 51982 . . 52069, 52274.. 52683 



Seq. ID OJ000313_04.0414 .C5 



Strand 
End 

Method 

End 

Score 



+ 

52683 
GENSCAN 
52683 
.7 



56506 
118237 
54574 

OJ000313_04 .0414 .C5.o8.gp 
54424 
none 

54424. .54846, 55005 .. 55082, 55243. .55651 



Seq. ID OJ000313_04.0414.C5 



Strand 
End 

Method 

End 

Score 



+ 

55651 
AAT/GAP 
55651 
1699 



Seq. No. 56506 - Seq. ID 

Gene No. 118237 Strand 

Start 54574 End 

Name OJ000313_04 . 04 14 . C5 . oil . gs Method 



OJ000313_04.0414.C5 
+ 

55651 
GENSCAN 



56976 






Start 


C A C "7 A 

o4o /4 




End 


55320 








GI 


none 




Score 


o o 
. OO 








Exons 


D40 /4 . . 04 0 4 b> jj^4o 














Seq. No. 


c £ c r\ £ 




Seq. ID 


O'J000313_ 


r\ a A A 1 A 

04 . 0414 


. C5 




Gene No. 


1 1 O O O O ■ 

1 loZ Jo 




Strand 


+ 








Start 


61430 




End 


68711 








Name 


OJ000313_04.0414.C5 


. ol4 . gs 


Method 


GENSCAN 








Start 


b!4 jU 




End 


68653 








GI 


none 




Score 


.74 








Exons 


614 JO . . 614 91 , bloly 


^ 1 A C A 

. . bl 9o0 , 


62943. . 63068, 63307 


. 63363, 








b4^ob . . b4 Joz, boy4b 


. . bbU Jo , 


66327. .66407, 66551 


c c c o o 
. OODOZ , 








b / o 14 . . bo U Jz / bol/o 


. . bo Z / U , 


68492. .68653 








Seq. No. 


56506 




Seq. ID 


OJ000313_ 


_04.0414 


.C5 




Gene No. 


118238 




Strand 


+ 








ni.-v.4- 

otart 


b 1 4 JU 




End 


68711 








Name 


UJUUUJ1J U4.U41fi.L,D 


. o 9 . gp 


Method 


AAT/GAP 








btart 


.b 4 u o y 




End 


66607 








GI 


none 




Score 


961 








Exons 


b4 Do y . . o4 Joz , boy4b 


. . bbU Jo , 


66327. .66407, 66551 


a c ez a i 






Seq. No. 


C ^ C A C 

56506 




•Seq. ID 


OJ000313_ 


f\ A f\ A -I A 

04.0414 


. C5 




Gene No. 


1 1 o o o o 




- Strand 


+ 








Start 


61430 




End 


68711 






fn 


Name 


OJ000313 04. 0414. C5 


. o9.np 


Method 


AAT/NAP 






f II- 


Start 


65930 




End 


68650 








GI 


6456167 




Score 


873 








Exons 


65930. .66035, 66327 


. .66407, 


66551. .66685, 67814 


.68032, 








68178. .68270, 68492 


. .68650 










w 


GI Descrip. 


(AC011622) unknown protein 


[Arabidopsis thaliana] 




r 1 3 


Seq. No. 


56506 




Seq. ID 


OJ000313_ 


_04 .0414. 


.C5 




Gene No. 


118238 




Strand ' 


+ 








Start 


614 30 




End 


68711 








Name 


OJ000313 04. 0414. C5 


. olO ..gp 


Method 


AAT/GAP 






x . 


Start 


67932 




End ■ , 


68711 






*- "3 


(jl 


■ none ' 




Score 


709 








Exons 


67932. .68032, 68178 


. .68270, 


68492.. 68711 








Seq. No. 


56506 




Seq. ID 


OJ000313_ 


_04.0414 


.C5 




Gene No. 


118239 




Strand 


+ 








O 4- -> v- 4- 

o rart 


70921 




End 


72129 








Name 


OJ000313 04. 0414. C5 


.oll.gp 


Method 


AAT/GAP 








Start 


'70849 




End 


71302 








bl 


none 




Score - 


840. 








Exons 


70849. .71302 














Seq. No. 


56506 




Seq. ID 


OJ000313_ 


_04 .0414 


C5 




Gene No. 


118239 




Strand 


+ 








Start 


70921 




End 


72129 








Name 


OJ000313 04. 0414. C5 


. ol5 . gs 


Method 


GENSCAN 








Start 


70921 




End 


72129 








GI 


-~ : none . 




Score 


.96 








Exons 


70921. .72129 














Seq v No. 


56506 




Seq. ID 


OJ000313_ 


04 .0414 


C5 



56977 



Gene No. 118240 Strand 

Start 2971 End 3076 

Name OJ000313_04 . 0414 . C5 . ol . gp Method AAT/GAP 

Start 2971 End 3076 

GI ' ! '5816518 - Score * 155 

Exons 2971.. 3076 

GI Descrip. 4 521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56506 

118241 

10539 

OJ000313JD4 . 0414 .C5.o3.gs 

10539 

none 



Seq. ID OJ000313_04.0414.C5 
Strand 

End 12165 

Method GENSCAN 

End 12165 

Score .75 



10539. . 11374, 11484. .11673, 11767.. 12165 



Seq. No. 56506 
Gene No. 118242 
Start 21870 

Name OJ000313_04 . 04 14 . C5 . o5 . gs 

Start 21870 
GI none 
■Exons 21870, 

23623, 

28094, 



.22010, 23101. 
:*23702, 23996. 
.28192 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 04. 0414. C5 



,23204, 23356. 
,24028, 24698. 



28290 
GENSCAN 
28192 
.55 

23373, 23375, 
24762, 27338, 



.23457, 
.27425, , 



Seq. No. 56506 Seq. ID 

Gene No. 118242 • Strand 

Start 21870 End 

Name OJ000313_04 . 04 14 . C5 . o5 . gp Method 

Start 23780 End 

GI 1082_1.R1084 Score 

Exons 23780. .24028, 24 54 6 .. 24 611, 24698 

27125. .27234, 27338 .. 27425, 28094 

GI Descrip. 



OJ000313 04 .0414 . C5 



28290 
AAT/GAP 
28290 
1476 

24762, 26957. .27020, 
28290 



1 1402910/emb | CAA66960 | 1 . Oe-24 (X98316) - peroxidase [Arabidopsis 
thaliana] >gi_1429223_emb_CAA67550_ (X99096) peroxidase ■ 
[Arabidopsis thaliana] 1 



Seq. No. 56506 Seq. ID 

Gene No. 118243 Strand 

Start 31141 . . End 

Name OJ00031'3_04 . 04 14 . C5 . 06 . gs Method 

Start 31141 End 

GI none Score 
Exons 



OJ000313_04.0414.C5 

33502 
GENSCAN 
33502 
.56 



31141. .31243, 31511. 
33009. .33197, 33275. 



,31652, 31708, 
,33502 



.31795, 32383. .32904, 



Seq. No. 56506 Seq. ID 

Gene 'No. 118243 Strand 

Start 31141 End 

Name OJ000313_04 . 04 14 . C5 . o7 . gp Method 

Start . 32814 End 

GI 428783 Score 

Exons 32814 . .32904, 33009.. 33189 

GI Descrip. 1402910/emb I CAA66960 | 1. Oe-24 (X98316) peroxidase [Arabidopsis 
thaliana] >gi 1429223 emb CAA67550 (X99096) peroxidase 



OJ000313_04.0414.C5 

33502 
AAT/GAP 
33189 
471 * 



56978 



[Arabidopsis thaliana] 

Seq. No. 56506' Seq. ID OJ000313_04 . 04 14 . C5 

Gene No. 118244 Strand 

Start v " ' 42641 End 45572 

Name OJ000313_04 . 0414 . C5 . 08 . gs Method GEN SCAN 

Start 42641 End 45500 

GI none Score .71 
Exons- 42641. .4 3084, 43607. . 43806)- 4 3873 . .44231, 4 4308 .. 44 600, 
44688. .45500 



Seq. No. 56506 

Gene No. 118244 

Start 42641 

Name OJ000313_04 . 04 14 . C5 . 06 . np 

Start 42653 

GI 6691716 

Exons 42653. .43092, 43167 
43873. .44052, 44129 

GI Descrip. 



OJ000313 04. 0414. C5 



Seq. ID _ 
Strand 

End 45572 
Method AAT/NAP 
End 45572 
Score 2463 
43430. .43532, 43607 .. 43794 , 
44308. .44490, 44696. .45572 
(AP0004 92) hypothetical protein [Oryza sativa] 
gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



43280, 
44231, 



Seq. No. 56506 Seq. ID 

Gene No. 118245 Strand 

Start . 57368 " End 

Name ^OJ000313_04 .0414.C5.ol2.gs Method 

Start -57368 End 

GI none Score 

Exons 57368. .57373, 57867.. 57974 



OJ000313_04 .0414 .C5 

57974 
GENSCAN 
57974 
.81 



Seq. No. 56506 Seq. ID 

Gene No. 118246 Strand 

Start 58910 End 

Name OJ000313_04 . 0414 .C5 . ol3 . gs Method 

Start 58910 End 

GI none . . Score 

Exons 58910. . 61246 



OJ000313_04.0414.C5 

6124.6 
GENSCAN 
61246 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



56506 Seq. ID 

118246 - Strand 

.58910 End 
OJ000313_04.0414.C5.o8.np ' Method " 

58914 End 

4558666 Score 
58914 . . 61234 

(AC007063) putative Na/H antiporter [Arabidopsis thaliana] 



OJ000313_04.0414.C5 

61246 
AAT/NAP 
61234 
739 



56506 Seq. ID 

118247 Strand 
73628 End 
OJ000313_04 .0414 .C5.ol6.gs Method 
73628 End - 

none Score ■ 

73628. .73744, 73776 .. 73874 , 73902 

76560. .76643, 76840 .. 76867, 77665 



OJ000313 04. 0414. C5 



77723 
GENSCAN 
77723 
.61 

74083, 76393. .76450, 
77723 



56979 




Seq. No. 


56506 






Seq. ID 


OJ000313_04.0414 


.C5 


Gene No. 


118248 






Strand 






C -f- 2 yf 


7 7 p o c 






End 


701 7^ 
/ 0 X / j 




Name 


UJUUUjIj UH 


n a i a 

. U H X H . 


C5.o7.ts 


Method 


1 D-brio 1 a . ooyjjean 






jfl Z j 






■End 


J 0 j J / 




C T 


none 






Score 


940' 




Exons 




OO J ' t 


..38667, 38761.. 38937 






Seq. No. 


56506 






Seq. ID 


OJ000313_04.0414 


.C5 


Gene No. 


118248 






oil dilQ. 






Q+- => v~+- 


/ /Ojj 






End 


7017c: 

/Ol / J 




Name 


n Tnno^i ^ 04 

UJUUUjI J U^i 


n 4 1 4 

. U ft X fi . 


C5.ol.tw 


Method 














End 


j y oi j 






none 






Score 


jUl 




Exons 


4 Q7 4 R ^P, 7 


sni q 

JUlo # 


.5422, 39159 


. .39614, 






Seq. No. 


56506 






Seq. ID 


OJ000313_04 .0414 


.C5 


Gene No. 


118248 






Strand 






q tai L' 


/ 'Ojj 






End 


701 7R 
/ O I / j 




Name 


n to nn ^ 1 ^ n a 


0 4 14 


C5.ol0.ts 


Method 


1 DXjrlo 1 A . ooyDean 






c n n 7 

jUU / 






End 


O Q C C A 

J y J 0 f± 




P T 


none 






Score 


1 1 <: 
X X D 






jUU / • • J c.~j X , 


JO . 


.5372, 39199 


. .39423, 


J-?ftJU. ..J 




C rr 

O c (Jj • LN v • 


* J O J u 0 ^ 






Seq. ID 


n.Tnnn^i ^ 04 0414 

UJUUU Jl J U4.U t iX t i 


• \^ j 


Gene No. 


118248 * 






Strand 






Start 


77835 






End 


78175 




Name 


OJ000313 04 


.0414 . 


C5.o6. tm 


Method 


TBLASTX: Maize 




Start 


5139 






End 


39624 




GI 


none 






Score 


241 




Exons 


5139. .5432, 


5141. 


.5317, 39289 


. .39624, 


39330. .39623 





Seq. No. 56506 

Gene No. 118248 

Start 77835 

Name' OJ000313_04 . 0414 . C5 . o7 . 
Start . . 5423 

GI none 

Exons 5423.. 5482, 5424.. 5741, 

Seq. No. 56506 
Gene No. . 11.8248 . 

Start 77835 

Name ■ OJ000313_04 . 04 14 . C5 . o4 . 

Start 5436' 

GI none 

Exons 5436.. 5864, 5445.. 5759, 



Seq. ID OJ000313_04.0414.C5 
Strand 

End 78175 

tw Method TBLASTX : Wheat 

End 39933 

Score 236 

39615. .39932, 39616.. 39933 

Seq. ID OJ000313_04.0414.C5 
Strand 

End ' 78175 

tm Method TBLASTX: Maize 

End 40077 

Score 387 

39628. .40077, 3964 2 .. 39689, 39777.. 39983 



Seq. No. 56506 

Gene No. 118248 

Start 77835 

Name OJ000313JD4 . 04 14 . C5 . o4 . ts 

Start " 5583 

GI none 

Exons 5583.. 6062, 5882.*".6043, 6042, 
40005. .40175 



Seq. ID OJ000313_04.0414.C5 
Strand 

End 78175 

Method TBLASTX : Soybean 

End 40209 

Score 384 

.6113, 39808. .40209, 39825.-39968, 



56980 






Seq. No. 


- 56506 




Seq. ID 


OJ000313_04 .0414 


.C5 




Gene No. 


118248 




Strand 








Start 


/ /OJJ 




ti-j 
fcjna 


78175 






Name 


OJUUUJ1J U4 . 


U4 14 . CO . OZ . tw 


Ma4- Vi 

Metnoa 


TBLASTX: Wheat 






Start 






' T? m >-J 

tna 


40407 






GI 


none 




Score 


140 






Exons 


o / y u . . duoo , 


ouo/..oiy4, oyy/z 


. . h U 3 o o f 


39978. .40187, 39979. .404 




beq. no. 


O DO U D 




beq. I1J 


OJ000313_04 .0414 


.C5 




Gene No. 


118248 




Strand 








Start 


77835 




End 


78175. 






Name 


OJ000313 04. 


0414.C5.o9.ts 


Method 


TBLASTX: Soybean 






btart 


6201 






40823 








none 




Score 


124 






Exons 


6201. .6338, 


6408. .6446, 40435 


/I n c: Q Q 


40443. .40529, 








40575. .40823, 40579.. 40821 










Seq. No. 


c a c n c 




Seq. ID 


OJ000313JD4 .0414 


.C5 




Gene No. 


118248 • 




Strand 








btart 


77835 




End 


78175 






Name 


OJ000313 04. 


0414 .C5.o5.tw 


Method 


TBLASTX: Wheat 






Start 


6240 




End 


40866 






/"> T 


none 




Score 


79 






Exons 


6240. .6332, 


6494... 6649, 6585. 


.6713, ,4-0444. .40866, 40449 


. .40793 




Seq. No. 


56506 




Seq. ID 


OJ000313_04 .0414 


,C5 




Gene No. 


1 loz4 o 




Strand 








start 


77835 




End 


78175 




1 


Name 


OJ000313 04. 


0414.C5.ol2.tw 


Method 


TBLASTX: Wheat 






Start 


6954 




End 


41181 






GI 


none 




Score 


70 






Exons 


6954. .7073, 


40882. .41016, 41083. .41181 








Seq. No. 


56506 




Seq. ID 


OJ000313_04 .0414 


.C5 


J 


Gene No. - 


118248 




Strand 






*J 


btart 


77835 




End ■ 


78175 






Name 


OJ000313 04. 


0414 .C5 .o3\ tm'** . 


Method 


TBLASTX: Maize 






C+- -» -v 4- 

b tart 


7086 




End 


41502 




3 




none 




Score 


202 




i 


Exons 


7086. .7385, 


41178. .41501, 41179. .41502 








beq. no. 


56506 




Seq... ID 


OJ000313__04 .0414 


.C5 




Gene No. 


118248' 




' Strand 








Start 


77835 




End 


78175 






Name 


OJ000313 04. 


0414 .C5.o3. tw 


Method 


TBLASTX: Wheat 






Start 


7086 




End 


41573 








none 




Score 


183 






Exons 


7086. .7361, 


41182. .41343, 4 1184 .. 41495, 41185 .. 41571, 








41380. .41571 


, 41526. .41573 










Seq. No. 


56506 




Seq. ID 


OJ000313_04 .0414 


C5 




Gene No. 


118248 




Strand 








Start 


778.35 




End 


78175, 






Name 


OJ0003i3 04. 


0414 .C5.o6. ts 


Method 


TBLASTX : Soybean 






Start 


7227 




End 


41700 






GI 


none 




Score 


245 






Exons 


7227. .7616, 


7328. .7543, 41371 


. .41535,, . 


41614. .41700 





56981 



Seq. No. 56506 

Gene No. 118248 

Start 77835 

Name OJ000313_04 . 0414. C5 . o4 . tw 

Start 7710 

GI none 
Exons 



Seq. ID OJ000313_04 .0414 .C5 
Strand 
End 

. Method 
End 
Score 



78175 

TBLASTX: Wheat 

42300 

87 



7710. .7856, 7884. .8027, 8052. .8189, 4 1685 4 17 95, 41686 42177 , 
41836. .41865, 4 1847 4 1975, 42169. .42300 



Seq. No. 


56506 




Seq. ID 


OJ000313JD4 .0414 


.C5 


Gene No. 


118248 




Strand 






Start 


77835 




End 


1 O 1 / D 




Name 


OJ000313 04. 0414. C5 


.oll.ts 


Method 


1 dLAoia : boyoean 




Start 


7761 




End 


<1 OTA 

4 1 y / u 






none 




Score 


i y u 




Exons 


7761. .7988, 41893.. 


41970 








Seq. No. 


56506 




^ Seq. ID 


OJ000313_04 .0414 


.C5 


Gene No. 


118248 




Strand 






Start 


77835 




End 


78175 




Name 


OJ000313 04. 0414. C5 


. olO. tm 


Method 


TBLASTX: Maize 




Start 


7884 




End 


42261 




GI 


none 




Score 


95 




Exons 


. 7884. .8021, 8073. .8150, 41998. .42180, 


42054. .42179, 






"42159. .42260, 4-2160- 


. .42261 








Seq. No. 


56506 




Seq. ID 


OJ000313_04 .0414 


.C5 


Gene No. 


118248 




Strand 






Start 


77835 




End 


78175 




Name 


OJ000313 04. 0414. C5 


.08 .ts 


Method 


TBLASTX: Soybean 




Start 


18053 




End 


18520 




GI 


none 




Score 


100 




Exons 


18053. .18166, 18220 


. .18318, 


18221. .18361, 18395. . 18520, 






18421. .18516 








- 


beq. NO; 


56506 




Seq. ID 


OJ000313_04 .0414 


. Cb 


Gene No. 


118248 




Strand 






Start 


77835 




End 


78175 




Name 


OJ000313 04. 0414. C5 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


18074 




End 


18309 




GI 


none 




Score 


126 




Exons 


18074. .18175, 18074 


. .18199, 


18076. .18210, 18114 . . 18200, 






18185. .18289, 18194 


. .18307, 


18205. .18309 




Seq. No. 


56506 




Seq. ID 


OJ000313_04 .0414 


.C5 


Gene No. 


118248 




Strand 






Start 


77835 




End 


78175 




Name 


OJ000313 04. 0414. C5 


.08 .tm' 


Method 


TBLASTX: Maize 




Start 


23925 




End 


28201 




GI 


none 




Score 


108 




Exons 


23925. .24032, 23987 


. .24028, 


24069. .24095, 24493 .. 24615, 






24546. .24611, 24697 


. .24762, 


24698. .24745, 24702 .. 24764 , 






26952. .27023, 26959 


. .27021, 


27107. .27262, 27 126 27236,. 






27336. .27425, -27336 


. .27470, 


27337. .27426, 28083 .. 28193, 






28094. .28192, 28097 


. .28201 









56982 



Seq. No. 56506 
Gene No. 118248 
Start 77835 

Name OJ000313_04 . 04 14 . C5 . o4 . tc 

Start 23979 
GI none 
Exons 23979. .24032, 

26952. .27023, 

27336. .27470, 

28094. .28195 



24546. .24611, 
26959. .27021, 
27337. .27426, 



Seq. ID 
Strand 
End 

Method 

End.. 

Score 
24698. .24745, 
27107. .27262, 
28083. .28193, 



OJ000313 04. 0414. C5 



78175 

TBLASTX: Cress 
28195 
81 

24699. .24764, 
27126. .27236, 
28094. .28195, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56506 
118248 
77835 
OJ000313 
23979 
none 
23979 
24702 
27120 
28083 



04.0414.C5.o5.ts 



24032, 
24764, 
27209, 
28223, 



24493. 
26952. 
27133. 
28094. 



.24612, 
.27023, 
.27225, 
.28198 



Seq. ID 
Strand 
End 

Method 

End 

Score 
24546. .24611, 
26959. .27021, 
27336. .27470, 



OJ000313 04. 0414. C5 



78175 

TBLASTX: Soybean 
28223 
83 

24698. .24745, 
27107. .27262, 
27337. .27426, 



Seq. No. 56506 
Gene No. 118248 
Start 77835 . 

Name OJ000313_04 .0414 .CS.olO*. tw 

Start 24546 
GI none 

Exons 24546. .24611, 24547 24 612 , 

■ 24699. .24764," 26939 27022 , 
27084. .27203, 27120 27 185, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 04. 0414. C5 



.7 8175 

TBLASTX: Wheat 
27203 

92 . ■ 

24548. .24613, 24 698 .. 24745 , 
26952. .27041, 26959 ... 27021 , 
27122. .27202 



l ~ Seq. No. 56506 Seq. ID 

=_ Gene No. 118248 Strand 

□ Start 77835 End 

M Name OJ000313_04 . 04 14 . C5 . ol . tc Method 

= 2 Start 32353 *■ End 

: ~ GI none Score 

is? Exons 



OJ000313_04.0414.C5 
78175 

TBLASTX: Cress 
33331 

79 * , 



32353. .32676, 32360 .. 32701 , 32653.-32835, 32687 .. 32773, 
32813. .32878, 32836 32904 , 33009 .. 33203, 33013 .. 33198 , 
33275. .33331, 33276.. 33326 



Seq. No. 56506 
Gene No. 118248 
Start 77835 

Name OJ000313JD4 . 0414.. C5 . ol . ts 

Start 32398 
GI none 

Exons 32398.-32676, 32561 .. 32701 , 

32834 . .32905, 32836 32931 , 
33275. .33331, 33279.. 33326 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32653 

33015 



OJ000313 04. 0414. C5 



78175 

TBLASTX: Soybean 
33331 
72 

32835, 32687. .32836, 
33203, 33016. .33198, 



Seq. No. 56506 Seq. ID 

Gene No. 118248 ■" Strand 

Start 77835 End 

Name OJ000313_04 . 04 14 . C5 . o9 . tw Method 

Start 32671 End 



OJ000313_04.0414.C5 
78175 

TBLASTX: Wheat 
33307 



56983 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

32671. .32904/ 32711. 
33278.. 33307 

56506 ; ' 

118248 

77835 

OJ000313_04.0414.C5. 

32687 

none 

32687. .32758, 32689. 
33016. .33201 



Score 97 
.32902, 33009. .33149, 33013 .. 33069, 



Seq. ID OJ000313_04 .0414 .C5 
Strand 

78175 

TBLASTX: Maize 
33201 
40 



End 

Method 
End 
Score 



o5 . tm 

.32901, 32780. .32902, 32997 33200, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
■Gene No. 
Start 
Name 
Start 
GI 

Exons 



[ j Seq. . No, 

^ Gene No. 

If, Start 

- Name 

s Start 

C3 GI 



"-4 



Exons 



[ ==, Seq. No. 
]f Gene No. 
lJ Start 
tl Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56506 

118248 

77835 

OJ000313_04.0414 .C5.o8.tw 

37500 

none 

37500. .37604, 37501.. 37902 

56506 

118248 

77835 

OJ000313_04 . 0414.C5.o6.tw 

38515 

none 

38515. .38 916, 38577. .38 900 

56506 

118248 

77835 

OJ000313_04.0414.C5.ol3.tm 

38790 

none 

38790. .38936, 38791.. 38967 

56506 

118248 

77835 

OJ000313_04 .0414.C5.ol2.tm 

40498 

none 

40498. .40668, 40672. .40770 



Seq. ID OJ000313_04 .0414 .C5 
Strand 

End 78175 

Method TBLASTX : Wheat 

End 37902 

Score 268 



Seq. ID OJ000313_04 .0414 .C5 
Strand 

End 78175 

Method TBLASTX: Wheat . 

End 38 916 

Score 3'58 



Seq. ID OJ000313_04 .0414 . C5 
Strand 

End 78175 

Method TBLASTX : Mai ze 

End 38967 

Score 188 



Seq. ID OJ000313_04.0414.C5 
Strand 

End 78175 

Method TBLASTX : Mai ze 

End 40770 

Score 120 



56506 
118248 
77835 

OJ000313JD4 .0414 .C5.ol4 . tm 
41643 
none 

41643. .41750, 41644 .. 41742, 41733. .41807, 41740. .41820, 
41830. .41916 



Seq. ID OJ000313_04 . 0414 .C5 
Strand 

End 78175 

Method TBLASTX: Maize 

End 41916 

Score 99 



Seq. No. 
Gene No. 
Start 



56506 

118248 

77835 



Seq. ID OJ000313_04.0414.C5 
Strand 

End 78175 



56984 



Name 


OJ000313 04. 0414. C5. 


oil . tw 


Method 


TBLASTX : Wheat 




Start 


45198 






End 


a a a a o 




GI 


none 






Score 






.Exons 


45198. 


.45452 










Seq. No. 


56506 






Seq. ID 


OJ000313_04.0414 


. Co 


Gene No. 


118248 






Strand 






Start 


77835 






End 


78175 




Name 


' OJ000313 04.0414.C5-. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


59647 






End 


60073 




GI 


none 






Score 


71 




Exons 


59647. 


.59688, 59648. 


. o9oo 1 , 


5964 9. .59834, 59675. .59860, 






59858. 


.59953, 59895. 


C C\ C\ C A 


59936. . 60067, 59952. .60014, 






• 59963. 


.60073 










Seq. No. 


56506 






Seq. ID 


OJ000313_04.0414 


. Co 


Gene No. 


118248 






Strand 






Start 


77835 






End 


78175 




Name 


OJ000313 04. 0414. C5. 


ol 1 . tm 


Method 


TBLASTX: Maize 




Start 


66324 






■ End 


'67948 






none 






Score 


129 




Exons 


66324. 


.66410, 66326. 


. oo4 lo , 


6654 6. .66680, 66550. .66684, 






66551. 


.66679, 67814. 


an q a q 


67823. .67948 




Seq. No. . 


56506 






.^.Seq. ID 


OJ000313_04.0414 


. C5 


Gene No. 


118248 






Strand ' 






Start 


77835 






End 


78175 




Name 


OJ000313 04. 0414. C5. 


« *D 4- — , 

oo . tc 


Method 


TBLASTX: Cress 




Start 


67819 






End 


68653 




GI 


: none 






Score 


283 




Exons 


67819. 


.68034, 67823. 


. doUjz , 


68163. .68270,' 68166 .. 68279, 






68486. 


.68653, 68486. 


. DO Dl 1 , 


68491. .68649 




Seq. No. 


56506 






Seq. ID 


OJ000313_04.0414 


.C5 


Gene No. 


118248 






Strand 






otart 


77835 






End 


78175 




Name 


O.J000313 04-. 04 14. C5. 


ol2 . ts 


Method . 


TBLASTX : Soybean 




C -4- v 4- 

bt art 


68223 






End 


68653 






none 






Score 


81 




Exons 


68223. 


68279, 68486. 


. booou, 


68531. .68653, 68539. .68646 




Seq. No. 


56506 






Seq. ID . 


OJ000313_04.0414 


,C5 


Gene No. 


118248 






Strand 






Q 4 . —J- 

otart 


77835 






End 


78175 




Name 


. OJ000313 04. 0414. C5. 


ol . tm 


Method 


.TBLASTX: Maize 




Start 


70962 






End 


71358 






none 






Score 


684 




Exons 


70962. 


71357, 70963. 










OCv_J . LNO . 


56506 






Seq. ID 


OJ000313_04 . 0414 




Gene No. 


118248 






. Strand 






Start 


77835 






End 


78175 




Name 


OJ000313 04. 0414. C5. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


70968 






End 


71394' 




GI 


none- 






Score - 


376 




Exons 


70968. . 


71321, 70969. 


.71325, 


71320. .71394, 71346. .71390 





56985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56506 

118248 

77835 

OJ000313_04 .0414 .C5.o3. ts 

70981 

none 



Seq. ID OJ000313_04.0414.C5 
Strand 

End 78175 

Method ' TBLASTX : Soybean 

End 71325 

Score 427 



70981. .71325, 70983 7 1216, 71215. .71325 



Seq. No. 56506 

Gene No. 118248 

Start 77835 

Name OJ000313_04 . 04 14 . C5 . o2 . ts 

Start 71575 

GI none 
Exons 



Seq. ID OJ000313_04.0414.C5 
Strand 

End 78175 

Method TBLASTX : Soybean 

End 72063 

Score 234 



71575. .71835, 71830 72063, 71839.. 72063 



Seq. No. 56506 

Gene No. 118248 

Start 77835 

Name OJ000313_04 . 04 14 . C5 . o5 . tc 

Start 71755 

GI none 
Exons 



Seq. ID OJ000313_04.0414.C5 
Strand 

End 78175 

Method TBLASTX : Cress 

End 72063 

Score 59 



71755. .71835, 71854 72.063, 71854.. 72045 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



56506 

118248 

77835 

OJ000313_04 .0414 .C5.o7.tm 

71758 

none 



Seq. ID OJ0,0031'3_04.0414.C5 
Strand 

End 78175 

Method TBLASTX : Maize 

End v 72142 

Score 90 



71758. .71871, 71833 72066, 71861 72142, 7 1888 .. 72064 , 
71976. .72068 



Seq. No. 56506 

Gene No. 118248 
Start • 77835 

Name OJ000313_04 . 04 14 . C5 . ol2 . gp ' 

Start • 77835 ~ 

GI none 

Exons ' 77835.. 78175 



Seq. ID OJ000313_04;0414.C5 
Strand 

End 78175 

-Method AAT/GAP ... . 

End 78175 

Score 622 



Seq. No. 56507 

Gene No. 118249 

Start 942 

Name OJ000313_04 . 04 14 . C6 . o2 . tm 

Start 509 

GI none . 
Exons 



Seq. ID OJ000313_04.0414.C6 
Strand 

End 24 68 

Method TBLASTX : Mai ze 

End 1620 

Score 63 



509. .556, 510. .551, 1322. .1426, 1324. .1431, 1326. .1454, 
1329. .1445, 1331. .1453, 1521. .1610, 1564. .1620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56507 

118249 

942 

OJ000313_04 .0414 .C6.ol.gs 

942 

none 



Seq. ID OJ000313_04 .0414 .C6 
Strand 

End 24 68 

Method '• GENSCAN 
End 2352 
Score .85 



942. .1043, 1915. .1986, 2190. .2352 



56986 



Seq. No. 56507 

Gene No. 118249 

Start 942 

Name OJ000313_04 . 0414 . C6 . ol . 

Start 1309 

GI 7487160 

Exons 1309.. 1453, 1524.. 1619, 

GI Descrip. hypothetical protein Tl 

gi | 33954 39 |gb|AAC28771. 

[Arabidopsis thaliana] 

Seq. No. 56507 

Gene No. 118249 

Start 942 

Name OJ000313_04 . 0414 . C6 . ol . 

Start 2144 

GI none 

Exons 2144.. 2242, 2179.. 2241, 



Seq. ID OJ000313_04.0414 ,C6 
Strand 

End 24 68 

rip Me t hod AAT / NAP 

End 2468 

Score 265 
1691. .1807, 1915. .1986, 2190. .2468 
9C21.18 - Arabidopsis thaliana 
1| (AC004683) hypothetical protein 



Seq. ID OJ000313_04 .0414 .C6 
Strand 

End 2468 

tm Method TBLASTX : Maize 

End 2354 

Score 90 
2231. .2353, 2250. .2354 





oeq. JNO . 


56508 


Seq. ID 


OJ000313JD4.0414 


.C7 




Gene No. 


118250 


Strand * 








Start 


1 


End 


1060 ■ 






jName 


OJ000313 04 .0414.C7.ol.np • 


Method 


AAT /NAP 




\J 


Q ^ 4- 


1 


End - 


1060 — 




f n 




7485953 


Score 


254 






TP TjT /-V T^l C* 


1..213, 563. .693, 911. .1060 








r i i 


f 1 T" Y*\ £"\ C* ^ "V" t 

oi uescrip. 


hypothetical protein F22I13 


.150 - Arabidopsis thaliana 








gi | 4 53934 6 | emb | CAB37 4 94 . 1 1 


(AL035539) 


putative protein 




t_ iji 




[Arabidopsis thaliana] gi | 7270822 | emb | 


CAB80503. 1 | (AL161593) 


% ^jC 




putative protein [Arabidopsis thaliana] 






Seq. No. 


56509 


Seq. ID 


OJ000313_04 .0414 


.C9 




Gene No. 


118251 


Strand 


+ 






Start 


1 


End 


136,0 






Name 


OJ000313 04.0414. C9.ol.gs 


Method 


GEN SCAN 






-Start 


1 


End 


124 9 






GI 


none 


Score 


.72 • 




C3 


Exons 


1. .112, 397. .447, 846. .922, 


1001. .1249 




- ; 

- ZT 


Seq. No. 


56509 


Seq. ID 


OJ000313 04.0414 


.C9 




Gene No. 


118251 


Strand 


+ 






Start 


1 


End 


1360 






Name 


OJ000313 04 .0414.C9.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


1246 






GI 


3935157 


Score 


935 






Exons 


1..281, 723. .922, 1001. .1246 








GI Descrip. 


(AC005106) T25N20.21 [Arabidopsis thaliana] 






Seq. No. 


56509 


Seq. ID 


OJ000313 04.0414 


C9 




Gene No. 


118251 


Strand 


+ 






Start 


1 


End 


1360 






Name 


OJ000313 04.0414.C9.o2.ts 


Method 


TBLASTX : Soybean 






Start 


1 


End 


155 






GI 


none 


Score 


182 






Exons 


1..135, 1..153, 3. .155, 12. 


. 155 







56987 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56509 

118251 

1 

OJ000313_04 .0414.C9.o2.tm 
12 

none 



Seq. ID OJ000313_04.0414.C9 

Strand + 

End 1360 

Method TBLASTX: Maize 

End 336 

Score 313 



12. .299, 12. .245, 172. .336, 190. .333 



56509 
118251 
1 

OJ000313_04 .0414 .C9.ol.ts 
159 
none 



Seq. ID OJ000313_04.0414.C9 
Strand + 

1360 

TBLASTX: Soybean 
1259 

82- 



End 

Method 
End 
Score 

159. .269, 168. .266, 172. .273, 388. .453, 730. .804, 735. .809, 
735. .815, 830. .919, 835. .918, 851. .928, 995. .1249, 998. .1216, 
1018. .1248, 1152. .1259 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[3 Seq. No. 

[j Gene No. 

y t Start 

l?\ Name 

ILI Start 

EH Exons 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



56509 

118251 

1 

OJ000313_04 .0414 .C9.ol.tm 

247 

none 



Seq. ID OJ000313_04.0414.C9 

Strand + 

End 1360 

Method TBLASTX : Mai ze 

End 1296 

Score 47 



247. .273, 388. .453, 396. .446, 715 . .80*4,* 729. . 827, 733. .813, 
735. .839,- 796. . 918, 833. .922, 834. . 917, 835. .918, 851. .928, 
989. .1291, 1001. .1252, 1003. .1260, 1012. .1296 



56509 

118251 

1 

OJ000313_04 .0414 .C9.ol.tw 

751 - 
none 



Seq. ID OJ000313_04 .0414 .C9 

Strand + 

End 1360 

Method TBLASTX : Wheat 

End 1250 

Score 7 6 



751. .822, 754. .804, 756. .830, 759. .8.30, 796. .918, 832. .918, 
833.. 922, 854.. 928, 1001.. 1246, 1012.. 1248, 1152.. 1250 



56509 

118251 

1 

OJ000313_04 .0414 .C9.ol.tc 

787 

none 



Seq. ID OJ000313_04 .0414 .C9 

Strand + 

End 1360 

Method TBLASTX : Cress 

End 1251 

Score 67 ' ' ' 



787. .921, 787. .918, 854. .928, 1001. .1249, 1003. .1251, 1036. .1248 



56509 
118251 
1 

OJ000313_04 .0414 .C9.ol.gp 
863 

17247_2.R1084 
863. .922, 1001. .1360 

M521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID OJ000313_04 .0414 .C9 

Strand + 

End 1360 

Method AAT/GAP 

End 1360 

Score 752 



56510 
118252 



Seq. ID OJ000313_04 .0414 .C10 
Strand + 



56988 




Start 


82 




T-> _ _] 

End 




Name 


OJ000313 04 


.0414. C10. ol.tm 


Method 


TBLASTX : Mai ze 


Start 


64 




End 


2. D / 


GI 


none 




Score 




Exons 


64. .105, 151. .267, 154. .255 






Seq. No. 


56510 




Seq. ID 


OJ000313_04. 0414. C10 


Gene No. 


118252 




Strand 


+ 


Start 


82 








Name 


OJ000313 04 


.0414. C10. ol.gs 


Method 


GEN SCAN 


Start 


82 




End 


54 5 


GI 


none 




Score 


. 92 


Exons 


82. .543 








beq. wo. 


56511 




beq. iu 




Gene No . 


118253 




Strand 




Start 


1 




End 


1428 


Name 


OJ000313 04 


.0414.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 




' End 


1 A O Q 




4836907 




Score 




Exons 


1..99, 1079 


. . 1428 






GI Descrip. 


(AC007153) 


Highly similar to 


putative 


callose synthase catalytic 




subunit [Arabidopsis thaliana] 




Seq. No. 


■ 56511 




Seq. ID 


OJ000313_04. 0414. Cll 


Gene No. 


118253 




Strand 




Start-.. 


1 




End 


1428 


Name 


OJ000313 04 


.0414. Cll. o2.tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


1127 


GI 


none 




Score 


96 


Exons 


2. .91, 3. .86, 11. .94, 813. .878, 829. .882, 928. .1008, 939. .1010, 




942. .1010, 


952.. 1011, 1092.. 


1121, 1092 


. .1127 


Seq. No. 


56511 




Seq. ID 


OJ000313_04.0414.C11 


Gene No. 


118253 




Strand 




Start 


1 . 




End 


1428 


Name 


OJ000313 04 


.0414. Cll. ol.tc 


Method - 


TBLASTX : Cress 


Start 


822 




End 


1311 


GI 


none 




Score 


38 


Exons 


822. .878, 823. .882, 951. .1010, 952. .1008, 1092. .1190, 




1092. .1250, 


1096.. 1233, 1248 


. .1307, 1249. .1311 


Seq. No. 


" 56511 




Seq. ID 


OJ000313_04. 0414. Cll 


Gene No. 


118253 




Strand 




b tar u 


1 




End 


1428 


Name 


OJ000313 04 


.0414 .Cll. ol.tm 


Method 


TBLASTX: Maize 


Start 


1150 




End 


1427 


GI 


none 




Score 


181 


Exons 


1150. .1320, 


1152.. 1307, 1292 


..1426, 1308. .1427, 1310. .1426 


oeq . NO . 


56512 




Seq. ID 


OJ000313_04.0414.C12 


Gene No. 


118254 




Strand 




Start 


1 




End 


2576 


Name 


OJ000313 04 


.0414 .C12.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2576 


GI 


4836907 




Score 


1100 


Exons 


1..131, 343 


..433, 550. .626, 


731. .856, 


1346. .1472, 1562. .1653, 



56989 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1753. .1845, 1945. .2061, 2149. .2232, 2315. .2576 

(AC007153) Highly similar to putative callose synthase catalytic 
?ubunit [Arabidopsis thaliana] 



56512 
118254 
1 

OJ000313_04 . 0414 . C12 . ol . gs 
340 
none 

340. .433, 550. .653, 731. .868, 1346. .1472, 1562. .1653, 
1945. .2061, 2149.. 2259 



Seq. ID OJ000313_04.0414.C12 
Strand 

End' 2576 

Method GENSCAN 

End 2259 

Score .93 



Seq. No. 56512 

Gene No. 118254 

Start 1 

Name OJ000313_04 . 04 14 . C12 . o2 . tc 

Start 1338 & • 

GI none 

Exons 1338. -.1478, 1343.. 1474 



Seq. ID OJ000313_04 .0414 .C12 
Strand 

End 2576 

Method TBLASTX : Cress 

End 1478 

Score' - 105 



Seq. No. 56512 

Gene No. 118254 

Start 1 

Name OJ000313_04 .0414.C12.ol.tw 

Start 1343 > 

GI none 
Exons 



Seq. ID OJ000313JD4 .0414 .C12 
Strand 

End 257 6 

Method TBLASTX : Wheat 

End ; 1883 

Score 140 



1343. .1474, 1343. .1471, 1560. .1649, 1561. .1650, 1561. .1662, 
1745. .1870, 1750. .1863, 1761. .1883 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56512 

118254 

1 

OJ000313_04 .0414'.C12.ol.tc 

1807 

none 



Seq. ID OJ000313_04 .0414 .C12 
Strand 

End 2576 

Method TBLASTX: Cress 

End 2244 

Score 85 



1807. .1869,- 1939-. .2070, 1942. .2070, 2134. .2244, 2146. .2244 



56512 

118254 

1 

OJ000313_04 .0414 .C12.ol .ts 

1807 " ' V 

none 



Seq. ID OJ000313_04.0414.C12 
Strand 

End 2576 

Method . . TBLASTX : Soybean 

End ' 2413' 

Score 73 

1807. .T848, 1942. -.'2064, 1942 .. 2064 , 2146. . 2262, 2146. .2262, 
2336. .2413, 2373. .2411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56513 

118255 

1 

OJ000313_04 .0414.C14 .ol.np 
1 

48369.07 



Seq. ID OJ000313_04.0414.C14 

Strand + 

End 893 

Method AAT/NAP 

End 893 

Score 318 
1..36, 282. .410, 513. .638, 756. .893 

(AC007153) Highly similar to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 



56990 



Seq. No. 


56513 




Seq. ID 


OJ000313 04.0414 


. C14 


Gene No. 


118255 




Strand 


+ 




Start 


1 




End 


893 




Name 


OJ000313 04 . 04 14 . C14 . ol 


. ts 


Method _ 


TBLASTX : Soybean 




Start 


278 




End 


823 




GI 


none 




Score 


147 




Exons 


278. .412, 301. .411, 506 


. . 586 


, 602 . . 637 


/~ f\ A /-—)/- TCI 

, 604 . . 636, 751 . . 


822 , 




752 . . 823 










Seq. No. 


56513 




Seq. ID 


OJ000313_04 .0414 


. C14 


Gene No. 


118255 




Strand 


+ 




Start 


1 




End 


893 




Name 


OJ000313 04 . 0414 . C14 . ol 


. tm 


Method 


TBLASTX : Maize 




Start 


347 




End 


844 




GI 


none 




Score 


87 




Exons 


347. .439, 349. .408, 484 


. . 633 


, 509 . . 634 


, 513 . . 638 , 752 . . 


n o n 

829, 




754 . . 822, 758 . .844 










Seq. No. 


56514 




Seq. ID 


OJ000313 04.0414 


. C16 


Gene No. 


118256 




Strand 






Start 


1 




End 


3388 




Name 


OJ000313 04.0414.C16.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


■2805 




GI 


672.9487 




Score 


231 




Exons 


1. .703,- 2742. .2805 . 










GI 'Descrip. 


(AL132966) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


56514 




Seq. ID 


OJ000313_04.0414 


.C16 


Gene No. 


118256. 




Strand 






Start 


1 




End 


3388 




Name 


OJ000313 04.0414.C16.ol 


.gs 


Method 


GENSCAN 




Start 


29 




End 


1076 




GI 


none 




Score 


.88 




Exons 


29. .424, 499. .1076 










Seq. No. 


56514 




Seq. ID 


OJ000313_04.0414 


. C16 


Gene No. 


118256 




Strand ■ 






Start 


1 




End 


3388 




Name . 


OJ000313 04.0414.C16.o2 


.np 


Method 


AAT/NAP 




Start 


1428 




End 


3388 




GI 


7413555 




Score 


839 




Exons 


1428. .2456, 3201. .3388 










GI Descrip; 


(AL162973) protein kinase-* like [Arabidopsis thaliana] 




Seq. No. 


56514 




Seq. ID 


OJ000313_04.0414 


.C16 


Gene No. 


118256 




Strand 






Start 


1 




End 


.3388 




Name 


OJ000313 04 .0414 .C16.o2 


.gs 


Method 


GENSCAN 




Start 


1479 




End 


2573 




GI 


none 




Score 


.92 




Exons 


1479. .2573 










Seq. No. 


56514 




Seq. ID 


OJ000313_04..0414 


.C16 


Gene No. 


118257 




Strand 






Start 


3987 




End 


4330 




Name 


OJ000313 04.0414.C16.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


119 




End 


504 





56991 




bl 


none 








Score 


q n 
ou 


Exons 


119. .301, 124. .402, 124 


9 *3 1 


i c *7 A Q9 

id / . .4 yz 


, OOX..OU4, 4Uy..DU4, 




409. .504 












Seq. No. 


56514 








Seq. ID 


OJ000313_04.0414.C16 


Gene No. 


118257 








Strand 




otart 


3987 












Name 


OJ000313 04 


.0414 


.C16.o3 


4--m 

. tm 


Method 


l dXiAo i a ; Max ze 


start 


124 








tna 




bl 


none 








Score 


1 1 Q 

x x y 


Exons 


124. .429, 149. .334, 163 


. . 4 UO , 


ibj. . 4 y O 


a m c n i 

, 4 Uo . . OU / 


beq. No. 


56514 








Seq. ID 


OJ000313_04.0414.C16 


Gene No. 


118257 








Strand 




Start 


3987 








End 


4330 


Name 


OJ000313 04 


.0414 


.C16.ol 


. tc. 


Method 


TBLASTX: Cress 


Start 


1536 








End 


2462 


bX 


none 








Score 


101 


Exons 


1536. .1715, 


1704 


. .1745, 


i q n n 
X o UU . 


.2042, 1888. .2043, 2086. .2343, 




2139. .2342, 


2355 


. .2462, 


9 "3 Q 

z jj y . 


.2409 




beq. no. 


56514 








Seq. ID 


OJ000313_04.0414.C16 


Gene No. 


118257 








Strand 




Start 


3987 








End 


4330 


Name 


-: OJ000313 04 


.0414 


.C16:ol 


tni- 


Method 


TBLASTX: Maize * 


Start 


1540 








End 


2454 - 


GI 


none 








Score 


102 


Exons 


1540. .1689, 


1545 


. .1712, 


1 /U4 . 


.1745, 1797. .2123, 1885. .2124, 




Z. Xo4 . . Zo4 z , 


01 CO 

z loo 




zooX . 


.2453, 2368.. 2454 


beq. no. 


56514 








Seq. ID 


OJ000313_04 . 0414 .CI 6 


Gene No. 


118257 








Strand 




Start 


3987 








End 


4330 


Name 


OJ000313 04 


.0414 


.C16.ol 


U S 


Method 


TBLASTX : Soybean 


btart 


1542 








End 


2457 


bl 


none 








Score 


98 


Exons 


1 G. /I 9 1791 
X 0 4 Z . . ,X / Z X , 




1 1 m 
. . x / u / , 


Xo UU . 


.2123, 18 


10. .1974, 2023. .2100, 




2127.?2342, 


2158 


. .2340, 


9 "5 /! £ 


.2456, 2359.-2457 


Seq. No. 


56514 








Seq. ID 


OJ000313_04 . 0414 .CI 6 


Gene No. 


118257 








Strand 




o car z 


3987 








End 


4330 


Name 


OJ000313 04 


.0414 


.C16.ol 


+- T T 

tw 


Method 


TBLASTX: Wheat 


bcart; 


1800 








End 


2118 


C T 
bX 


none ■ 








Score- 


117 


Exons 


1800. .2042, 


1888 


. .1974, 


x y bo . 


.2039, 2074. .2118 


Seq. No. 


56514 








Seq. ID 


OJ000313_04.0414.C16 


Gene No. 


118257 








Strand 






3987 








End 


4330 


Name 


OJ000313 04 


.0414 


.C16.o2. 


tw 


Method 


TBLASTX: Wheat 


Start - 


2226 








End 


2444 


GI 


none 








Score 


89 


Exons 


2226'. .2339, 


2230 


. .2343, 


2352. 


.2444, 2353. .2436 


Seq. No. 


56514 








Seq. ID 


OJ000313_04.0414.C16 


Gene No. 


118257 








Strand 





56992 



Start 
Name 
Start 
GI 

Exons 



3987 End 

OJ000313_04 . 04 14 . C16 . o2 . tm Method 

3959 End 

none Score 



4330 

TBLASTX: Maize 

4314 

40 



3959. .4015,. 3960. .4058, 4060. .4191, 4064. .4198, 4065*.. 4202, 
4077. .4199, 4181. .4303, 4191. .4313, 4191. .4313, 4192.. 4314 



Seq. No. . 56514 - Seq. ID 

Gene No. 118257 " Strand 

Start 3987 End 

Name OJ000313_04 . 0414 . C16 . o3 . gs Method 

Start 3987 End 

GI none Score 
Exons ■ 3987. .4330 



OJ000313_04 .0414 .C16 

4330 
GENSCAN 
4330 
.78 



Seq. No. 56515 

Gene No. 118258 

Start . 892 

Name OJ000313JD4 . 0414 . C17 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ000313_04 .0414 .C17 

Strand + 

End 3896 

Method ' TBLASTX: Maize 

End 329 

Score 100 



1..159, 3. .158, 145 ? .312, 151. .252, 156. .260, 247. .288, 294. .329 



U 



Seq. No. 56515- 

Gene. No. 118258 

Start 892' 

Name OJ000313_04 . 0414 . CI 7 . ol . gs 

Start 8 92 

GI none 
Exons 



Seq.' ID- OJ000313_04 .0414.C17 

Strand + 

End 3896 

Method GENSCAN 

End 3896 

Score .41 

892. .956, 1410. .1501, 2198. .2285, 3193. .3375, 3706... 3751, 
3834. .3896 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



56515 

118258 

892 

OJ000313_04.0414 .C17 .ol.gp 
126*6 

9262_1.R1084 
1266.. 1716, 1840 



Seq. ID OJ000313_04 .0414 .C17 
Strand + 
End 3896 
Method AAT/GAP 
End 2438 
Score 1156 
2198. .2285, 2375. .2438 
'4539332/embl CAB37480.il 2.0e-26 (AL035539) glycosyltransf erase 
like protein (fragment) [Arabidopsis thaliana] ' 



,1890, 



56515 Seq. ID 

118258 Strand 
892 End 
OJ000313_04 .0414 .C17.ol .np Method 
1648 End 
7485947 Score 
1648. .1716, 1840. .1894, 2202. 
3706. .3751, 3834. .3896 

hypothetical protein F22I13.10 - Arabidopsis thaliana (fragment) 
gil 4539332 | emb| CAB37480.il -(AL035539) glycosyltransf erase like- 
protein (fragment) [Arabidopsis thaliana] 



OJ000313_04 .0414 .C17' 
+ 

3896 
AAT/NAP 
3896 
311 



.2285, 2375.. 2451, 3296.. 3375, 



56516 

118259 

1 



Seq. ID 

Strand 

End 



OJ000313_ 
+ 

1659 



04 .0414 .C18 



56993 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000313_04.0414 .C18 .ol.np Method AAT/NAP 

1 End 1651 

5764049 Score 742 

1..31, 151. .240, 327. .395, 483. .552, 655. .716, 802. .896, 

983. .1072, 1*211. .1273," 13'72. .1410, 14 81. . 1651 

(Y16832) alpha-1, 3-mannosyl-glycoprotein 

beta-1, 2-'N-acetylglucosaminyltransferase [Nicotiana tabacum] 



56516 

118259 

1 

OJ000313_04.0414.C18.ol.gs 
100 

none - 



Seq. ID OJ000313 04.0414.C18 



Strand 
End 

Method 

End 

Score 



+ 

1659 
GENSCAN 
1651 
.68 



100. .160, 327. .395, 972. .1072, 1372. .1410, 1481. .1651 



Seq. No. 56516 Seq. ID 

Gene No. 118259 Strand 

Start 1 End 

Name OJ000313_04 '. 04 14 . C18 . ol . tm Method 

Start 173 End 

GI none t Score 
Exons 



OJ000313_04.0414.C18 
+ 

1659 

TBLASTX: Maize 

1653 

109 



173. .241, 174. .263, 314. .394, 319. .402, 328. .396, 458. .553, 
473. .562, 640. .714, 653. .715, 659. .715, 801. .896, 801. .902, 
955-. 1071,. 977. .1072, 980. .1072, 1210. .1266, 1211 .. 1276, 
1369. .1410,' 1372. .1449, 1379. .1438., 1463. .1651, 1480. .1653, 
1480. .1653 



Seq. No. 56516 ' Seq. ID 

Gene No. 118259 Strand 

Start 1 End 

Name OJ000313_04 .0414. C18 . ol . tc Method 

Start 176. End 

GI none Score 

Exons 176. .238, 177. .263, 314. .394, 331. 

652. .714, 653. .715, 792. .896, 98'0. 



OJ000.313_04.0414 .C18 
+ 

1659 

TBLASTX: Cress 
1000 
95 

402, 473. .562, 477. .551, 
1000 



Seq. No. 56.516 

Gene No. 118259 

Start 1 

Name OJ000313_04 . 0414 . C18 . ol . ts 

Start 180. 

GI none 

Exons 180.. 263, 182.. 238, 314.. 394, 



Seq. ID OJ000313_04 .0414 .C18 

Strand + 

End 1659 

Method TBLASTX : Soybean 

End 1653 

Score- 95 

331. .402, 473. .562, 479. .550, 



652. .714, 653. .715, 781. .891, 789. .899, 792. .893, 982. .1071, 
983. .1072, 1210. .1275, 1211. .1276, 1372. .1443, 1478. .1651, 
1480. .1653, 1564. .1653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56516 

118259 

1 

OJ000313_04 .0414 .C18 .ol.gp 
810 

-3305 1.R1084 



Seq. ID OJ000313 04.0414.C18 



Strand 
End 

Method 

End 

Score 



1659 
AAT/GAP 
1659 
647-- 



810. .896, 982. .1072, 121 1 .. 1273, 1372 .. 14 10, 1481. .1659 
1 57 64 04 9/emb | CAB5334 7 . 1 1 1.0e-33 (Y16832) 
alpha-1, 3-mannosyl-glycoprotein 



56994 



beta-1, 2-N-acetylglucosaminyltransf erase [Nicotiana tabacum] 1 



beq. NO. 


jdjI / 


oeq . i u 


UUUUU JI j U4.U414 


PI Q 

. li y 


Gene No . 




otranu 






otart 


1 




y y u 




Name 


n Tonn^i ^ n/i hat a pi o /-\i 

vJJUUUJU U 4 . U 4 1 4 . Ll y . Ol . yp 


ixteunoa 


a n t /p n d 








EjIIU 


ft 1 R 




p t 

Lil 


4 4 y y 4 


Score 


ft 9 Q 

o ^ y 




Exons 


1..197, 511. .815 








oeq . INO . 


R£S1 7 
jOj! / 


oeq . i u 


UUUUU JlJ U fi . U 4 1 4 


PI Q 

. Li y 


bene mo . 


1 1 ft 9 £H 


c 4- v n H 

otrana 






C4 , >~ 4- 

otart 


1 


£jno. 


y y u 




Name 


nTHflfl^l ^ CiA H414 PI Q /-si nc 

ujuuu ji j u fi . u 4 1 4 . Li y . oi . ys 


netnoa 








y y 


Lna 


ft 4 ft 
O 4 0 




P T 
Vjl 


none 


Score 


ft £ 




Exons 


QQ . 1 Ql CI 1 £QQ QylQ 

. . iy / , on . . Duu f o y o . . o 4 o 








Seq : . No. 


56517- 


Seq. ID 


OJ000313_04 .0414 


.C19 


Gene No. 


118260 


Strand 








i 


.una 


y y u 




Name 


ATfinn^l ^ Ci A C\A 1 A PI Q 4-tt, 

. ujuuuoij u 4 . U4 i ft . Li y . oi . tin 


K/T /^n 4— V*i /J 

LYie tnoa 


TP5T Zi Q'TY • Ma -i -7 a 

i d j_iH.o 1 a . i v ia lze 




C 4- -i 4- 

o tar u 


1 uz 




QQA 

y y u 






none 


Score 


1 no 
1 u y 




Exons 


i uz ., . i y 4 , i u o . . i y o , i u y . . i y o , 


c n q cna 


ouy . . dui, oio. . 


a 0 q 
ozo , 




oyo..ooy, byy..o4o, oyy..aoy, 


inc. o a a 

1 U D . . O 4 O , 


yoo ..yob, y 4 0 . . 


QQQ 

y 0 y , 




Q >t Q QQQ O/IQ QQH Q / Q QGPl 

y4o..yoy, y4y..yyu, y4y..yyu 








Seq. No. 


56518 


Seq. ID 


OJ000313_04.0414 


.C20 


Gene No. 


118261 


Strand 


+ 




oLart 


514 


End 


710 




Name 


OJ000313 04.0414.C20.ol.np 


Method 


AAT/NAP 




Of -a 


514 


End 


710 




p t 
LI 


4836907 


Score 


195 




Exons 


514. .710 








bi uescrip. 


(AC007153) Highly similar to putative ■ callose synthase 


cata 




subunit [Arabidopsis thaliana] 








Seq. No. 


56518 


Seq. ID 


OJ000313JD4.0414 


.C20 


Gene No. 


118262 


Strand 






Start 


573 


End 


710 




Name 


OJ000313 04.0414.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


336 


End 


673' 




GI 


none 


Score 


112 




Exons 


336. .494, 339. .467, 340. .471, 


501. . 671, 


555. .671,- 556. . 


672-, 



557. .673 



Seq. No. 56518 Seq. ID 

Gene No. 118262 Strand 

Start 573 End 

Name OJ000313_04 . 04 14 . C20 . ol . ts Method 

Start 557 End 

GI none Score 

Exons 557. .709, 558. .710 



OJ000313_04.0414.C20 
710 

TBLASTX: Soybean 

710 

228 



Seq. No. 
Gene No. 



56518 
118262 



Seq. ID 
Strand 



OJ000313 04.0414.C20 



56995 




C3 



Start 


o 15 


End 


/ 1U 




Name 


ojuuuoij U4 . U4 14 . czu . oi . gs 


Metnod 


bLNbbAN 




Start 


C *7 "3 


T? « 

End 


oy 1 . 




GI 


none 


Score 


. / O 




Exons 


0 / o . . o y / *•_*■ 




>- /■ 




Seq. No. 


56519 


Seq. ID 


UJUUUjU U4.U414 


po i 

. Cz 1 


bene wo. 


118263 


Strand 


4. 




Start 


1 


End 


1177 




Name 


OJ000313 04.0414.C21.ol.np 


Method 


AAT/NAP 




start 


1 


End 


1 loo 




GI 


4836907 


Score 


A A t; 
4 4 0 




Exons 


1..148, 681. .800, 872. .990, 1085. .1168 






GI Descrip. 


(AC007153) Highly similar to 


putative 


callose synthase 


catalytic 




subunit [Arabidopsis thaliana 


] 






Seq. No. 


d do iy 


Seq. ID 


OJ000313_04.0414 


.C21 


Gene No. 


I loZ dj 


Strand 


+ 




btart 


I 


End 


11 / / 




Name 


OJUUU31J U4 . U4 1 4 . Cz 1 . oi . gs 


Method 


bfcjJNbbAN 




Oi.-v.J- 

Start 


ob 1 


End 


1 1 DO 




GI 


none 


Score 


. DO 




Exons 


557.. 705, 1085.. 1168 








Seq. No-. 


56519 


Seq. ID 


OJ000313_04 .0414 


.C21 . 


Gene No. 


118263 


Strand 


+ 




Start 


1 


End 


1177 




Name 


OJ000313 04.0414.C21.ol.ts 


Method 


TBLASTX : Soybean 




Start 


680 


End 


1177 




GI 


none 


■Score 


178 




Exons 


680. .802, 681. .806, 871. .921, 


872. .934, 911. .997, 937.. 


C\ C\C\ 

y yo, 




1067. .1177, 1068. .1169, 1070. 


. 1177 






Seq. No. 


56519 ' 


Seq. ID 


OJ000313_04 .0414 


. Cz 1 


Gene No. 


118263 


Strand 


+ 




Start 


' 1 


End 


1177 




Name 


OJ000313 04.0414.C21.ol-.tm 


Method 


TBLASTX: Maize 




Start 


689 


End 


1166 




bl 


none 


Score 


143 




Exons 


.689..769, 690. .770, 693. .830, 


864. .983 


, 866. .988, 871.. 


O. O A 

y o 4 , 




871. .990, 872. .997, 1067. .1165, 1068.. 


1166 




beq. No. 


56519 


Seq. ID' 


OJ000313_04 .0414 


. Cz 1 


Gene No. 


118263 


Strand 


+ 




Start 


1 


End 


1177 




Name 


OJ000313 04.0414.C21.ol.tc 


Method 


TBLASTX: Cress 




otart 


690 


End 


988 




bl 


none 


Score 


179 




Exons 


690. .803, 692. .802, 720. .812, 


869. .979 


, 870. .962, 871.. 


n o t 
9o7 , 




872. .988 








Seq. No. 


56520 


Seq. ID 


OJ000323_05.0419 


.C2 


Gene No. 


118264 


Strand 


+ 




Start 


64 6 


End 


763 




Name 


OJ000323 05.0419.C2.ol.np 


Method . 


AAT/NAP 




Start 


646 


End 


763 




GI 


7406391 


Score 


77 





56996 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



* 



646. .763 

(AL162873) putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323 05. 0419. C3 



56521 -.. , 

118265 
1 

OJ000323_05.0419.C3.ol.np 
1 

7452474 
1..25, 118. .286 

hypothetical protein T5C23.100 - Arabidopsis thaliana 
gi|4539458|emb|CAB39938.1| (AL049500) hypothetical protein 
[Arabidopsis thaliana] gi | 7267867 | emb | CAB78210 . 1 | (AL161532)' 
hypothetical protein [Arabidopsis thaliana] 



301 

AAT/NAP 

28.6 

82 



56521 

118265 

1 

OJ000323_05.0419.C3.ol.ts 

107 

none 

107. .301, 120. .233, 128. .292 

56521 * 
118265 

1 ' 

OJ000323_05.0419.C3.ol.gs 

118 

none 

118. .293 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID. 
" Strand 
End 

Method 

End 

Score 



OJ000323_05.0419.C3 

301 . 
TBLASTX : Soybean 
301 
92 



OJ000323_05.0419.C3 
301 

GEN SCAN 

293 

.89 



Seq. No. 56522 Seq. ID 

Gene No. 118266 Strand 

Start 1 End 

Name OJ000323JD5 . 04 19 . C14 . ol . np Method 

Start I End 

GI - 7485844 ... - Score - . 

Exons 1. .449, 627. .677 

GI Descrip. hypothetical protein F20D10.140 -Arabidopsis thaliana 

gi|4467108|emb|CAB37542.1| (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270785 | emb | CAB804 67 . 1 | (AL161592) 
hypothetical protein [Arabidopsis thaliana] 



OJ000323_05.0419.C14 
+ 

677 

AAT/NAP 

677 

152. 



Seq. No. 


56522 








Seq. ID 


OJ000323 


Gene No. 


118266 








Strand 


+ 


Start 


1 








End 


677 


Name 


OJ000323 


05. 0419. C14 


.ol 


.gs • 


Method 


GENSCAN 


Start 


170 








End 


677 


GI 


none 








Score 


.4 


Exons 


170. .449, 


627. .677 










Seq. No. 


56523 








Seq. ID 


OJ000323 


Gene No. 


118267 








Strand 




Start . 


9 








End 


'1521 


Name 


. OJ000323 


05.0419:C1€ 


i.ol 


gs 


Method 


GENSCAN 


Start 


9 








End 


1481 


GI 


none 








Score 


.44 



56997 



Exons 



# 



9. .130, 677. .807, 1256. .1346, 1447. .1481 



Seq. No. 56523 

Gene No. 118267 

Start .. 9 

Name OJ000323_05 . 0419 . C16 . ol . gp 

Start 739 

GI 11159JL.R1084 

Exons 739.. 807, 1256.. 1346, 1447. 
GI Descrip. 



OJ000323 05.0419.C16 



Seq. ID _ 
Strand 

End 1521 
Method AAT/GAP ' 
End 1521 
Score 426 
1521 

1 2264 315/dbj | ABO 0524 3. 1 | ABO 052 4 3 5.0e-ll Arabidopsis thaliana 
genomic DNA, chromosome 5, PI clone: MRN17, complete sequence 1 



Seq. No. 56524 Seq. ID 

Gene No. 118268 Strand 

Start .567 End 

Name OJ000323_05 . 04 19 . C26 . ol . gs Method 

Start 567 End 

GI none Score 

Exons 567.. 849 



OJ000323_05.0419.C26 
■f 

849 

GENSCAN 
849 ■ 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56524 Seq. ID 

118268 Strand 

567 , End 
OJ000323_05.0419.C26.ol.np . Method 

64 9 '" End :■ • 

7363271 Score 
649.. 805 

(AP001552) hypothetical protein [Oryza sativa] 



OJ000323_05.0419.C26 
+ 

849 

AAT/NAP 

805 . ' - 

116 



56525 
118269 
60 

OJ000323_05.0419.C45.ol.np 
60 

7430747 

60. .280, 791.. 85-9, 994.. 1065 

ferredoxin - [2£e-2S] II - Synechocystis sp. (strain PCC 6803) 
gi 1 1653333 I'dbj |BAA18248'.li (D90912) "ferredoxin [Synechocystis 
sp. ] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323 
+ 

1065 
AAT/NAP 
1065 
155 



05.0419.C45 



Seq. No. 56525 Seq. ID 

Gene No. 118269 Strand 

Start 60 End 

Name OJ000323_05 . 04 19 . C4 5 . ol . gp Method 

Start 191 " End 

GI LIB3432-040-P1-K1-B5 Score 

Exons 191.. 257 

GI Descrip. ' 1 653333/dbj | BAA18248 | 7.0e-16 (D90912) ferredoxin 
.[Synechocystis sp.]' 



OJ000323_05.0419.C45 
+ 

1065 
AAT/GAP 
257 
112 



Seq. No. 56525 Seq. ID 

Gene No. 118270 Strand 

Start .1241 End. 

Name OJ000323_05 . 04 19 . C4 5 . o2 . gp Method 

Start 1241 End 

GI none Score 

Exons 1241.. 1295, 1390.. 1711 



OJ000323_05.0419.C45 

-f 

1711 
AAT/GAP 
1711 
594 



56998 



# • 



Seq. No. 


56525 


Seq. ID* 


OJ000323_05.0419.C45 


Gene No. 


1 1 QOT1 


Strand 


,+ 


Start 


iyj/ 


hna 


o o o ^ 
ZZZ / 


Name 


ujuuuj^ j uo . U4 iy . b4o . oi . gs , 


Metnoa 




btart 


1 Q Q "7 

i yj / 


hna ■ 


ZZZ / 


bl 


none 


Score 


. 4 1 


Exons 


i y o / . . zzz / 






Seq. No. 


56526 


Seq. ID 


OJ000323_05.0419.C69 


Gene No. 


1 1 oZ / Z 


btrana 


+ 


Start 


OZ 


Ena 


z / y 


Name 


ojuuujzj uo.U4iy.cby.oi.gs 


Metnoa 


GENSCAN 


Start 






O "7 Q 

z / y 


GI 


none 


Score 


Q 1 
. O 1 


Exons 


oz . . z / y 






beq. wo. 


56526 


Seq. ID 


ujuuuozo uo.U4iy.boy 


Gene No. 


118273 


Strand 




Start 


1 v \ 


End 


801 


Name 


OJ000323 05.0419.C69.ol.np 


Method 


7\ T\ m / M 7\ n 

AAi / NAr 


Start 


1 


End 


O C\ 1 

OUl 


bl 


1903347 


Score 


1UU 


Exons 


1..24, 539. .640, 736.-. 801 






GI Descrip. 


(AC000104) EST- gb|ATTS5672 comes from 


this gene. [Arabidopsis 




thaliana] * 






Seq. No. 


56526 


Seq. ID 


OJ000323_05.0419.C69 


Gene No . 


118273 


Strand 




Start 


1 


End 


801 


Name 


OJ000323 05.0419.C69.ol.tm 


Method 


TBLASTX: Maize 


Start 


532 


End 


801 




none 


Score 


113 


Exons 


532. .609, 539. .643, 539. .643, 


690. .797, 734. .799, 735. .797, 




736. .801, 736..801 






Seq. No. 


56527 • *• 


Seq. ID 


OJ000313_05.0419.C1 


Gene No. 


118274 


Strand 


+ 


Start 


1 • 


End 


518 


Name 


OJ000313 05.0419.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


518 


GI 


7485953 


Score 


186 


Exons 


1. . 152, 369. .518 







GI Descrip. hypothetical protein F22I13.150 - Arabidopsis thaliana 
gi|4539346|emb|CAB37494.1| (AL035539) putative protein 
[Arabidopsis thaliana] gi | 7270822 | emb | CAB80503 . 1 | (AL161593) 
putative protein [Arabidopsis thaliana] 



Seg. No. 56527 

Gene No. 118274 

Start 1 

Name OJ000313_05 . 04 19 . CI . ol . tm 

Start % 19 

GI none 
Exons 



Seq. ID OJ000313_05.0419.C1 



Strand 
End 

Method 

End 

Score 



+ 

518 

TBLASTX: Maize 

509 

223 



19. .153, 20. .154, 23. .154, 396. .509, 396. .467, 401. .502 



Seq. No. 56528 Seq. ID OJ000313_05 . 04 19 . C3 

56999 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



# 



118275 Strand + 

1 End 717 

OJ000313_05 . 04 19 . C3 . ol . np Method AAT/NAP 

1 End 717 

2598067 Score 474 
1..717 

(AJ001486) Ser/Thr protein kinase [Zea mays] 



56529 
118276 
192 

OJ000313_05. 0419.C4 .ol.gp 
192 

16421_1.R1084 
192. .596, 716. .829 

•3075402 6.0e-12 (AC004484) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000313_05.0419.C4 
Strand 

End 2162 

Method AAT/GAP 

End 82 9 

Score 969 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



. 56529 
118276 
192 

OJ000313_05.0419.C4.ol.tw 
378 
none. 



Seq. ID OJ000313_05.0419.C4 
Strand 

End 2162 
Method TBLASTX : Wheat 
End. 1846 
Score 37 

378. .434, 379. .435, 445. .'600, 452. .616, 455. .625, 531. .641, 
693. .755, 712. .756, 756. .851., 757. .852, 1784. .1846, 1785. . 1829 



56529 
118276- 
192 

OJ000313_05.0419.C4 .ol.gs 
454 
none 

454. .596, 716. .850, 1783. .2128 



Seq. ID OJ000313_05.0419.C4 
Strand 

End 2162 

Method GENSCAN 

End 2128 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56529 

118276 

192 

OJ000313_05. 0419.C4 .ol.np 
4 63 

3075402 



Seq. ID OJ000313_05.0419.C4 
Strand 

End 2162 

Method AAT/NAP 

End 1837 

Score 259 



463. .596, . 716. .850, 1783. .1837 

(AC004 484) unknown protein [Arabidopsis thaliana] 



56529 

118276 

192 

OJ000313__05.0419.C4 .ol.tm 

463 

none 



Seq. ID OJ000313_05.0419.C4 
Strand 

End 2162 

Method TBLASTX: Maize 

End 1846 

Score 132 



463. .600, 466. .624, 467. .625, 693. .851, 711. .848, 712. .852, 
712. .852, 713. .856, 1784. .1846, 1785. .1829 



Seq. No. 56529 

Gene No. 118276 

Start 192 

Name OJ000313 05 . 04 19 . C4 . ol . ts 



Seq. ID OJ000313_05.0419.C4 
Strand 

End 2162 

Method TBLASTX : Soybean 



57000 



